
Name 


r\7QQmi ^ ni n "3 1 7 en ^.i 
ujyyu /ij u i . u j i / . b / . oi . 


t S 


Method 


i rJLi/ib i a ; boyoean 




otart 








1 1 O j 




bl 


none 




Score 


on £ 

/U 0 




Exons 


jjj , . / JJ / OUl . . llDj 










Seq. No. 


39187 • 




Seq. ID 


OJ990713_01.0317 


.C7 


Gene No. 


80807 




Strand 








ODD 




End 


1520 




Name 


uuyyu / 1 j ui . uji / ,l / . 01. 


tw 


Method 


TBLASTX: Wheat 




otart 


J I Q 




End 


1061 




bl 


none 




Score 


114 




Exons 


ct/i too cic 7fl£ ^Qfl 

o / ft . . / z j , o / o . . / u o , o y a 


7 9^ 
. . /Zj, 


729. .1061, 733. .1056 




Seq. No. 


39187 




Seq. ID 


OJ990713 01.0317 


.C7 


Gene No. 


80807 




Strand 


- 




bt art 


DOD 




End 


1520 




Name 


nTQQmi"5 ni n^i i ci ^i 
ujyyu/ij u i • u ji / . b ' • oi . 


tm 


Method 


TBLASTX: Maize 




btart 


cot 
OOO 




bna 


117 9 






none 




Score 


213 




Exons 


cor 7"5tr 7QQ 1179 
Oo 0 . . I JO / / 50 , .11/6 










Seq. No. 


39187 




Seq. ID 


OJ990713 01.0317 


.CI 


Gene No. 


80807 




Strand 


- 




btart 


£ £ C 
ODD 




End 


1520 




Name 


(jjyyu/io u i . u j i / . b / . oi . 


gs 


Method 


GEN SCAN;,; 




Start 


/T ^ C 

ODD 




End 


1220 




GI 


none 




Score 


.63 




Exons 


ace iQQ line ioon 
odd. . /yy, HUb. . lzzU 










Seq. No. 


39187 




Seq. ID 


OJ990713_01.0317 


CI 


Gene No. 


80807 




Strand 






b tart 


c a a 

ODD 




End 


1520 




Name 


^TQQmiQ m n *5 1 7 r»7 
ujyyu/ij u i . u o i / . b / . oz . 


tw 


Method 


TBLASTX: Wheat 




btart 


1 1 j4 




End 


1520 




bl 


none 




Score 


288 




Exons 


1 1 O/l 1 COfl 1 1 OC 1 CI c 
lljfi..lOZU, lljj . . 101 J, 


1 1 C.A 
1104. 


.1517 






Seq. No. 


39188 




Seq. ID 


OJ990713_01.0317 


C8 


Gene No. 


80808 




Strand 


+ 




bt art 


1 7 1 £ 
1 / 1 D 




End 


4572 




Name 


r»TQomi *5 01 mi7 cq 
UJyyi) / 1 j Ul . Uji / .Lo . Oz . 


gs 


Method 


GENSCAN 




C -1 , vf 

btart 


1 7 1 £ 

1 / lb 




End 


4572 




H T 
bl 


none 




Score 


.88 




Exons 


1 7 1 £ 1 OQC 01 A 0 0 01 o 


j y o i . 


.4050, 4413. .4572 




Seq. No. 


39188 




Seq. ID 


OJ990713JD1.0317 


C8 


Gene No. 


80809 




Strand 


+ 




bt art 


OA ^0 
yH jZ 




End 


10913 




Name 


ujyyu/ij u i . u j i / . bo . o4i . 


gs 


Method 


GENSCAN 




btart 


y h jz 




End 


10913 




GI 


none 




Score 


.76 




Exons 


9432.. 10913 










Seq. No. 


39188 




Seq. ID 


OJ990713_01.0317. 


C8 


Gene No. 


80810 




Strand 


-I- 




Start 


16861 




End 


19694 




Name 


OJ990713 01.0317.C8.o2. 


gp 


Method 


AAT/GAP 





39001 



Start 16816 End 17282 

GI 1631780 Score 616 

Exons 16816. .17078, 17196.. 17282 

GI Descrip. 1086900 5.0e-15 (U41278) contains similarity to G beta repeats 
(PROSITE: PS00670) of the beta-transducin family [Caenorhabditis 
elegans] 



Seq.* No. 39188 

Gene No. 80810 

Start 16861 

Name OJ990713JH . 0317 . C8 . 06 . gs 

Start 16861 

GI none 

Exons 16861. .17078, 17196 .. 17298, 
18357. .184 64, 19231. .19252 



Seq. ID OJ990713_01.0317.C8 

Strand + 

End 19694 

Method GENSCAN 

End 19252 

Score .93 
17845. . 17 952, 18069. .18178, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_ 
+ 

19694 
AAT/NAP 
19694 
345 



01. 0317. C8 



Seq. No.. 39188 
Gene No. 80810 
Start 16861 

Name OJ9907 13_0 1 . 03 17 . C8 . o3 . np 

Start 16876 
GI 7500412 
Exons 16876. .17122, 

19643.. 19694 

GI Descrip. hypothetical protein F33G12.2 - Caenorhabditis elegans 

gi|1086900|gb|AAA82480.1| (U41278) contains similarity to G beta 
repeats ( PROSITE : PS00670) of the beta-transducin family 
[Caenorhabditis elegans] 



17843. .17958, 18075 .. 18178 , 18357 184 64 , 



Seq. No. 39188 

Gene No. 80810 

Start 16861 

Name OJ9907 13_01 . 0317 . C8 . o3 . gp 

Start 18069 

GI LIB34 33-05 1-P1-K1-H11 

Exons 18069. .18174, 18357 .. 184 64 , 

■ GI Descrip. '2982268 4.0e-24 (AF05121-7) 
[Picea mariana] 1 



Seq. ID OJ990713_01.0317 ,C8 
Strand + 
End 19694 
Method AAT/GAP 
End 19694 
Score 452 
19643. .19694 

probable 40S ribosomal protein S15 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39188 Seq. ID OJ990713_01 . 0317 . C8 

80811 Strand 

206 End 1069 

OJ990713_01 . 0317 . C8 . ol . gp Method AAT/GAP 

206 End 1069 

14109_1-.R1084 Score 1141 

206. .608, 827. .1069 

'1086900 5.0e-15 (U41278) contains . similarity to G beta repeats 
(PROSITE: PS00670) of the beta-transducin family [Caenorhabditis 
elegans] 1 



Seq. No. 39188 Seq. ID 

Gene No. 80811 Strand 

Start 206 End 

Name OJ990713_01 . 0317 . C8 . ol . gs Method 

Start 450 End 

GI none Score 

Exons 450.. 608, 827.. 985 



OJ990713_01.0317.C8 

1069 
GENSCAN 
985 
1 



39002 




Seq. No. 


39188 








Seq. ID 


OJ990713_0l.0317.C8 


Gene No. 


80812 








Strand 




Start 


4174 








End 


7009 


Name 


OJ990713 01 


.0317 


.C8.ol. 


np 


Method 


AAT/NAP 


Start 


4174 ~~ 








End 


6943 


GI 


5080764 








Score 


1189 


Exons 


4174 . .4566, 


5061 


. .5254, 


5340. 


.5734, 6654. .6943 


\J JL 1— ' ^ O V** —» — - k-' * 


(AC007203) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


39188 








Seq. ID 


OJ990713_01.0317.C8 


Gene No. 


80812 








Strand 




Start 


4174 








End 


7009 


Name 


OJ990713 01 


.0317 


,C8 .o3. 


gs 


Method 


GEN SCAN 


Start 


4962 ~~ 








End 


7009 


GI 


none 








Score 


.63 


Exons 


4962 . . 5033, 


5061 


. .5254, 


5340. 


.5734, 6654.. 7009 


Seq. No. 


39188 








Seq. ID 


OJ990713_01.0317.C8 


Gene No . 


80813 








Strand 




Start 


13593 








End 


16731 


Name 


OJ990713 01 


.0317 


.C8 .o2. 


tm 


Method 


TBLASTX: Maize 


Start ■ 


4168 ~~ 








End 


4566 


GI 


none 








Score 


341 


J? v n n <5 


4168 4566, 


4169 


. .4564, 


4.231. 


.4566 




Qprr Kin 


39188 








Seq. ID 


OJ990713_01.0317.C8 


Gene No. 


80813 








Strand 




Start 


13593 








End 


16731 


Name 


OJ990713 01 


.0317 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4441 _ 








End 


5760 


GI 


none 








Score 


144 




4441 . .4566, 


4442 


. .4567, 


4455. 


.4568, 4455. .4568, 5020. .5217, 




5028 . . 5231, 


5050 


. .5223, 


5051. 


.5236, 5341.. 5739, 5348.. 5731, 




5350 5760 












Seq. No. 


39188 








Seq. ID 


OJ990713_01.0317.C8 


Gene No. 


80813 








Strand 




Start 


13593 








End 


16731 


Name 


OJ990713 01 


.0317 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5070 ~~ 








End 


5686 


GI 


none 








Score 


96 


Exons 


5070. .5141, 


5071 


. .5136, 


5132. 


.5245, 5134. .5256, 5136. .5255, 




5340. .5666, 


5341 


. .5685, 


5342. 


.5686 




Seq. No. 


39188 








Seq. ID 


OJ990713_01.0317.C8 




80813 








Strand 




Start 


13593 








End 


16731 


Name 


OJ990713 01 


.0317 


.C8.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


5576 ~ 








End 


5749 


GI 


none 








Score 


124 


Exons 


5576. .5749, 


5578 


. .5748 








Seq. No. 


39188 








Seq. ID 


OJ990713_01.0317.C8 


Gene No. 


80813 








Strand 




Start 


13593 








End 


16731 


Name 


OJ990713 01 


.0317 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 



39003 




Start 


13579 




End 


13761 






(IT 


none 




Score 


247 








13579 13761, 13588 


. 13734, 


13599'. .13760 






Seq. No. 


39188 




Seq. ID 


OJ990713 


_01. 


0317. C8 


Gene No. 


80813 - 




Strand 


— 






Start 


13593 




End 


16731 






Name 


OJ990713 01 0317. C8. 


o5 . gs 


Method 


GENSCAN 








13593 ~~ 




End 


16731 






O J. 


none 




Score 


.53 






R von 


13593 16693. 16716. 


. 16731 










O " ^ • L N ^ • 


39188 




Seq. ID 


OJ990713 


01. 


0317. C8 


Gene No. 


80813 




Strand 








Start 


13593 




End 


16731 






Name 


OJ990713 01. 0317. C8. 


o2 . np 


Method 


AAT/NAP 






Start 


13602 




End 


16619 






GI 


7493091 




Score 


1129 






Exons 


13602. .14286, 14397. 


.16017, 


16051. .16619 






GI Descrip. 


probable translocation elongation factor-Tu fa 


mily 


- fission 



yeast (Schizosaccharomyces pombe) gi | 3169065 | emb | CAA19260 . 1 | 
(AL023704) elongation factor 2-like protein [Schizosaccharomyces 
pombe] 





39188 






Seq. ID 


OJ990713_01.0317 


C8 




80813 






Strand 






Start 


13593 






End 


16731 




Name 


OJ990713 01. 0317. C8. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


13641 






End 


14078 




GI 


none 






Score 


354 




Exons 


13641. 


.14078, 13642. 


.14076 








Seq. No. 


39188 






Seq. ID 


OJ990713_01.0317 


.C8 


Gene No. 


80813 






Strand 






Start 


13593 






End 


16731 




Name 


OJ990713 01. 0317. C8. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


13764 






. End • 


14084 




GI 


none 






Score 


54 




Exons 


13764. 


.14027, 13785. 


.14084 








Seq. No. 


39188 






Seq. ID 


OJ990713_01.0317 


.C8 


Gene No. 


80813 






Strand 






Start 


13593 






End 


16731 




Name 


OJ990713 01. 0317. C8 . 


o3.tc 


Method 


TBLASTX: Cress 




Start 


13765 






End 


15104 




GI 


none 






Score 


95 




Exons 


13765. 


.14031, 13767. 


.14108, 


14127. .1424 3, 14877. .15104, 






14890. 


.15096 










Seq. No. 


39188 






Seq. ID 


OJ990713_01.0317 


.C8 


Gene No. 


80813 






Strand 






Start 


13593 






End 


16731 




Name 


OJ990713 01. 0317. C8. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


13860 






End 


14114 




GI 


none 






Score 


263 




Exons 


13860. 


.14114, 13861. 


.14085 









39004 




Cpn Mo 


39188 






Seq. ID 


OJ990713_01.0317 


. ^0 


Gene No. 


80813 






• Strand 






Start 


13593 






End 


16731 






OJ990713 01. 0317. C8 


. . L.UL 


Method 


TBLASTX: Maize 




O L. Ct X L 


14877 






End 


16559 




O X 


none 






Score 


70 




IjAUil O 


14877. 


.15095, 14883 


. .X.JVJXX, 


14884. .15084, 15810. .15965, 






16059. 


.16403, 16488 


* . X U *J *j z* 








Seq. No. ■ 


39188 






Seq. ID 


OJ990713 01 0317 


.C8 


Gene No. 


80813 






Strand 






91-3 rt- 


13593 






End 


16731 




LNaillt: 


OJ990713 01. 0317. C8 




Mp t~ hnd 


TBLASTX • Whpat 




O Lai L 


14877 






End 


15095 




CT 

\J X 


none 






Score 


Z* Zs 




LjAUII O 


14877. 


.15095, 14883 


15083, 


14884 150 


84 




Seq. No. 


39188 






Seq. ID 


\j 'u zf z/ yj f x *j ui i u Ji / 


.C8 


Gene No. 


80813 






Strand 






o u a x l. 


13593 






End 


16731 




IN ai lie 


OJ990713 01. 0317. C8 


• \J J . LD 


Method 


TBLASTX : Soybean 






15015 






End 


15399 




vj X 


none 






Score 


160 




Exons 


15015. 


.15257., ; 15016 


1 ^9 9 9 


15276. . 153 


98, 15277.. 15399 




Seq. No. 


. 39188 






Seq. ID 


.OJ990713_01.0317 


,C8 


Gene No. 


80813 






Strand 






o Lctx u 


13593 






End 


16731 




Name 


OJ990713 01. 0317. C8 


n 9 +- n 


Method 


TBLASTX: Cress 




OLalt 


15795 






End 


16559 






none 






Score 


80 




Pvnn c 
uAUllO 


15795. 


.15965, 16080 




16488. .16559 




Seq. No. 


39188 






Seq. ID 


OJ990713__01.0317 


.C8 


Gene No. 


80813 






Strand 






Of a r +- 


13593 






End 


16731 




IN diut; 


OJ990713 01. 0317. C8 


. \J X . <_ yv 


Method 


TBLASTX: Wheat 




J Ldl L 


16158 • 






End 


16559 




CT 

\J X 


none 






Score 


80 






16158. 


.16403, 16488 


* * X \J +J *J Z* 










39188 






Seq. ID 


OJ990713_01.0317 






80813 






Strand 






Start 


13593 






End 


16731 




Name 


OJ990713 01. 0317. C8 


,o4.ts 


Method 


TBLASTX : Soybean 




J Ldl L 


16194 






End 


16562 




CT 

\3 X 


none 






Score 


113 






16194. 


.16313, 16194 


* • ± \J ~J *J O f 


16210. .16332, 16368. .16475, 






16380. 


.16439, 16387 




16488. .16559, 1648 9 16557 , 






16500. 


. 16562 










Seq. No. 


39188 






Seq. ID 


OJ990713_01.0317 


.C8 


Gene No. 


80814 






Strand 






Start 


16884 






End 


18465 




Name 


OJ990713 01. 0317. C8 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


16884 






End 


17945 




GI 


none 






Score 


246 





39005 



DAU11D 


16884 17066 16906 


17079, 


16915. .17007, 16918 


17070, 






17196 17285, 17197 


17301, 


17845. .17937, 17847 


. .17945 




Seq. No. 


39188 




Seq. ID 


OJ990713 


_01.0317 


.C8 


Gene No. 


80814 




Strand 








Start 


16884 




End 


18465 






Name 


OJ990713 01 0317 G8 


. o 6 . tm 


Method 


TBLASTX : ', 


Mai ze 




Start 


16884 ~ 




End 


17022 






GI 


none 




Score 


205 






R von S 


16884 17021, 16909 


. . 17022 










cipn Kin 


39188 




Seq. ID 


OJ990713 


01 . 0317 


. C8 




80814 




Strand 








Start 


16884 




End 


18465 






Name 


OJ990713 01. 0317. C8 


. o5 . ts 


Method 


TBLASTX : 


Soybean 




Start 


16887 




End 


18465 






GI 


none 




Score 


229 






F.xon ^ 

J_J Awl 4 O 


16887 . . 17069, 16906 


. . 17070, 


16915. .17007, 16918 


. . 17070, 






17194 17301, 17196 


. . 17300, 


17845. .17955, 17853 


. . 17951, 






18063 18179, 18067 


18186, 


18068. .18178, .18354 


. .184 64, 






18355. . 18465 












Seq. No. 


39189 




Seq. ID 


OJ990713 


_01.0317 


.C9 


Gene No. 


80815 




Strand 


+ 






Start 


34 4 




End 


447 








OJ990713 01 0317 P9 


o 1 . gs 


Method 


GENSCAN 






O Ldl L 


34 4 ~~ 




End 


447 








none 




Score 


.64 






Hi lO 


34 4 . . 447 












O C V-^ • LN W ■ 


39189 




Seq. ID 


OJ990713 


01 . 0317 


. C9 


Gene No. 


80816 




Strand 


+ 






Start 


4014 




End 


4835 






Name 


OJ990713 01 0317 C9 


. o 4 . np 


Method 


AAT/NAP 






Start 


4 014 ~~ 




End 


4835 






GI 


4 680186 

" W V \J X \i \J 




Score 


107 






T* 1 von ^ 


4014 4127 4726 4! 


835 










GI Descr ip . 


(AF111709) unknown 


[Oryza sativa subsp. 


indica] 






Seq. No. 


39189 




Seq. ID 


OJ990713 


01 . 0317 


.C9 


Gene No. 


80817 




Strand 








Start 


1231 




End 


7291 






Name 


OJ990713 01. 0317. C9 


. o2 . gs 


Method 


GENSCAN 






Start 


1231 




End 


3877 






GI 


none 




Score 


.5 






Exons 


1231. .1380, 2474. .2647, 2777 


..3073, 3833. .3877 







Seq. No. 39189 

Gene No. 80817 

Start 1231 

Name OJ9907 13_01 . 0317 . C9 . o3 . np 

Start 1231 

GI 7248394 

Exons 1231.. 1601, 1985.. 2317, 6242 
GI Descrip. 



OJ990713 01. 0317. C9 



Seq. ID _ 
Strand 

End 7291 
Method AAT/NAP 
End 6274 
Score 276 
6274 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 



39006 



putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 39189 
Gene No. 80817 
Start 1231 

Name" " OJ990713_01 . 0317 . C9 . o5 . np 

Start 4419 

GI 6907087 

Exons 4419.. 4520, 5071.. 5519 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) 

region of the predicted gene. 

sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_01. 0;317. C9 

7291 
AAT/NAP 
5519 
457 



, AU082313 (E2215) correspond to 
; hypothetical protein [Oryza 



Seq. No. 39189 

Gene No. 80817 

Start 1231 

Name OJ990713_01 . 0317 . C9 . o4 , 

Start 5853 

GI none 

Exons 5853.. 7291 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_01.0317.C9 

7291 
GENSCAN 
7291 
.76 



Seq. No. 39190 Seq. ID 

Gene No. 80818 -■ Strand 

Start 112 . End 

Name OJ990713_01 . (3317 . C10 . ol . gs Method 

Start 112 End 

GI none Score 

Exons 112.. 230, 566.. 705 



OJ990713_01. 0317. C10 

+ , 
705 

GENSCAN 

705 

.68 



Seq. No. 39190 Seq. ID 

Gene No. 80819 Strand 

'Start 2101 End 

Name OJ990713_01 . 0317 . C10 . o2 . gs Method 

Start 2101 End 

GI none Score 

Exons 2101.. 4608 



OJ990713_01. 0317. C10 

4608 
GENSCAN 
4608 
.58 



Seq. No. 39190 Seq. ID 

Gene No. 80820 Strand 

Start 5840 End 

Name OJ990713_01 . 0317 . C10 . o3 . gs Method 

Start 5840 End 

GI none Score 

Exons 5840.. 6066 



OJ990713_01.0317.Cl0 

6066 
GENSCAN 
6066 
.96 



Seq. No. 39191 . Seq. ID 

Gene No. 80821 Strand 

Start 2066 End 

Name OJ990713_01 . 0317 . Cll . ol . gs Method 

Start 2066 End 

GI none Score 
Exons 



OJ990713_01. 0317. Cll 

3107 
GENSCAN 
3107 
.71 



2066.. 2316, 2573.. 2725, 2819.. 2968, 2978.. 3107 



Seq. No. 
Gene No. 
Start 



39192 
80822 
1 



Seq. ID OJ990713_01.0317.C13 

Strand 

End 874 



39007 



Name OJ990713_01 . 0317 . C13 . ol . np 

Start 1 

GI ; 4680179 

Exons .1..874 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 39192 

Gene No. 80822 

Start 1 

Name OJ990713_01 . 0317 . C13 . o2 . tw 

Start 2 

GI none 

Exons 2. .178, 11. .226, 12. .245, 19., 

Seq. No. 39192 

Gene No. 80822 

Start 1 

Name OJ990713_01 . 0317 . C13 . ol . ts 

Start 4 

GI none 

Exons 4. .201, 15. .317, 45. .317, 241, 

Seq. No. 39192 * 
Gene Np. - 80822 

Start 1 

Name OJ990713_01 . 0317 . C13 . o2 . tm 

Start 12 

GI none 

Exons 12.. 224, 22.. 156 

Seq. No. 39192 

Gene No. 80822 

Start 1 

Name OJ990713_01 . 0317 .C13 . ol . gs 

Start 108 

GI , none 

Exons ■ 108 . .728 



Method 

End 

Score 



AAT/NAP 

874 

1219 



sativa subsp. indica] 



Seq. ID OJ990713__01.0317.C13 
Strand 

874 

TBLASTX: Wheat 
245 
66 



End 

Method 
End 
Score 
.201 



Seq. ID OJ990713_01.0317.C13 
Strand 

End 874 

Method TBLASTX: Soybean 

End 353 

Score 110 

..336, 321. .353, 321. .353 

Seq. ID OJ990713_01.0317.C13 
Strand 

End 874 

Method TBLASTX: Maize 

End 224 

Score 64 



Seq. ID OJ990713_01.0317.C13 

Strand 

End 874 

Method GENSCAN 

End 728 

Score .7 



Seq. No. 39192 

Gene No. 80822 

Start 1 

Name OJ990713_01 . 0317 . C13 . ol . tm 

Start 240 

GI none 

Exons 240.. 707, 277.. 636 



Seq. ID OJ990713_01.0317.C13 

Strand 

End 874 

Method TBLASTX : Maize 

End 707 

Score 130 



Seq. No. - 39192 
-Gene No. : ' 80822 

Start 1 

Name OJ990713_01 . 0317 . C13 . ol . tc 

Start 258 

GI none 

Exons 258. .647, 372. .401, 475. .648 

Seq. No. 39192 

Gene No. 80822 

Start 1 



Seq. ID OJ990713_01.0317.C13 

Strand 

End 874 

Method TBLASTX : Cress 

End 648 

Score 38 



Seq. ID OJ990713_01.0317.C13 

Strand 

End 874 



39008 




Name 


OJ990713 01.0317.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


294 


End 


777 




GI 


none 


Score 


178 




Exons 


294. .776, 303. .749, 322 . .777 






Seq. No. 


39192 


Seq. ID 


OJ990713_01.0317 


.C13 


Gene No. 


,80822 . 


Strand 






Start 


1 


End 


874 




Name 


OJ990713 01.0317.C13.o3.tiri 


Method 


TBLASTX: Maize 




Start 


708 


End 


866 




GI 


none 


Score 


152 






708. .866, 709. .855 








Seq. No. 


39193 


Seq. ID 


OJ990913 08.0303 


CI 


Gene No. 


80823 


Strand 


+ ~~ 




Start 


288 


End 


475 




Name 


OJ990913 08,0303. CI. ol.gp 


Method 


AAT/GAP 




Start 


288 


End 


475 




GI 


2310235 


Score 


237 




Exon s 

■W \h/ 1 1 h^/ 


288 . . 475 








GI Dpsptid 


5852182/emb|CAB55420. 1 | 9. 


Oe-13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


39194 


Seq. ID 


OJ990913_08.0303 




Gene No. 


80824 


Strand 






Start 


1 


End 


456 




Name 


OJ990913 08.0303.C4.ol.tw 


Method 


TBLASTX: Wheat 




o u a J- l. 


1 


End 


429 




GI 


none 


Score 


138 




Exons 


1..207, 8. .226, 230. .295, 


298. .429 






Seq. No. 


39194 


Seq. ID 


OJ990913_08.0303 


,C4 


Gene No. 


80824 


Strand 






Start 


1 


End 


456 




Name 


OJ990913 08.0303.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


34 


End 


456 




GI 


none 


Score 


■ 158 




Exons 


34. .282, 34.'. 282, 35. .295, 


292. .456, 301. .450 ' 




Seq. No. 


39194 


Seq. ID 


OJ990913_08.0303 


C4 


Gene No. 


80824 


Strand 






Start 


1 


End 


456 




Name 


OJ990913 08.0303.C4.ol.ts 


Method 


-TBLASTX: Soybean 




Start 


56 


End 


330 




GI 


none 


Score 


207 




Ex on *=; 


56. .295, 58. .195, 59. .292, 


298. .330 






Seq. No. 


39195 


Seq. ID 


OJ990913_08.0303 


C15 


Gene No . 


80825 


Strand 


+ 




Start 


383 


End 


1732 




Name 


OJ990913 08.0303.C15.ol.gp 


Method 


AAT/GAP 




Start 


383 


End 


827 




GI 


LIB34 31-028-P1-N1-A10 


Score 


770 




Exons 


383. .453, 481. .827 








GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 









39009 






oeq. no. 


TQ1 QC 

jy xy d 




oeq . X U 


PiTQQOQI 7 PlQ fi^n*} PI R 

uuyyuyxj uo , uju j.li d 




Gene No. 


80825 




Strand 


+ 




Start 


383 




End 


1732 




Name 


pjtqqoqi^ dp, 0707 pis oi 

WU _7 .7 U .? X J UO i UJU J . ^1 J .Ul . 


l_ w 


Method 


TBLASTX: Wheat 




OLail 






End 


1732 




P T 


none 




Score 


131 






^7n fii 7 fin? ^R9 fiQs 


ft 7^ 
. O j j , 


696. .836, 


783. .878, 815. .874, 






o 7 Q Q9fi ftfifi Q97 Q90 


1779 


936. .1730 




Seq. No. 


39195 




OCLJ . XL/ 


O.TQQHQ17 OR 0707 PIS 

VJU-7./VJ-7XJ UO . UJUJ . ^1 J 




Gene No. 


80825 




Strand 


+ _ 




OLdlL 


JO J 




End 


1732 




Name 


OTQQ0Q1 Off H7H7 PIS n1 
VjjyyuyXj UO.UjUj.L/Ij.OI. 


L. C 


Method 


TBLASTX: Cress 




oldit 


1 1 m 




End 


1554 




P T 
IjX 


none 




Score 


310 




Exons 


11U1 . . IjjU, IIUj . . X j ft O , 


t 7Qn 


1554 






Seq. No. 


39195 




Seq. ID 


OJ990913_08.0303.C15 




Gene No. 


80825 




Strand 


+ 




Q+- a r-+- 
OLalL 


7°. 7 




End 


1732 




Name 


riTQQnQi^ hp n7n7 P1 S n1 

UJ J U0.UjUj.L1j.O1. 


LIU 


Method 


TBLASTX: Maize 






X *± 0 X 




End 


1720 




P T 


none 




Score 


61 


- — 


Exons 


17HS 1/1P1 1 7 9 O 
1^01 . . 1 / Uj, X 4 0 X . . 1 / zu, 


1 SflQ 

x j u y . . 


1709 




%J 

Li i 


oeq. No. 


j y x y b 




Seq. ID 


OJ990913_08. 0,303. C30 




Gene No . 


OUOZD 




Strand 


+ 


fy 


Start 


386 




End 


894 




Name 


OJ990913_08.0303.C30.ol. 


gp 


Method 


AAT/GAP 






j 0 0 




End 


894 


w 


P T 


■50-709 1 di nfl/i 

jO/O^ X.ixXUo*! 




Score 


796 




Exons 


jo 0 . . 0 y 4 










P T <T* t~~* V 1 Y~\ 

\j l ue&crip. 


DUD7D4 j / CJ.XJ J 1 r\C UUUDIO . 1 | 


AP000616 0.0e+00 Oryza sativa genomic 


f 1 




uin,h., c n i omo s ome o r ciont 


:P0514G12' ■ 




~ *~ 


oeq . no . 


7Q1 Q7 
j y x y / 




Seq. ID 


OJ990913_08.0303.C31 


? ^ 


UCllC L \ <J • 


80827 




Strand 






' Start 


291 




End 


561 




Name 


OJ990913_08.0303.C31.ol. 


gp 


Method 


AAT/GAP 


r ™h 


o t.ax L 


9 Q1 

L^l 




End 


561 


f ^ 


P T 


H97R 
ZjIU^jj 




Score 


397 




Exons 


9 Q1 R fi 1 

ijl . i Jul 










P X tf" r> >~ n 

vjX uescrip . 


S P S 9 1 9 /omK 1 PARS S 4 9 0 1 1 
JOJ6lO^ / eiRD | U/io j J4^U . X | 


9.0e-13 (AL117265) zhb0012.1 [Oryza 






sativa] 










Seq. No. 


39197 




Seq. ID 


OJ990913_08.0303.C31 




Gene No. 


80828 




Strand 






OtdlL ^ 


7 76 
f J O 




End 


1141 




Name 


DTQQOQI ^ fifi H7D7 P71 ni 

\jjyyuyxj uo . ujUj.LjI .01 . 


tw 


Method 


TBLASTX: Wheat 




otdlt 


7 7fi ~ 

/ j 0 




End 


1141 




P T 


none 




Score 


64 




Exons 


736. .1008, 738. .878, 740 


. .976, 


971. .114 


1 




Seq. No. 


39198 




Seq. ID 


OJ990913_08.0303.C45 




Gene No. 


80829 




Strand 






Start 


864 




End 


1139 




Name 


OJ990913 08.0303.C45.ol. 


tm 


Method 


TBLASTX: Maize 



39010 



Start 
GI 

Exons 



864 
none 

864. .1139, 945. .1136 



End 
Score 



1139 
96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39199 
80830 
1 

OJ990913_08.0303.C47.ol.gp 

1 

35479_1.R1084 
1..101 

' 29824 31/emb | CAA18239 . 1 | 2.0e-31 (AL022224) leucine rich 
repeat-like protein [Arabidopsis thaliana] 1 



Seq. ID OJ990913_08.0303.C47 

Strand + 

End 101 

Method AAT/GAP 

End 101 

Score 198 



Seq. ID OJ990913_08.0303.C52 
Strand 

End 4 31 

Method AAT/GAP 

End 431 

Score 667 



39200 
80831 
6 

OJ990913_08.0303.C52.ol.gp 
6 

4878407 
6. .431 

6069643/dbj I AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39201 
80832 
798 

OJ990913_08.0303.C55.ol.gp 
798 

LIB34 34-005-P1-K1-H8 
798. .1194 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



Seq. ID OJ990913_08.0303.C55 
Strand 

End 1194 

Method AAT/GAP 

End 1194 

Score 544 



39201 
80833 .: 
2038 

OJ990913_08.0303.C55.ol.tw 

2038 

none 

2038.. 2313, 2353.. 2523 



Seq. ID OJ990913JD8 . 0303.C55 
Strand 

End 2523 

Method TBLASTX : Wheat 

End 2523 

Score 86 



39202 
80834 
305 

OJ990913_08.0303.C68.ol.gp 
305 

21474_1.R1084 
305. .398 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990913_08.0303.C68 

Strand + 

End 398 

Method AAT/GAP 

End 398 

Score 136 



Seq. No. 39203 

Gene No. 80835 

Start 290 

Name OJ990913_06 . 0310 . C2 . o3 . tw 

Start 290 



Seq. ID OJ990913_06.0310.C2 
Strand 

End 627 

Method TBLASTX : Wheat 

End 616 



39011 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none . Score 191 

290. .544, 309. .509, -544. .585, 545. .586, 581. .616 



39203 
80835 
290 

OJ990913_06.0310.C2.o2.tm 

308 

none 



Seq. ID OJ990913_06.0310.C2 

Strand 

End 627 

Method TBLASTX : Mai ze 

End 6'27 

Score 143 



308. .529, 311. .529, 312. .530, 315. .530, 545. .616, 547. .627 



Qprr No 


39203 








Seq. ID 


OJ990913 06.0310 


.C2 




80836 








Strand 






Start 


544 








End 


872 




Name 


OJ990913 


06.0310 . C2 


. o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


544 ~ 








End 


802 




rir 

yj J. 


none 








Score 


50 




Exons 


544 . . 612, 


544 . . 645, 


630 


. . 722, 


637. .723, 


722. .802 




Seq. No. 


39203 








Seq. ID 


OJ990913_06.0310 


.C2 


Gene No. 


80836 








Strand 






Start 


544 








End 


872 




Name 


OJ990913 


06. 0310. C2 


.o5. 


tm 


Method 


TBLASTX: Maize 




Start " 


627 . 








End 


799 




GI 


none 








Score 


101 




Exons 


627. .719, 


628. .720, 


722 


. .799, 


726. .797 






Seq. No. 


39203 








Seq. ID 


OJ990913_06.0310 


.C2 


Gene No. 


80836 








Strand 






Start 


544 








End 


872 




Name 


OJ990913 


06. 0310. C2 


. o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


627 








End 


872 




GI 


none 








Score 


126 




Exons 


627. .722, 


628. .723, 


633 


. .725, 


656. .724, 


722. .823, 722.. 


835 




726. .830, 


828. .872 













Seq. No. 39203 Seq. ID 

Gene No. 80837 Strand 

Start 1075 End 

Name OJ990913_06 . 0310 . C2 . ol . tw Method 

Start 1075 End 

GI none Score 

Exons 1075. .1584, 1174. .1506, 1220. .1552 

Seq. No. 39203 Seq. ID 

Gene No. 80837 Strand 

Start 1075 End 

Name OJ990913_06 . 0310 . C2 . ol . tm Method 

Start 1159 End 

GI none Score 

Exons 1159.. 1512, 1196.. 1510 

Seq. No. 39203 Seq. ID 

Gene No. 80837 Strand 

Start 1075 End 

Name OJ990913_06 . 0310 . C2 . o3 . ts Method 

Start 1333 End 



OJ990913_06.0310.C2 
1584 

TBLASTX: Wheat 

1584 

241 



OJ990913_06.0310.C2 
1584 

TBLASTX : Maize 

1512 

235 



OJ990913_06.0310.C2 
1584 

TBLASTX: Soybean 
1578 



39012 



GI 

Exons 



none 

1333. .1578 



Score 186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39203 
80838 
1513 

OJ990913_06. 

1513 

none 

1513. .1593, 

39203 
80838 
1513 

OJ990913_06. 

1597 

none 

1597. .1854, 

39203 
80838 
1513 

OJ990913_06. 

1599 

none 

•1599. .1844, 

39203 
80839 
1911 

OJ990913_06. 

1911 

none 

1911. .2348 



0310.C2.o4.tm 



1599. .1832 



0310.C2.o4 .tw 



1599. .1844 



0310.C2.ol.ts 



Seq. ID OJ990913_06.0310.C2 
Strand 

End 1994 

Method TBLASTX: Maize 

End 1832 

Score 221 



Seq. ID OJ990913_06.0310.C2 
Strand 

End 1994 

Method TBLASTX : Wheat 

End 1854 

Score 179 



Seq. ID OJ990913_06.0310.C2 
Strand 

End 1994 

Method . TBLASTX: Soybean 

End 1994 

Score 43 

1600. .1650, 1711. .1854, 1905. .1958, 1962. .1994 

Seq. ID OJ990913_06.0310.C2 
Strand 

End 2417 

0310.C2.o3.tm Method TBLASTX : Maize 

End 2348 

Score 335 



Seq. No. 

Gene . No'. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39203 
80839 
1911 

OJ990913_06. 

1935 

none 

1935. .2417, 

39203 
80839 
1911 

OJ990913_06. 

2067 

none 

2067. .2381, 

39203 
80840 
2580 

OJ990913_06. 

2580 

none 



0310.C2.o2.tw 



1978. .2313 



0310.C2.o4.ts 



2071. .2265 



0310.C2.o6.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913_06.0310.C2 
2417 

TBLASTX: Wheat 

2417 

231 



OJ990913_06.0310.C2 
2417 

TBLASTX: Soybean 

2381 

65 



OJ990913_06.0310.C2 
2996 

TBLASTX: Wheat 

2996 

94 



39013 



Exons 



2580. .2765, 2581. .2736, 2787. .2996, 2848. .2946 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



39204 
80841 
435 

OJ990913_06.0310.C5.ol.tm 

418 

none 



Seq. ID OJ990913_06.0310.C5 
Strand 

End 591 

Method TBLASTX : Maize 

End - 591 

Score 4 9 



418. .474, 426. .473, 473. .580, 474. .581, 477. .584, 478. .582, 
484. .591 



o e q . no. 






O.7QQ091 ? Dfi D PS 


bsne no . 


P fl fi A 1 
0 U O ± 


O LI Ctl iU 




o tar l 


A 1> R 
■t j j 




S Q1 


Name 


uuyyuyi j uD.ujiu.tj.oi. gp 




riril / \jr\t. 




A ^ R 








9 /I /l 9 Q Q 9 
Z *1 f± Z O O Z 


Score 


O *i 




/toe coo 






Seq. No. 


39205 


Seq. ID 


OJ990913_06.0310.C7 


Gene No. 


80842 


Strand 




Start 


3114 


End 


3309 


Name 


OJ990913 06.0310.C7.ol.gp 


Method 


AAT/GAP 


Start 


3114 ' 


End . 


3309 


GI 


none 


Score 


339 


Exons 


3114 . .3309' ' 






Seq. No. 


39206 


Seq. ID 


OJ990913_06.0310.C8 


Gene No. 


80843 


Strand 


+ 


Start 


6407 


End 


6473 


Name 


OJ990913 06.0310.C8.ol.gp 


Method 


AAT/GAP 


Start 


6407 


End 


6473 . 


GI 


uC-osroM202024h08al 


Score 


85 


Exons 


6407. .6473 






GI Descrip. 


'5852170/emb|AL117265. 1 I0ST17I 


304 5.0e- 


84 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 



Seq. No. 39207 

Gene No. 80844 

Start 1 

Name OJ990913_06 . 0310 . C12 . ol . gp 

Start 1 

GI LIB34 32-02 6-P1-K1-D8 

Exons 1 . . 323 

GI Descrip. f 601 6845/db j | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. -ID OJ990913_06.0310.C12 

Strand + 

End 323 

Method AAT/GAP 

End 323 

Score 630 



Seq. No. 39208 Seq. ID 

Gene No. 80845 Strand 

Start 5610 End 

Name OJ990913_06 . 0310 . C13 . o2 . tm Method 

Start 74 End 

GI none Score 

Exons 74. .163, 299. .412, 301. .414 



OJ990913_06.0310.C13 
+ 

7500 

TBLASTX: Maize 

414 

89 



Seq. No. 39208 Seq. ID OJ990913_06 . 0310 . C13 

Gene No. 80845 Strand + 

39014 



1 



Start 
Name 
Start' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5610 

OJ990913_06.0310.C13.ol.tm 
5299 
none 
5299. 
7199. 
7365. 



.5511, 5300. .5512, 5612. 
,7270, 7203. .7313, 7204. 
,7490, 7369. .7500 



End 7500 

Method TBLASTX : Maize 

End 7500 

Score 272 
.5731, 5614.. 5733, 5614. 
.7299, 7208. .7312, 7363. 



,5730, 
.74.88, 



39208 Seq. ID 

80845 Strand 
5610 End 
OJ990913_06.0310.C13.ol.gp Method 
5610 End 
8873_1.R1084 Score 
5610. .5736, 7204. .7274, 7368. .7487 

'3319357 1.0e-133 (AF077407) contains similarity to 
phosphoenolpyruvate synthase (ppsA) {GB: AE00105 6) [Arabidopsis 
thaliana] 1 



OJ990913_06.0310.C13 
+ 

7500 
AAT/GAP 
7487 
520 



39209 
80846 
102 

OJ990913_06.0310.C14 .ol.gp 
102 

8873 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

102.. 188., .264..-. 340, 2123.. 2285, 2393. 
1 3319357 1.0e-133 (AF077407) contains similarity to 
phosphoenolpyruvate synthase (ppsA) (GB : AE001056) [Arabidopsis 
thaliana] ' 



OJ990913_06.0310.C14 
+ 

3417 
AAT/GAP 
3417 
1586 

.2522, 3028. .3417 



Seq. No. 


39209 








Seq. ID 


OJ990913_06.0310.C14 


Gene No. 


80846 








Strand 


+ 


Start 


102 








End 


3417 


Name 


OJ990913 06. 


0310. 


C14.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2383 








End 


3417 


GI 


none 








Score 


71 


Exons 


2383. .2520,- 


2390. 


.2521, 


3026. 


.3415, 3027.. 3416, 3040;. 3417 


Seq. No. 


39209 








Seq. ID 


OJ990913_06.0310.C14 


Gene No. 


80846 








Strand 


+ 


Start 


102 








End 


3417 


Name 


OJ990913 06. 


0310. 


C14 .ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


3024 








End 


3417 


GI 


none 








Score 


438 


Exons 


3024 . .3098, 


3026. 


.3412, 


3027. 


.3416, 3150. .3416, 3151. .3417, 




3265. .3417 












Seq. No. 


39209 








Seq. ID 


OJ990913_06.0310.C14 


Gene No. 


80846 








Strand 


+ 


Start 


102 








End 


3417 


Name 


OJ990913 06. 


0310. 


C14.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3032 








End 


3416 


GI 


none 








Score 


371 


Exons 


3032. .3187, 


3033. 


.3416, 


3236. 


.34.15 . • 




Seq. No. 


39210 








Seq. ID 


OJ990913_06.0310.C15 


Gene No. 


80847 








Strand 





39015 



Start 


1 


End 


359 




Name 


OJ990913 06.0310.C15.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


359 




GI 


3490 1 . R1084 


Score 


682 




Evons 


1 . . 359 








GI Descrio. 


1 14 20 932 /gb | U61383 IORU61383 


7.0e-21 Oryza rufipogon 






4 -coumarate-CoA ligase gene, 


intron 1, 


partial sequence ' 




Seq. No. 


39210 


Seq. ID 


OJ990913 06.0310. 


C15 


Gene No. 


80847 


Strand 






Start 


1 


End 


359 




Name 


OJ990913 06. 0310 .CIS.ol. tm 


Method 


TBLASTX: Maize 




Start 


4 ~ 


End 


189 




GI 


none 


Score 


286 




Exons 


4 . . 189, 8 . . 187 








Seq. No. 


39210 


Seq. ID 


OJ990913 06.0310. 


C15 


Gene No. 


80847 


Strand 






Start 


1 


End 


359 




Name 


OJ990913 06.0310.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


5 ~ 


End 


187 




GI 


none 


Score 


237 




Exons 


5 . . 187, 5 . . 184 , 7 . . 186 








Sea No 


39211 


Seq. ID 


OJ990913_06.0310. 


CI 6 


Gene No. 


80848 


Strand 


+ 




Start ■ 


2159 


End 


2219 . 




Name 


OJ990913 06.0310.C16.ol.gp 


Method 


AAT/GAP 




Start 


2159 


End 


2219 




GI 


2312838 


Score 


72 




Exons 


2159. . 2219 








GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 






4 -coumarate- CoA ligase gene , 


intron 1, 


partial sequence 




Sea No 


39211 


Seq. ID 


OJ990913JD6.0310. 


C16 


Gene No. 


80849 


Strand 






Start 


2053 


End 


2394 




Name 


OJ990913 06.0310.C16.o2.gp 


Method 


AAT/GAP 




Start 


2053 


End 


2394 




GI 


LIB3433-003-Q6-K6-G8 


Score 


595 




Exons 


2053. .2394 









GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-25 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



39211 Seq. ID OJ990913_06 . 0310 . CI 6 

80850 Strand 

3721 End 3898 

OJ990913_06.0310.C16.o3.gp Method AAT/GAP 

3721 End 3898 

uC-osflcyp089el0bl Score 324 

3721. .3898 

, 5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 f 



39211 
80851 
5787 



Seq. ID 

Strand 

End 



OJ990913 06.0310.C16 



6439 



39016 



Name OJ990913_06 . 0310 . C16 . o4 . gp Method AAT/GAP 

Start 5787 . End 6439 

GI LIB3431-051-P1-K1-E4 Score 678 

Exons 5787. .6064, 6310. .6439 

GI Descrip. 1 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 39212 

Gene No. 80852 

Start 6 

Name OJ990913_06 . 0310 . C20 . o2 . ts 

Start 6 

GI none 

Exons 6. .287, 7. .219, 61. .111 

Seq. No. 39212 

Gene No. 80852 

Start 6 

Name OJ990913_06 . 0310 . C20 . ol . tm 

Start 36 

GI none 

Exons 36 . . 368 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913_06.0310.C20 
368 

TBLASTX : Soybean 

287 

87 



OJ990913_06.0310.C20 
368 

TBLASTX : Maize 

368 

212 



Seq. No. ■ 39212 

Gene No. 80853 

Start 624 w . 

Name OJ990913_06 . 0310 . C20 . ol . tw 

Start 624 

GI none 

Exons 624.. 893, 646.. 882, 933.. 1022 



Seq. ID OJ990913_06.0310.C20 
Strand 

End " 1067 

Method TBLASTX : Wheat 

End 1022 

Score 74 





Seq. No. 


39212 


Seq. ID 


OJ990913__06.0310.C20 




Gene No. 


80853 


Strand 






Start 


624 


End 


1067 




Name 


OJ990913 06.0310.C20.ol.ts 


Method 


TBLASTX : Soybean 




Start 


655 


End 


1067 




GI 


none 


Score 


114 




Exons 


655. .897, 657. .914, 832. .915, 


930. .1067, 930. .1067 




Seq. No. 


39213 


Seq. ID 


OJ990913_06.0310.C23 




Gene No. 


80854 


Strand 






Start 


1749 


End 


2024 




Name 


OJ990913 06.0310.C23.ol.gp 


Method 


AAT/GAP 




Start 


1749 


End 


2024 




GI 


uC-osflcyp053f07al 


Score 


348 




Exons 


1749. .2024 








GI Descrip. 


' 50914 96/dbj i AB0234 82 . 2 | AB0234 


82 3.0e- 


38 Oryza sativa genomic 






DNA, chromosome 6, clone P0680A03, complete sequence* 




Seq. No. 


39214 


Seq. ID 


OJ990913_06.0310.C24 




Gene No. 


80855 


Strand 






Start 


1638 


End 


2075 




Name 


OJ990913 06.0310.C24.ol.ts 


Method 


TBLASTX : Soybean 




Start 


' 1638 


End 


1883 




GI 


none 


Score 


45 




Exons 


1638. .1883, 1642. .1671, 1644.. 


1673, 1711. .1881, 1716. .1883 



39017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39214 Seq. ID 

80855 Strand 

1638 End 
OJ990913_06.0310.C24 .ol.tw Method 

1659 End 

none Score 

1659. .2075, 1693. .1836 



OJ990913_06. 0310.C24 
2075 

TBLASTX: Wheat 

2075 

69 



OJ990913 06.0310.C26 



39215 Seq. ID 

80856 Strand 
1032 ■ End 1260 

OJ990913_06. 0310.C26.ol.gp Method AAT/GAP 
1032 End 1260 

20088_1.R1084 Score 387 

1032. . 1260 

1 6041757/ gb | AC011806 . 1 | AC011806 3.0e-72 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 


39216 




Seq. ID 


OJ990913 06.0310 


.C30 


CpriP No 


80857 




Strand 


+ 




Start 


6116 




End 


6873 




Name 


OJ990913 06.0310.C30.o5 


tw 


Method 


TBLASTX: Wheat 




Start 


329 




. End / 


927 




GI 


none 




Score 


61 




.Exons 


329. .460, 452. . 616, 685 


.927 


, 686. .781, 


836. .922 




Sea No 


39216 




Seq. ID 


OJ990913 06.0310 


.C30 




80857 




Strand 


+ 




Start 


6116 




End 


6873 




Name 


OJ990913 06. 0310.C30.o4 


tm 


Method 


TBLASTX: Maize 




Start 


368 




End 


622 




GI 


none 




Score 


95 




Exons 


368. .469, 369. .470, 449 


. 622 


, 450. .602 






Seq. No. 


39216 




Seq. ID 


OJ990913_06.0310 


.C30 


Gene No. 


80857 




Strand • 


+ 




Start 


6116 




End 


6873 




Name 


OJ990913 06.0310.C30.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


929 




End 


1311 




GI 


none 




Score 


225 




Exons 


929. .1306, 931. .1311, 1057.. 


1311 






Seq. No. - 


39216 




Seq. ID 


OJ990913_06.0310 


.C30 


Gene No. 


80857 




Strand 


+ 




Start 


6116 




End 


6873 




Name 


OJ990913 06.0310.C30.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1141 




End 


1449 




GI 


none 




Score 


234 




Exons 


1141. .1449, 1142. .1426 










Seq. No. 


39216 




Seq. ID 


OJ990913_06.0310 


.C30 


Gene No. 


80857 




Strand 


+ 




Start 


6116 




End 


6873 




Name 


OJ990913 06.0310.C30.o9 


tw 


Method 


TBLASTX: Wheat 




Start 


1405 




' End 


1746 




GI 


none 




Score 


53 





39018 




Exons 


1 4 U 0 . .1040/ 


1 A 1 9 
1 4 / Z 


1 CCQ 

. .1000/ 


1 £1 9 
1 0 1 Z • 


1 74c 
• 1/40 




Seq. No. 


39216 








Seq. .ID 


OJ990913_06.0310.C30 


Gene No. 


80857 








Strand 


+ ' 


Start 


CI 1 c 
OllD 








End 


6873 


Name 


uo y yu y lo u o . 


, Uo 1 U 


. L, OU . 04 . 


f T , 

, tw 


Method 


TBLASTX: Wheat 


Start 


1 / OZ 








End 


2183 


GI 


none 








Score 


89 


Exons 


i / oz . . i y / I, 


looo 


1 Q*7 Q 
. . i y / o / 


i y / / . 


.2183, 1978. .2178 


Seq. No. 


33z 1 o 








Seq. ID 


.OJ990913_06.0310.C30 


Gene No. 


80857 








Strand 


+ 


Start 


6116 








End 


6873 


Name 


uo yyuyio ud. 


, UjIU 


. u . oz . 


. US 


Method 


TBLASTX: Soybean 


Start 


i one 








End ' 


2192 


GI 


none 








Score 


67 


Exons 


i one i Q/i c 
1 0 UO . . 1 y 4 D , 


i q n *7 
1 o U / 


. . i yz y , 


i y / o . 


.2043, 1977. .2048, 1978. .2052, 




z u o o . . z i y z , 


z u y o 


9 1 Q A 

. . Z 1 O 4 


- 






Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310.C30 


Gene No. 


80857 








Strand 


+ 


Start 


OllD 








End 


6873 


Name 


ojyyuyi j_Ud , 


, UJIU 


. CoU . OO , 


. tm 


Method 


TBLASTX: Maize 


Start 


1 o c o 








End 


2130 


GI 


none 








Score 


81 


Exons 


1 O C O "IOCC 

. looo . . lyoo, 


1 o o o 

1 ooz 


. . Z loU , 


i y / / . 


.2129 




Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310.C30 


Gene No. 


80857 








Strand 


+ 


Start 


Olio 








End 


6873 


Name 


ojyyuyi J uo . 


. UolU 


Pin _ q 
. LjU . Oo , 


. t.w 


Method 


TBLASTX: Wheat 


Start 


O T O A 

Zlo4 








End 


2468 


GI 


none 








Score 


55 


Exons 


Zlo4 . . ZZ / o, 


Z 1 o / 


. . Z ft Oo / 


9 ^ £ 1 
Z 0 0 1 . 


.2459 




Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310.C30 


Gene No. 


80857 








Strand 


+ 


Start 


ci i c 

01 1 0 








End ' 


6873 


Name 


uj yyuyio uo. 


mi n 


. LjU . Ol . 




Method 


TBLASTX : Soybean 


Start 


9 A 1 Q 

Z4 lo 








End 


2819 


GI 


none 








Score 


49 


Exons 


9 /I 1 Q 9 Q 1 Q 

Z4 lo . . zoiy , 


9 A A £ 
Z 4 4 0 


. . Z 0Z Z / 


Z 0 U 0 . 


.2786, 2659.. 2802 


Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310.C30 


Gene No. 


80857 








Strand 


+ 


Start 


CI 1 f 

olio 








End 


6873 


Name 


uj yyuyu uo, 


. UolU 


pO A ^ O 

. LjU . OZ . 


. tw 


Method 


TBLASTX: Wheat 


Start 


O A "7 C 

Zh Lb 








End 


2897 


GI 


none 








Score 


244 


Exons 


Z4 /o . . ZooU, 


9 /I "7 Q 
Z 4 / O 


9 Q Q*7 

. . z o y / / 


O A 1 Q 

z 4 / y . 


.2799 




Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310.C30 


Gene No. 


80857 








Strand 


+ 


Start 


6116 








End 


6873 


Name 


OJ990913 06. 


,0310 


.C30.o3. 


, tm 


Method 


TBLASTX: Maize 


Start 


2571 








End 


2954 


GI 


none 








Score 


136 



39019 



Exons 


2571. .2954, 


2572 . 


.2802 










Seq. No. 


39216 








Seq. ID 


OJ990913 06.0310 


.C30 


Gene No. 


80857 








Strand 


+ 




Start 


6116 








End 


6873 




Name 


OJ990913 06 


. 0310 . 


C30.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2982 ~~ 








End 


3338 




GI 


none 








Score 


192 




Exons 


2982 . . 3338, 


2992 . 


. 3297 










Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310 


.C30 


Gene No. 


80857 








Strand 


+ 




Start 


6116 








End 


6873 




Name 


OJ990913 06 


. 0310 . 


C30.oi. 


tw 


Method 


TBLASTX : Wheat 




Start 


3012 ~ 








End 


3468 




GI 


none 








Score 


280 




Exons 


3012 . . 3467, 


3013. 


. 3468 










Seq. No. 


39216 








Seq. ID 


OJ990913J36.0310 


.C30 


Gene No. 


80857 








Strand 


+ 




Start 


6116 








End 


6873 




Name 


OJ990913 06 


.0310. 


C30.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


3063 ~~ 








End 


3428 




GI 


none 








Score 


133 




Exons 


3063. .3194,. 


■ 3204 . 


. 3428 










Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310 


.C30 


Gene No. 


80857 








Strand 


+ 




Start 


6116 








End 


6873 




Name 


OJ990913 06 


. 0310 . 


C30 06 


t w 


Method 


TBLASTX: Wheat 




Start 


3468 ~ 








End 


4144 




GI 


none 








Score 


148 




Exons 


3468 . . 3641, 


3690. 


. 3920, 


3721 . 


.3924, 3968. .4144 




Seq. No. 


39216 








Seq. ID 


OJ990913J36.0310 


.C30 


Gene No. 


80857 








Strand 


+ 




Start 


6116 








End- 


6873 




Name 


OJ990913 06 


. 0310 . 


C30.o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4724 ~~ 








End 


512 6 




GI 


none 








Score 


121 




Exons 


4724 . .'5125, 


4 857 . 


. 5126 










Seq. No. 


39216 








Seq. ID 


OJ990913_06.0310 


.C30 


Gene No . 


80857 








Strand 


+ 




Start 


6116 








End 


6873 




Name 


OJ990913 06 


.0310. 


C30.ol. 


gp 


Method 


AAT/GAP 




Start 


6116 








End 


6873 




GI 


5816562 








Score 


616 




Exons 


6116. . 6141, 


6462. 


.6873 










GI Descrip. 


6016845/dbj | AP000570 . 1 | AP000570 3.0e-5< 


2 Oryza sativa genomic 




DNA, chromosome 1 


, clone 


: P0711E10 






Seq. No. 


39217 








Seq. ID 


OJ990913_06.0310 


.C31 


Gene No. 


80858 








Strand 






Start 


5602 








End 


5868 




Name 


OJ990913 06 


.0310. 


C31.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5602 








End 


5868 





39020 




ri t 
o ± 


in-Hit: 
















S609 5868 


561^ 

+J VJ X *J 


5759 










Seq. No. 


39217 








Seq. ID 


OJ990913_06.0310 


.C31 


Gene No. 


80858 








Strand . 






Qt- a r*t* 
OUdl L 










End 


5868 




Name 


O.TQQOQI ^ Of, 


0310 


. C31 . ol 


. tw 


I MC L. 1 1UU 


TRT.A°.TX * Whp^t 




Jtdl L 


JUUJ 








End 


5868 
















992 






5605 5868 


5605 


5775, 


5607 . 


.5780 






Seq. No. 


39218 








Seq. ID 


OJ990913__06.0310 


.C32 


Gene No. 


80859 








Strand 






JLQl l 


241 








End 


447 




Name 


OJ990913 06. 


0310 


C$9 nS 




LlC l_l 


TRT.A9TX • 9nuhpan 

J. oiino J. /\ ■ yJJCuii 




Qf- a T-t- 
jtdl L 


241 








End 


447 






none 










47 




uAUllu 


241. .447, 245. .21 


30 356 


. .442 








Seq. No. 


39218 








Seq. ID 


OJ990913_06.0310 


.C32 


Gene No. 


80860 








Strand 






Of- a ■>-+- 


1026 








End 


1427 




Name 


OJ990913 06. 


0310 


C$9 o4 




Mot" hriH 






Of a rf 


1026 








FnH 


-L J U f 




r* t 

bl 


none 








S core 


1 

i jO 




tiXOllo 


1026. .1307 














Seq. No. 


39218 








Seq. ID 


OJ990913_06.0310 


.C32 


Gene No. 


80860 








Strand 








1026 








FnH 


14 97 




Name 


OJ990913 06. 


0310 


. \— O ^ ■ 


. LIU 


l it; Li ivju 


TRT.A9TV • Ma -i 70. 




O L a. J. t 


1074 








FnH 

EjXIU 


1497 

J. *1 f 






none 










206 






1074. .1427 














oeq . LNO . 


39218 








Seq. ID 


OJ990913_06.0310 


.C32 


Gene No. 


80861 








Strand 






Start 


1951 








End 


2368 




Name 


OJ990913 06. 


0310 


C32 o2 


. ts 


Method 


TBLASTX: Soybean 




Of a -y- f- 


1951 








End 


2368 






none 








Score 


61 






1951. .2046, 


1952 


901 4 


91 08 


.2182, 2109. .2183, 2230. .2367, 




2230. .2367, 


2234 


2368 










Seq. No. 


39218 








Seq. ID 


OJ990913_06.0310 


.C32 


Gene No. 


80862 








Strand 






OLdi I 


2519 








End 


3572 




Name 


OJ990913 06. 


0310 


C$9 ol 


. ts 


Method 


TBLASTX : Soybean 






2519 








End 


2987 






none 








Score 


70 




Exons 


2519. .2665, 


2521 


* t. 1 c. 1 I 




.2952, 2706. .2987, 2745. .2957 


Seq. No. 


39218 








Seq. ID 


OJ990913_06.0310 


.C32 


Gene No. 


80862 








Strand 






Start 


2519 








End 


3572 




Name 


OJ990913 06. 


0310 


C32.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2605 








End 


2978 





39021 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
'Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

2605. .2664, 

39218 
80862 
2519 

OJ990913_06. 

2676 

none 

2676. .3134, 

39218 
80862 
2519 

OJ990913__06. 

3001 

none 

3001. .3402, 

39218 
80862 
2519 

OJ990913JD6. 

3135 

none 

3135. .3281, 

39218 
80862 
2519 

OJ990913_06, 

3204 

none 

3204. .3335, 

39218 
80863 
4052 

OJ990913_06. 

4052 

none 

4052. .4414 

39218 
80864 
5553 

OJ990913_06. 

5553 

none 

5553. .5771, 

39219 
80865 
48 

OJ990913_06. 
48 

none 



2700.. 2978, 2814. 

0310.C32.ol.tm 
2677.. 2985, 3070. 

0310.C32.ol.tw 
3003.. 3410, 3070. 

0310.C32.o2.tm 
3135.. 3350, 3136. 

0310.C32.o3.ts 
3354. .3572 

0310.C32.o6.ts 



Score 
.2930 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3132 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3390 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3348 



65 



OJ990913_06.0310.C32 
3572 

TBLASTX: Maize 

3134 

317 



OJ990913_06.0310.C32 
3572 

TBLASTX: Wheat 

3410 

358 



OJ990913_06.0310.C32 
3572 

TBLASTX: Maize 

3350 

97 



0310.C32.o3.tm 



Seq. ID OJ990913_06.0310.C32 
Strand 

End 3572 

Method TBLASTX : Soybean 

End 3572 

Score 142 



Seq. ID OJ990913_06.0310.C32 
Strand 

End 4414 

Method TBLASTX : Soybean 

End 4414 

Score 181 



Seq. ID OJ990913_06.0310.C32 
Strand 

End 5921 

Method TBLASTX : Maize 

End- 5921 

Score 53 



5650.. 5766, 5796.. 5921, 5797.. 5904 



0310.C35.ol.tm 



Seq. ID OJ990913_06.0310.C35 

Strand 

End 564 

Method TBLASTX : Mai ze 

End 4 95 

Score 124 



39022 



Exons 



48. .491, 57. .419, 313. .495 



Seq. No. 39219 Seq. ID 

Gene No. 80865 Strand 

Start 48 End ' 

Name OJ990913_06 . 0310 . C35 . ol . tw Method 

Start "7 8 " End 

GI none Score 

Exons 78.. 560, 120.. 557, 271.. 564 



OJ990913_06.0310.C35 
564 

TBLASTX: Wheat 

564 

203 



Seq. No. 39219 Seq. ID 

Gene No. 80865 Strand 

Start 4 8 End 

Name OJ990913_06 . 0310 . C35 . ol . ts Method 

Start 210 End 

GI none Score 

Exons 210.. 524 



OJ990913_06.0310.C35 
564 

TBLASTX : Soybean 

524 

196 



Seq. No. 39219 Seq. ID 

Gene No. 80866 Strand 

Start 699 End 

Name OJ990913_06 . 0310 . C35 . o3 . tw Method 

Start 699 End 

GI none Score 

Exons 699.. 1046, 736.. 867 



OJ990913_06.0310.C35 
1100 

TBLASTX : Wheat 
1046 

55 * 



Seq. No. 39219 Seq. ID 

Gene No. 80866 Strand 

Start 699 End 

Name OJ990913_06 . 0310 . C35 . o3 . tm Method 

Start 780 End 

GI none Score 

Exons 780. .1100 



OJ990913_06.0310.C35 
1100 

TBLASTX: Maize 

1100 

184 



Seq. No. 39219 Seq. ID 

Gene No. 80867 Strand 

Start ■ 1401 End 

Name OJ990913_06 . 0310 . C35 . o2 . tw Method 

Start 1401 End 

GI none Score 

Exons 1401. .1745, 1550. .1642, 1615. .1746 



OJ990913_06.0310.C35 
1746 

TBLASTX: Wheat 

1746 

54 



Seq. No, . 39219 

Gene No". 80867 

Start 1401 

Name OJ990913_06 . 0310 . C35 . o2 . tm 

Start 1446 

GI none 

Exons 1446.. 1745, 1447.. 1527, 1598, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1627, 1615. .1722 



OJ990913_06.0310.C35 
1746 

TBLASTX : Maize 
1745 
47 ' 



Seq. No. 39219 Seq. ID 

Gene No. 80868 Strand' 

Start 1797 End 

Name OJ990913_06 . 0310 . C35 . o4 . tw. Method 

Start 1797 End 

GI none Score 

Exons 1797.. 1979, 1798.. 1977 



OJ990913_06.0310.C35 
1979 

TBLASTX: Wheat 

1979 

133 



39023 




Seq. No. 


39220 


Seq. ID 


OJ990913_06.0310 


.C43 


Gene No. 


80869 


Strand 








z 


.unci 


4 67 
4 D / 




Name 


n.TQQOQi n6 n^i n P4^ r^l 1-TaT 


ft^/^k 4— Vi /■> r-i 


1 DLir\0 1 A • WllcaL 




Of -irf 


o 
z 


cina 


jUj 




p t 
bl 


none 


Score 


i 1 n 
1 1 u 






9 "37 "39 1 QQ 4Q 1/17 1R9 


OQC 1 CO 


9 "3 C 1 c:'5 9 R 4 


1 7 R 




9 a q "5nc; orq onn 
z 4 y . . ou D / iDj. . ouu 








Seq. No. 


39220 


Seq. ID 


OJ990913_06.0310 


.C43 


bene no . 


P. HQ 6Q 








otart 


9 
Z 




4 67 
4 O / 




Name 


nTQQfiQi^ min P4"3 -Hm 


IV /T 4— W y*J 

ixie tnoa 


1 rJliAo 1 A . lYta 1 z e 




otaiL 


c 
D 


Hjna 


Z 3 1 




b-L 


none 


Score 


1 1 R 
llJ 




H1XOII0 


R "37 "39 1 4 R /l n 147 1 ^R 
D * * O t f J£ . .140/ 4U..X4// 1 JJ . 


9 c, 1 1 7 R 


94 




Seq. No. 


39220 


Seq. ID 


OJ990913_06.0310 


.C43 


bene ino . 


ft n pi 6 q 


C 4- >- -> r~i 






Of 3 rf 


9 
Z 


Htna 


4 67 
4 0/ 




Name 


nTQQHQi ^ n6 n^i n P4^ r\i -ho 


TuT 4— V-fc 

netnoa 


i i a . ooyoean 




Of a rf 


1 R "3 
1 J J 


tiTLO. 


A 67 
4 O / 




P T 

bl 


none 


Score 


1 z u 




Exons 


loo. .Zoo, Z4y..4o/ 








Seq. No. 


39221 


Seq. ID 


OJ000308_24 .0403 


.CI 


bene no . 


p nft 7 n 


Strand 


i 

T 




btart 


"5 Q 
JO 




1 A A 

14 4 




Name 


uduuujUo z 4 . u 4 u j . bi . o i . gp 


Method 








O Q 
JO 


i^na 


1/1/1 
14 4 




bl 


Z Z o U o o 1 


Score 


1Z / 




Exons 


JO . .14 4 








Seq. No. 


39221 


Seq. ID 


OJ000308_24.0403 


.CI 


Gene No. 


80871 


Strand 


+ 






3056 


End 


5390 




Name 


OJ000308 24.0403.Cl.ol.np 


Method 


AAT/NAP 




OLaiL 


3026 


End 


5185 




b± 


7258357 


Score 


2364 




TT 1 v s~\ o 


3026. .5185 








bi uescrip. 


(AL138656) ABC transporter-like protein [Arabidopsis thaliai 


Seq. No. 


39221 


Seq. ID 


OJ000308_24.0403 


.CI 


bene lno . 


80871 


Strand 


+ 




Of -i -y~f 

o car l 


3056 


End 


5390 




Name 


OJ000308 24.0403.Cl.o2.gs 


Method 


GENS CAN 




Of arf 


3056 


End 


5188 




PT 
bl 


none 


Score 


1 




Exons 


3056. .5188 








Seq. No. 


39221 


Seq. ID 


OJ000308_24.0403 


.CI 


Gene No. 


80871 


Strand 


+ 




Start 


3056 


End 


5390 




Name 


OJ000308 24.0403.Cl.o2.gp 


Method 


AAT/GAP 




Start 


5043 


End 


5390 




GI 


none 


Score 


668 





39024 




Hi JxKJ l 1 o 


5043 5390 












39221 




Seq. ID 


OJ000308 24 0403 


. CI 


Gene No. 


80872 




Strand 


+ ~ 




Start 


9056 




End 


12432 




Name 


OJ000308 24 0403 CI 


. o2 . np 


Method 


AAT/NAP 




O L.CLX L. 


9056 ~ 




End 


12429 




(IT 


7529278 




Score 


1883 




DAUllO 


9056 9184 10078 


12429 










(AL1634911 nutativp 


nrot pin 


[Arabidopsis thaliana] 




Seq. No. 


39221 




Seq. ID 


OJ000308 24.0403 


.CI 


Gene No. 


80872 




Strand 


+ 




Start 


9056 




End 


12432 




Name 


OJ000308 24 0403 CI 


. o 4 . gs 


Method 


GENSCAN 




Of a r f 


9919 ~~ 




End 


12432 




ftT 


none 




Score 


. 93 




F von 


9919 12432 










Q&n Wn 

OCU > i-N \J • 


39221 




. Seq. ID 


OJ000308_24.0403 


. CI 


Cpnp No 


80873 




Strand 


+ 




Start 


14358 




End 


28426 




Name 


OJ000308 24 . 04 03 .CI 


. o5 . gs 


Method 


GENSCAN 




Start 


14358 




End 


28426 




GI 


none 




Score 


.55 




Exons 


14358. .14468, 14541 


. .14572, 


16367. .16580, 16610 .. 167 90, 






17998. .18087, 19669 


. .20002, 


20811. .21007, 21076. .21182, 






21354. .21491, 24432 


. .24545, 


26238. .26284, 26437 .. 26628 , 






26716. .26818, 26968 


. .27102, 


27929. .28426 





Seq. No. . 


39221 




Seq. ID 


OJ000308_24 .0403.C1 


Gene No. 


80874 




Strand 




Start 


211 




End 


1971 


Name 


OJ000308 24 .0403. CI. ol. 


gs 


Method 


GENSCAN 


Start t 


211 




End 


1971 


GI 


none 




Score 


.57 


Exons. 


211. .351, 1228. .1352, 1938. .1971. 




Seq. No. 


39221 




Seq. ID 


OJ000308_24.0403.C1 


Gene No. 


80875 




Strand 




Start 


9416 




End 


9845 


Name 


OJ000308 24 .0403. CI. o3. 


gp 


Method 


AAT/GAP 


Start 


9416 




End 


9845 


GI 


2981 1.R1084 




Score 


58 


Exons 


9416. . 9450, 9792. . 9845 








GI Descrip. 


, 21693/emb|CAA4 6810 | 1. 


0e-152 


(X66012) 


cathepsin B [Triticum 




aestivum] 1 








Seq. No. 


39221 




Seq. ID 


OJ000308_24.0403.C1 


Gene No. 


80876 




Strand 




Start 


26060 




End 


28482 


Name 


OJ000308 24 .0403. CI. o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


3116 




End 


3742 


GI 


none 




Score 


41 


Exons 


3116.. 3148, 3221*. .3268, 


3341. 


.3463, 3514.. 3570, 3515.. 3571, 



3682. .3732, 3683. .3742 



39025 




Seq. No. 39221 

Gene No. 80876 

Start 26060 

Name OJ000308_24 . 0403 . CI . ol . 

Start 3521 

GI none 

Exons 3521.. 3724, 3821.. 4090, 
4877. .5065 

Seq. No. 39221 

Gene No. 80876 

Start 26060 

Name OJ000308_24 . 0403 . CI . ol . 

Start 3542 

GI none 

Exons 3542. .3682, 3965. .4069, 

Seq. No. 39221 

Gene No. 80876 

Start 26060 

Name OJ000308_24 . 0403 . CI . ol . 

Start 3572 

GI none 

Exons 3572.. 3682, 3827.. 4120, 
4097. .4390, 4100. .4228, 
4432. .4464, 4529. .5134, 

Seq. No. 39221 
Gene No. * 80876 

Start 26060 

Name OJ000308_24 . 04 03 . CI . ol . 

Start 3572 

GI none 

Exons 3572. .3667, 3601. .3663, 
4391. .4666 

Seq. No. 39221 

Gene No. 80876 

Start 26060 

Name OJ000308_24 . 0403. CI. o5. 

Start 3682 

GI none 

Exons 3682.. 3741, 3683.-3742, 

Seq. No. 39221 

Gene No. 80876 

Start 26060 

Name * OJ000308_24 . 0403 . CI . o4 . 

Start 3923 

GI none 

Exons 3923.. 4069, 3986.. 4090, 
4931. .5086, 4941. .5087 

Seq. No. ' 39221 

Gene No. 80876 

Start 26060 

Name OJ000308 24 . 04 03 . CI . o3 . 




Seq. ID OJ000308_24.0403.C1 
Strand 

End ' 28482 

tc * Method . TBLASTX : Cress 
End 5065 
Score 158 
3836. .4090, 4106. .4219, 4117. .4212, 



Seq. ID OJ000308_24 . 0403. CI 
Strand 

End 28482 

tm Method TBLASTX : Mai ze 

End 5043 

Score 83 
4252. .4329, 4253. .5041, 4432. .5043 

Seq. ID OJ000308_24.0403.C1 
Strand 

End 28482 
ts Method TBLASTX: Soybean 

End 5180 

Score 92 
3878.. 4093, 3965... 4069, 4063. .4119, 
4102. .4 329, 4118". .4162, 4298. .4528, 
4561. .5112, 4 8 62. .5071, 4 920. .5180 

Seq. ID OJ000308_24 . 0403. CI 
Strand 

End 28482 

tw Method TBLASTX : Wheat 

End 4 666 

Score 77 
4216. .4329, 4217. .4 666, 4 34 7. .4 661, 



Seq. ID OJ000308_24.0403.C1 
Strand 

End 28482 

tm Method TBLASTX : Maize 

End 3964 

Score 88 
3683. .3964, 3815. .3964 

Seq. ID OJ000308_24 . 0403. CI 
Strand 

End 28482 

tw Method TBLASTX : Wheat 

End 5087 

Score 105 
4097. .4165, 4796. .5071, 4825. .5052, 



Seq. ID OJ000308_24 . 0403. CI 

Strand'* - 

End 28482 

tc Method TBLASTX : Cress 



39026 



Start 
GI 

Exons 



4219 
none 

4219. .4329, 4220. 
4561. .4608 



End 4609 
Score 203 
4396, 4406. .4609, "4432. .4467, 4433. .4603, 



Seq. No. 39221 
Gene No. , 80876 
Start 26060 

Name OJ000308_24 . 04 03 . CI . o2 . tm 

Start 10201 
GI none 
Exons 10201. 

10699. 

10933. 

11197. 

11428. 



,10344, 10204. 

,11028, 10759. 

,11286, 10987. 

,11382, 11299. 

,11589, 11430. 



,10422, 
,10986, 
,11331, 
,11625, 
,11540, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10216 

10780 

10996 

11314 

11613 



OJ000308 24. 0403. CI 



28482 

TBLASTX: Maize 
12177 
119 

10425, 10456. . 10704, 
10923, 10825. .11094, 
11400, 11119. .11286, 
12177, 11329. .11352, 
11849, 11931. .12044 



Seq. No. 39221 
Gene No. 80876 
Start 26060 

Name OJ000308_24 . 04 03 . CI . o4 . ts 

Start 10204 
GI none 
Exons 10204, 

10771, 

11311. 



,10425, 10387. 
,11037, 10989. 
,11670, 11424. 



10734, 
11075, 
11540 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000308 24. 0403. CI 



28482 

TBLASTX : Soybean 
11670 
128 

10684. .11061,' 10686. .10982, 
10990. .11367, 11196. .11339, 



Seq. No. 39221 

Gene No. 80876 

Start 26060 

Name OJ000308_24 . 04 03 . CI . o4 . tc 

Start 10315 

GI none 

Exons 10315. .10773, 10609. . 11076, 
11776. .11898 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_24.0403.C1 
28482 

TBLASTX: Cress 

11898 

130 



10915. .11391, 11212. .11772, 



".Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39221 
80876 
26060 

OJ000308_24.0403.Cl.o2.tw 

10399 

none 

10399. .10734, 10657. .10776, 
11254. .11733, 11598. .11732 

39221 
80876 
26060 

OJ000308_24.0403.Cl.o2.ts 

11671 

none 

11671. .12204, 11679. . 1204 4, 



Seq. ID OJ000308_24.0403.C1 

Strand . - 

End 28482 

Method TBLASTX : Wheat 

End 11733 

Score 119 
10816. .11073, 10957. .1134 6, 



Seq. ID OJ000308_24 . 0403. CI 
Strand 

End 28482 

Method TBLASTX : Soybean 

.End 12204 

Score 434 
12075. . 12203 



Seq. No. 39221 

Gene No. 80876 

Start 26060 

Name OJ000308 24 . 04 03 . CI . o2 . tc 



Seq. ID OJ000308_24 .04 03. CI 
Strand 

End 28482 

Method TBLASTX : Cress 



39027 




Of- r f- 


1 1 ft 




End 


12435 




VjX 


n on es 




Score . 


428 






11899 12435, 11928 


12431, 


12283. . 12432 




Seq. No. 


39221 




Seq. ID 


OJ000308_24 .0403 


.CI 


Gene No. 


80876 




Strand 


- 




O Lai u 


26060 




End 


28482 




Name 


OJOOO^OS 24 0403 CI 


. o4 tin 


Method 


TBLASTX: Maize 




O Ldl. U 


12178 ~~ 




End 


12435 










Score 


314 






12178 12435 12225 


12434 








Seq. No. 


39221 




Seq. ID 


OJ000308_24 .0403 


CI 


Gene No. 


80876 




Strand 


- 




of- o r *t- 

O Lai L. 


26060 




End 


28482 




Mama 


OJ000308 2 4 04 03 CI 


. o3 . ts 


Method 


TBLASTX : Soybean 




O Lai L 


12214 ~~ 




End 


12438 






none 




Score 


289 




DAUllO 


12214 12438. 12225 


12431 








Seq. No. 


39221 




Seq. ID 


OJ000308_24 .0403 


CI 


Gene No. 


80876 




Strand 






o Lai L 


26060 




End 


28482 




Name 


d.tooo^or 2 4 ndovn 


o 6 ' t m 

* KJ O . Lilt 


Method 


TBLASTX: Maize 




OLalL 


1 6601 ™~ 




End 


16822 






none 




Score 


226 




T7* v /^i T-i c 


1 6601 1 6822 1 660? 


1 6R21 


16610. . 16822 




Seq. No. 


39221 




Seq. ID 


OJ000308_24 .0403 


CI 


Gene No. 


80876 




Strand 






OLal L 


26060 




End 


28482 




Name 


d.tooo^or 24 040? n 


m KJ U m L W 


Method 


TBLASTX: Wheat 




OLalL 


16607 ~~ 




End 


16966 






n on o 




Score 


178 




Hi A. LJ 1 1 0 


1 6607 1 6777 1 6621 

1UUU f i .XL) / / / / X U U X 


16764 , 


16859. .16966 




Seq. No. 


39221 




Seq.. ID, 


OJ000308_24 .0403 


CI 


Gene No. 


80876 ' 




Strand 






a rt 

OLqI l 


26060 




End 


28482 




KI TT1 0 


OJ000308 24 0403 CI 


o3 . tm 


Method 


TBLASTX: Maize 




OLal L 


16864 _ 




End 


17333 




O X 


none 




Score 


314 






16864 17271. 16865 


. . 17236, 


17282. .17332, 17283. .17333 




Seq. No. 


39221 




Seq. ID 


OJ000308_24 .0403 


CI 


Gene No. 


80876 




Strand 






Of- a rt* 
O Lai L 


26060 




End 


28482 




IN CliUt" 


OJ000308 24 0403 CI 


o3 • tw 


Method 


TBLASTX: Wheat 




O Lax L 


17066 ~~ 




End 


17428 




O J. 


n on p> 
nunc 




Score 


134 




Exons 


17066 1 79R7 179R? 
i / you i • I / ^O / ^ X / ^ o z. 


174 2ft 

• • X / *i c. O , 


17283. . 17426 




Seq. No. 


39221 




Seq. ID 


OJ000308_24 .0403 


CI 


Gene No. 


80876 




Strand 






Start 


26060 




End 


28482 




Name 


OJ000308 24. 0403. CI 


. o5 . np 


Method 


AAT/NAP 




Start 


26060 




End 


28482 





39028 



GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7340881 Score 132 

26060. .26082, 27902 .. 28157 , 28373.. 28482 
(AP001551) hypothetical protein [Oryza sativa] 



39221 
80876 
26060 

OJ000308_24 .04 03.Cl.o4 ,gp 
26328 

uC-osflcyp088bl2bl 
26328.. 26439 

f 5257255/dbj IAP000364 .1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ000308_24.0403.C1 
Strand 

End 28482 

Method AAT/GAP 

End 26439 

Score 169 



beq. no. 


o q o o o 

o yzzz 








beq . i u 


UJUUU jUo Zh.UhUO 


• uz 


Gene No . 


Q n Q 7 7 








b u rana 


i 




Start 


60 








End 


1439 




Name 


OJ000308_24. 


0403. 


C2.ol. 


gs 


Method 


GENSCAN 




b tart 


en 








End 


1439 




GI 


none 








Score 


• 62 




Exons 




8. .1439 










beq. wo. 


o y ZZ o 








Seq. ID 


OJ000308_24.0403 


.C3 


Gene -No . 


q n q 7 q 
o Uo / o 








Strand 


+ 




Start 


97 








End 


987 




Name 


OJ000308_24. 




. 0 1 . 


gs 


Method 


GENSCAN 




otart 


y / 








End 


987 






none 








Score 


.44 




Exons 


G7 QQl 

y / . . yy / 














beq. in o . 


O Q 9 O -3 








Seq. ID 


OJ000308_24 .0403 


.C3 


bene ino . 


p n Q 7 Q 

o u o / y 








Strand 


+ 




Start 


1066 








End 


2764 




Name 


OJ000308_24. 


0403. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 




brar t 


i 
i 








End 


2173 




C T 
bl 


none 








Score 


83 




Exons 


-1 1 0"5 1 Q 7 


.519, 


2032. 


o'n 7 Q 

. zu / y 


, 2033'. -.2098, 2122.. 2166, 2123 


Seq. No. 


39223 








Seq. ID 


OJ000308_24.0403 


.C3 


Gene No. 


80879 








Strand 


+ 




Start 


1066 








End 


2764 




Name 


OJ000308 24. 


0403. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


34 








End 


423 




GI 


none 








Score 


89 




Exons 


34. .168, 40. 


.123, 


181. . 


423, 


195. .284 






Seq. No. 


39223 








Seq. ID 


OJ000308_24.0403 


.C3 


Gene No. 


80879 








Strand 


+ 




Start 


1066 








End 


2764 




Name 


OJ000308 24. 


0403. 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


1066 








End 


2152 




GI 


none 








Score 


.57 




Exons 


1066. .1747, 


1851. 


.1906, 


2006 


. .2152 






Seq. No. 


39223 








Seq. ID 


OJ000308_24 .0403 


.C3 


Gene No. 


80879 








Strand 


+ 




Start 


1066 








End 


2764 





39029 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene- No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000308_24 . 04 03 . C3 . o2 . tm Method TBLASTX : Maize 

1891 End 2275 

none Score 90 

1891. .1983, 1893. .1985, 2012. .2275, 2033. .2188, 2116. .2244 



39223 
80879 
1066 

OJ000308_24 .0403.C3.o2.np 
2003 
7489803 
2003. .2764 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ0.00308_24 .0403.C3 

Strand + ' - 

End 2764 

Method AAT/NAP 

End 27 64 

Score 74 9 



39223 
80879 
1066 

OJ000308_24 .04 03.C3.o2.tw 

2027 

none 

2027. .2344, 2110. .2262 



Seq. ID OJ000308_24 .0403.C3 

Strand + 

End 27 64 

Method TBLASTX : Wheat 

End 2344 

Score 228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start"' 

GI 

Exons 



39223 
80879 
1066 

OJ000308_24.0403.C3.ol.tm 

2411 

none 



39223 
80879 
1066 

OJ000308_24 .0403.C3.ol.tw 

2416 

none 



Seq. ID OJ000308_24.0403.C3 

Strand + 

End 2764 

Method TBLASTX : Maize 

End 2749 

Score 467 



2411. .2749, 2411. .2746, 2677. .2748 



Seq. ID OJ000308_24.0403.C3 

Strand + 

End 2764 

Method TBLASTX : Wheat 

End 2752 

Score 260 



2416. .2646, 2417. .2662, 2702. .2752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000308_24.0403.C4 
Strand + 

718 

AAT/NAP 
718 
996 



39224 
80880 
1 

OJ000308_24 .04 03.C4 .ol.np 
1 

6630685 
1. .718 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



End 

Method 

End 

Score 



39224 
80881 
1422 

OJ000308_24 .04 03.C4 .ol.gs 

1422 

none 



Seq. ID OJ000308_24.0403.C4 

Strand + 

End 54 8 6 

Method GENSCAN • 

End 54 8 6 

Score .58 



1422. .1554, 1680. .1736, 2047. .2107, 2297. .3395, 5366. .5486 



39030 



Seq. No. 39224 .. Seq. ID 

Gene No. 80882 Strand 

Start 12593 End 

Name OJ000308_24 . 04 03 . C4 . o2 . gp Method 

Start 12593 End 

GI 3107514 Score 

Exons 12593. .12921 



OJ000308_24.0403.C4 
+ 

12921 
AAT/GAP 
12921 
654 





39224 


Seq. ID 


OJ000308_24 


04 0? 




fipnp No 


80883 


Strand 








Start 


3373 


End 


7418 






Name 


OJ000308 24.0403.C4.o2.np 


Method 


AAT/NAP 






Start 


3373 


End 


7418 








6721516 


Score 


608 






Exons 


3373.. 3424, '4693.. 5037, 545( 


5. .5696, 7380. .7418 








(AP001072) hypothetical protein [Oryza 


sativa] 






o e q . in o . 


39224 


Seq. ID 


OJ000308_24 


.0403 


-C4 




80884 


Strand 










7393 


End 


11236 






Name 


OJ000308 24.0403.C4.o3.np 


Method 


AAT/NAP 






Start 


7393 


End 


11236 






"GI 


7487480' 


Score 


124 ■ 






Exons 


7393. .7829, 11165. . 11236 










GI Descrip. 


hypothetical protein T27E13. 


.3 - Arabidopsis thaliana 






gi|2347189|gb|AAC16928.1| (AC002338) hypothetical 


protein 




[Arabidopsis thaliana] 










Seq. No. 


39224 


Seq. ID 


OJ000308__24 


.0403 


.C4 


Gene No. 


80884 


Strand 








Start 


7393 


End 


11236 






Name 


OJ000308 24.0403.C4.ol.gp 


Method 


AAT/GAP 






Start 


7567 


End 


8019 






GI 


LIB34 32-039-P1-K1-A5 


Score 


842 






Exons 


7567.. 8019 











GI Descrip. . '2347189 2.0e-ll (AC002338) hypothetical protein [Arabidopsis 
thaliana] >gi_3150399 (AC004165) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


39224 










Seq. ID 


OJ000308_24 .0403 


.C4 


Gene No. 


80885 










Strand 






Start 


12282 










End 


12725 




Name 


OJ000308 


_24. 


0403. 


C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


55 










End 


731 




GI 


none 










Score 


751 




Exons 


55. .591, 


57. 


.581, 


64 


. .597, 


593. .715, 613. .729, 618. .731 




Seq. No. 


39224 










Seq. ID 


OJ000308_24 .0403 


.C4 


Gene No. 


80885 










Strand 






Start 


12282 










End 


12725 




Name 


OJ000308 


_24. 


0403. 


C4 . 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


64 










End 


584 




GI 


none 










Score 


309 




Exons 


64. .447, 


69. 


.440, 


76 


. . 447, 


481. .579, 4* 


39.. 584 




Seq. No. 


39224 










Seq. ID 


OJ000308_24 .0403 


.C4 



39031 




Gene No. 


80885 




Strand 








Start 


12282 




End 


12725 






Name 


OJ000308 24. 0403. C4. 


ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


225 




End 


375 






GI 


none 




Score 


69 






Exons 


225. .365, 225. .374, 


226. .375 










Seq. No. 


39224 




Seq. ID 


OJ000308 


_24.0403, 


,C4 


Gene No. 


80885 




Strand 








Start 


12282 




End 


12725 






Name 


OJ000308 24. 0403. C4. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


7626 




End 


7829 






GI 


none 




Score 


91 ' 






Exons 


7626.. 7733, 7636.. 7725, 7735 


..7821, 7737. .7829, 


7746. .7829 


Seq. No. 


39224 




Seq. ID 


OJ000308 


_24 . 0403, 


.C4 


Gene No. 


80885 




Strand 








Start 


12282 




End 


12725 






Name 


OJ000308 24. 0403. C4 . 


o3.gs 


Method 


GENSCAN 






Start 


12282 




End 


12725 






GI 


none 




Score 


.5 






Exons 


12282. . 12419, 12690. 


.12725 










Seq. No. 


39225 




Seq. ID 


OJ000308 


_24.0403. 


,C6 


Gene No. 


80886 




Strand 


+ 






Start 


1 




End 


1623 






Name- 


OJ000308 24. 0403. C6. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1600 






GI 


6693034 




Score 


239 






Exons 


1..85, 171. .312, 851 


.1039, 


1491. .1600 








GI Descrip. 


(AC012375) T22C5. 17 


[Arabidopsis thaliana] 






Seq. No. 


39225 




Seq. ID 


OJ000308 


_24 . 0403 , 


.C6 


Gene No. 


80886 




Strand 


+ 






Start 


1 




End 


1623 






Name 


OJ000308 24. 0403. C6. 


ol . gs 


Method 


GENSCAN 






Start 


171 




End 


1623 






GI 


none 




Score 


.77 






Exons 


171. .317, 682. .753, 


841. .1072, 1574. .1623 






Seq. No. 


39225 




Seq. ID 


OJ000308 


_24.0403, 


,C6 


Gene No . 


80887 




Strand 


+ 






Start 


15124 




End 


21235 






Name 


OJ000308 24. 0403. C6. 


o3 . gs 


Method 


GENSCAN 






Start 


15124 




End 


21235 






GI 


none 




Score 


.59 






Exons 


15124. .15197, 15538. 


.15692, 


16539. .16605, 18254 


. . 18544, 






18588. .18699, 18789. 


'.18881, 


19012. .19176, 19339 


. . 19505, 






19540. .19635, 19716. 


.20310, 


20405. .21235 






Seq. No. 


39225 




Seq. ID 


OJ000308 


_24 .0403. 


.C6 


Gene No. 


80888 




Strand 








Start 


2328 




End 


12330 






Name 


OJ000308 24. 0403. C6. 


ol.gp 


Method 


AAT/GAP 






Start 


2038 




End 


4579 






GI 


4620 1.R1084 




Score 


1884 






Exons 


2038.. 2397, 2789.. 2860, 2953 


..3024, 3377.. 3520, 


3619. .3690 



39032 



4217. .4579 

GI Descrip. ' 3860323/emb | CAA10129 | 9.0e-15 (AJ012688) hypothetical protein 
[Cicer arietinum] ' 



Seq. No. 39225 

Gene No. 80888 

Start 2328 

Name OJ000308_24 . 04 03 . C6 . o2 . gs 

Start 2328 

GI none 
Exons 



Seq. ID OJ000308_24.0403.C6 



Strand 
End 

Method 

End 

Score 



12330 
GEN SCAN 
12330 
.45 



2328. .2397, 2953. .3024, 3377. .3520, 4072. .4173, 4217. .4540, 
4701. .4852, 7818. .7916, 8286. .8320, 107 19 .. 11097, 11149. . 11332, 
11940. .12048, 12129. .12330 



Seq. No. 39225 Seq. ID OJ000308_24 . 0403 . C6 

Gene No. 80888 Strand 

Start 2328 End 12330 

Name OJ000308_24 . 0403 . C6 . o2 . np Method AAT/NAP 

Start 2331 End 4425 

GI 6498429 Score 637 

Exons 2331.. 2397, 2789.. 2860, 2953.. 3024, 3377.. 3520, 3619.. 3690, 

4217. .4425 

GI Descrip. (AP000815) ESTs C97 64 4 (C6087 1 ) , AU08 1265 (C6087 1 ) correspond to a 
region of the predicted gene.; Similar to L.esculentum LRP gene. 
(X95269) [Oryza sativa] 



Seq. No. 


39225 










Seq. ID 


OJ000308_24.0403.C6 


Gene 1 No. 


80889 










Strand 




Start 


17570 










End 


18637 


Name 


OJ000308 24 


.0403 


,C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


28 










End 


320 


GI 


none 










Score 


75 


Exons 


28. .84 


, 29. 


.85, 


162. .320, 171 


. .317 




Seq. No. 


39225 










Seq. ID 


OJ000308_24.0403.C6 


Gene No. 


80889 










Strand 




Start 


17570 










End 


18637 


Name 


OJ000308 24 


.0403 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2328 










End 


4362 


GI 


none 










Score 


70 


Exons 


2328. . 


2387, 


2332 


. .2385, 


2785. 


.2871, 2798. .2860, 2940. .3047, 




2980. . 


3024, 


3370 


. .3531, 


3376. 


.3519, 3380. .3520, 3385. .3558, 




3404.. 


3529, 


3412 


. .3516, 


3618. 


.3689, 3619. .3690, 4240. .4362, 




4241. . 


4360 












Seq. No. 


39225 










Seq. ID 


OJ000308_24.0403.C6 


Gene No. 


80889 










Strand 




Start 


17570 










End 


18637 


Name 


OJ000308 24 


.0403 


.C6.ol . 


tc 


Method 


TBLASTX: Cress 


Start 


2331 










End 


4362 


GI 


none 










Score 


73 


Exons 


2331. . 


2399, 


2785 


. .2871, 


2952. 


.3023, 3364. .3531, 3376. .3519, 




3379. . 


3519, 


3385 


. .3519, 


3407. 


.3532, 3412. .3549, 3618. .3689, 




3619. . 


3696, 


4232 


. .4354, 


4240. 


.4362 




Seq. No. 


39225 










Seq. ID 


OJ000308_24.0403.C6 


Gene No. 


80889 










Strand 





39033 



Start 
Name 
Start 
GI 

Exons 



17570 End 

OJ000308_24.04 03.C6.ol. tm Method 

2833 End 

none Score 



18637 

TBLASTX: Maize 

3699 ' 

50 



2833. .2871, 2834. .2869, 2931. .3020, 2953. .3027, 2958. .3023, 
3375.. 3518, 3376.. 3519, 3377.. 3535, 3382.. 3531, 3385.-3522, 
3395. .3505, 3615. .3698, 3618. .3698, 3619. .3699 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39225 Seq. ID 

80889 Strand 

17570 End 

OJ000308_24 . 04 03 . C6 . ol . tw Method 

2834 End 

none Score 



OJ000308_24.0403.C6 
18637 

TBLASTX: Wheat 

4362 

42 



2834. .2869, 2836. .2871, 2937. .3020, 2952. .3047, 2953. .3027, 
3376. .3519, 3376. .3519, 3377. .3520, 3382. .3549, 3385. .3519, 
3615. .3689, 3618. .3689, 3619. .3690, 4231. .4362, 4232. .4360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



39225 
80889 
17570 

OJ000308_24, 

4238 

none 

4238. .4360, 



0403.C6.o4.tm 



4240. .4362 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_24.0403.C6 
18637 

TBLASTX: Maize 

4362 

1.68 



Seq. No. 39225 

Gene No. 80889 

Start 17570 

Name OJ000308_24 . 04 03 . C6 . o2 . tm 

Start 17285 

GI none 

Exons 17285. .17431, 17380 .. 17439, 
17564. .17 692, 17565. .17 687 



Seq. ID 
Strand 
End 

Method 
End 
Score 88 
17380. .17430, 17385 



OJ000308 24. 0403. C6 



18637 

TBLASTX: Maize 
17692 



,17438, 



Seq. No. 


39225 




Seq. ID 


OJ000308_24.0403. 


C6 


Gene No. 


80889 




Strand 






Start 


17570 




End 


18637 




Name 


OJ000308 24. 0403. C6 


o2.tc 


Method 


TBLASTX: Cress 




Start 


17557 




End 


17692 




GI 


none 




Score 


160 




Exons 


17557. .17688, 17567 


.17692, 


17568. .17687 




Seq. No. 


39225 




Seq. ID 


OJ000308_24.0403. 


C6 


Gene No. 


80889 




Strand 






Start 


17570 




End 


18637 




Name 


OJ000308 24. 0403. C6 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


17560 




End 


17692 




GI 


none 




Score 


162 




Exons 


17560. .17688, 17567, 


.17692, 


17568. .17687, 17620. .17688 




Seq. No. 


39225 




Seq. ID 


OJ000308_24.0403. 


C6 


Gene No. 


80889 




Strand 






Start 


17570 




End 


18637 




Name 


OJ000308 24. 0403. C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


17565 




End 


17692 




GI 


none 




Score 


173 





39034 




Exons 


17565. . 17687, 17567. . 17 692 






Seq. No. 


39225 


Seq. ID 


OJ000308 24. 0403. C6 


Gene No. 


80889 


Strand 




Start 


17570 ■ 


End 


18637 


Naine 


0 JO 00308 24.0403.C6.o3.np 


Method 


AAT/NAP 


Start 


17570 ~ 


End 


18634 


GI 


3169182 


Score 


194 


Exons 


17 57 0. .177 00, 18532 . . 18634 






GI Descrip. 


(AC004 4 01) unknown protein 


[ Arabidopsis 


> thaliana] 


Seq. No. 


39225 


Seq. ID 


OJ000308 24. 0403. C6 


Gene No. 


80889 ' 


Strand 




Start 


17570 


End 


18637 


Name 


OJ000308 24.0403.C6.o2.gp 


Method 


AAT/GAP 


Start 


17615 


End 


17703 


GI 


1036979 


Score 


105 


Exons 


17615. . 17703 






GI Descrip. 


38 60323/emb| CAA10129 | 9. Oe- 


15 (AJ01268S 


t ) hypothetical protein 




[Cicer arietinum] 






Seq. No. 


39225 


Seq. ID 


OJ000308 24 . 04 03 . C6 


Gene No. 


80889 


Strand 




Start- ' 


17570 


End 


18637 


Name 


OJ000308 24.0403.C6.o3.gp 


Method 


AAT/GAP 


Start 


18108 


End 


18637 


GI 


28928 1 R1084 


Score 


968 


Ryonq 


18108 - 18637 








1 38 60323/emb 1 CAA1012 9 1 6 . Oe 


-10 (AJ0126S 


!8) hypothetical protei] 




TCicer arietinuml 1 






Seq. No. 


39226 


Seq. ID 


OJ000308_24.0403.C7 


Gene No. 


80890 


Strand 




Start 


904 


End 


4958 


Name 


OJ000308 24.0403.C7.ol.gs 


Method 


GENS CAN 


Start 


904 ~~ 


End 


3685 


GI 


none ' 


Score 


.73 


Exons 


904.. 2399, 2724. .3257, 3289 


. . 3685 




Seq. No . 


39226 


Seq. ID 


OJ000308 24. 0403. C7 


Gene No . 


80890 


Strand 




Start 


904 


End 


4958 


Name 


OJ000308 24.0403.C7.ol.np 


Method 


AAT/NAP 


Start 


907 


End 


4958 


GI 


7489805 


Score 


2247 


Exons 


907. .3616, 4935. .4958 






GI Descrip. 


polyprotein - maize retrotransposon Cinful-1 




gi|42'06306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 


Seq. No. 


39226 


Seq. ID 


OJ000308_24 .0403.C7 


Gene No. 


80890 


Strand 




Start 


904 


End 


4958 


Name 


OJ000308 24.0403.C7.o6.tw 


Method 


TBLASTX: Wheat 


Start 


916 


End 


1512 


GI 


none 


Score 


102 


Exons 


916. .1041, 1234. .1365, 1393 


. .1512 





39035 



Seq. No. 


39226 








Seq. ID 


OJ000308_24.0403 


.C7 


Gene No. 


80890 








Strand 






Start 


904 








End 


4958 




LNCtlUC 


OJ000308 24 


. 0403 


. C7 . o5 . 


tm 


Mp t hod 


TBLASTX: Maize 




O Lai L 


958 








End 


1218 






none 








Score 


84 






958 1218. 


983 . . 


1150 










Seq. No.-*- 


39226 








Seq. ID 


OJ000308_24.0403 


.C7 


Gene No. 


80890 








Strand 






Start 


904 








End 


4958 




Name 


OJ00030R 2 4 


. 0403 


. C7 . o4 . 


tm 


Met hod 


TBLASTX : Maize 




Start 


1225 ~~ 








End 


1467 




GI 


none 








Score 


204 




R von *5 


1225 1467 














Seq. No. 


39226 








Seq. ID 


OJ000308_24.0403 


.C7 


Gene No. 


80890 








Strand 






Start 


904 








End 


4958 




Name 


OJ000308 24 


. 0403 


.C7 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1483 ~ 








End 


1857 




GI 


none 








Score 


59 




R von ^ 


1483 1701. 


1490 


. . 1675, 


1714 . 


. 1857 






Seq. No. 


39226 








Seq. ID 


OJ000308_24.0403 


-C7 


Gene No. 


80890 








Strand 






O Lai. L 


_? U *i 








End 


4 958 




Name 




. U T U J 


Cl ol 


tm 


Mpf- hnH 


TRT.A^TX * Ma i 7p 




Of- -a -v-f- 

O Lai L 


1 4 99 ~~ 

J. *i .7 O 








End 


18 60 






none 








Score 


241 




Rxon <3 


1498 1860. 


14 99 


. . 1768 










Seq. No. 


39226 








Seq. ID 


OJ000308_24.0403 


.C7 


Gene No. 


80890 








Strand 






Start 


904 








End 


4958 




ln ante 


OJ000308 24 


. 0403 


. C7 . o2 . 


tw 


Mpt hod 


TBLASTX * Wheat 




O Lai L 


1630 — 








End 


2019 




GI 


none 








Score 


59 




R x o n ^ 


1630 . . 2019, 


1639 


. . 1770, 


1808 . 


. 1975 






Seq. No. 


39226 








Seq. ID 


OJ000308_24.0403 


.C7 


Gene No. 


80890 








Strand 






Start 


904 








End 


4958 




Name 


OJ000308 24 


. 0403 


. C7 . o3 . 


tm 


Met hod 


TBLASTX: Maize 




JLdJ. L 


18 60 _ 








End 


2127 






none 








Score 


73 




R von *^ 


1860 2075. 


1861 


. . 2127, 


1862. 


.2020 






Seq. No. 


39226 . 








Seq. ID 


OJ000308_24.0403 


.C7 


Gene No. 


80890 








Strand 






Start- 


904 








End 


4958 




Name 


OJ000308 24 


.0403 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2257 








End 


2664 




GI 


none 








Score " * 


107 




Exons 


2257. .2664, 


2282 


. .2647 










Seq. No. 


39226 








Seq. ID 


OJ000308__24.0403 


.C7 



39036 




Gene No. 


80890 






Strand 








Start 


904 






End 


4958 






Name 


OJ000308 24. 


0403. C7 .o4 . 


tw 


Method 


TBLASTX : 


Wheat 




Start 


2 680 " ~~ 






End 


2925 






GI 


none 






Score 


84 






p. von ^ 


2680 2925, 


2693 2905 












Seq. No. 


39226 






Seq. ID 


OJ000308 


_24.0403 


.C7 


Gene No. 


80890. 






■ Strand 








Start 


904 






End 


4958 






Name 


OJ000308 24 


0403 C7.ol 


ts 


Method 


TBLASTX * 


Sovbean 




Start 


2986 _ 






End 


3367 






GI 


none 






Score 


64 






Exons 


2986. . 3303, 


3176. . 3304, 


3296 


. . 3367 








Seq. No. 


39226 






Seq. ID 


OJ000308 


_24.0403 


.C7 


Gene No. 


80890 






Strand 








Start 


904 






End 


4958 






Name 


OJ000308 24 


0403 C7 o5 


tw 


Method 


TBLASTX : 


Wheat 




Start 


2995 ~~ 






End 


3210 






GI 


none 






Score 


57 






Exons 


2995 . . 3210, 


3013. .3180, 


3101 


. .3205 








Spa No 


39226 






Seq. ID 


OJ000308 


_24 .0403 


,C7 


Gene No. 


80890 






Strand 








Start 


904 






End 


4958 






Name 


OJ000308 24 


0403 C7 o2 


tm 


Method 


TBLASTX : 


Maize' 




Start 


3088 _ 






End 


3469 






GI 


none 






Score 


103 






TT von S 


3088 3303 


3101 3298, 


3291 


..3446, 3293. .3469, 


3307. .3447 




3341 . . 3466 














Seq. No. 


39226 






Seq. ID 


OJ000308 


_24.0403 


,C7 


Gene No. . 


80890 






Strand 








Start 


904 • 






End 


4958 






Name 


OJ000308 24 . 


0403. C7 .ol. 


tw 


Method 


TBLASTX: 


Wheat . 




Start 


3211 — 






End 


3617 . 






GI 


none 






Score 


152 






Exon s 


3211 3303, 


3296 3616, 


3297 


..3617, 3459. .3617 






Sea No 


39227 






Seq. ID 


OJ000308 


_24 .0403 


C8 


Gene No . 


80891 






Strand 








Start 


1 






End 


2683 






Name 


OJ000308 24. 


0403.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


2092 






GI 


7485123 






Score 


567 






Exons 


1..106, 244. 


.336, 404.. 


535, 


607. .707, 


882. .987, 


1080. .1184 




1566. .1620, 


1806. .1891, 


2057 


..2092 ' 








GI Dp^ptid 


hypothetical 


protein - 


Arabidopsis thaliana 








gi | 224 4 913 | emb | CAB10335 


.11 ( 


Z97339) SEN1 like protein 






[Arabidopsis 


thaliana] 


gi 172683051 emb ICAB78599. 


1 | (AL16154 




SEN1 like protein [Arabidopsis thaliana] 






Seq. No. 


39227 - 






Seq. ID 


OJ000308 


_24 .0403 


C8 


Gene No. 


80891 






Strand 








Start • 


1 






End 


2683 






Name 


OJ000308 24. 


0403.C8.ol. 


gs 


Method 


GENSCAN 







39037 






244 


End 


2683 


O -L 


none 


Score 


.81 


Pvnnc 


244. .336, 431. .535, 610. .707, 


882 . . 987 


, 1080 . . 1202, 2057 . . 




2184.. 2312, 2486.. 2683 






Seq. No. 


- 39227 


Seq. ID 


OJ000308_24 .0403.C8 


Gene No. 


80891 


Strand 




Start 


1 


End 


2683 


Mamp 
iNaitic 


OJ000308 24 0403 C8 ol tm 


Mpthod 


TBLASTX : Maize 


Start 


254 ~~ 


End 


727 


yj J. 


none 


Score 


117 


F! von s 


254 337. 254. .334, 429. .530, 


432 . . 533 


, 604 . .720, 611 . . 727 


Q Ma 


39227 


Seq. ID 


OJ000308 24 . 04 03.C8 


Gene No. 


80891 


Strand 




Start 


1 


End 


2683 


Name 


OJ000308 24 . 04 03 .C8 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


934 ~ 


End 


1885 


GI 


none 


Score 


48 




934 987, 934.. 987, 939.-992, 


1080 . . 11 


90, 1081 . . 1191, 




1100. .1195, 1569. .1631, 1570. 


.1623, 18 


05. . 1885, 1806. . 1883 


Seq. No. 


39228 


Seq. ID 


OJ000308_24.0403.C9 


Gene No. 


80892 


. Strand 




O Lai L 


79 


End 


934 




0.7000308 ?4 0403 C9 nl as 


Mpfh oH 


GENSCAN 


Cf a rt 


7 9 ~~ 


End 


934 


(IT 


none 


Score 


. 91 


"P von ^ 


79 308 877 934 






Seq. No. 


39229 


Seq. ID 


OJ000308_26.0403.C4 


Gene No. 


80893 


Strand 


+ 


Start 


716 


End 


978 


Name 


OJ000308 26 0403 C4 ol as 


Method 


GENSCAN 


Start 


716 _ 


End 


978 


GI 


none 


Score 


. 7 


Exons 


716 . . 978 






Seq. No. 


39230 


Seq. ID 


OJ000308_26.0403.C7 


Gene No. 


80894 


Strand 


+ 


Start 


347 


End 


3901 


Name 


OJ000308 26.0403.C7.ol.gs 


Method 


GENSCAN 


Start 


347 


End 


3625 


GI 


none 


Score 


. 85 


Exon s 


347. .449, 1304. .2037, 2969. .3625 




Seq. No. 


39230 


Seq. ID 


OJ000308_26.0403.C7 


Gene No. 


80894 


Strand 


+ 


Start 


347 


End 


3901 


Name 


OJ000308 26.0403.C7.ol.gp 


Method 


AAT/GAP 


Qfarf 


1240 


End 


1597 


GI 


none 


Score 


668 


Exons 


1240. .1597 






Seq. No. 


39230 


Seiq. ID 


OJ000308_26.0403.C7 


Gene No. 


80894 


Strand 


+ 


Start 


347 


End 


3901 



39038 



Name OJ000308_26 . 0403 . C7 . ol . np Method AAT/NAP 

Start 1351 End 3484 

GI 7489337 Score 641 

Exons 1351.. 2037, 2669.. 2835, 2969.. 3484 

GI Descrip. leucine-rich protein - common sunflower 



gi | 187152 6 | emb | CAA57 523 . 1 1 
[Helianthus annuus] 



(X81997) leucine-rich-repeat protein 



Seq. No. 39230 Seq. ID 

Gene No. 80894 Strand 

Start 347 End 

Name OJ000308_26 . 04 03 . C7 . o2 . gp Method 

Start 3471 End 

GI 3761655 Score 

Exons 3471.. 3901 



OJ000308_26.0403.C7 
+ 

.3901 
AAT/GAP 
3901 
759 



Seq. No. 


39230 


Seq. ID 


OJ000308_26.0403.C7 


Gene No. 


80895 


Strand 


+ 


Start 


12064 


End 


12161 


Name 


OJ000308 26.0403.C7.o3.np 


Method 


AAT/NAP 


Start' 


12064 


End 


12161 


GI 


5777617 


Score 


100 


Exons 


12064. .12161 






GI Descrip. 


(AJ245900) CAA3037^. 1 protein 


[Oryza 


sativa] 


Seq. No. 


39230 


Seq. ID 


.OJ000308_26.0403.C7 


Gene No. 


80896 


Strand 




Start 


4243 


End ' 


9969 


Name 


OJ000308 26.0403.C7.o3.gp 


Method 


AAT/GAP 


Start 


4243 


End 


7280 


GI 


10968 1.R1084 


Score 


4541 


Exons 


4243. .4686, 4786. .5385, 5482.. 


5631, 5791. .6018, 6191. .6305, 




6395. .7280 






GI Descrip. 


* 4220521/emb|CAA22994 | 1.0e-72 


(AL035356) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 39230. Seq. ID 
Gene No. 80896 Strand 
Start 4243 End- 
Name OJ000308_2 6 . 04 03 . C7 . o2 . gs Method 
Start 4582 End 
GI none Score 
Exons 4582. .4686, 4786. .5385, 5482. .5631, 
6395. .6457, 6882. .7662, 9624. .9695 



OJ000308_26.0403.C7 

9969 
GENSCAN 
9695 
.65 

5791. .6018, 6191. .6342, 



Seq. No. 39230 

Gene No. 80896 

Start 4243 

Name OJ000308_2 6 . 0403 . C7 . o2 . np 

Start 4588 

GI 7452446 

Exons 4588.. 4686, 
6395. .6594, 

GI Descrip. 



Seq. ID OJ000308_26.0403.C7 
Strand 

End 9969 

Method AAT/NAP 

End 7695 

Score 796 
,5631, 5791.. 6058, 



6187. .6305, 



4786. .4952, 5100. 
6948. .7695 

hypothetical, protein F22K18.110 - Arabidopsis thaliana 
gi| 4220521 | emb | CAA22994.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 72 69320 | emb | CAB7 937 9 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



39039 



Seq. No. 39230 Seq. ID OJ000308_26 . 0403 . C7 

Gene No. 80896 Strand 

Start 4243 End 9969 

Name OJ000308_26 . 04 03 . C7 . o4 . gp Method AAT/GAP 

Start 7273 End 9969 

GI 31172_1.R1084 Score 1405 

Exons 7273.. 7662, 9624.. 9969 

GI Descrip. 1 2129698/pir | | S61766 1.0e-ll protein kinase ATN1 (EC 2.7.1.-) - 
Arabidopsis thaliana >gi_1054 633_emb_CAA63387_ (X92728) protein 
kinase [Arabidopsis thaliana] ' 





39230 










Seq. ID 


OJ000308 


_26.0403.C7 




80897 










Strand 








Cf 3V-f 

OLdi L 


10466 










End 


11494 






Name 


OJ000308 26 


0403 . 


C7 . o2 . 


tm 


Method 


TBLASTX: 


Maize 




jiai i 


1924 










End 


3528 






PT 


none 










Score 


139 








1924. . 


2043, 


2648 . 


. 2824 , 


2663 . 


.2809, 2674.. 2805, 


2702. . 


2824, 




2801. . 


2836, 


2812 . 


.2835, 


2955 . 


."3071, 3071.. 3358, 


3071. . 


3169, 




3073. . 


3156, 


3218 . 


. 3313, 


3229 . 


.3528 








Qorr Kin, 


39230 










Seq. ID 


OJ000308 


_26.0403.C7 


bene inu • 


80897 










Strand 








DlaiL 


10466 










End 


11494 






Nanie 


OJ000308- 26 


04 03. 


C7 . o2 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2732 










End 


3358 






GI 


none 










Score 


71 






Hi 2s. 1 o 


2732. . 


2830, 


3122 . 


. 3358 














39230 










Seq. ID 


OJ000308 


26. 0403. C7 




80897 










Strand 








Start 


10466 










End 


11494 






Name 


OJ000308 26 


0403 . 


C7 . ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


4514 










End 


7347 






GI 


none 










Score 


44 






Exons 


4514. . 


4537, 


4551. 


.4628, 


4567. 


.4686, 4571.. 4633, 


4571. . 


4687, 




4572. . 


4688, 


4786 . 


.4941, 


47 8 6. 


.4914, 4805. .4939, 


5083. . 


5196, 




5230. . 


5361, 


5234 . 


.5362, 


5344 . 


.5397, 5345. .5386, 


5451. . 


5549, 




5470. . 


5634, 


5479. 


.5637, 


5788. 


.6006, 5792.. 6007, 


5792. . 


6007, 




5793. . 


6011, 


6197. 


.6322, 


6198. 


.6311, 6389.. 6553, 


6400. . 


6552, 




6407. . 


6586, 


6417. 


. 6569, 


6417. 


.6596, 6624. .6695, 


6638. . 


6694, 




6803. . 


6874, 


6814 . 


. 6891, 


6816. 


.6875, 6879. .6920, 


6904 . . 


7005, 




7051. . 


7164, 


7053. 


.7151, 


7087. 


.7293, 7162.. 7287, 


7190. . 


7291, 




7294. . 


7347 
















Seq. No. 


39230 










Seq. ID 


OJ000308 


26. 0403. C7 


Gene No. 


80897 










Strand 








Start 


10466 










End 


1T4 94 






Name 


OJ000308 26 


0403. 


C7.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4591 










End 


5956 






GI 


none 










Score 


151 






Exons 


4591. . 


4686, 


4786. 


.4914, 


4787. 


.4915, 5470. .5634, 


5479. . 


5637, 




5788. . 


5934, 


5817. 


.5936, 


5819. 


.5956, 5819. .5956 






Seq. No. 


39230 










Seq. ID 


OJ000308 


26. 0403. C7 


Gene No. 


80897 










Strand 









39040 




Start 


10466 


End 


11494 


Name 


OJ000308 26.0403.C7.ol.ts 


Method 


TBLASTX : Soybean 


O U d i_ L. 


4825 


End 


64.69 


(IT 

\J X 


none 


Score 


88 


DAUiiO 


dft^S 4QS? 4R?S 4 914 4R26 


4954 S2 


66 S343 54^7 ^49 




R471 Sfi?Q ^479 ^634 5479 


5637 57 


88 5997 5789 5974 




6227 6343- 6389 6469 6397 


. 64 65 




Seq. No. 


39230 


Seq. ID 


OJ000308_26.0403.C7 


Gene No. 


80897 


Strand 








End 


11494 


ln cUUt: 


O.T0nn30fi 26 0403 P7 n3 "hm 


Method 


TBLASTX: Maize 


Qf art 


7414 " _ 


End 


7668 




none 


Score 


158 




7414 7470 7421 7663 7522 


.7668, 7525.. 7668 


Seq. No. 


39230 


Seq. ID 


OJ000308_26.0403.C7 


Gene No. 


80897 


Strand . 


- 


O Lai L 


10466 


End 


11494 


LN a. 11 1*3. 


OJ000308 26 0403 C7 o3 nq 


Method 


GENSCAN 




104 66 _ 

X W *i U U 


End 


114 94 


O X 


n on 


Score 


.87 




1D466 10637 11430 11494 






Q o rr Ma 
Octj. In (J . 


39231 


Seq. ID 


OJ000308_26.0403.-C8 




80898 


Strand 


+ 


Start 


1 


End 


4894 


Name 


OJ000308 26.0403.C8.o2.np 


Method 


AAT/NAP 


Cf art* 


1 


End 


4894 


riT 


2662099 


Score 


269 


P 1 vnn Q 
Hi A.^Ji 1 o 


1..166, 1379. .1491, 2308. .2422, 2529.. 


2623, 3357.. 3463, 




3547. .3661, 4664. .4706, 4826. 


.4894 




VJ X UC O U J L ^ ■ 


(AB007869) KIAA0409 [Homo sapiens] 




Can Kin 


39231 


Seq. ID 


OJ000308_26.0403.C8 


Gene No. 


80898 


Strand 


+ 


Start 


1 


End 


4894 


Name 


OJ000308 26.0403.C8.ol.gs 


Method 


" GENSCAN 


^t ^ rt 

J Lai l. 


605 


End 


3766 


yj x 


none 


Score 


.79 


W von ^ 


605. .875, 1379. .1439, 1904. .1955, 2308 


..2422, 2529. .2623, 




3357.. 3463, 3547.. 3766 






Qprf l\Jn 

OCLji IN • 


39231 


Seq. ID 


OJ000308_26.0403.C8 


Gene No. 


80899 


Strand 




Start 


351 


End 


457 


Name 


OJ000308 26.0403.C8.ol.np 


Method 


AAT/NAP 


OLCII L 


351 


End 


457 


w X 


5777617 


Score 


75 


Hi AUi 1 O 


351. .457 






*aX UtrSCxXp. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


39231 


Seq. ID 


OJ000308_26.0403.C8 


Gene No. 


80900 


Strand 




Start 


4444 


End 


5638 


Name 


OJ000308 26.0403.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


2323 


End 


3463 



39041 



GI 

Exons 



none Score 134 

2323. .2424, 2328. .2423, 2524. .2613, 2528. .2623, 2532. .2615, 
3353.. 3463, 3366 .. 3461, . 3368 3463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39231 
80900 
4444 

OJ000308_26. 0403.C8 .ol. tm 
2516 



End 

Method 
End 

none Score 
2516. .2662, 2552. .2665, 3356. .3463, 3366. .3461, 3540. .3668, 
3545. .3661, 4653. .4709, 4656. .4709, 4663. .4713, 4826. .4915, 
4826. .4912 



Seq. ID OJ000308_26.0403.C8 
Strand 

5638 

TBLASTX: Maize 
4915 
128 



Seq. No. 39231 Seq. ID 

Gene No. 80900 Strand 

Start 4 4 44 End 

Name OJ000308_2 6 . 0403 . C8 . o2 . gs Method 

Start 4 4 44 End 

GI none Score 

Exons 4444.. 4601, 5198.. 5638 



OJ000308_26.0403.C8 

5638 
GENSCAN 
5638 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39232 

80901' 

216 

OJ000308_26. 04 03.C10.ol.ts 

193 

none 



Seq. ID OJ000308_26. 0403. C10 

Strand . +' ' 

End 2739 

Method TBLASTX : Soybean 

End 2542 

Score 175 



193. .342, 215. .349, 216. .347, 437. .571, 438. .575, 662. .880, 
664. .870, 665. .886, 2443. .2505, 2451. .2513, 2456. .2542 



39232 Seq. ID 

80901 Strand 

216 End 

OJ000308_26 . 0403 . C10 . ol . tc Method 

215 End 

none Score 



OJ000308_26. 0403. C10 
+ 

2739 

TBLASTX: Cress 

2739 

176 



215. .349, 216. .347, 287. .349, 437. .574, 438. .575, 662. .880, 
664. .864, 2414. .2569, -2443 2589, 2451. .2579, 2643.-2735, 
2650. .2739 



Seq. ID OJ000308_26. 0403. C10 



Seq. No. 39232 

Gene No. 80901 Strand + 

Start 216 End 2739 

Name OJ000308_26 . 0403 . C10 . ol . gs Method GENSCAN 

Start 216 End 2577 

GI none Score . 73 

Exons 216. .346, 443. .533, 671. .866, 2453. .2577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39232 
80901 
216 

OJ000308_26.04 03.C10.ol.np 
216 

2129698 



Seq. ID OJ000308_26. 0403. C10 

Strand + 

End 2739 

Method AAT/NAP 

End 2739 

Score 818 



216. .346, 443. .575, 671. .866, 2453. .2577, 2656. .2739 
protein kinase ATN1 (EC 2.7.1.-) - Arabidopsis thaliana 



39042 




gi| 1054633|emb|CAA63387| (X92728) protein kinase [Arabidopsis 
thaliana] 



C prr Mo 


39232 




Seq. ID 


OJ000308 


_26.0403 


C10 


Horio Mo 


80901 




Strand 


+ 








216 




End 


2739 






Name 


OJ000308 26.0403. CIO . ol 


tw 


Method 


TBLASTX: 


Wheat 




OLal L 


248 ~ 




End 


811 






o ± 


none 




Score 


108 








248. .349, 249. .347, 434 


.574, 


438. .575, 


662. .811 




Seq. No. 


39232 




Seq. ID 


OJ000308 


_26.0403 


C10 


Hpnp No 


80901 




Strand 


+ 






Start 


216 




End 


2739 






M amp 


OJ000308 26. 0403. C10. ol 


tm 


Method 


TBLASTX: 


Maize 




Cf 3 r +- 


308 




End 


2739 






GI 


none 




Score 


69 






Hi A f 1 1 0 


308. .349, 309. .347, 437 


.670, 


438. .575, 


662. .88 


0, 664.,* 


364, 




665. .871, 2432. .2575, 2443. .2589, 2451. 


.2588, 2649. .2738, 




2650.. 2739, 2650.. 2736 














39233 




Seq. ID 


OJ000308 


26 0403 


C12 




80902 




Strand 


.4- 








- 1243 




End 


1823 • 






Name 


OJ000308 26.0403'.C12.ol 


,gs 


Method 


GEN SCAN 








1243 




End 


1823 








none 




Score 


. 75 






Exons 


1243. .1334, 1638. .1823 












Q^rr No 

O " . LVU t 


39233 




Seq. ID 


OJ000308 


2.6. 0403 


C12 


o til its rJ • 


80902 




Strand 


+ 








1243 




End 


1823 






Name 


OJ000308 26.0403.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1564 




End 


1803 






GI 


6539588 




Score 


116, 






Exons 


1564. .1803 












GI Descrip. 


. (AP000837) hypothetical protein [Oryza 


sativa] 






Sea No 


39234 




Seq. ID 


OJ000308 


_26.0403 


C13 


(Zpno Mo 


80903 




Strand 








Start 


2373 




End 


2548 






Name 


OJ000308 26.0403.C13.o2 


.gs 


Method 


GENSCAN 






Start 


2373 




End 


2548 






GI 


none 




Score 


.97 






Exons 


2373.. 2548 












JC<^ • LN . 


39235 




Seq. ID 


OJ000308 


_26.0403 


C14 


Cpnp Mo 


80904 




Strand 








Start 


316 




End 


854 






Name 


OJ000308 26.0403.C14.ol 


.gs 


Method 


GENSCAN 






Start 


316 




End 


854 






GI 


none 




Score 


.53 






Exons 


316. .854 












Seq. No. 


39236 




Seq. ID 


OJ000308 


_26.0403 


C15 


Gene No. 


80905 




Strand 


+ 






Start 


692 




End 


953 







39043 




NT a mo 


vU vUU JUO £.U.U*iU»J.L/X.J.LJX 


■ y & 


Mot - h nH 

l J C L 1 1 \J LI 










Of 3 -rf- 


U ZJ 




Fnri 


95^ 

^ <j -j 








ox 


n on o 




O LU1 C 












692 811 924 953 














Seq. No. ■ 


39236 




Seq. ID 


OJ000308_ 


26. 


0403 


-C15 


Gene No. 


80906 




Strand 


+ 








OLCli L. 


10842 




End 


11954 








Name 


OJ000308 26.0403.C15.64. 


.gs 


Method 


GEN SCAN 








o Lai t 


10842 




End 


11954 








ox 


none 




Score 


.92 








P 1 v on q 


10842. .11033, 11128. .11394, 


11406. .11954 








Seq. No. 


39236 




Seq. ID 


OJ000308^ 


26. 


0403 


.C15 


Gene No. 


80907 




Strand 


+ 










14328 




End 


14999 








Mamo 


OJ000308 26.0403.C15.o5, 


.gs 


Method 


GEN SCAN 








JLai L 


14328 




End 


14999 








O X 


n on o 




Score 


99 










14328. .14999 














9orr No 


39236 




Seq. ID 


OJ000308_ 


26 . 


0403 


. C15 


Gene No. 


80907 




Strand 


+ 








Start 


1-4328 




End 


14999 








IN CI 1 UC 


OJ000308 26.0403.C15.o2, 


.np 


Method 


AAT/NAP 








O Ldl L 


14463 




End 


14860 








OX 


5734617 




Score 


464 








T7 1 v /~\ o 


14463. .14860 














OX L/fc. o L» J L£J . 


(AP000391) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


39236 




Seq. ID 


OJ000308_ 


26. 


0403 


.C15 


Gene No. 


80908 




Strand 










J Lai L 


2021 




End 


6005 








Marino 
LN Cllllt; 


OJ000308 26.0403.C15.o2, 


.gs 


Method 


GENSCAN 








O Lai L 


2021 




End 


6005 








O X 


none 




Score 


. 93 








Li AUllO 


2021.. 2590, 2721.. 3983, 


4170 


..4239, 58€ 


11. .6005 








Qpn Mo 


39236 




Seq. ID 


OJ000308_ 


26. 


0403 


.C15 




80908 




Strand 










Start 


2021 




End 


6005 








Name 


OJ000308 26.0403.C15.ol, 


.np 


Method 


AAT/NAP 








Start 


2024 




End 


4455 








rir 

O X 


6553905 




Score 


1188 








F von q 


2024. .2167, 2198. .2590, 


2721 


..3338, 3366.. 3983, 


4170. .4235, 




4393. .4455 














OX LyCOL-XX^J. 


(AC012563) unknown protein [Arabidopsis thaliana] 






Seq. No. 


39236 




Seq. ID 


OJ000308_ 


26. 


0403 


.C15 


Gene No. 


80908 




Strand 










Start 


2021 




End 


6005 








Name 


OJ000308 26.0403.C15.ol. 


,gp 


Method 


AAT/GAP 








Start 


2107 




End 


2486 








GI 


none 




Score 


736. 








Exons 


2107. .2486 














Seq. No. 


39236 




Seq. ID 


OJ000308_ 


26. 


0403 


.C15 



39044 




Gene No. 


80909 








Strand 








9450 








End 


10131 






ojooo308 26 

VUL»UU JUO U 1 


04 03 


C15.o3 


,gs 


Mot* hoH 

11G L11UU. 






c-t- a >-+- 

O La. 1. L 


94 50 ~ 








End 


10131 - 






none 








Score 


. 77 




T7 1 von Q 


9450 9978 


10112 


:. .10131 








Seq. No. 


39236 








Seq. ID 


OJ000308_26.0403, 


.CIS 


Gene No. 


80910 








Strand 






o tai u 


23307 








End 


23559 




Name 


0,700030a 26 


04 03 


C15.01 


.tc 




TRLASTX • frpqq 




Q-f- a r-t- 
Oual L 


9447 ~~ 

^ *i *i / 








End 


2879 




w J. 


none 








Score 


133 




pyrin q 


2447 2587 


2697 . 


.2879 










Seq. No. 


39236 








Seq. ID 


OJ000308_26.0403, 


.CIS 


Gene No. 


80910 








Strand 






0 Lai L 










End 


23559 




LN CllLlC 


OJ000308 26 


. 0403 . 


CIS.ol 


.ts 


Mpt hod 


TBLASTX * Sovbean 




JLui I 


2447 — 








End 


2879 




riT 


n on 0 








Score 


14 5 






2447 2587 


2706 . 


.2879 










Seq. No. 


39236 








Seq. ID 


OJ000308_26.0403, 


.CIS 


Gene No. 


80910 








Strand 






OLaLL 


9 3307 








Fnd 
Hil in 


93559 




Name 


n,T00030ft o& 


04 03 


n 5 02 


. tm 


lie L 11L>U 


TRT.A^TX • Mfl i 70 

1 DXjrt.O 1 /\ • lid 1 Z.C 




Of- v-+- 


94 4 7 ~~ 








Fnd 

Hi 11 LI 


2888 
0 0 0 




riT 


n on 0 










83 




F Yon q 


9447 2587 


24 93. 


.2588, 


2703. 


. 2888 






Con Mo 


3993 








Seq. ID 


OJ000308_26.0403. 


. CIS 


Gene No. 


80910 








Strand 






Start 


23307 








End 


23559 




Mama 


OJ000 308 2 6 


04 03 


C15 . ol 


. tm 


Method 


TBLASTX: Maize 




0 Lai l 


9926 ~~ 








End 


3456 




\J J. 


none 








Score 


47 . 






2926 2970 


304 8 . 


.3116, 


3049. 


.3186, 3052.. 3309, 3120*. .3308, 




3390 3455 


3391 . 


.3456 










Seq. No. 


39236 








Seq. ID 


OJ000308_26.0403, 


.CIS 


Gene No. 


80910 








Strand 








23307 








End 


23559 






n.T000 308 2 6 


0403 


C15.o3 


.ts 


Method 


TBLASTX : Soybean 




q+- a v-f 
O Lai L 


3090 ~~ 

O \J Z7 \J 








End 


3573 






none 








Score 


110 




F von q 

Hi AUl lO 


3090 331 4 


3121 . 


.3300, 


3405. 


.3536, 3418. .3573 




Seq. No. 


39236 








Seq. ID 


OJ000308_26.0403. 


.CIS 


Gene No. 


80910 








Strand 






Start 


23307 








End 


23559 




Name 


OJ000308 26. 


,0403. 


C15.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


3621 








End 


4467 




GI 


none 








Score 


103 




Exons 


3621. .3911, 


3781. 


.3912, 


4405. 


. 4467 






Seq. No. 


39236 








Seq. ID 


OJ000308_26.0403. 


. CIS 



39045 






Gene No. 


80910 


Strand 








O Lai L 


23307 


End 


23559 






Name 


n.Tnno30ft 96 0403 n s o3 tm 


Mot" h nrl 










O U.£ X 




391 8 

J Zt X O 










Score 


95 








3621 3917 3643 3918 










Seq. No. 


39236 


Seq.' ID 


OJ000308_26.0403 


C15 




Gene No. 


80910 


Strand 








CJt- 3 -r t- 


93307 

L J JU / 


End 


23559 






Name 


O.T000308 26 0403 CIS ol tw 




TRT.A^TX • Wheat 






OLdi I 




End 


3918 










Score 


14 5 








3624 3917 3643 3918 










Seq. No. 


39236 


Seq. ID 


OJ000308_26.0403 


C15 




Gene No. 


80910 


Strand 








O Lai L 


23307 


End 


23559 






Ma mo 


OJ000308 26 0403 CIS o2 tc 


Method- 


TBLASTX: Cress 






o L. ci X. L 


3669 ~~ 


End 


4456 










Score 


102 








3669 3731 3753 3929, 3772 


3897, 4375.-4455, 4382. .4456 




: Seq. No. 


39236 ' 


Seq. ID 


OJ000308_26.0403 


CI 5 




Gene No. 


80910 


Strand 


- 




- 38. 

U i 


OLai L 


93307 


End 


23559 






Name 


n,T00030ft 9fi 04D3 PI S o7 rrQ 


Method 


GENSCAN 






Olail 


93307 _ 


End 


23559 




f ^ 




none 


Score 


.41 








93307 23SS9 










Seq. No. 


39237 


Seq. ID 


OJ000308_26.0403 


C16 




Gene No. 


80911 


Strand 






s 


O Lai L 


70 


End 


4381 




f ^ 


Name 


OJ000308 26.0403.C16.ol.gs 


Method 


GENSCAN 




-a 


Of- a r +- 


70 


End 


4336 






ox 


none 


Score 


.74 




■sw 




70. .212, 1801. .1972, 2187. .2357, 3579. 


.3595, 4114. .4336 




r™ 


C p, pi Ma 


39237 " * 


Seq. ID 


OJ000308_26.0403 


C16 


r" ~s 


Gene No. 


80911 


Strand 








Start 


70 


End 


4381 






Mom o 


OJ000308 26.0403.C16.ol.np 


Method 


AAT/NAP 






jLal L 


1919 


End 


4381 








5042454 


Score 


175 








1919. .1979, 2318. .2483, 4306.. 


4381 










(AC007789) putative polyprotein [Oryza 


sativa] 






Sea No 


39238 


Seq. ID 


OJ000308_26.0403 


C18 




Gene No. 


80914 


Strand 


+ 






Start 


80 


End 


6505 






Name ' 


OJ000308 26.0403.C18.ol.gs 


Method 


GENSCAN 






Start 


80 


End 


6505 






GI 


none 


Score 


.54 






Exons 


80. .122, 599. .719, 1643. .3614, 


3624. .4037, 4142. .5020, * 





5065.. 5295, 5311.. 6071, 6232.. 6505 



39046 



Seq. ID OJ000308_26.0403.C18 
Strand + 
End 6505 
Method AAT/NAP 
End 6502 
Score 5372 
.6502 

corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 39238 

Gene No. 80914 

Start 80 

Name OJ000308_26 . 0403 . C18 . ol . np 

Start 1674 

GI 5295971 

Exons 1674.. 2092, 2148.. 6084, 6110 
GI Descrip. (AB026295) EST D24315 (R1718 ) 



Seq. No. 39238 Seq. ID 

Gene No. 80915 Strand 

Start 8256 End 

Name OJ000308_2 6.0403. C18 . ol . gp Method 

Start 8256 End 

GI 286806 Score 

Exons 8256. .8637 

GI Descrip. 54 4 1872 /dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 



OJ000308_26.0403.C1£ 
+ 

8637 
AAT/GAP 
8637 
731 



Seq. No. 39238 Seq. ID 

Gene No. 80916 Strand 

Start 8727 End 

Name OJ000308_26 . 0403 . C18 . o2 . gp Method 

Start 8727 End 

GI 3760921 Score 

Exons 8727 . . 9194 

GI Descrip. 5230728/gb | AAD40979 . 1 | AF089851_1 9.0e-27 (AF089851) peroxisomal 
copper-containing amine oxidase . [Glycine max] 



OJ000308_26.0403.C18 
+ 

9194 
AAT/GAP 
9194 
893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39238 ■ Seq. ID 

80917 Strand 

7105 End 

OJ000308_26.0403.C18.o4 .tc Method 

194 End 

none Score 



OJ000308_26.0403.C18 
9853 

TBLASTX: Cress 

568 

217' 



194. .301, 195. .458, 196. .384, 478. .567, 482. .568 



39238 
80917 
7105 

OJ000308_26.0403.C18.ol.tm 

195 

none 

195. .401, 196. .384, 217 
6823. .7041, 6824 . .7042, 
7138. .7422, 7145. .7468 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_26.0403.C18 
9853 

TBLASTX: Maize 

7470 

248 



.405, 476. .718, 478. .714, 585.-728, 
6825. .7046, 7128. -.7460, 7135. .7470, 



Seq. No. 39238 

Gene No. 80917 

Start 7105 

Name OJ000308_2 6 . 0403 . C18 . ol . ts 

Start 195 

GI none 

Exons 195. .401, 196. .384, 471. .641, 



Seq. ID OJ000308_26.0403.C18 
Strand 
End 

Method 
End 
Score 

476. .718, 478. .714, 6785. .7042, 



9853 

TBLASTX: Soybean 

9064 

235 

478. .714, 6785. 



6825. .7055, 6895. .7041, 7135. .7491, 7138. .7476, 7145. .7504, 



39047 








7818. .7865, 


7824 . 


.7862, 


7852. 


.7938, 78 


60. .7937, 8565. .Si 


370, 






8566. .8871, 


8566. 


.8871, 


8950. 


.9063, 8951.. 9064 






Seq. No. 


39238 








Seq. ID 


OJ000308 26.0403 


C18 




Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 






Name 


OJ000308 26 


0403. 


C18.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


208 








End 


523 






GI 


none 








Score 


260 






Exons 


208.. 384, 210.. 401, 217 


. .405, 


470. .523 


, 478. .519 






Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 




Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 






Name 


OJ000308 26 


0403. 


C18.o2 


.tc 


Method 


TBLASTX: Cress 






Start 


613 








End 


7210 






GI 


none 








Score 


122 






Exons 


613. .714, 614. .718, 614 


. .715, 


6793. .7041, 6825. .7046, 








6826. .7041, 


6834 . 


.7043, 


7135. 


.7209, 7138. .7197, 7145. .7210 




Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 




Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 




f "s 


Name 


OJ000308 26 


0403. 


C18 .08 


. tm 


Method 


TBLASTX: Maize 






Start 


2159 








End 


2435 






GI 


none 








Score 


68 




C'l 


Exons 


2159. .2224, 


2173. 


.2223, 


2273. 


.2359, 2274.. 2435 




f~i 


Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 


la 


Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 






Name 


OJ000308 26 


0403. 


C18.o4 


. tm 


Method 


TBLASTX: Maize " 




ru 


Start 


2669 








End 


3377 




E 


GI 


none 








Score 


233 




f ~= 


Exons 


2669. .2902, 


2670. 


.2909, 


2970. 


.3089, 3029.. 3076, 3090.. 3137, 


* v g 




3115. .3162, 


3176. 


.3370, 


3177. 


.3377 






e 

Pi 


Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 




Gene No. 


80917 








Strand 






r ^ 


Start 


7105 








End 


9853 




~ ^ 


Name 


OJ000308 26 


0403. 


C18.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


3302 








End 


3755 






GI 


none 








Score 


324 






Exons 


3302. .3529, 


3303. 


.3668, 


3675. 


,3755 








Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 




Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 






Name 


OJ000308 26 


0403. 


C18.o7 


. tm 


Method 


TBLASTX: Maize 






Start 


3392 








End 


3635 






GI 


none 








Score 


293 






Exons 


3392. .3631, 


3393. 


.3632, 


3426. 


.3635, 3427. .3633 






Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 




Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 






Name 


OJ000308 26 


0403. 


C18.o5 


.ts 


Method 


TBLASTX: Soybean 





39048 




Start 


3693 








End 


4019 




GI 


none 








Score 


210 




Exons 


3693. . 4019, 


3789 


. . 3869 










Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


.C18 


Gene No. 


80917 








Strand 






Start 


7105- 








End . 


9853 




Naine 


OJ000308 26. 


0403 


.C18 .o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


3828 _ 








End 


4378 




GI 


none 








Score 


173 




Evnnc 


3828 4091, 


4127 


. . 4291, 


4298 . 


.4378 






Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


.C18 


Gene No. 


80917 








Strand 






Start 


7105 








End 


9853 




Name 


OJ000308 26. 


0403 


.C18 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4031 ~~ 








End 


4456 




GI 


none 








Score 


106 




Exons 


4031 . .4105, 


4035 


. .4106, 


4047 . 


.4112, 4106. .4456, 4111. .4455 


Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


.C18 


Gene No. 


80917 








Strand 






Start 


7105 








End 


9853 




Name/ 


- OJ000308- 26. 


0403 


C18 .o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


4062 _ 








End 


4551 




GI 


none 








Score 


51 




Rxon s 


4062 4106, 


4106 


. 4369, 


4111 . 


.4356, 4372. .4551, 4394. .4540 


Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


.C18 


Gene No. 


80917 








Strand 






Start 


7105 








End 


9853 




Name 


OJ000308 26. 


0403 


C18 . o5 


. tc 


Method 


TBLASTX: Cress 




Start 


4106 _ 








End 


4516 




GI 


none 








Score 


209 




Exons 


4106. .4372, 


4117 


. 4158, 


4228 . 


.4362, 4394. .4516 




Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 


Gene No. 


80917 








Strand 






Start 


7105 








End 


9853 - 




Name 


OJ000308 26. 


0403 


C18 ,o2 


ts 


Method 


TBLASTX : Soybean 




Start 


4928 " 








End 


5424 




GI 


5509260 








Score 


74 




Exons 


4928 . . 5026, 


5035 


. 5424, 


5250. 


.5336 






GI Descrip. 
















Seq. No. 


39238 








Seq. ID 


OJ000308_26.0403 


C18 


Gene No. 


80917 








Strand 






Start 


7105 








End 


9853 




Name 


OJ000308 26. 


0403 


C18 . 06 


tm 


Method 


TBLASTX: Maize 




Start 


4958 ~~ 








End 


5274 




GI 


none 








Score 


73 




Exons 


4958. .5026, 


5029. 


.5274, 


5044 . 


.5262, 5178.. 5273 




Seq. No. 


39238 








Seq. ID * 


OJ000308_26:0403 


C18 


Gene No. 


80917 








Strand 






Start 


7105 








End 


9853 




Name 


OJ000308 26. 


0403. 


CI8.06. 


tc 


Method 


TBLASTX: Cress 





39049 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



5050 
none 

5050. .5313' 

39238 
80917 
7105 

OJ000308_26. 

5095 

none 

5095. .5439, 

39238 
80917 
7105 

OJ000308_26. 

5476 

none 

5476. .5865, 

39238 
80917 
7105 

OJ000308_26. 

5575 

none 

5575. .5964, 

39238 
80917 
7105 

OJ000308_26. 

5659 

none 

5659. .5757, 

39238 
80917 
7105 

OJ000308_26. 

5781 

none 

5781. .5960, 
6271. .6465 

39238 
80917 
7105 

OJ000308_26. 

6055 

none 

6055. .6081, 
6131. .6388, 

39238 
80917 
7105 



End 
Score 



5313 
242 



0403.C18.o2.tw 
5250.. 5438, 5425. 

0403.C18.o3.tm 
5476.. 5535, 5478. 

0403.C18.o4.ts 
5709.. 5954 

0403.C18.o6.tw 



Seq. ID OJ000308_26.0403.C18 
Strand 

9853 

TBLASTX-: Wheat 
5649 
313 



End 

Method 
End 
Score 
.5649 



Seq. ID OJ000308_26.0403.C18 
Strand 

9853 

TBLASTX: Maize 
5867 
546 



End 

Method 
End 
Score 
.5867 



Seq. ID OJ000308_26.0403.C18 
Strand 

End 9853 

Method TBLASTX : Soybean 

End 5964 

Score 304 



Seq. ID OJ000308_26.0403.C18 
Strand 

End 9853 

Method TBLASTX : Wheat 

End 5961 

Score 51 



5782.. 5961, 5791.. 5871, 5907.. 5960 

Seq. ID OJ000308_26.0403.C18 
Strand 

End 9853 

0403 . C18 . o3 . tc Method TBLASTX: Cress 

End 6472 

Score 231 
5782. .6072, 5791. .6048, 6110. .6199, 6251. .6472, 



0403.C18.o5.tm 



6057.. 6113, 6059. 
6142. .6468 



Seq. ID OJ000308_26.0403.C18 
Strand 

End 9853 

Method TBLASTX: Maize 

End 64 68 

Score 4 4 

.6100, ' 6099. .6389, 6110. .6466, 



Seq. ID OJ000308_26.0403.C18 
Strand 

End 9853 



39050 




Name 


OJ0.00308 26. 


0403 


.C18 .06 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


6110 ~~ 








End 


6346 






GI 


none 








Score 


201 






Exons 


6110. . 6346, 


6142 


. . 6342 












Seq. No. 


39238 








Seq. ID 


OJ000308 


_26.0403, 


.C18 


Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 






Name 


OJ000308 26. 


0403 


.CI8.0I 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


6939 ~ 








End 


7422 






GI 


none 








Score 


101 






Exons 


6939. . 7046, 


6940 


. .7041, 


7135. 


.7422, 7145. .7420 






Seq. No. 


39238 








Seq. ID 


OJ000308 


_26.0403. 


,C18 


Gene No. 


80917 








Strand 








Start 


7105 








End 


9853 






Name 


OJ000308 26. 


0403 


.C18 ,o2 


. as 


Method 


GENSCAN 






Start 


7105 








End 


9853 






GI 


none 








Score 


.49 






Exons 


7105. .7474, 


7825 


. .7937, 


8953. 


.9062, 9739. .9853 






Seq. No. 


39238 








Seq. ID 


OJ000308 


_26.0403, 


>C18 


Gene No. 


80917 








Strand 


— 






Start 


7105 








End 


. 9853 






Name 


OJ000308 26. 


0403 


.CI8.0I 


. tc 


Method 


TBLASTX: 


Cress 




Start 


8577 ~~ 








End 


9064 






GI 


none 








Score 


185 






Exons 


8577 . . 8873, 


8577 


. . 8870, 


8579 . 


.8872, 8' 


950. . 9063, 


8951. .9064 


Seq. No. 


39239 








Seq. ID 


OJ000308 


_26.0403. 


,C19 


Gene No. 


80918 








Strand 








Start 


1795 








End 


2121 






Name 


OJ000308 26. 


0403 


.C19.ol 


.gp 


Method 


AAT/GAP 






Start 


381 








End 


481 






GI 


90742 1.R1084 






Score 


103 






Exons 


381. .481 
















GI ' Descrip . 


'5734616/dbj 


IAP000391.1 


IAPOO'0391 4.0e- 


-29 Oryza 


sativa genomic 




DNA, chromosome 


6, clone: P0538C01' 








Seq. No. 


39239 








Seq. ID 


OJ000308 


_26.0403. 


,C19 


Gene No. 


80918 








Strand 








Start 


1795 








End 


2121 






Name 


OJ000308 26. 


0403 


.C19.ol 


. gs 


Method 


GENSCAN 






Start 


1795 








End 


2121 






GI 


none 








Score 


.49 






Exons 


1795. .2121 
















Seq. No. 


39240 








Seq. ID 


OJ000308 


_26.0403. 


,C20 


Gene No. 


80919 








Strand 


+ 






Start 


1 








End 


1390 






Name 


OJ000308 26. 


04 03 


.C20.ol 


. np 


Method 


AAT/NAP 






Start 


1 








End 


1390 






GI 


1402876 








Score 


479 







Exons' 1..599, 1314.. 1390 

GI Descrip. (X98130) putative phosphate permease [Arabidopsis thaliana] 

• gi|1495255|emb|CAA66116.1| (X97484) orfOl [Arabidopsis thaliana] 



39051 



Seq. No. 


39240 




Seq. ID 


OJ000308_26.0403.C20 


Gene No. 


80919 




Strand 


+ 


Start 


1 




End 


1390 


Name 


OJ000308 26.0403.C20.ol 


. qs 


Method 


GENS CAN 


Start 


47 




End 


592 


GI 


none 




Score 


. 63 


Exons 


47. .592 








Seq. No. 


39240 




Seq. ID 


OJ000308_26.0403.C20 


Gene No. 


80920 




Strand 




Start 


326 




End 


595 


Name 


OJ000308 26.0403.C20.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


179 




End 


595 


GI 


none 




Score 


457 


Exons 


179. .595, 208. .594 








Seq. No. 


39240 




Seq. ID 


OJ000308_26.0403.C20 


Gene No. 


80920 




Strand 




Start 


326 




End 


595 


Name 


OJ000308 26.0403.C20.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


179 




End 


505 


GI 


none 




Score 


315 


Exons 


179. . 472, 208 . .474, 473 


. . 505, 


478 . . 504 




Seq. No. 


39240. 




Seq. ID 


OJ000308_26.0403.C20 


Gene No. 


80920 




Strand 




Start 


326 




End 


595 


Name 


OJ000308 26.0403.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


283 ~~ 




End 


595 


GI 


none 




Score 


289 


Exons 


283. .594, 283. .594, 284 


.\ 595 






Seq. No. 


39240 




Seq. ID 


OJ000308 26.0403.C20 


Gene No . 


80920 




Strand 




Start 


326 




End 


595 


Name 


OJ000308 26.0403.C20.ol 


.gp 


Method 


AAT/GAP 


Start 


326 




End 


594 


GI 


701304 




Score 


467 


Exons 


326. .594 








GI Descrip. 


1402876/emb|CAA66826| 2 


.0e-44 


(X98130) 


putative phosphate 




"permease [Arabidopsis thaliana] >gi 14 95255 emb CAA66116 




(X97484) orfOl [Arabidopsis thaliana] 




Seq. No. 


39241 




Seq. ID 


OJ000308_26.0403.C21 


Gene No. 


80921 




Strand 


+ 


Start 


1 




End 


335 


Name 


OJ000308 26.0403.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2(H) - 


GI 


1402876 




Score 


246 " 


Exons 


1. .200 









GI Descrip. (X98130) putative- phosphate permease [Arabidopsis thaliana] 

gi|1495255|emb|CAA66116.1| (X97484) orfOl [Arabidopsis thaliana] 



Seq. No. 39241 

Gene No. 80921 

Start 1 

Name OJ000308 26 . 0403 .C21 . ol . tc 



Seq. ID OJ000308_26.0403.C21 

Strand + 

End 335 

Method TBLASTX : Cress 



39052 



Start 


11 








End 


212 








GI 


none 








Score 


272 








"Exons 


11 . . 211, 11 


. . 136, 


12. .212, . 


15 . .74 










Seq. No. 


39241 








Seq. ID 


OJ000308 


_26 


.0403 


.C21 


Gene No. 


80921 








Strand 


+ 








Start 


1 








End 


335 








Name 


OJ000308 26 


. 0403 . 


C21.ol 


.ts 


Method 




Soybean 




Start 


11 ~ 








End 


169 








GI 


none 








Score 


222 








Exons 


11 . . 169, 12 


. .167, 


43. .168 












Seq. No. 


39241 








Seq. ID 


OJ000308 


_26 


.0403 


.C21 


Gene No. 


80921 








Strand 


+ 








Start 


1 








End 


335 








Name 


OJ000308 26 


. 0403 . 


C21.ol 


. tm 


Mpfh od 


TBLASTX • 


Maize 




Start 


51 ~ 








End 


335 








GI 


none 








Score 


257 








Exons 


51 . . 335, 53 


. . 283 
















Seq. No. 


39242 








Seq. ID 


OJ000308 


_26 


0403 


.C22 


Gene No. 


80922 








Strand 


+ 








Start 


676 








End 


788 








Name 


OJ000308 26 


. 04 03 . 


€22. ol 


.gs 




GEN SCAN 








Start 


676 _ 








End 


788 


- 






GI 


none 








Score 


. 98 








Exons 


676 788 


















Seq. No. 


39243 








Seq. ID 


OJ000308 


_2 6 


0403 


.C23 


Gene No. 


80923 








Strand 


+ 








Start 


47 








End 


118 








Name 


OJ000308 26 


. 0403 . 


C23.ol 


.gs 


Mp1~ hoc] 


GENSCAN 








Start 


47 ~~ 








End 


118 








GI 


none 








Score 


. 6 








Exons 


47 . . 118 


















Seq. No. 


39244 








Seq. ID 


OJQ00308 


_26. 


0403 


.C24 


Gene No. 


80924 








Strand 


+ 








Start 


922 








End 


2092 








Name 


OJ000308 26 


. 0403'. 


C24 .ol 


.gs 


Mpt h or] 


GENSCAN 

V_J i_J LH U N 








Start 


922 ~~ 








End 


2092 








GI 


none 








Score 


. 81 








Exons 


922 . . 1165, . 


1956. . 


2092 














Seq. No. 


39244 








Seq.' ID 


OJ000308 


_26. 


0403 


.C24' 


Gene No. 


80925 








Strand 










Start 


2740 








End 


2996 








Name 


OJ000308 26 


. 0403 . 


C24 .o2 


.gs 


Met hod 


GEN SCAN 








Start 


2740 ~~ 








End 


2 996 








GI 


none 








Score 


. 93 








Exons 


2740 .* . 2748 , 


2934 . 


.2996 














Seq. No. 


39245 








Seq. ID 


OJ000308 


_26. 


0403 


.C25 


Gene No. 


80926 








Strand 


+ 








Start 


132 








End 


3073 








Name 


OJ000308 26 


.0403. 


C25.ol 


gs 


Method 


GENSCAN 








Start 


132 








End 


3073 









39053 



GI 

Exons 



none Score .72 

132. .512, 826. .946, 2024. .2054, 2120. .2202, 2290. .2524, 

2941. .3073 



Seq. No. 39245 

Gene No. 80926 

Start 132 

Name OJ000308_26 . 0403 . C25 . ol . gp 

Start 2335 

GI 427916 

Exons 2335.. 2670 



Seq. ID OJ000308_26.0403.C25 

Strand + 

End 3073 

Method AAT/GAP 

End 267 0 

Score' 506 



Seq. No. 


39245 




Seq. ID 


OJ000308_26.0403.C25 


Gene No. 


80927 




Strand 


+ 


Start 


2975 




End 


3723 


Name 


OJ000308' 26.0403.C25. 


o2.gp 


Method 


AAT/GAP 


Start 


2975 




End 


3282 


GI 


3759000 




Score 


504 


Exons 


2975. .3282 








Seq. No. 


39245 




Seq. ID 


OJ000308_26.0403.C25 


Gene No. 


80927 




Strand 


+ 


Start 


2975 




End 


3723 


Name 


OJ000308 26.0403.C25. 


o3.gp 


Method 


AAT/GAP 


Start 


2976 




End 


3723 


GI 


20494 1..R1084 




Score 


1292 


Exons 


2976.. 3723- 








GI Descrip. 


f 5230728/gb|AAD40979. 


1|AF089851_1 9.0e 


-27 (AF08 9851) peroxisomal 



copper-containing amine oxidase [Glycine max] 1 



Seq. No. ' 39245 Seq. ID 

Gene No. 80928 Strand 

Start 4002 End 

Name OJ000308_26 . 04 03 . C25 . o4 . gp Method 

Start 4002 End 

GI 20494_3..R1084. Score 

Exons 4002.. 4620 

GI Descrip. f 14 0287 6/emb | CAA6682 6 | 2.0e-44 (X98130) putative phosphate 
permease [Arabidopsis thaliana] >gi_14 95255_emb_CAA66116_ 
(X97484) orfOl [Arabidopsis thaliana] 1 



OJ000308_26.0403.C25 
+ 

4620 
AAT/GAP 
4620 
1032 



Seq. No. 


39245 


Seq. ID 


OJ000308 


Gene No. 


80929 


Strand 


+ 


Start 


5770 


End - 


8380 


Name 


OJ000308 26.0403.C25.o2. 


gs Method 


GENSCAN 


Start 


5770 


End 


8380 


GI 


none 


Score 


.42 


Exons 


5770. .5835, 6162. .6296, 


7958. .8137, 81! 


36. .8380 


Seq. No. 


39245 


Seq. ID 


OJ000308 


Gene No. 


80930 


Strand 




Start 


7856 


End 


8536 


Name ' 


OJ000308 26.0403.C25.o5. 


gp Method 


AAT/GAP 


Start 


7856 


End 


8525 


GI 


3763611 - 


Score 


1220 


Exons 


7856..8525 






GI Descrip. 


2129698/pir| |S61766-1.0e 


i-ll protein kinase ATN1 



39054 



Arabidopsis thaliana >gi_1054 633_emb_CAA63387_ (X92728] 
kinase [Arabidopsis thaliana] 



protein 



Seq. No. 39245 Seq. ID 

Gene No. 80930 Strand, 

Start 7856 End 

Name OJ000308_26 . 04 03 . C25 . ol . tm Method 

Start 8054 End 

GI none Score 

Exons 8054.. 8095, 8173.. 8337, 8186.. 8347, 

8306. .8506, 8340. .8510, 8351. .8536 



OJ000308_26.0403.C25 
8536 

TBLASTX: Maize 
8536 
226 

8187. .8348, 8188. .8352, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39245 
80930 
7856 

OJ000308_26. 0403.C25.ol. ts 

8189 

none 

8189. .8506, 8190. .8504 

39245 
80930 
7856 

OJ000308_26.04 03.C25.ol.np 

8201 

2129698 

8201. .8536 

protein kinase ATN1 (EC 
gi| 1054633|emb|CAA63387| 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ0003.08_2 6. 04 03.C25 
8536 

TBLASTX: Soybean 

8506 

269 



OJ000308_26.0403.C25 

8536 
AAT/NAP 
8536 
243 



2.7.1.-) - Arabidopsis thaliana 
(X92728) protein kinase [Arabidopsis 



39245 
80930 
7856 

OJ000308_26. 0403.C25.ol.tc 

8270 
none 



Seq. ID OJ000308_26. 0403.C25 



Strand 
End 

Method 

End 

Score 



8536 

TBLASTX: Cress 

8506 

58 - • 



8270. .8341, 8280. .8330, 8345. .8506, 8361. .8504 



39246 
80931 
20678 

OJ000308_11. 04 03.Cl.o3.gp 

20678 

2798886 

20678. .20998 

58067/emb | X52325 | ARBLSKP 7. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308 
+ 

20998 
AAT/GAP 
20998 
415 



11. 0403. CI 



Oe-38 pBluescript SK(+) vector DNA, 



phagemid excised from lambda ZAP 



39246 Seq. ID 

80932 Strand 

1075 End 

OJ000308_11 . 0403 . CI . ol . gp ■ Method 

1075 End 

4714864 Score 
1075. . 1482, 1607. . 1845 

3914470/sp|Q40070| PSBR_HORVU 3.0e-16 PHOTOSYSTEM II 10 KD 



OJ000308_11.0403.C1 

1845 
AAT/GAP 
1845 
1226 



39055 




POLYPEPTIDE PRECURSOR >gi_13218 68_emb_CAA6637 3_ (X97771) lOkD 
PSII protein [Hordeum vulgare] 



Seq. No. 


39246 




Seq. ID 


OJ000308_11.0403. 


Cl 


UC11C IN V_> • 


80933 




Strand 








1848 




End 


2503 




ING1UC 


OJ000308 11 0403 Cl 




Method 


AAT/GAP 






1848 ~ 




End 


2503 




(IT 


4714863 




Score 


1301 




Exons 


1848 2S03 












1 321 8 67 /emb 1X97771 1 


HVPSII10K 


5.0e-14 H 


.vulgare mRNA for 


PS 




10kD protein 










Qp>0 Mo 


3924 6 




Seq. ID 


OJ000308_11.0403. 


Cl 




80934 




Strand 






O UclX. L 


A U U 1 o 




End 


20990 




tMctlllt; 


OJ000308 11 0403 Cl 


. o2 . tc 


Method 


TBLASTX: Cress 




O Lai L 


14151 _ 




End 


14600 




(IT 


none 




Score 


51 




Exons 


14151. .14345, 14158 


. .14346, 


14385... 14 501, 14 3,8 6. .14 4 45, 






14511. .14600 










O C q * IN <J • 






Seq. ID 


OJ000308_11.0403. 


Cl 


/**' V> i-t M >N 

kjene 1NU • 






Strand 








£. U D 4 O 




End 


20990 




Name 




• \J -L • CO 


Method 


TBLASTX : Soybean 




Olai L 


J. H J. f O 




End 


14774 




P T 


none 




Score 


185 




Exons 


14178. . 14774, 14188 


. .14586, 


14647. .14772 




o t; ^ • in \J . 


3924 6 




Seq. ID 


OJ000308_11.0403. 


Cl 


Con o Nf o 


O W Z> -J *i 




Strand 






OLai L 


\J \J *4 O 




End 


20990 




Name 


0,1000308 1 1 0403 Cl 


. ol tm 


Method 


TBLASTX: Maize 




Start 


14184 ~~ 




End 


14608 




\j J. 


none 




Score 


98 




Exons 


14184. .14471, 14230 


. .14469, 


14472. .14600, 14473 .. 14 607, 






14478. .14606, 14489 


. .14608 








O C ^ • LV\J • 


3924 6 




Seq. ID 


OJ000308_11.0403. 


Cl 


Cono Nlo 

UCIJC LNO . 


80934 




Strand 






O U Cl JL U 


2064 8 

C \J U 1 o 




End 


20990 




Mamp 
LN CULIC 


OJ000308 11 0403 Cl 


. o 1 . tw 


Method 


TBLASTX: Wheat 




jtai l 


14538 ~~ 




End 


14972 




GI 


none 




Score 


45 




Exons 


14538. .14972, 14539 


. .14625, 


14656. .14970 




O C <wj • LN C • 


3924 6 




Seq. ID 


OJ000308_11.0403. 


Cl 


Gene No. 


80934 




Strand 






Start 


20648 




End 


20990 




Name 


OJ000308 11. 0403. Cl 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


14616 




End 


14861 




GI 


none 




Score 


116 




Exons 


14616. .14861, 14647 


. .14856 








Seq. No. 


39246 




Seq. ID 


OJ000308_11.0403. 


Cl 


Gene No. 


80934 




Strand 







39056 




Start 


20648 




End 


20990 


KfaniQ 


ojoornoR 11 0403 ci 


. o4 . tin 


Method 


TBLASTX: Maize 


C4- Ar f 
OLal L 


1 4 qi n ~~ 

X 1 .7 X VJ 




End 


15242 




none 




Score 


64 




1 4 Q1 f) 1 4 Q7? 1 4 917 


15150, 


15036. .15242, 15181. .15216 


Sea No 


39246 




Seq. ID 


OJ000308_11.0403 


Gene No. 


80934 




Strand 




Start 


20648 




End 


20990 


Name 


OJ000308 11. 0403. CI, 


,o3.ts 


Method 


TBLASTX: Soybean 


Start 


15054 




End 


15237 


GI 


none 




Score 


90 


Exons 


15054. .15236, 15115. 


. .15237 









o e q * ln u . 


39246 


Seq. ID 


OJ000308_11.0403.C1 




bene inu . 


80934 


Strand 






Cf a -r-h 
OLaxL 


20648 


End 


20990 




Name 


OJ000308 11.0403.Cl.o4.gp 


Method 


AAT/GAP 






20648 


End 


20990 






3764108 


Score 


426 




Ry DTI S 


20648. .20990 








GI Descrip. 


1170621/sp| P46875 IKATC ARATH 


2.0e-20 


KINESIN-LIKE PROTEIN C 






>gi 1084342 pir S48020 kinesin-related protein katC - 






Arabidopsis thaliana >gi_14 3884 4_dbj_ 


BAA04 674_ (D21138) heavy 






chain polypeptide of kinesin 


-like protein [Arabidopsis thaliana] 




■Seq. No. 


39246 


Seq. ID 


OJ000308_11.0403.C1 




Gene No. 


80935' 


Strand 






Start 


22651 


End 


23361 




Name 


OJ000308 11.0403.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


22651 


End 


23096 




GI 


none 


Score 


207 


r i h 


Exons 


22651. .22944, 22707 .. 22961, 


22992. .23096 




Seq. No. 


39246 


Seq. ID 


OJ000308_11.0403.C1 




Gene No. 


80935 


Strand 






Start 


22651 


End 


23361 




Name 


OJ000308 11.0403.Cl.o2.ts 


Method 


TBLASTX : Soybean 




Start 


22819 


End 


23250 




GI 


none 


Score 


98 




Exons 


22819. .22983, 22824.-2294 6, 


23010. .23249, 23011.. 23250 



Seq. No. 39246 Seq. ID 

Gene No. 80935 Strand 

Start 22651 End 

Name OJ000308_11 . 0403 . CI . ol . tc Method 

Start 22978 End 

GI none Score 
Exons ' 22978.. 23331 



OJ000308_11.0403.C1 
23361 

TBLASTX: Cress 

23331 

274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39246 

80935 

22651 

OJ000308 

23073 

none 



11.0403.Cl.o3.tm 



Seq. ID OJ000308_11.0403.C1 
Strand 
End 

Method 
End 
Score 



23361 

TBLASTX :Maize 

23310 

77 



23073. .23294, 23100 23285 , 23104 .. 23310 , 23104. .23310 



39057 



Seq. No. 


39246 






Seq. ID 


OJ000308_11.0403.C1 


Gene No . 


0 U3JJ 






Oil ai i\J. 




Start 


ZZ DDI 








t jjDI 


Name 


vJJUUUOUo 11. 


0403. CI. o2. 


tw 


i v ie t.nou 


X DLtr\0 ± A . Wiled L 


btart 












H T 


none 










Exons 




, 23104.. 23361 






Seq. No. 


39247 






Seq. ID 


OJ000308_11.0403.C2 


Gene No. 


80936 






Strand 




otari: 


Z / jU 






End 


3111 


Name 


UJUUU jUo 11 . 


0403.C2.ol. 


tm 


Method 


TBLASTX: Maize' 


Start 


9 "7 c: n 
Z / jU 






End 


3111 


GI 


none 






Score 


49 


Exons 




2796. .2822, 


2798 


..2893, 2848. .2895, 2906. .3094, 




z y y 4 . . ju yo / 


3013. .3111 








oeq . no . 


39248 






Seq. ID 


OJ000308_11.0403.C3 


Gene No. 


80937 






Strand 


+ 


Start 


9644 






End 


10010 


Name 


OJ000308 11. 


0403.C3.o2. 


gp 


Method 


AAT/GAP 


Start 


. 9644 






End 


9973 


GI 


LIB3477-009- 


P1-K1-H10 




Score 


255 


Exons 


9644. .9679;': 


9726. .9793, 


9875 


..9973 




GI Descrip. 


•417 6420/cibj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis 


thaliana] 1 








Seq. No. 


39248 






Seq. ID 


OJ000308_11.0403.C3 


Gene No. 


80937 






Strand 


+ 


Start 


9644 






End 


10010 


Name 


OJ000308 11. 


0403.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9728 






End 


10010 


Ol 


none 






Score 


121 


Exons 


9728. .9796, 


9730. .9816, 


9730 


..9798, 9859. .9978, 9859. .9975, 




9873. .10010 










Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 


Gene No. 


80938 






Strand 


+ 


btart 


2021 






End 


5975 


Name 


OJ000308 18. 


0407. CI. ol. 


gs 


Method 


GENSCAN 


Start 


2021 






End 


5975 


bl 


none 






Score 


.52 


Exons 


2021. .2122, 


2232. .2400, 


2597 


..2658, 3353. .4150, 5025. .5108, 




5296. .5559, 


5802. .5975 








oeq. in o . 


39249 






Seq. ID 


OJ000308_18.0407.C1 


Gene No. 


80938 






Strand ■ 


+ 


Start 


2021 






End 


5975 


Name 


OJ000308 18. 


0407. CI. ol. 


gp 


Method 


AAT/GAP 


Start 


3461 






End 


3899 


GI 


LIB3474-003- 


P1-K1-B12 




Score 


878 


Exons 


3461. .3899 










GI Descrip. 


f 4584356/gb|AAD25150.1|AC006420 5 l.Oe 


-30 (AC006420) putati 




replication 


protein A [Arabidopsis thaliana] 1 


Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 



39058 




Gene No. 


80939 


Strand 


+ 




uLaX L 




Lil iU 


69S1 




Name 






AST /pa d 




otart 


coco — 


Lna 








97 Qft ^ Vl 


Score 


^7 




Exons 










o e CJ . in o . 




Seq. ID 


OJ000308_18.0407 




Gene No. 


80940 


Strand 


+ 




Start 


20890 


End 


23141 




Name 


OJ000308 18.0407.Cl.o3.np 


Method 


AAT/NAP 






20890 


End 


23141 




P T 


6907088 


Score 


305 




IT 1 "«r /~\ ir\ 


20890. .21027, 21204 .. 2134 9, 


23096. .23141 




P T P\/"> O ^ T 1 T~\ 


(AP001129) hypothetical protein [Oryza 


sativa] 




oeq. LNO • 


39249 


Seq. ID 


OJ000308_18.0407 


pi 


Gene No. 


80941 


Strand 


+ 




Start 


24015 


End 


30667 




Name 


OJ000308 18.0407.Cl.o5.gs 


Method 


GENSCAN 




o tar l 


24015 


End 


30667 




p t 


none 


Score 


.55 




TT* v c 


24015. .24102, 25152 .. 25212, 


28734. .288 


75, 29208. .29328, 






29561. .29806, 30138. .30667 








beq. no. 


39249 


Seq. ID 


OJ000308_18.0407 


p 1 


P and M /-\ 

bene ino . 


80942 


Strand 






Start 


6698 


End 


11508 




Name 


OJ000308 18.0407.Cl.o3.gp 


Method 


AAT/GAP 




otdrt 


6619 


End 


7051- 




p t 


1632335 


Score 


832 




TP \J /*"\ T"» O 

Lxons 


6619. .7051 








l?x uescnp. 


4584356/gb|AAD25150.1|AC006420 5 l.Oe- 


30 (AC006420) putati^ 




replication protein A [Arabidopsis thaliana] 




Seq. No. 


39249 


Seq. ID 


OJ000308JL8.0407 


.CI 


Gene No. 


80942 


Strand 






O Lai U 


6698 


End 


11508 




Name 


OJ000308 18.0407.Cl.o2.gs 


Method 


GENSCAN 






6698 


End 


11508 




PT 
Vj -L 


none 


Score 


.75 




Exons 


6698.-8387, 9447. .10079, 11462. .11508 








39249 


Seq. ID 


OJ000308_18.0407 


.CI 


UCllC LMU • 


80942 


Strand 






Start 


6698 


End 


11508 




Name 


OJ000308 18.0407.Cl.ol.np 


Method 


AAT/NAP 




O Udi- L. 


6716 


' End 


9724 




PT 
bl 


4584356 


Score 


1968 




Exons 


6716. .8238, 8282. .8387, 9447 


. .9724 






GI Descrip. 


(AC006420) putative replication protein Al [Arabidopsis 






thaliana] 








Seq. No. ■ 


39249 


Seq. ID 


OJ000308_18.0407 


.CI 


Gene No. 


80942 • 


Strand 






Start 


6698 


End 


11508 




Name 


OJ000308 18.0407.Cl.o4.gp 


Method 


AAT/GAP 





39059 



Start 8053 End 9571 

GI LIB3477-001-P1-K1-C7 Score 900 

Exons 8053.. 8387, 9447.. 9571 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39249 Seq. ID 

80943 Strand . 

13844 End 

OJ000308_18 . 04 07 . CI . o5 . gp Method 

13844 End 

6573148 Score 



OJ000308_18. 0.407. CI 

15938 
AAT/GAP 
15938 
3651 



13844. .14349, 14 4 65 .. 15427 , 15524. .15938 

4388731/ gb | AAD197 69 | 1.0e-34 (AC006413) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 39249 Seq. ID 

Gene No. 80943 Strand 

Start 13844 End 

Name OJ000308_18 . 04 07 . CI . o2 . np Method 

Start 14460 End 

GI 6573149 Score 

Exons 14460. .15427, 15524.. 15746 

GI Descrip. (AF201895) growth-regulating factor 1 [Oryza sativa] 



OJ000308_18.0407.C1 

15938 
AAT/NAP 
15746 
2095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39249 
80944 
20366 

OJ000308_18 .04 07.Cl.o4.np 

20349 

4680186 



Seq. ID OJ000308_18.0407.C1 



Strand 
End 

Method 

End 

Score 



25101 
AAT/NAP 
25101 
323 



2034 9. .20367, 2207 9. .22241, 2284 4 . .23000, 25082. .25101 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 


39249 




Seq. ID 


OJ000308_18.0407.C1 


Gene No. 


80944 




Strand 




Start 


20366 




. End 


25101 


Name 


OJ000308 18. 0407. CI. 


o4 .gs 


Method 


GENSCAN 


Start 


20366 




End 


21348 


GI 


none 




Score 


.48 


Exons 


20366. .20439, 20904. 


.21012, 


21298. .21348 


Seq. No. 


39249 




Seq. ID 


OJ000308_18.0407.C1 


Gene No. 


80945 




Strand 




Start 


31369 




End 


35204 


Name 


OJ000308 18. 0407. CI. 


06 . gp 


Method 


AAT/GAP 


Start 


31369 




End 


34107 


GI 


3766626 




Score 


87 4 


Exons 


31369. .31746, 33264. 


.33380, 


34053. .34107 


GI Descrip. 


5257255/dbj IAP000364 


.1IAP000364 1.0e-51 


Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 



Seq. No. 39249 Seq. ID OJ000308_18 . 0407 . CI 

Gene No. 80945 Strand • - 

Start 31369 End 35204 

Name OJ000308_18 . 04 07 . CI . 06 . gs Method GENSCAN 

Start 33310 End 35204 



39060 






GI 


none 






Score 


.8 




Exons 


33310. .33378, 34 052 .. 34 117 , 


34281. .34388, 35128. .35204 




Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 




Gene No. 


80945 






Strand 






Start 


31369 






End 


35204 




Name 


OJ000308 18 


.0407. 


Cl.o5.np 


Method 


AAT/NAP 




Start 


34016 






End 


34849 




GI 


4512703 






Score 


204 




Exons 


34016. .34117, 342 


81. .34388, 


34715. .34849 




GI Descrip.- 


(AC006569) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 




Gene No. 


80946 






Strand 






Start 


35133 






End 


35205 




Name 


OJ000308 18 


.0407. 


Cl.o5. tm 


Method 


TBLASTX: Maize 




Start 


3452 ~ 






End 


3714 




GI 


none 






Score 


251 




Exons 


3452 . . 3712, 


3469 . 


.3552, 3517 


..3711, 3530. .3712, 3538. .3714 




Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 




Gene No. 


80946 






Strand 






Start 


35133 






End 


35205 




Name 


OJ000308 18 


.0407. 


Cl:o2. ts 


Method 


TBLASTX : Soybean 


%~ 


Start 


3601 ~~ 






End 


4081 


tn 


GI 


none 






Score 


130 


ry 


■ Exons 


3601 . .3771, 


3604 . 


3780, 3611 


. .3811, 4028. .4081 




Sea. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 


iJ 


Gene No. 


80946 






Strand 






Start 


35133 






End 


35205 




Name 


OJ000308 18 


.0407. 


CI .o3. tm 


Method 


TBLASTX: Maize 


\ y 


Start 


3917 






End 


•4314 


= 


GI 


none 






Score 


57 




Exons 


3917. .3976, 


3977. 


.4135, 3992 


..4099, 4024. .4131, 4041. .4133, 






4116. .4304, 


4129. 


.4314, 4130 


. .4306 




a 


Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 




Gene No. 


80946 






Strand 




f ~ 


Start 


35133 






End 


35205 


fl 


Name 


OJ000308 18 


.0407. 


Cl.o2. tm 


Method 


TBLASTX: Maize 




Start 


7148 






End 


7492 




GI 


none 






Score 


53 




Exons 


7148. .7207, 


7149. 


.7199, 7194 


..7490, 7196. .7492, 7197. .7490 




Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 




Gene No. 


80946 






Strand 






Start 


35133 






End 


35205 




Name 


OJ000308 18 


.0407. 


Cl.ol.tm 


Method 


TBLASTX : Maize 




Start 


7493 






End 


7976 




GI 


none 






Score 


85 




Exons 


7493. .7564, 


7494. 


.7556, 7552 


..7974, 7S53..7975, 7556. .7975, 






7557. .7976 












Seq. No. 


39249 






Seq. ID 


OJ000308_18.0407.C1 




Gene No. 


80946 






Strand 






Start 


35133 






End 


35205 



39061 





Name 


OJ000308 18. 0407. CI. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


15249 




End 


15698 






GI 


none 




Score 


192 






Exons 


15249. .15383, 15253. 


.15384, 


15384. .15425, 15582 15698 , 








15625. . 15696 












Seq. No. 


39249 




Seq. ID 


OJ000308_18.0407 


.CI 




Gene No. 


80946 




Strand 








Start 


35133 




End 


35205 






Name 


OJ000308 18. 0407. CI. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


15250 




End 


15390 






GI 


none 




Score 


153 






Exons 


15250. .15390, 15250. 


.15351, 


15252. .15389 






Seq. No. 


39249 




Seq. ID 


OJ000308_18.0407 


.CI 




Gene No. 


80946 




Strand 








Start 


35133 




End 


35205 






Name 


OJ000308 18. 0407. CI. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


15252 




End 


15696 






GI 


none 




Score 


149 






Exons 


15252. .15434, 15253. 


.15390, 


15552. .15695, 15640.. 15696 






Seq. No. 


39249 




Seq. ID 


OJ000308_18.0407 


.CI 


^ c? 


Gene No. 


v 8094 6 




Strand . 






^ "3 


Start 


35133 




End 


35205 






Name 


OJ000308 18. 0407. CI. 


06 . tm 


Method 


TBLASTX: Maize 






Start 


34323 




End 


35205 




fy 


GI 


none 




Score 


80 






Exons 


34323. .34412, 34324 . 


.34389, 


34341. .34391, 34710 34850, 








34711. .34806, 34714 . 


.34851, 


34715. .34849, 35125 .. 35151, 




h 'i 
\j 




35130. .35150, 35133. 


.35204, 


35155. .35205 




i y 


Seq. No. 


39249 




Seq. ID 


OJ000308_18.0407 


.CI 


= 


Gene No. 


80946 




Strand 








Start 


35133 




End 


35205 






Name 


OJ000308 18. 0407. CI. 


o7.gp 


Method 


AAT/GAP 






Start 


35133 




End 


35204 




f ^ 


GI 


28382 1.R1084 




Score 


117 






Exons 


35133. .35204 










3. —3 


GI Descrip. 


' 4512703/gb.|AAD21756 


.11 5.0e 


-22 (AC006569) unknown protein 






[Arabidopsis thaliana] 1 










Seq. No. 


39250 




Seq. ID 


OJ000308_18.0407 


C3 




Gene' No. 


80947 




Strand 


+ 






Start 


483 




End ■ 


1373 






Name 


OJ000308 18.0407.C3. 


ol . np 


Method 


AAT/NAP 






Start 


483 




End 


1373 






GI 


4733891 




Score 


99 






Exons 


483. .606, 1313. .1373 










GI Descrip. 


(AF104 924) unconventional myosin heavy 


chain [Zea mays] 






Seq. No. 


39250 




Seq. ID 


OJ000308_18.0407 


C3 




Gene No. 


80948 




Strand 








Start 


149 




End 


685 






Name 


OJ000308 18. 0407. C3 . 


ol . gs 


Method 


GENSCAN 






Start 


149 




End 


685 






GI 


none 




Score 


. 63 





39062 



Exons 


149. .176, 555. .685 








Seq. No. 


39251 




Seq. ID 


OJ000308 18. 0407. C4 


Gene No. 


80949 




Strand 


+ 


Start" 


1 




End 


3468 


Name 


OJ000308 18.0407.C4.dl. 


np 


Method 


AAT/NAP 


Start 


1 




End 


34 68 ■ 


GI 


7441407 




Score 


438 


Exons 


1..55, 582. .680, 971. .1192, 1477. .1616 


, 1745. .1895, 2399.-2569, 




2735. .2778, 3383. .3468 








GI Descrip. 


myosin heavy chain F4I10.130 


- Arabidopsis thaliana 


Seq. No. 


39251 




Seq. ID 


OJ000308_18.0407.C4 


Gene No. 


80949 




Strand 


+ 


Start 


1 




End 


3468 


Name 


OJ000308 18.0407.C4.ol. 


gs 


Method 


GENSCAN 


Start 


582 




End 


2818 


GI 


-none 




Score 


.91 


Exons 


582. .680, 971. .1192, 1477. .1616, 1997. 


.2096, 2195. .2242, 




2399..2S69, 2735. .2818 








Seq. No. 


39251 




Seq. ID 


OJ000308_18.0407.C4 


Gene No. 


80949 




Strand 


+ 


Start 


1 




- End 


3468 


Name 


OJ000308 18.0407.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


582 




End 


1152 


GI 


none 




Score 


67 


Exons 


582.-623, S82..677, 583 


. . 678, 


966. .1151, 969. .1145, 979. .1152, 




988. .1152 








Seq. No. 


39251 




Seq. ID 


OJ000308_18.0407.C4 


Gene No. 


80949 




Strand 


+ 


Start 


1 




End 


3468 


Name 


OJ000308 18.0407.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1743 




End 


2788 


GI 


none 




Score 


75 


Exons 


1743. .1817, 2395.-2523, 


2396. 


.2572, 2636.-2788 - . 


Seq. No. 


39251 




Seq. ID 


OJ000308JL8.,0407.C4 


Gene No. 


80949 




Strand 


+ 


Start 


1 




End 


3468 


Name 


OJ000308 18.0407.C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2153 




End 


2545 


GI 


none 




Score 


59 


Exons 


2153. .2248, 2395. .2535, 


2396. 


.2545 




Seq. No. 


39251 




Seq. ID 


OJ000308_18.0407.C4 


Gene No. 


80949 




Strand 


+ 


Start 


1 




End 


3468 


Name 


OJ000308 18.0407.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2356 




End 


2799 


GI 


none 




Score 


232 


Exons 


2356.. 2580, 2402.. 2575, 


2657. 


.2797, 2671.. 2766, 2679.. 2798, 




2686. .2799 - 








Seq. No. 


39252 




Seq. ID 


OJ000308_18.0407.C5 


Gene No. 


80950 




Strand 


+ 



39063 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



OJ000308_18.0407.C5.ol.gp 
1 

LIB3434-060-P1-K1-H5 
1..97, 501. .613 

'3063460 -1.0e-44 (AC003981) F22013.22 [Arabidopsis thaliana] 1 



1807 
AAT/GAP 
613 
291 



39252 
80950 
1 

OJ000308_18. 04 07 .C5.ol.np 
1 

3776579 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..97, 501. .600, 820. .876, 965. .1021, 1115. .1195, 127E 
1495. .1615 

(AC005388) Strong similarity to F22013.22 gi 13063460 myosin 
homolog from A. thaliana BAC gb|AC003981. [Arabidopsis thaliana] 



OJ000'308_18.0407.C5 
+ 

1807 
AAT/NAP 
1615 
401 

1360, 



39252 Seq. ID 

80950 Strand 

1 End 

OJ000308_18 . 04 07 . C5 . ol . gs Method 

501 End 

none -Score 

501. .600, 965. .1021, 1115. .1195, 1721. 



OJ000308_18.0407.C5 
+ 

1807 
GENSCAN 
1807 
.78, 
.1807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39252 Seq. ID OJ000308_18 . 0407 . C5 

80951 Strand 

1438 End 1919 

OJ000308_18 . 04 07 . C5 . o2 . gp Method AAT/GAP 

1438 End 1919 

5109_1.R1084 Score 684 

1438. .1919 

, 5918016/emb|CAB36794.2| 3.0e-09 (AL035525) myosin-like protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4569, 5712 
.8239 



OJ000308 18. 0407. C5 



8239 
GENSCAN 
8239 
.71 

5848, 5944. .6079, 



39252 . - 

80952 
2543 

OJ000308_18 . 04 07 . C5 . o2 . gs 
2543 
none 

2543.. 2649, 3336.. 3397, 3932. 
6166. .6615, 6827. .6930, 8227, 

39252 
80952 
2543 

OJ000308_18 . 0407 . C5 . o2 . np 
3858 
4006829 

3858. .4569, 5712. .5848, 5944. .6079, 6166. .6538 

(AC005970) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000308_18.0407.C5 
Strand 

End 8239 

Method AAT/NAP 

End 6538 

Score 1008 



39252 
80952 
2543 



Seq. ID 

Strand 

End 



OJ000308 18. 0407. C5 



8239 



39064 



Name OJ000308_18 . 0407 . C5 . o3 . gp Method AAT/GAP 

Start 4045 End 4573 

GI 42449_1.R1084 Score 992 

Exons 4045.. 4573 

GI Descrip. 1 4 006829/gb | AAC95171 . 1 | 4 . 0e-50 (AC005970) putative protein 
kinase [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39252 Seq. ID OJ000308_18 . 0407 . C5 

80952 Strand 

2543 End 8239 

OJ000308_18 . 0407 . C5 . o4 . gp Method AAT/GAP 

7508 End 7754 

8022_1.R1084 Score 329 

7508. .7754 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 39252 

Gene No. 80953 

Start 15151 

Name OJ000308_18 . 04 07 . C5 . o2 . tc 

Start 27 

GI none 
Exons 



Seq. ID OJ000308_18.0407.C5 
Strand 
End 

Method 
End 
Score 



16986 

TBLASTX: Cress 

1355 

79 



2-7.. 95, 495. .623, 498. .596, 499. .600, 693. .740, 817. .882, 
819. .881, 964. .1023, 965. .1024, 1118. .1201, 1135. .1200, 
1275. .1355 



Seq. No. 39252 Seq. ID 

Gene No. 80953 Strand 

Start 15151 End 

Name OJ000308_18 . 0407 . C5 . o2 . ts Method 

Start 492 End 

GI none Score 
Exons 



OJ000308_18.0407.C5 
16986 

TBLASTX : Soybean 

1360 

62 



492. .599, 498. .548, 499. .600, 797. .880, 817. .882, 822. .881, 



964. .1020, 965. .1021, 1118. 
1277. .1360 



1204, 1118. .1204, 1275. .1358, 



Seq. No. 39252 Seq. ID 

Gene No. 80953 Strand 

Start 15151 End 

Name OJ000308_18 . 0407 . C5 . o3 . tm Method 

Start 855 End 

GI none Score 

Exons 855.. 878, 855.. 881, 963.. 1019, 964 



OJ000308_18.0407.C5 
16986 

TBLASTX: Maize 
1651 
46 

1020, 965.. 1021, 1095.. 



1196, 



1104. .1181, 1115. .1201, 1117. .1197, 1118. .1225, 1275. .1358, 
1275. .1358, 1277. .1372, 1277. .1360, 1471. .1644, 1493. .1624, 
1493. .1651 



Seq. No. 39252 

Gene No. 80953 

Start 15151 

Name OJ000308_18 . 0407 . C5 . ol . ts 

Start 4093 

GI none 

Exons 4093.. 4131, 4097.. 4132, 4150. 

4433. .4570, 5710. .5832, 5712. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000308 18. 0407. C5 



16986 

TBLASTX : Soybean 
6370 
47 

4569, 4151. .4345, 4411. .4548, 
5840, 5943.. 6077, 5945. .6076, 



6166.. 6234, 6235.. 6369, 6236.. 6370 



39065 



Seq. No. 


39252 








Seq. ID 


OJ000308 


_18.0407.C5 


Gene No. 


80953 








Strand 






Start 


15151 








End 


16986 




Name 


OJ000308 18. 


0407, 


.CS.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4144 








End 


4557 




GI 


none 








Score 


84 




Exons 


4144 . .4284, 


4147 , 


. .4557, 


4433. 


. 4555 






Seq. No. 


39252 








Seq. ID 


OJ000308 


_18.0407.C5 


Gene No. 


80953 








Strand 






Start 


15151 








End 


16986 




Name 


OJ000308 18. 


0407 , 


.CS.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4150 








End 


6369 " 




GI 


none 








Score 


141 




Exons 


4150. .4569, 


4430, 


. .4567, 


5712. 


.5834, 5713.. 5829, 


5943. .6080, 




' 5945.. 6079, 


6166, 


. .6219, 


6245. 


.6355, 6256.. 6369 




Seq. No. 


39252 








Seq. ID 


OJ000308 


_18 . 0407 ,C5 


Gene No. 


80953 








Strand 






Start 


15151 








End 


16986 




Name 


OJ000308 18. 


0407 , 


.CS.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4177 








End 


4572 




GI 


none 








Score 


174 




Exons 


4177 . .4572, 


4433, 


. .4570 










Seq. No. 


39252 








Seq. ID 


OJ000308 


_18.0407.C5 


Gene No. 


80953 








Strand 






Start 


15151 








End 


16986 




Name 


OJ000308 18. 


0407 , 


.C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5688 








End 


6319 




GI 


none 








Score 


68 




Exons 


5688. .5810, 


5710, 


. .5835, 


5712. 


.5840, 5917.. 5985, 


5936. . 6076, 




5943. . 6080, 


5945, 


. . 6079, 


6166. 


.6285, 6166. .6318, 


6209. . 6319 


Seq. No. 


39252 








Seq. ID 


OJ000308 


_18.0407.C5 


Gene No. 


80953 








Strand 






Start 


15151 








End 


16986 




Name 


OJ000308 18. 


0407, 


.C5.o2. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


5739 








End 


6306 




GI 


none 








Score 


86 




Exons 


5739. .5813, 


5739. 


. .5849, 


5740. 


.5847, 5936.. 6055, 


5937. .6056, 




6056. .6079, 


6166. 


. . 6234, 


6206. 


.6229, 6235.. 6306, 


6239. .6304 


Seq. No. 


39252 








Seq. ID 


OJ000308 


_18 . 0407 .C5 


Gene No. 


80953 








Strand 






Start 


15151 








End 


16986 




Name 


.OJ000308 18. 


0407. 


.C5.o4 . 


gs 


Method 


GENSCAN 




Start 


15151 








End 


16986 




GI 


none 








Score 


.69 




Exons 


15151. . 15312 


, 15901. .15991, 16589. . 16676, 16832 


. . 16986 


Seq. Nc\. 


39253 








Seq. ID 


OJ000308 


_18.0407.C6 


Gene Ncrf 


80954 








Strand 


+ 




Start 


218 








End 


1577 




Name 


OJ000308 18. 


0407. 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


218 








End 


1526 





39066 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5777617 Score 94 

218. .239, 1389. .1526 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



39253 Seq. ID 

80954 Strand 

218 End 

OJ000308_18.0407.C6.ol.gs Method 

660 End 

none Score 

660. .697, 1427. .1577 



OJ000308_18.0407.C6 
+ 

1577 
GEN SCAN 
1577 
.58 



Seq. No. 39254 Seq. ID 

Gene No. 80955 Strand 

Start 317 End 

Name OJ000308_18 . 0407 . C7 . ol . gs Method 

Start 317 End 

GI none Score 

.Exons 317.. 427, 665.-996 



OJ000308_18.0407.C7 
+ 

996 

GENSCAN 

996 

.42 



Seq. No. 39254 Seq. ID OJ000308_18 . 04 07 . C7 

Gene No. 80956 Strand + 

Start 2291 End 2686 

Name OJ000308_18 .0407 . C7 . ol . gp Method AAT/GAP 

Start 2291 ' End 2686 

GI uC-osrocyp016e08bl Score 510 

Exons 2291.. 2408, 2523.. 2686 

GI Descrip. ' 2501011/sp | P73505 | SYI_SYNY3 2.0e-15 ISOLEUCYL-TRNA SYNTHETASE 
(ISOLEUCINE--TRNA LIGASE) (ILERS) >gi_l 652 625_db j_BAA17 54 5_ 
(D90907) isoleucyl-tRNA synthetase [Synechocystis sp.] 1 



Seq. No. 39254 Seq. ID 

Gene No. 80957 Strand 

Start 210 End 

Name OJ000308_18 . 0407 . C7 . ol . np Method 

Start 210 End 

GI - 5777617 Score 

Exons 210:. "307, 1497.. 1518 

GI Descrip. .(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000308_18.0407.C7 

1802 
AAT/NAP 
1518 
80 



Seq. No. 


39254 








Seq. ID 


OJ000308_18.0407.C7 


Gene No. 


80957 








Strand 




Start 


210 








End 


1802 


Name 


OJ000308 18 


0407 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


1013 








End 


1802 


GI 


none 








Score 


. 62 


Exons 


1013. . 1018, 


1064 


. .1392, 


1458. 


.1594, 1642. .1802 


Seq. No. 


39254 








Seq. ID 


OJ000308_18.0407.C7 


Gene No. 


80958 








Strand 




Start 


2468 








End 


2659 


Name 


OJ000308 18 


0407 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1063 








End 


1374 


GI 


none 








Score 


40 


Exons 


1063. . 1125, 


1066 


. .1125, 


1067. 


.1126, 1124. .1372, 1134. .1373, 




1139. . 1372, 


1141 


. .1374 









39067 



Seq. No. 39254 Seq. ID 

Gene No. 80958 Strand 

Start 24 68 End 

Name OJ000308_18 . 0407 . C7 . o3 . gs Method 

Start 2468 End 

GI none Score 

Exons 2468.-2659 



OJ000308_18.0407.C7 

2659 
GENSCAN 
2659 
.55 



Seq. No. 39255 Seq. ID 

Gene No. 80959 Strand 

Start 28 End 

Name OJ000308_18 . 0407 . C8 . ol . gs Method 

Start 28 End 

GI none Score 

Exons 28. .351 



OJ000308_18.0407.C8 
351 

GENSCAN 

351 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39256 
80960 
9596 

OJ000308_18.04 07 .C9.o2.gs 
9596 



OJ000308_18.0407.C9 
+ 



none 

9596. . 

14200. 

16673. 

18122. 

19156. 



Seq. ID 
Strand 

End 21449 
Method GENSCAN 
End 21080 
Score . 64 
9938, 9940. .10117, 1057 6 .. 10742, 11979 .. 12081, 
.14405, 15031. .15172, 15433 .. 15504 , 16509 .. 16577 , 
16744, 17343. .17414, 17 660 .. 17731 , 17 97'2 . . 1804 3, 
18408, 18505. .18576, 1884 6 .. 18 961 , 
20144, 20274. .20297, 20712.. 21080 



,18193, 18340. 
19521, 19774, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

* Exons 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_18.0407.C9 
+ 

21449 
AAT/NAP 
21077 
2838 



39256 
80960 
9596 

OJ000308__18.0407.C9.ol.np 
14966 
1345132 

14966. .15172, 15257 .. 15328 , 
15763. .15834, 15901 .. 15972, 
16509. .16577, 16673 . .157 4 4 , 
17187. .17258, 17343 .. 174 14 , 
17813. .17884, 17 972. .18043, 
18505. .18576, 18669 18742, 
19774. .20144, 20712. .21077 

(U47029) ERECTA [Arabidopsis thaliana] gi 1 1389566 | dbj | BAA11869 | 
(D83257) receptor protein kinase [Arabidopsis thaliana] 
gi|3075386|gb|AAC14518.1| (AC004484) putative receptor-like 
protein kinase, ERECTA [Arabidopsis thaliana] 



15433. .15504, 15602 .. 15673, 

,16191. .16262, 16351. .16422, 

16858. .16929, 17028 .. 17099, 

17489. .17560, 17 660 .. 17731 , 

18122. .18193, 18340. .18408, 

18833. .18961, 19174 19521, 



39256 
80960 
9596 

OJ000308_18.0407.C9.o2.gp 
15037 

27644 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
15037. .15172, 15257. .15328, 15433. .15504, 15602. .15632 
' 5257255/dbj IAP000364 .1 IAP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



OJ000308_18 .0407.C9 
+ 

21449 
AAT/GAP 
15632 
532 



Seq. No. 



39256 



Seq. ID OJ000308_18.0407.C9 



39068 



Gene No. 80960 Strand + 

Start 9596 End 21449 

Name OJ000308_18 . 0407 . C9 . o3 . gp Method AAT/GAP 

Start 20979 End 21449 

GI 2317638 Score 873 

Exons 20979.. 21449 



Seq. No. 39256 Seq. ID 

Gene No. 80961 Strand 

Start 22484 End 

Name OJ000308_18 . 0407 . C9 . o3 . gs Method 

•Start 22484 End 

GI none Score 

Exons 22484. .22837 



OJ000308_18.0407.C9 
+ 

22837 
GENSCAN 
22837 
.98 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39256 Seq. ID 

80962 Strand 

26348 End 

OJ000308_18 . 0407 . C9 . o5 . gs Method 

26348 End 

none Score 



OJ000308_18.0407.C9 
+ 

34022 
GENSCAN 
33921 
.94 



26348. .26422, 27224 .. 27394 , 28114 .. 2824 5 , 298 64 30013, 

30350. .30495, 3058 6 .. 30742 , 30885 .. 3094 3, 31325 31481 , 

32091. .32240, '32370. .32506, 33167 .. 33313, 33387 33488 , 
33864.. 33921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39256 
80962 
26348 

OJ000308_18 . 04 07 . C9 . o2 . np 

28098 

5918016 



Seq. ID OJ000308_18.0407.C9 

Strand + 

End 34022 

Method AAT/NAP 

End 34022 

Score 1425 



28098. .28245, 2 9885 .. 30013, 30350 .. 304 95 , 30586 30742, 
30885. .30943, 31325 .. 31481 , 32091 .. 3224 0 , 32370 32506, 
33167. .33313, 33387 .. 33488 , 33864.. 34022 



GI Descrip.. (AL035525) myosin-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



39256 Seq. ID 

80962 Strand 

26348 End 

OJ000308_18 .04 07 ,C9.o4 . gp Method 

33403 End 

2310513 Score 
33403. .33488, 33864.. 33921 

5918016/emb|CAB36794.2| 2.0e-53 (AL035525) myosin-like protein 
[Arabidopsis thaliana] 



OJ000308_18.0407.C9 
+ 

34022 
AAT/GAP 
33921 
241 



39256 Seq. ID 

80963 Strand 

7 57 End 

OJ000308_18.0407.C9.ol.gp Method 

7 57 End 

5456486 Score 

757. .865, 1720. .2000 



OJ000308_18.0407.C9 

2000 
AAT/GAP 
2000 
696 



Seq. No. 
Gene No. 



39256 
80964 



Seq. ID 
Strand 



OJ000308 18. 0407. C9 



39069 






Of 2 >~ f- 


14994 








Name 


OJ000308 18. 0407. C9. 






1 4 QQ4 
1 4 :? .? 4 








C T 
bl 


none 








Exons 


1 4 QQ4 

X ft -7 -? 4 . 


i R0Q9 


1 R1 1 7 
1311 / . 






i R4 ^o 


1 R4 ft fi 


1 R4 ^4 
lJ 4 j4 . 






1 j j"1 . 


. IjDj 


1 R609 
x j D U £ . 






1 RfiftQ 


1 Rft 4 4 


1 R7 Rft 
X J / JO . 






1 R7fi7 


1 Rft96 








1 £1 Q9 




1 £^R9 






1 6^6Q 

lOJUJ ■ 


1 6499 


1 6R0Q 






1 ODD / ■ 


1 £7 4 1 
. J. D / 4 J. / 


X D D D 0 . 






1 £ft R Q 


. 1 D .7 J U , 


1 fift R Q 






17029. 


.17100, 


17032. 






17182. 


.17259, 


17187. 






17332 . 


.17415, 


17332 . 






1 7 R07 

1 / JU / . 


1 7 RfiO 


1 7 64 Q 






1 ftl 9? 


1 ft 1 Q4 

. X O X -7 4 , 


1 ft ^4 1 

X O J 4 X • 






18506. 


.18580, 


1 ft 667 

X O D D / . 






19170. 


.19520, 


19187 . 






19782. 


.20093, 


1 Qft RQ 






20730. 


.20888, 


91 ooq 


^ =? 

at 
: 5 

~ j-B 


beq. no. 


39256 






f Fjr 


Gene No. 


80964 








otart 


14994 






f ! I 


Name 


OJ000308 18.04 


0 7 no 




btart 


15258 










none 








Exons 


15258. 


.15320, 


1 R4^4 

X J 1 J 1 • 






15767. 


.15826, 


1 R7£7 






16859. 


.16930, 


X / U ^ 0 . 






17182. 


.17259, 


1 7 1 ft 7 
X / X o / . 


?~. 




17332. 


.17415, 


17^4^ 


"~~ 




17649. 


.17753, 


1 7 6R1 

X / D J X • 


f - 




17991. 


.18044, 


1 ft 1 9^ 




Q rt rt- Mrt 


39256 






r ™ 


Gene No. 


80964 






f ^ 


Start 


14994 








Name 


OJ000308 18.04 


07 PQ 




OLaiL 


15901 








PT 


none 








Exons 


15901. 


.15972, 


1 RQ09 






16352. 


.16423, 


X D O D .7 . 




C £i n Ma 

oeq, in o . 


39256 








Gene No . 


80964 










14994 








Name 


OJ000308 18.04 


07. C9. 




Cf- a rt 


16474 








GI 


none 








Exons 


16474. 


.16578, 


16474. 






16667. 


.16741, 


16668. 






16861. 


.16932, 


17028. 






17032. 


.17091, 


17172. 






17332. 


.17412, 


17343. 






End 


21080 






rt 1 4- rt 

OX . LC 


Method TBLASTX: 


Cres s 






End 


21080 








Score 103 






1 R1 ft9 
. X j X 0 £ , 


1 R9?Q 


1 S^9ft 1 R9 RR 

. 1 J JcO / 1 J<1 JO 


1 R ^ 9 Q 
. .XjJZy, 




1 R R 9 n 


1 R4 ^4 

X J *i J *i . 


1 RROR 1 R4 ^4 


. . XjjUj, 




1 R££7 


i R^m 

1 jOUj . 


1 R674 1 RfiO^ 

» 1 J v / 1 / XJOUj 


1 R £7 4 
. .XjD/4, 




1 cooo 
. 1 DO jO/ 


1 R7 fi^ 

X J f OJ . 


1 RPfil - 1 R7 an 

•XJOU/, XJ/D/ 


1 Rft £9 
. . XjODZ, 




1 R Q7 9 


1 RQ09 


1 R97 ^ 1 61 Q1 

• XJJ'/J, XOX_/X 


1 £9 £ft 
. .XDZDO, 




. 1D4Z J, 


1 fi^R9 


• 1U1 J^./ 1 U J Ji 


1 £4 9 "V" 
. .XD4ZJ, 




1 £ R7 7 
. X DD / / , 


1 6R1 0 


t 1UUJJ / 1UJ1U 


1 £ R 
. . X D j DO , 




1 £7 4 R 
. X D / 4 j , 


16677. 


.16775, 16858 


1 £Q"}9 
. . X 0 _7 J Z , 




1 £Q^O 
. X D zf j U , 


16859. 


.16912, 17028 


1 7 0 GO 




1 7 Oft R 
. X / U O J , 


1 70?? 


17100 170^9 


1 7 0 Q 1 
. . 1 / u y 1 , 




17 9 61 
. X / £ D X , 


17191. 


.17250, 17191 


1 7 9 R ^ 
• . 1 / Z j j , 




.17397, 


17343. 


.17420, 17490 


. . 17561, 




.17732, 


17814 . 


.17861, 17991 


. . 18044, 




1 ft 4 9 1 

. 1 O 4 Z X , 


18342. 


.18401, 18505 


1 ft R7 

. . 1 0 J / D , 




1 ft74 1 

. X O / 4 X , 


18835. 


.18960, 19170 


1 QR9^ 
. . i j j ^ j , 




1 QR99 
. X J £ £ , 


19728. 


.20147, 19781 


901 A Q 
. . 4. U X 4 ^ , 




9m ^7 


20711. 


.20860, 20712 


90ft 7Q 




9i nft n 












Seq. 


ID OJ000308 


1ft 0 4 07 
X 0 . U ft U / 






Strand 








End 


21080 






rt O 4- o 

oz .ts 


Method TBLASTX: 


Soybean 






End 


18580 








Score 47 






.15505, 


15597. 


.15674, 15603 


. .15674, 




.15826, 


16722. 


.16745, 16858 


. .16932, 




1 7 fl Q Q 


17029. 


.17100, 17032 


1 7 Oft R 
. .X / UOj, 




1 7 9 £ 1 
. X / D X , 


17191. 


.17283, 17332 


1 7 4 1 R 
. .X / 4Xj, 




1 7 4 9 n 
. X / 4 Z U , 


17490. 


.17561, 17507 


1 7 R 
. .l/JDJ, 




17 7^1 
* X / /OX, 


17814. 


.17864, 17991 


1 RO^R 




1 Ol Q/ 

. x o x r? 4 , 


18341. 


.18427, 18506 


1 ft Rft 0 
. . lO jOU 






Seq. 


ID OJ000308 


1 ft 0407 
10 . U 4 U / 






Strand 








End 


21080 






rt *3 +- q 
UJ i La 


Method TBLASTX: 


Q rt \ rt 






End 


16578 








Score 118 






1 RQ7 ^ 

. X J .7 f J , 


16191. 


.16268, 16192 


1 69 £0 




1 £4 9 9 


16509. 


.16574, 16510 


1 6 R7 ft 
. . 1 D J / 0 






Seq. 


ID OJ000308 


1ft 0 4 07 
1 0 . U 4 U / 


PQ 




Strand 








End 


21080 






1 4- 

o x . tm 


Method TBLASTX: 


viai ze 






End 


18047 








Score 123 






.16575, 


16482. 


.16577, 16667 


. . lO / JO; 




.16745, 


16858. 


.16932, 16859 


. .16930, 




.17096, 


17028. 


.17099, 17029 


. .17100, 




.17255, 


17182. 


.17259, 17187 


. .17261, 




.17414, 


17490. 


.17561, 17507 


. .17578, 




39070 













17649. 


.17729, 


17660. 


. 17731, 


17813 17£ 


599, 17814 


. . 17864 , 








17973. 


.18047, 


17991. 


. 18044 












OC^ i LN \J ■ 


39256 








Seq. ID 


OJ000308 


18 . 0407 


.C9 




VJC 1 1C LN^s 


80964 








Strand 










Start 


14994 








'.' End 


21080 








iodine 


OJ000308 18. 0407. C9. 


o2 . tm 


Method 


TBLASTX: 


Mai ze 






Sf a rt 


18063 








End 


20923 








GI 


none 








Score 


107 








Exons 


18063. 


.18191, 


18119. 


.18199, 


18123. .18194, 18341 


. .18409, 








18341. 


.18406, 


18358. 


. 18414 , 


18505. .18582, 18506 


18580, 








18663. 


.18725, 


18667. 


. 18732, 


18838. .18960, 18862 


. . 18960, 








19169. 


.19447, 


19170. 


. 19448, 


19434 . .19523, 19442 


. . 19522, 








19456. 


.19545, 


19772. 


. 19807, 


19773. .20147, 19859 


. .20143, 








20711. 


.20860, 


20712. 


. 20891, 


20733. .20915, 20771 


. .20923 






Qprr Mn 

C *J ■ V-V • 


39256 








Seq. ID 


OJ000308 


18 . 0407 , 


.C9 




Gene No. 


80964 








Strand 










Start 


14994 








End 


21080 








Name 


OJ000308 18. 0407. C9. 


ol . t s 


Method 


TBLASTX: 


Sovbean 






Start 


19169 








End 


20125 








GI 


none 








Score 


551 










19169. 


.19522, 


19170. 


. 19523, 


19170. .19523, 19728 


20123. 




s=. 




19779. 


.20093, 


198-59. 


.20125 










r ?~ 


Seq. No. 


39256 








Seq. ID 


OJ000308 


JL8.0407, 


.C9 


H jjj 


Gene No. 


80964 








Strand 








r ~3 


Start 


14994 








End 


21080 








Name 


OJ000308 18. 0407. C9. 


o 1 . t w 


Method 


TBLASTX: 


Wheat 




L J 




19794 








End 


20147 








GI 


none 








Score 


347 








i_j v*/ 1 1 ^ 


19794. 


.20147, 


19859. 


.20131 










- — 


Seq. No. 


39256 








Seq. ID 


OJ000308 


__18.0407, 


.C9 




Gene No. 


80964 








Strand 










Start 


14994 








End 


21080 








Name 


OJ000308 18. 0407. C9. 


o 4 . t s 


Method 


TBLASTX: 


o v> y *3 a. 1 1 






Start 


20711 








End 


20891 






J5 Si 


GI 


none 








Score 


237 








Exons 


20711. 


.20860, 


20712. 


. 20891 












Spa No 


39256 








Seq. ID 


OJ000308 


18 . 0407 < 


. C9 




flpna No 


80965 








Strand 










Start 


29899 








End 


33921 








Name 


OJ000308 18. 0407. C9. 


o2 . tc 


Method 


TBLASTX : 


Cress 






Start 


29899 








End 


33921 








GI 


none 








Score 


127 








Exons 


29899. 


.30012, 


29903. 


.30013, 


30343. .30495, 30350 


. .30496, 








30580. 


.30699, 


30584 . 


. 30742 , 


30584 . .30736, 30884 


. .30943, 








30885. 


.30941, 


31319. 


. 31459, 


31323. .31^ 


175, 31330 


. .31482, 








32089. 


.32178, 


32091. 


. 3224 0, 


32159. .32236, 32367 










32369. 


.32509, 


33162. 


.33314, 


33367. .33486, 33390 


. .33488, 








33856. 


.33921, 


33861. 


.33917 












Seq. No. 


3*9256 








Seq. ID 


OJ000308 


_18.0407. 


.C9 




Gene No. 


80965 








Strand 










Start 


29899 








End 


33921 







39071 




Name 




Method 


TBLASTX: Maize 




Tfip ft R _ 


End 


31472 


CI T 


none 


Score - 


79 


Exons 


^nftftS- ^HQ44 ^1 ^^ft "31479 

JUOO J • • JU ^1 t / JlJJO • • J11 1 £. f 


31340. .31456 . 


OcCj . IN O . 


39257 


Seq. ID 


OJ000308 18. 0407. C10 


Gene No. 


80966 


Strand 


+ 


Start 


1 


End 


863 


Name 


OJ000308 18.0407.C10.ol.np 


Method 


AAT/NAP ' 


OLdlL 


1 


End 


863 


P T 


5918016 


Score 


295 


Exons 


1..35, 87. .217, 303. .457, 837. .863 






(AL035525) myosin-like protein [Arabidopsis thaliana] 


Seq. No. 


39257 


Seq. ID 


OJ000308_18. 0407. C10 


Gene No. 


80967 


Strand 


- 




325 


End 


770 


Name 


UJUUUjUo 10 . U 4 U / . tlU . Ol . Lu 


1X1 c LflOU. 


1 DXii-\0 1A. LicSS 


Q+- 3 r"t- 


87 


End . 


558 




none 


Score 


156 


Exons 


87. .215, 88. .216, 281. .424, 


310. .435, 


407. .457, 490. .558 


Seq. No. 


39257 


Seq. ID 


OJ000308_18. 0407. C10 


Gene No. 


80967 


Strand 


- 


C •(- a r"t- 


325 


End 


770 


Name 


UuUUU jUO lo . U *± U / .LIU.Ol* LIU 


i v ieLnou 


TRT Zl QTY • Ma i 70 


C H i 

o car c 


88 


End 


435 


bX 


none 


Score 


149 


Exons 


88. .216, 156. .215, 281. .424, 


283. .435 




Seq. No. 


39257 


Seq. ID 


OJ000308JL8. 0407 .C10 


Gene No. 


80967 


Strand 


- 


o UcLX U 


325 


End 


770 


Name 


OJ000308 18.0407.C10.ol.gs 


Method 


GENSCAN 




325 


End 


770 


p.t 


none 


Score 


.5 


Exons 


325. .500, 666. .770 






Seq. No. 


39258 


Seq. ID 


OJ000308_18.0407.C11 


Gene No. 


80968 


Strand 


+ 


O Lai L 


58 


End 


662 


Name 


OJ000308 18.0407.Cll.ol.gs 


Method 


GENSCAN 


o LdLC 


58 


End 


662 


(IT 


none 


Score 


.79 


T* 1 V S\ ~T~\ C 


58. .65, 257. .662 






O t; . LN v_J . „ 


39259 


Seq. ID 


OJ000228_07.0410.C1 


Gene No . 


80969 


Strand 




Start 


32 


End 


715 


Name 


OJ000228 07.0410.Cl.ol.np 


Method 


AAT/NAP 


Start 


32 


End 


715 


GI 


2126090 


Score 


1198 


Exons 


32. .715 






GI Descrip. 


transposase (insertion sequence IS10) 


- Escherichia coli 



gi I 455676 |bbs I 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 



39072 




gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



Oort NT o 
o e . LN U . 


?Q960 




OJ000228 07 0410 C4 


uene lno . 


R0Q70 


Cf r anH 




Oldl t 


1 1 o 

X X U 


End 


4 39 
i j ^ 


Name 


o.tooo99R D7 04io r4 ni n«? 


Mpf KnH 


\Jf J_il.NO v^xllN 




1 1 n ~~ 

X x u 


Ej i 1U 


4^9 

H J Z* 


PT 




Score 


.9 


Exons 


110. .439 






Oc(j> IN (J * 


?Q960 


Seq. ID 


OJ000228_07.0410.C4 


IjCllc INvJ • 


a 0 Q7 1 

0 u y t X 


Strand 


+ 


Of a r-f 


^RR4 

JJ04 


End 


5166 


Name 


r>,*rooo99R 07 n 4 1 n P4 n3 n<* 


Method 


GENSCAN 


Of 3 y-4- 


J JOt 


End 


5166 






Score 


.44 


£j AUilO 


3 5 8 4 3654 3807 3942 4110 


..4137, 4186. .4245, '4624. .4750, 




5043. .5166 








^Q960 


Seq. ID 


OJ000228_07.0410.C4 


uene inu . 


R 0 Q7 9 


Strand 




Of arf 


1 
X 


End 


1771 ' 


Name 


otooo99r 07 0410 r*4 oi n'-n 


Method 


AAT/NAP 


Of a y+- 

o care 


1 ~~ 
X 


End 


1771 


r t 

LjX 


o / £ y *i -? d 


Score 


224 


Exons 


1 9^9 164 0 1771 

X. .^J6/ X04U. .X / / X 






VjX Ut! Otlip . 


f AT.1 ? 9 9 6 6 1 nnf af -1 trp nmtpin 


[Arabidopsis thaliana] 


Seq. No. 


39260 


Seq. ID 


OJ000228_07.0410.C4 




RO Q7 9 


Strand 




Of 3 yf 


1 
X 


End 


1771 


Nam© 


n,TnnD99R 07 0410 P4 oi nn 

UUUUU66U U f ■ U41U.^4 . Ul . y^J 


Method 


AAT/GAP 


Of a r-f 


67 ~~ 


End 


595 


GI 


4715420 

i 1 JL. ~J T W 


Score 


1006 


Exons 


67 RQ^ 






GI Descrip. 


4371280/gb|AAD18138 | 3.0e-09 


(AC0062 60) 


hypothetical protei: 




[Arabidopsis thaliana] v 








39960 

J .7 U \J 


Seq. ID 


OJ000228_07.0410.C4 


bene lno . 


R0Q7^ 


Strand 




of a r*1- 




End 


2833 


Nams 


D.T00099R 07 041 0 T4 o9 rr<s 


Method 


GENSCAN 


Of a rh 
O Ldl U 


1 704 _ 

X f \J 1 


End 


2833 


r-T 


none 


Score 


.42 


Exons 


1704. .1799, 2396.-2535, 2618 


..2691, 2793.. 2833 


Seq. No. 


39260 


Seq. ID 


OJ000228_07.0410.C4 


Gene No. 


80974 


Strand 




Start • 


3154 


End 


4795 


Name 


OJ000228 07.0410.C4.o2.np 


Method 


AAT/NAP 


Start 


3154 


End 


4795 


GI 


7340860 


Score 


74 


Exons 


3154. .3193, 4684. .4795 






GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



39073 






Seq. No. 


39260 






Seq. ID 


OJ000228 


JD7. 


0410 


-C4 




Gene No. 


80975 






Strand 












Start 


6195 






End 


8863 










Name 


OJ000228 07. 


0410. C4. 


o4 . gs 


Method" 


GEN SCAN 










Start 


6195 ~ 






End 


8863 










GI 


none 






Score 


.64 










Exons 


6195. . 6209, 


7303.. 7385, 8060 


. .8241,- 8793. .8863 










Seq. No. 


39261 






Seq. ID 


OJ000228 


_07. 


0410 


.C5 




Gene No. 


80976 






Strand 












Start 


574 






End 


922 










Name 


OJ000228 07. 


0410. C5. 


ol . gs 


Method 


GENSCAN 










Start 


574 ~~ 






End 


922 










GI 


none 






Score 


.87 










Exons 


574 . . 922 


















Seq. No. 


39262 






Seq. ID 


OJ000228 


_07. 


0410 


,C6 




Gene No. 


80977 






Strand 


+ 










Start 


1247 






End 


1411 










Name 


OJ000228 07. 


0410. C6. 


ol . gs 


Method 


GENSCAN 










Start 


1247 ~ 






End 


1411. 










GI 


none 






Score 


.49 








fi 


Exons 


1247 . .1411 
















%3 


Seq; No. 


39262 






Seq. ID 


OJ000228 


_07. 


0410 


JC6 


ff% 


Gene No. 


80978 






Strand 


+ 










Start 


17598 






End 


18194 








§ y 


Name 


OJ000228 07 


0410. C6. 


o2.gp 


Method 


AAT/GAP 








f I 


Start 


17341 ~ 






End 


17452 










GI 


286549 






Score 


185 








' z 


Exons 


17341 . .17452 
















iy 


Seq. No. 


39262 






Seq. ID 


OJ000228 


_07. 


0410 


.C6 




Gene No. 


80978 






Strand 


+ 








r i 


Start 


17598 






End 


18194 










Name 


OJ000228 07. 


0410. C6. 


o4 . gs 


Method 


GENSCAN 










Start 


17.598 T 






End 


18194 










GI 


none 






Score 


.93 . 








?"* 


Exons 


17598 . . 17792 


, 17872. 


. 17948, 


18053. .18194 










Seq. No. 


39262 






Seq. ID 


OJ000228 


_07. 


0410 


.C6 




Gene No. 


80979 






Strand 


+ 










Start 


18258 






End 


18693 










Name 


OJ000228 07. 


0410. C6. 


o3.gp 


Method 


AAT/GAP 










Start 


18258 ~ 






End 


18693 










GI 


none 






Score 


872 










Exons 


18258 . . 18693 


















Seq. No. 


39262 






Seq. ID 


OJ000228_ 


07 . 


0410 


. C6 




Gene No. 


80980 






Strand 


+ 










Start 


25682 






End 


27245 










Name 


OJ000228 07. 


0410. C6. 


o4 . np 


Method 


AAT/NAP 










Start 


25682 






End 


26904 










GI 


7459617 






Score 


842 










Exons 


25682. .26331 


, 26654. 


.26904 














GI Descrip. 


hypothetical 


protein 


F16J13. 


180 - Arabidopsis thaliana 





gi|4586116|emb|CAB40952.1| (AL049638) putative C-4 sterol methyl 



39074 



oxidase [Arabidopsis thaliana] gi | 7267912 | emb | CAB78254 . 1 | 
(AL161533) putative C-4 sterol methyl oxidase [Arabidopsis 
thaliana] 



Seq. No. 39262 

Gene No. 80980 

Start 25682 

Name OJ000228_07 . 0410 . C6 . 06 . gs 

Start 25682 

GI none 
Exons 



Seq. ID OJ000228_07.0410.C6 

Strand + 

End 27245 

Method GENSCAN 

End 27245 

Score .93 



25682. .26331, 26654 .. 26801 , 26920 .. 26952, 27174. .27245 



Seq. No. 39262 Seq. ID OJ000228_07 . 0410 . C6 

Gene No. 80981 Strand + 

Start 33390 End 34593 

Name OJ000228_07.0410.C6.o8.gp Method AAT/GAP 

Start 33349 End 33729 

GI 3762744 Score 708 

Exons 33349. .33729 

GI Descrip. 1362078/pir | | S48 102 2.0e-12 endo-1 , 4 -beta-D-glucanase, 
xyloglucan-specif ic (clone NXG1) - common nasturtium 
>gi 311835 emb CAA48324 (X68254) cellulase [Tropaeolum majus] 



[3 


Seq. No. 


39262 




Seq. ID 


OJ000228 


_07.0410, 


.C6 




Gene No. 


80981 




Strand 


+ 






%J 

f n 


Start 


33390 




End 


34593 








Name 


OJ000228 07. 0410. C6. 


08 . gs 


Method 


GENSCAN 








Start 


33390 




End 


34415 






n 


GI 


none 




Score 


.97 








Exons 


33390. .33740, 33834. 


.34415 












Seq. No. 


39262 




Seq. ID 


OJ000228 


_07.0410. 


.C6 




Gene No. 


80981 




Strand 


+ 








Start 


33390 




End 


34593 






^ EST 


Name 


OJ000228 07. 0410. C6. 


o6.np 


Method 


AAT/NAP 








Start 


33420 




End 


34418 








. GI 


4883603 




Score 


911 








Exons 


33420. .33740, 33834. 


.34418 












GI Descrip. 


(AC006922) putative 


xyloglucan endo-transglycosylase 




h cr 




[Arabidopsis thaliana] 












Seq. No. 


39262 




Seq. ID 


OJ000228 


_07.0410, 


,C6 




Gene No. 


80981 




Strand 


+ 








Start 


33390 




End 


34593 








Name 


OJ000228 07.0410.C6. 


o9.gp 


Method 


AAT/GAP 








Start 


33945 




End 


34593 








GI 


84241 1.R1084 




Score 


1157 








Exons 


33945.. 34593 














GI Descrip. 


'1362078/pir | IS48102 


2.0e-12 


endo-1, 4- 


-beta-D-glucanase, 





xyloglucan-specif ic (clone NXG1) - common nasturtium 

>gi 311835 emb CAA48324 (X68254) cellulase [Tropaeolum majus] f 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39262 Seq. ID 

80982 Strand 

8 63 End 

OJ000228_07. 0410.C6.ol.np Method 

8 63 End 



OJ000228_07.0410.C6 

3317 

AAT/NAP 

3317 



39075 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6554477 Score 349 

863. .936, 2439. .2619, 2731. .2993, 3101. .3317 

(AC012394) unknown protein [Arabidopsis thaliana] 

gi I 6642661 1 gb | AAF2024 1 . 1 1 AC015450_2 (AC015450) unknown protein 

[Arabidopsis thaliana] 



39262 ' Seq. ID 

80982 Strand 

863 End 

OJ000228_07. 0410.C6.o2.gs Method 

2230 End 

none Score 

2230. .2643, 2782. .2993, 3101. .3317 



39262 

80983 

4318 

OJ0002 

4318 

none 

4318. . 

10283. 

13161. 

15452. 



OJ000228_07.0410.C6 

3317 
GENSCAN 
3317 
.73 



OJ000228 07. 0410. C6 



28 07.0410.C6.o3.gs 



Seq. ID _ 
Strand 

End 17183 
Method GENSCAN 
End 17183 
Score . 4 

4377, 6670. .6749, 7621. .7788, 8340. .8437, 8599. .8677, 
.10378, 10837. .10927, 12837 .. 12917 , 13014 13067 , 
.13248, 13435. .13550, 13648 .. 13821 , 15083 .. 15203, 
.15633, 16410. .16520, 16647 16718 , 17073. :i7183 



39262 
80983 
4318 

OJ000228_07.0410.C6.ol.gp 
12578 

309_1.R1084 
12578. .12917, 13014 
13648. .13821, 15083 



OJ000228 07. 0410. C6 



Seq. ID _ 
Strand 

End 17183 
Method AAT/GAP 
End 15875 
Score 2100 
13161. . 1324 8, 13345. . 13508, 
15452. .15633, 157 09. .15875 
? 1706551/sp|P52409|E13B_WHEAT 4.0e-15 G LUC AN 
ENDO-1, 3-BETA-GLUCOSIDASE PRECURSOR ( ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE) { ( l->3 ) -BETA-GLUCANASE) (BETA-1, 3-ENDOGLUCANASE) 
>gi_924953 (U30323) beta 1 , 3-glucanase [Triticum aestiyum] 1 



. 13067, 
. 15203, 



39262 
80983 
4318 

OJ000228_07.0410.C6.o2.np 

12831 

231706 

12831. .12917, 13014 
13648. .13821, 15083 



OJ000228 07. 0410. C6 



Seq. ID 
Strand 

End 17183 
Method AAT/NAP 
End 15645 
Score 1288 
13161. .13248, 1334 5. .13508, 
15452. .15645 

CELL DIVISION CONTROL PROTEIN 2 HOMOLOG 1 gi | 100667 | pir || S22 4 4 0 

protein kinase (EC 2.7.1.37) cdc2 homolog 1 - rice 

gi | 20343 | emb | CAA42922 | (X60374) Rcdc2-1 [Oryza sativa] 

gi | 228924 Iprf | I1814443A cdc2 protein : ISOTYPE=cdc20s-l [Oryza 

sativa] 



13067, 
15203, 



Seq. No. 39262 Seq. ID 

Gene No. 80984 Strand 

Start 18550 End 

Name OJ000228_07 . 04 10 . C6 . o3 . np Method 

Start 18538 End 



OJ000228_07.0410.C6 

23110 ' 

AAT/NAP 

23110 



39076 



GI 


6729005 




Score 


1350 






P.vnn ^ 


18538 18772. 18861 


.19033, 


19128. .192 


59, 19356. 


.19569, 






19662 19849, 19952. 


.20146, 


20348. .204 


99, 23078. 


.23110 




CiT Dp sp t i d 


(AC016827) outative 


DEAD/DEAH box heli 


case [Arabidopsis 






thaliana ] 












Sea No 


39262 




Sea. ID 


OJ000228 


07 . 0410 


.C6 


Gene No. 


80984 




St rand 








Start 


18550 




End 


23110 






Name 


OJ000228 07 .0410. C6. 


o5 . gs 


Met hod 


GENSCAN 






Start 


18550 — 




End 


21746 






GI 


none 




Score 


. 72 






Rxon *=; 


18550. .18772, 18861. 


. 19033, 


19128 . . 192 


59, 19356. 


.19569, 






196 62.. 19849, 19952. 


.20146, 


20348. .208 


35, 21137. 


.21746 




Sea No 


39262 




Seq. ID 


OJ000228_ 


07.0410 


C6 


Gene No . 


80984 




Strand 








Start 


18550 




End 


23110 






Name 


OJ000228 07. 0410. C6. 


o4 .gp 


Method 


AAT/GAP 






Start 


19118 




End 


20045 






GI 


13147 1.R1084 




Score 


1133 






Rxons 

\J X X. 


19118. .19259, 19356. 


.19569, 


19662. .198 


49, 19952. 


.20045 




VJ X. 1m/ *w« *J -L JL* kp/ * 


, 4 538903/emb|CAB3964 


0.1| 2. 


0e-10 (AL04 


9482) putative prote 




[Arabidopsis thaliana] ' - v - 










Seq. No. 


39262 




Seq. ID 


OJ000228_ 


07.0410 


C6 


Gene No. 


80984 




St rsnrJ 








Qf art* 


18550 




End 


23110 






Name 


OJ000228 07. 0410. C6. 


o5 . gp 




AAT/GAP 






Start 


20656 




End 


21462 






GI 


none 




Score 


866 






Exons 


20656. .20835, 21137. 


.21462 










Sea No 


39262 




Seq. ID 


OJ000228_ 


07.0410 


C6 


Gene No. 


80985 




Strand 








Start 


27762 ■ 




End ■ 


29644 






Name 


OJ000228 07. 0410. C6. 


o7 . gs 


Method 


GENSCAN 






Start 


27762 




,-*:£rid 


29581 






GI 


none 




Score 


.87 






Exons 


27762.-27786, 28048. 


.28127, 


28257. .284 


51, 28544. 


.28665, 






29119. .29221, 29304. 


.29416, 


29470. .29581 






Sea No 


39262 




Seq. ID 


OJ000228_ 


07.0410 


C6 


Gene No . 


80985 




Strand 








Start 


27762 




End 


29644 






Name 


OJ000228 07. 0410. C6. 


o5 .np 


Method 


AAT/NAP 






Start 


28044 




End 


29575 






GI 


7296875 




Score 


316 






Exons 


28044, .28163, 28311. 


.28451, 


28544. .28665, 29119. 


.29221, 






29304. .29380, 29470. 


.29575 











GI Descrip. (AE003606) CG9779 gene product [Drosophila melanogaster ] 



Seq. No. 39262 Seq. ID 

Gene No. 80985 Strand 

Start 27762 End 

Name OJ000228_07 . 04 10 . C6 . 06 . gp Method 

Start 28596 End 



OJ000228_07 .0410.C6 

29644 

AAT/GAP 

29644 



39077 



GI LIB3434-065-P1-K1-G10 Score 745 

Exons 28596. .28665, 29119 .. 29221, 29304 29380, 29470.. 29644 

GI Descrip. 1 4929767/gb | AAD34 144 . 1 | AF151907_1 2.0e-18 (AF151907) CGI-149 
protein [Homo sapiens] ' 



Seq. ID OJ000228_07.0410.C6 
Strand 
End 

Method 
End 
Score 

2762. .2899, 2764. .2991, 2921. .2980, 3099. .3158, 3186. .3254 



Seq. No. 39262 

Gene No. 80986 

Start 34886 

Name OJ000228_07 . 0410 .C6.o4 . tc . 

Start 2762 

GI none 
Exons 



35265 

TBLASTX: Cress 

3254 

121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39262 Seq. ID 

80986 Strand 

34886 End 

OJ000228_07 .0410.C6.o3. tw Method 

2764 End 

. none Score 



OJ000228_07.0410.C6 
35265 

TBLASTX: Wheat 

2980 

93 



2764..2844, 2765. .2854, 2768. .2848, 2850. .2894, 2860. .2979, 
2867. .2980 



Seq.' No. 39262 

Gene No. 80986 

Start 34886 

Name OJ000228_07 . 04 10 . C6 . o5 . 

Start 2764 

GI none 

Exons 2764.. 2850, 2771.. 2851, 
3103. .3141, 3186. .3254, 

Seq. No. 39262 

Gene No. 80986 

Start 34886 

Name OJ000228_07 . 04 10 . C6 . o5 . 

Start 2764 

GI none 

Exons 2764.. 2853, 2765.. 2854, 
3102. .3149, 3103. .3141, 



Seq. ID OJ000228_07.0410.C6 
Strand 

End " 35265 

tin" Method TBLASTX: Maize 

End 3255 

Score 85 
2863. .2988, 2870. .2989, 3102. .3146, 
3208. .3255 

Seq. ID OJ000228_07.0410.C6 
Strand 

End 35265 
ts Method TBLASTX: Soybean 

End 3272 

Score 86 
2831. .2968, 2860.. 2994, 2861. .2995, 
3186.. 3272, 3208.. 3252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39262 
80986 
34886 

OJ000228_07.0410.C6.ol.tw 
12695 



OJ000228 07. 0410. C6 



none 
12695. 
12826. 
13014 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12715, 12699. .12740, 12706 .. 12738 , 12825 .. 12917 , 
12915, 12828. . 12917, 13009 .. 13068 , 13011 .. 13070, 
13073, 13161. . 13214, 13165. .13215 



35265 

TBLASTX: Wheat 

13215 

38 



Seq. No.' 39262 

Gene No. 80986 

Start 34886 

Name OJ000228_07 . 04 10 . C6 . o4 . tm 

Start 12759 

GI none 
Exons 



Seq. ID OJ000228_07.0410.C6 



Strand 
End 

Method 

End 

Score 



35265 

TBLASTX: Maize 

13720 

37 



12759. . 12833, 12840 .. 12917 , 1284 1 .. 12915, 13009 1308 9, 



39078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13014. .13064, 13170. .13250, 13171 13254 , 1334 4 .. 13511, 
13375. .13509,. 13634 .. 13720, 13642.. 13719 



39262 
80986 
34886 

OJ000228_07.0410.C6.o3.ts 
12834 
none 
12834 . 
13143. 
13345. 
15080. 
15454. 



12914, 

,13250, 
,13518, 
,15205, 
,15624, 



12847. 
13150. 
13642. 
15080. 



12903, 
13251, 
13818, 
15205, 



Seq. ID OJ000228_07.0410.C6 
Strand 

End 35265 

Method TBLASTX : Soybean 

End 15628 

Score 79 
13009. . 13068, 13014. .13064, . 
13341. .13511, 1334 4. .13511, 
13643. . 13807, 13645 .. 13815, . 
15096. . 15206, 1544 9 .. 15628, 



15458. .15628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39262 
80986 
34886 

OJ000228_07.0410.C6.o3.tc 
12843 
none 
12843. 
13167, 
13375. 
15083. 



,12917, 12844. 

,13250, 13171. 

,13509, 13634. 

,15205, 15111. 



.12915, 13009 

,13254, 13344 

,13819,- 13634 

,15230, 15449 



Seq. ID OJ000228_07. 0410. C6 
Strand 

End 35265 
Method TBLASTX : Cress 
End 15628 
Score 88 

13068, 13014. .13064, 
13511, 13345. .13518, 
13738, 13642. .13824, 
15628, 15449. .15622, 



15454. .15624 



Seq. No. 39262 Seq. ID 

Gene No. 80986 Strand 

Start 34886 End 

Name OJ000228_07 . 04 10 . C6 . o5 . tw Method 

Start 13344 End 

GI none Score 

Exons 13344. .13511, 13381.. 13509 



OJ000228_07.0410.C6 
35265 

TBLASTX: Wheat 

13511 

75 



Seq. No. 39262 Seq. ID 

Gene No. 80986 ■ . Strand 

Start " 34886 End 
Name OJ000228_07 . 04 10 . C6 . o4 . tw Method 

Start 13651 End 

GI none Score 

Exons 13651. . 13815, 13670 .. 13798 , 15125 .. 15166, 15478 

15485.. 15562 



OJ000228 07. 0410. C6 



35265 

TBLASTX: Wheat 
15562 
59 

15558, 



Seq. No. 39262 Seq. ID 

Gene No. 80986 Strand 

Start 34886 End 

Name OJ000228_07 . 04 10 . C6 . o7 . tm Method 

Start 15083 End 

GI none Score 

Exons 15083. . 15202, 15084 .. 15203 , 15085 

15443. . 15628, 15454 .. 15624 , 15609 



15207, 
15722 



OJ000228_07.0410.C6 
.35265 

TBLASTX: Maize 

15722 

174 

15441. . 15467, 



Seq. No. 39262 Seq. ID 

Gene No. 80986 Strand 

Start 34886 End 

Name OJ000228 07 . 04 10 . C6 . ol . tm Method 



OJ000228_07.0410.C6 
35265 

TBLASTX: Maize 



39079 




Start 


*1 O C C f\ 






End 


20659 




GI 


none 






Score 


359 




Exons 


18550. 


.18774, 18551 


.18775, 


18860. .19036, 18860 .. 19033, 






18940. 


.19035, 19125 


.19262, 


19128. .19262, 19129 .. 192 66, 








. x y o / x , iyj j j 


1 Q^77 
. X z) D f / , 


19614. .19856, 19656 .. 19853, 






1 y boo . 


. x yoD / / x y dd4i 


. x y o d x , 


19928. .20119, 19929. .20126, 






x y you . 


. ^ uuy y , ^uiiz 


. U X H If 


20114. .20149, 20346. .20444, 






20347. 


.20442, 20348 


oc\Anc\ 
. ZKJh I u , 


20358. .20465, 20450 .. 20659, 






20454. 


.20603, 20455 










Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






otart 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


OD. LC 


Method 


TBLASTX: Cress 




Start 


18559 






End 


18774 




GI 


none 






Score 


142 




Exons 


18559. 


.18717, 18560 


1 ft 7 1 ft 


18706. .18774 




beq. no. 


39262 






Seq. ID 


OJ000228_07.0410 




Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


18860 






End 


19430 




GI 


none 






Score 


71 




Exons 


18860. 


.18886, 18908 


. i y u j j , 


18948. .19031, 19125. .19262, 






19129. 


.19260, 19131 


. . x yz , 


19353. .19430, 19363. .194 28 




Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


,C6 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


. o / . ts 


Method 


TBLASTX: Soybean 




Start 


19431 






End 


19765 




GI 


none 






Score 


84 




Exons 


19431. 


.19577, 19662 


i Q7 
. . x y / ju , 


19664. .19765 




Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






btart 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


r\7 4- r> 
. O / . LC 


Method 


TBLASTX: Cress 




btar t 


19929 






End 


20167 




GI 


none 






Score 


162 




Exons 


19929. 


.20150, 19934 




19955. .20158 




Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






C4- a v4- 

o tart 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


. oz . tc 


Method . 


TBLASTX: Cress 




Start 


25682 






End 


26311. 




bl 


none 






Score 


105 




Exons 


25682. 


.25807, 25904 


. Z O J X X , 


25996. .26310 




Seq.. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


25682 






End 


26955 




GI 


none 






Score 


118 





39080 




Exons 25682. .25807, 25904 . . 26335, 25972 .. 2 6331, 26213 . . 2 634 1 , 

26624. .26800, 2664 3 26801, 26674 .. 26808, 26917.. 26955 



Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


. Lb 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228. 07. 0410. C6. 


02 . tS 


Method 


TBLASTX : Soybean 




Start 


25931 






End 


26768 




GI 


none 






Score 


492 




Exons 


25931. 


.26335, 25972. 


1 f *3 O T 


26643. .26768, 26675.. 26767 




Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6. 


o2 . tw 


Method 


TBLASTX : Wheat • 




Start 


26173 






End 


27240 




GI 


none 






Score 


210 




Exons 


26173. 


.26334, 26174. 


. 2 bo 4 1 , 


26648. .26800, 2664 9 .. 26801 , 






26680. 


.26808, 26908. 


O C. O A C 

. 2694 o, 


26917. .26964, 27 166 .. 2724 0, 






27166. 


.27222, 27171. 


o n o o c 

.21 23b 








Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


08 . tm 


Method 


TBLASTX: Maize 




Start 


27912 






End 


28565 




GI 


none 






Score 


36 




Exons 


27912. 


.27944, 28020 


. 28085, 


28038. .28 


094, 28104. .28151, 






28243. 


.28467, 28252 


. 28356, 


28257. .28427, 28400 .. 28453, 






28529. 


.28564, 28542 


. 28565 








Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






Start 


34886. 






End 


35265 




Name 


OJ000228 07. 0410. C6 


oo . tc 


Method 


TBLASTX: Cress 




Start 


28287 






End 


29372 




GI 


none 






Score 


95 




Exons 


28287. 


.28427, 28291 


. 2 o4 o / , 


28529. .28 


651, 28529. .28666, 






28533. 


.28667, 28533 


O O C fl T 

. 2o by 1 , 


29112. .29222, 29120. .29224, 






29304. 


.29372 










Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 




Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


28581 






End 


29596 




GI 


none 






Score 


100 




Exons 


28581. 


.28667, 28583 


, . Z O DD D , 


29112. .29234, 29120 .. 29236, 






29304. 


.29381, 29308 


. .29388, 


29471. .29596 




Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410 


.C6 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


29112 






End 


29581 




GI 


none 






Score 


114 




Exons 


29112. 


.29234, 29120 


. .29236, 


29304 . .29381, 29308 .. 29388 , 





39081 




29471. .29581 



Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410. 


C6 


Gene No. 


8098'6 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 0.7. 0410. C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


33483 






End 


34412 




GI 


none 






Score 


99 




Exons 


33483. 


.33593, 33585. 


. 33743, 


33599. .33739, 33834. .34304, 






33914 . 


.34039, 34103. 


. 34312, 


34299. .34412, 34301.. 34378 




Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410. 


C6 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6. 


, oZ . tm 


Method 


TBLASTX: Maize 




Start 


33483 






End 


34412 




GI 


none 






Score 


118 




Exons 


33483. 


.33593, 33500. 




33585. .33743, 33599. .33739, 






33834. 


.34304, 33914. 


. . 34 039, 


34103. .34312, 34299 .. 34412, 






34301. 


.34378 










Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410. 


C6 


Gene No. 


80986 






Strand 






Start 


34886 - 






End* 


352 65 




Name 


OJ000228 07. 0410. C6, 


, ol . tc 


Method 


TBLASTX: Cress 




Start 


33500 






End 


34415 




GI 


none 






Score 


95 




Exons 


33500. 


.33523, 33501. 


. . 33614 , 


33600. .33743, 33638 .. 33739, 






33834 . 


.34328, 33923. 


. .34327, 


34307. .34414, 34308. .34415 




Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410. 


to 


Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6. 


. o9 . gs 


Method 


GENSCAN 




Start 


34886 






End 


35265 




GI 


none 






Score 


.71 




Exons 


• 34886. 


.34901, 35047, 


. . 35265 








Seq. No. 


39262 






Seq. ID 


OJ000228_07.0410. 




Gene No. 


80986 






Strand 






Start 


34886 






End 


35265 




Name 


OJ000228 07. 0410. C6. 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


34960 






End 


35196 




GI 


none 






Score 


239 




Exons 


34960. 


.35196, 34968 


. .35195 








Seq. No. 


39263 






Seq. ID 


OJ000228_07.0410. 


.C7 


Gene No. 


80987 






Strand 


+ 




o car l 


7113 






End 


8549 




Name 


OJ000228 07. 0410. C7 


. o2 . gp 


Method 


AAT/GAP 




Start 


7113 






End 


8549 




GI 


15145 


1.R1084 




Score 


566 




Exons 


7113. . 


7243, 7325.. 7463, 8499.. 8549 






GI Descrip. 


'40637 


47 3..0e-30 (AC005851) 


hypothetical protein [Arabidopsis 




thaliana] ' 










Seq. No. 


39263 






Seq. ID 


OJ000228_07.0410. 


,C7 



39082 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ••' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



80987 Strand + 

7113 End 8549 

OJ000228_07 . 04 10 . C7 . o3 . np Method AAT/NAP 

7155 End 8549 

7378629 Score 240 

7155. .724 3, 7325. .74 63, 84 99. .854 9 

(AL162751) putative protein [Arabidopsis thaliana] 



39263 
80988 
1 

OJ000228JD7. 0410.C7 .ol.np 
1 

7378628 



Seq. ID OJ000228_07.0410.C7 
Strand 

End 8549 

Method AAT/NAP 

End 2383 

Score 133 



1..48, 80. .261, 346. .405, 718. .757, 837. .970, 1075. .1185, 
2326. .2383 

(AL162751) putative protein [Arabidopsis thaliana] 



39263 
80988 
1 

OJ000228_07.0410.C7 .o2.np 
1 

7378628 



Seq. ID OJ000228_07 .0410.C7 
Strand 

End 8549 

Method AAT/NAP 

End 8549 

Score 221 



1..48, 80. .261, 346. .405, 718. .757, 837. .970, 1075. .1185, 
1817. .2103, 2629. .2696, 6024. .6097, 6401. .6497, 8503. .8549 
(AL162751) putative protein [Arabidopsis thaliana] 



39263 
80988 
1 

OJ000228_07.0410.C7.ol.gs 
80 

none 



Seq. ID OJ000228_07.0410.C7 
Strand 

End 8549 

Method GENSCAN 

End 7508 

Score .89 



80. .261, 1075. .1185, 2136. .2189, 2605. .2694, 3185. .3304, 
5606. .5716, 5832. .5979, 6010. .6097, 6378 .. 6662 7142 .. 7508 



39263 
80988 
1 

OJ000228_07.0410.C7.ol.tm 
90 

none 



Seq. ID OJ000228_07.0410.C7 
Strand 

End 8549 

Method TBLASTX : Mai ze 

End 278 

Score 38 



90. .158, 100. .267, 101. .268, 177. .278 



39263 
80988 
1 

OJ000228_07.0410.C7.ol.gp 

827 

none 

827. .970, 1075. .1185 

39263 
80988 
1 

OJ000228 07.0410.C7.ol.tc 



Seq. ID OJ000228_07.0410.C7 
Strand 

End 8549 

Method AAT/GAP 

End 1185 

Score 397 



Seq. ID OJ000228_07.0410.C7 
Strand 

End 8549 

Method TBLASTX : Cress 



39083 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



7140 End 8546 

none Score 95 

7140. .7244, 7157. .7243, 7322. .7465, 7323. .7466, 8460. .8546 



39263 
80988 
1 

OJ000228__07 .0410.C7 .ol.ts 
7161 
none 



Seq. ID OJ000228_07.0410'.C7 
Strand 

End 854 9 

Method TBLASTX : Soybean 

End 7466 

Score 83 



7161. .7244, 7193. .7243, 7322. .7465, 7323. .7466 



Seq. ID OJ000228_07.0410.C7 
Strand 

End 8549 

Method TBLASTX : Mai ze 

End 8546 

none Score 4 9 

7161. .7205, 7215. .7244, 7322. .7465, 7323.-7466, 8469. .8546 



39263 
80988 
1 

OJ000228_07 .0410.C7 . o2 . tm 
7161 



Seq. ID OJ000228_07.0410.C8 

Strand + 

End 54 

Method AAT/GAP \ 

End 54 

Score 108 



39264 
80989 
1 

QJ000228_07 . 04 10 . C8 . ol . gp 

l" 

15145_1.R1084 
1..54 

■4063747 3.0e-30 (AC005851) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000228_07.0410.C8 

Strand + 

End 1264 

Method GENSCAN 

End 1264 

Score .77 



39264 
80990 
702 

OJ000228_07 .0410.C8 .ol.gs 
702 
none 

702. .830, 1092. .1264 

39264 
80991 
6593 

OJ000228_07.0410.C8.o3.gp 
6593 
2280809 

6593. .6702, 6816. .6870, 6976. .7020, 7183. .7369 



Seq. ID OJ000228_07.0410.C8 

Strand + 

End 10225 

Method AAT/GAP 

End 7369 

Score 638 



39264 
80991 
6593 

OJ000228_07.0410.C8.o2.np 
6677 
4678947 



Seq. ID OJ000228_07.0410.C8 

Strand + 

End 10225 

Method AAT/NAP 

End 10059 

Score 528 



6677. .6812, 7172. .7285, 8022. .8098, 8187. .8263, 8730. .8810, 

9143. .9275, 9705. .97 64, 9999. .10059 

(AL049711) putative protein [Arabidopsis thaliana] 



39264 



Seq. ID OJ000228_07.0410.C8 



39084 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



80991 Strand 

6593 End 

OJ000228_07 . 04 10 . C8 . o4 . gp Method 

8751 End 

3080_2.R1084 Score 
8751. .8810, 9143. .9275, 9705. .9764, 
1 4 371280/gb | AAD18138 | 3.0e-09 
[Arabidopsis thaliana] ' 



+ 

10225 
AAT/GAP 
10225 
620 

9999.. 10055, 10174 



10225 



(AC006260) hypothetical protein 



39264 Seq. ID 

80992 Strand 

1691 End 

OJ000228_07 . 04 10 . C8 . o2 . gs Method 

1691 End 

none Score 

1691. .2159, 2574. .2818, 3335.-3928 



OJ000228_07.0410.C8 

5244 
GENSCAN 
3928 
.49 





Seq. No. 


39264 


Seq. ID 


OJ000228_07.0410 


C8 




Gene No. 


80992 


Strand 








Start 


1691 


End 


5244 






Name 


OJ000228 07 


. 04 10 . C8 . ol . np Method 


AAT/NAP 






Start 


1700 


End 


5244 






GI 


4063747 


Score 


1059 




~~ s=r 


Exons 


1700. .2159, 


2574. .2818, 3360. .3703, 5189. .5244 




~ srr 


GI Descrip. 


(AC005851) 


hypothetical protein [Arabidopsis thaliana] 




L: 5 
? i s 

! 


Seq. No. 


39264 


Seq. ID 


OJ000228__07.0410 


.C8 


f ^ 


Gene No. 


80992 


Strand 






- c? 


Start 


1691 


End 


5244 






Name 


OJ000228 07 


. 04 10 . C8 . o2 . gp Method 


AAT/GAP 






Start 


1952 


End 


2749 




f : \ 


GI 


3766740 


Score 


726 






Exons 


1952. .2159, 


2574. .2749 







GI Descrip. 4063747 3.0e-30 (AC005851) hypothetical protein [Arabidopsis 



thaliana] 



Seq. No. 


39264 








■ Seq. ID 


OJ000228_07.0410 


C8 


%2 Gene No. 


80993 








Strand 






p Start 


5554 








End 


10291 




r=3 Name 


OJ000228 07 


0410 


.C8.ol 


ts 


Method 


TBLASTX: Soybean 




" Start 


1718 








End 


2137 




GI 


none 








Score 


297 




Exons 


1718. .2137, 


1758 


. .2078 










Seq. No. 


39264 








Seq. ID 


OJ000228_07.0410 


C8 


Gene No. 


80993 








Strand 






Start 


5554 








End 


10291 




Name - 


OJ000228 07 


0410 


.C8.ol 


tw 


' Method 


TBLASTX: Wheat 




Start 


1745 








End 


2066 




GI 


none 








Score 


140 




Exons 


1745. .2065, 


1884 


. .2066 










Seq. No. 


39264 








Seq. ID 


OJ000228_07.0410 


.C8 


Gene No. 


80993 








Strand 






Start 


5554 








End 


10291 




Name 


OJ000228 07 


.0410 


.C8.ol 


tm 


Method 


TBLASTX : Maize 




Start 


1955 








End 


2739 





39085 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



none Score 162 

1955. .2167, 1959. .2078, 1959. .2168, 1961. .2155, 2136. .2165, 
25S9..2657, 2569. .2727, 2572. .2727, 2574. .2738, 2713. .2739 



39264 Seq. ID 

80993 Strand 

5554 End 

OJ000228_07 . 0410 . C8 . o3 . ts Method 

2717 End 

none Score 



OJ000228_07.0410.C8 
10291 

TBLASTX: Soybean 

3709 

55 



,2788, 2792. .2818, 3360. .3398, 3367. .3399, 3401. .3655, 
,3437, 3498. .3554, 3683. .3709 



2717. , 
3402. , 

39264 
80993 
5554 

OJ000228_07.0410.C8.o3.gs 

5554 

none 



Seq. ID OJ000228_07.0410.C8 



Strand 
End 

Method 

End 

Score 



10291 
GENSCAN 
8451 
.76 



5554. .5630, 6135. .6314, 6585. .6916, 7162. .7273, 8386. .8451 



39264 
80993 
5554 

OJ000228__07 . 0410.C8 . o2 . tm 
6670 
none 
6670. , 
6977. . 
7173. . 
8163. . 
8729. . 
9700. . 
10119, 
10175, 



OJ000228 07. 0410. C8 



6702, 
7021, 
7283, 
8267, 



6670 
6978 
7240 
8181 
8809, 8730 
9762, 9704 
.10265, 10173 
. 10291 



. 6702, 
.7031, 
.7284, 
.8267, 
.8810, 
.9763, 



6791. 
6979. 
8023. 
8185. 
9137. 
9705. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 6874, 

.7032, 7158.. 7193, 7173. 
.8097, 8024. .8098, 8024. 
.8268, 8185. .8271, 8719. 



10291,.... . 
TBLASTX: Maize 
10291 
62 

6813.. 6881, 6814. 



9271, 9141. 
9764, 9990. 



,9284, 9141. 
,10061, 9995 



, 6870, 
.7283, 
,8098, 
.8811, 
, 9275, 
, .10054, 



10250, 1017 4. .10269, 10174. .10290, 



Seq. No. 39264 
Gene No. • 80993 
Start 5554 

Name OJ000228_07 . 04 10 . C8 . ol . tc 

Start 7161 
GI none 
Exons 7161. 

8183. 

9144. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228_07.0410.C8 
10291 

TBLASTX: Cress 

9251 

140 



,7283, 8020..8097, 8021. .8098, 8030. .8110, 8181. .8267, 
,8266, 8196. .8267, 8731. .8811, 9137. .9235, 9141. .9230, 

,9251 



Seq. No. 39264 
Gene No. 80993 
Start 5554 

Name OJ000228JD7 . 04 10 . C8 . o2 . ts 

Start 7194 
GI none 

Exons 7194. .7283, 7240. .7284, 8020. 

8181. .8267, 8183. .8266, 8719. 
9141. .9284, 9705.. 9764, 9990. 
10174. .10272, 10176. .10274 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000228 07. 0410. C8 



10291 

TBLASTX : Soybean 
10274 
62 

8097, 8021.. 8098, 8021.. 8110, 
8811, 8730. .8810, 9137. .9271, 
10061, 9993.. 10055, 10174 .. 10269, 



39086 




Seq. No. 


39265 


Seq. ID 


OJ000228_07.0410.C9 


Gene No. 


80994 


Strand 


+ 




77 


End 


1004 


Name 


n,T000??« 07 0410 C9 ol as 


Method 


GEN SCAN 


Of 3 y-4- 


77 ~ 


End 


494 


bl 


none 


Score 


. 68 




77 283 366 494 






oeq. ino . 




Seq. ID 


OJ000228 07. 0410. C9 




80994 


Strand 


+ 


Start 


77 


End 


1004 


Name 


OJ000228 07.0410.C9.ol.gp 


Method 


AAT/GAP 




176 


End 


1004 




3080 1.R1084 


Score 


1429 


Exons 


176. .283, 366. .1004 






bi uesoiip. 


1 4063747 3.0e-30 (AC005851) hypothetical protein [Arabidopsj 




thaliana] 1 






Seq. No. 


39265 


beq. id 


nTnnn99R ni Odin pq 


Gene No. 


80995 


Strand 




Of -j r-+- 


1765 


■ End 


13796 


Name 


OJ000228 0 / . U4 1U . cy . oz . tm 




TUT aQTY • Ma 4 *7<=> 
1 D Lir\0 1 A . L v id -L Z C 




154 • . 




f± O O 




none 


Score 


i pn 
lou 




154. .285, 176. .289, 315. .488 


O A C A Q Q 




Seq. No. 


39265 


Seq. ID 


OJUUUZZo u / . u^iu.uy 


Gene No. 


80995 


Strand 




Cf a r-+- 


1765 


End 


13796 


Name 


OJ000228 07 . 04 10 . C9 . oz . ts 


Method 


TBLASTX : Soybean 


oLdiL 


175 


End 


473 


VJll 


none 


Score 


148 




1 / 3 . . Z I 3 r I/O.. ZOO, o/0..^/0 






oeq. in o . 




Seq. ID 


OJ000228_07.0410.C9 


Gene No. 


80995 


Strand 




Start 


1765 


End 


13796 


Name 


OJ000228 07. 0410.C9.o2.gp 


Method 


AAT/GAP 


Cj-o r f 

uLcli L 


1462 


End 


2143 


bl 


172 1.R1084 


Score 


1336 


Exons 


1462. .2143 








'1841320/dbj |BAA10903| 6.0e- 


44 (D64038 


EL2 [Oryza sativa] 1 


beq. no. 


39265 


Seq. ID 


OJ000228_07.0410.C9 


Gene No . 


80995 


Strand 




Of -syf 

otart 


1765 


End 


13796 


Name 


OJ000228 07.0410.C9.o2.gs 


Method 


GENSCAN 


Start 


1765 


End 


13744 




none 


Score 


.57 


Exons 


1765. .2094, 2298.. 2328, 2708 


..2777, 3662. .3774, 4837. .5086, 




5262. .5443, 5520.. 5743, 6291 


..6541, 6577.. 6739, 6745.. 6789, 




6906.. 6986, 7871.. 8050, 8056 


..8116, 11918. .12345, 12694. .12 




12884. .12908, 12925. .12982, 


13381. .13744 


Seq. No. 


39265 


Seq. ID 


OJ000228_07.0410.C9 


Gene No. 


80995 


Strand 




Start 


1765 


End 


13796 



39087 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000228_07.0410.C9.o3.gp 

4624 

none 

4624. .5086, 5233. .5356 

39265 
80995 
1765 

OJ000228_07.0410.C9.ol.tm 

4907 

none 

4907. .5080, 4916. .5092, 5231. 
5519.. 5635, 5526.. 5612, 5639. 



Method AAT/GAP 
End 5356 
Score 1113 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5443, 5233 
.5797, 5661 



OJ000228 07. 0410. C9 



13796 

TBLASTX: Maize 
5805 
177 

5445, 5234. 
5792, 5662. 



,5473, 
,5805 



39265 
80995 
1765 

OJ000228_07.0410.C9.ol.ts 
5371 
none 

5371. .5445, 5372. .5452, 5519. .5629, 5541. .5606, 5675.-5773, 
5679. .5771 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228 07. 0410. C9 



13796 

TBLASTX: Soybean 

5773 

65 



39265 ' Seq.* ID OJ000228J)7 . 04 10 . C9 

80995 . Strand 

1765 '. ' End 13796 

OJ000228_07 . 04 10 . C9 . o4 . gp Method AAT/GAP 

5820 End 6232 

uOosflcyp031a06bl Score 477 

5820. .5850, 5957. .6232 

'5042437/gbl AC007789 . 1 1 AC00778 9 2.0e-15 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



39265 
80995 
1765 

OJ000228_07 .0410,.C9.o5.gp 
6234 
none 

6234. .6758 

39265 
80995 
1765 

OJ000228_07 .0410.C9.o2. tw 
11590 
none 

11590. .11787, 11827. .11979, 11878.. 11976 



OJ000228_07.0410.C9 

13796 
AAT/GAP 
6758 
1030 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228_07.0410.C9 
13796 

TBLASTX: Wheat 
11979 
57 



39265 Seq. ID 

80995 Strand 

1765 End 

OJ000228_07.0410.C9.o3.tm Method 

11593 End 

none Score 



OJ000228_07.0410.C9 
13796 

TBLASTX: Maize 

12129 

81 



11593. .11778, 11800. .12030, 11830 .. 12030 , 11831 .. 12031 , 
12043. . 12129 



39088 



Seq. No. 


39265 


Seq. ID 


OJ000228 


Gene No. 




Strand 




Start 


1 / DO 


End 


13796 


Name 


UJUUUtZO U / * U1 1U . j . Ul . uw 


Method 


TBLASTX : 


Start 


1 JobU 


End 


13796 


GI 


none 


Score 


62 


Exons 


i ;ccn i 'liqc; l^^^l 1^fi4^ 


13563. .13796, 13613 


Seq. No. 


39266 


Seq. ID 


OJ000228 


Gene No. 


80996 


Strand 


+ 


Start 


298 


End 


1489 


Name 


OJ000228 07.0410.C10.ol.gs 


Method 


GENSCAN 


Start 


298 


End 


1489 


GI 


none 


Score 


.68 


Exons 


298.-389, 916.. 1064, 1278.. 


1489 





Seq. No. 


39266 




Seq. ID 


OJ000228 


Gene No. 


80997 ■ 




Strand 




Start 


1 




End 


284 


Name 


OJ000228 07 


.0410. C10. ol 


np Method 


AAT/NAP 


Start 


1 




End 


284 


GI 


5257261 




Score 


104 


Exons 


1..33, 144. 


.284 






GI Descrip. 


(AP000364) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


39266 




Seq. ID 


OJ000228 


Gene No. 


80998 




Strand 




Start 


631 




End 


5770 


Name 


OJ000228 07 


.0410. C10. o4 


. np Method 


AAT/NAP 


Start 


631 




End 


5770 


GI 


4510421 




Score 


102 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



631. .670, 4755. .4873, 5667. .5770 

(AC006929) unknown protein [Arabidopsis thaliana] 



39266 
80998 
631 

OJ000228 07.0410.C10.o2.np 



Seq. : ID 

Strand 

End 

Method 
End 
Score 



OJ000228 07.0410X10 



5770 
AAT/NAP 
2105 
153 



1895 
6069646 
1895.. 2105 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39266 
80998 
631 

OJ000228_07.0410.C10.o2.gs 

1911 

none 

1911.. 2160, 3044.. 3143, 3231, 
4755.-4873, 5250. .5357 



Seq. ID OJ000228_0/, ,10. C10 
Strand 

End 5770 

Method GENSCAN 

End 5357 

Score .73 

.3399, 3521.. 3827, 3920.. 4465, 



39089 




Seq. No. 


"3 a o c c 

39266 








Seq. ID 


OJ000228_07. 0410. C10 


Gene No. 


80998 








Strand 




Start 


631 








End 


5770 


Name 


/"\TAAAOOO A *7 

OJUUU22o u / 


. U4 1U . 


L-1U . 01 . 




Method 


TBLASTX : Soybean 


Start 


O "7 A A 

2/94 








End 


3568 


GI 


none 








Score 


97 


Exons 


2794 . . 294 9, 


2831 . 


O A C A 


O A A 1 

3U4 1 


..3127, 3043.. 3126, 3245.. 3400, 






OM Q 

jjlo . 


. jDDO 








Seq. No. 


*3 a o a 

39266 








Seq. ID 


OJ000228_07. 0410. C10 


Gene No. 


80998 








Strand 




Start 


631 








End . 


5770 


Name 


OJUUUzzo U / 


. U 4 1 U . 


LIU . Ol . 


lC 


Method 


TBLASTX: Cress 


Start 


2824 








End 


3426 


GI 


none 








Score 


115 


Exons 


2824 . . 294 9 , 


Zo3 f 


A A C A 




..3117, 3029.. 3118, 3223.-3426, 




JZj D . . Oh U U 












Seq. No. 


392bb 








Seq. ID 


OJ000228_07. 0410. C10 


Gene No. 


80998 








Strand 




Start 


631 








End 


5770 


Name 


/^taaaaao n "7 
OJU0U22o U / 


A A 1 A 
. U4 1U 


UlU . Ol 


4- m 


Method 


TBLASTX: Maize 


Start 


O A A O 

2902 








End 


3402 


GI 


none 








Score 


78 


Exons 


2902 . .294 9, 


2903 


.2950, 


304 3 


..3132, 3056. .3130, 3245. .3400, 




3250 . .3402 












Seq. No. 


39266 








Seq. ID 


OJ000228_07. 0410. C10 


Gene No. 


A A A A O 

80998 








Strand 




Start 


631 








End 


5770 


Name 


OJ000228_07 


.0410. C10. o3 


.np 


Method 


AAT/NAP 


Start 


A A A O 

3043 








End 


5765 


GI 


~l A C\ tZ A C A 








Score 


450 


Exons 


3043 . .314 3, 


3243 


. .3399, 


3503 


..3827, 3920. .4498, 4745. .4873, 




5667 . .5/65 












GI Descrip. 


(AL1628 / 5 ) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


39267 








Seq. ID 


OJ000228_07.0410.C11 


Gene No. 


80999 








Strand 


+ 


Start 


615 








End 


1321 


Name 


OJ000228 07 


.0410 


.Cll.ol 


.gs 


Method 


GENSCAN . 


Start 


615 








End 


1321 


GI 


none 








Score 


.87 


Exons 


615. .661, 776. .908, 1006. .1176, 1301.. 


1321 


Seq. No. 


39267 








Seq. ID 


OJ000228_07.0410.C11 


Gene No. 


81000 








Strand 




Start 


2131 








End 


3392' 


Name 


OJ000228 07 


.0410 


.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


1677 








End 


3365 




none 








Score 


1763 


Exons 


1677. .1868, 


2085 


. .2332, 


2762 


..2880, 2974. .3365 


Seq. No. 


39267 








Seq. ID 


OJ000228_07.0410.C11 


Gene No. 


81000 








Strand 




Start 


2131 








End 


3392 


Name 


OJ000228 07 


.0410 


.Cll.o2 


.gs 


Method 


GENSCAN 



39090'* 





Start 


O 1 O 1 

2131 










"3*3 on 




GI 


none 








Score 


. yo 




Exons 


2131. . Z 332 , 


Z / oZ 


. . zoo U , 


z y / h . 








Seq. No. 


1 A O f ~1 

39267 








Seq. ID 


OJ000228_07.0410.C11 




Gene No. 


81000 








Strand 






Start 


2131 








End 


3392 




Name 


(JJUUUZZW U / 


n a i n 

. U 4 1U 


. Li 1 . Ol , 


. L S 


Method 


TBLASTX: Soybean 




Start 


O 1 A O 

2142 








End 


3219 




GI 


none 








Score 


206 




Exons 


2142. . 2333, 


O "1 A *3 

214 3 


O O O "7 

. . 233 / , 


z 14 y . 


.2334, 2763. .2825, 2764. .2835, 






onco ooto 

2958 . . 3218 , 


Z y /Z 


O QQO 

. . z y yz , 


q n. ri ^ 


.3219, 3007. .3219 




Seq. No. 


39267 








Seq. ID 


OJ000228_07.0410.C11 




Gene No. 


81000 








Strand 






Start 


2131 








End 


3392 




Name 


UJUUUZZo U / 


Pi /1 1 fi 


.L1X . Ol 


. Lin 


Method 


TBLASTX: Maize 




Start 


O *1 A O 

214 3 








End 


3392 




GI 


none 








Score 


206 




Exons 


OlylO O O O "7 

214 3. . 233 / , 


O "1 A H 


O O *7 O 

. . ZZ / 2 , 


O 1 /I Q 

z 14 y . 


.2334, 2763. .2825, 2764. .2859, 






2 9/1. . 31)18 , 


z y / z 


O QQO 

. . z y y z , 


o nm 


.3303, 3007.. 3390, 3033.. 3392 




Seq. No. 


39268 








Seq. ID 


OJ000228_07.0410.C12 


£3 


Gene No. 


81001 - 








Strand 




%J 


Start 


o / 

24 








End 


717 


~ <=. 

lis 


Name 


OJ000228 07 


.0410 


. C12 . Ol 


.gs 


Method 


GENSCAN 


= y 


Start 


24 








End 


641 


f i 


GI 


none 








Score 


.84 




Exons 


2 4. .641 














Seq. No. 


39268 








Seq. ID 


OJ000228_07.0410.C12 




Gene No. 


81001 








Strand 




= 


Start 


24 








End 


717 


~ sr. 


Name 


OJ000228 07 


.0410 


.C12.ol 


. urn 


Method 


TBLASTX: Maize 




Start 


216 








End 


717 


= ; 


GI 


none 








Score 


262 ■ 




Exons 


216. .344, 219. .509, 219 


. .JOl/ 


221. .583 


, 528. .716, 591. .716, 


_ 




631. .717 












ii 

r ^ 


Seq. No. 


39269 








Seq. ID 


OJ000228_07 .0410.C13 




Gene No. 


81002 








Strand 


+ 




Start 


882 








End 


3754 




Name 


OJ000228 07 


.0410 


.C13.ol 


. gs 


Method 


GENSCAN 




Start 


882 








End 


3754 




GI 


none 








Score 


.66 




Exons 


882. .1044, 


1176. 


.1382, 


o o o *a 
ZZo3 . . 


2306, 2384. .2530, 2836. .2886, 






2938. .2984, 


3647 


. .3754 










Seq. No. 


39269 








Seq. ID 


OJ000228_07 .0410.C13 




Gene No. 


81003 








Strand 






O Lai L 


2130 








End 


2281 




Name 


OJ000228 07 


.0410 


,C13.o2 


.gp 


Method 


AAT/GAP 




Start 


2130 








End 


2281 




GI 


2800454 








Score 


251 




Exons 


2130. .2281 














Seq. No. 


39269 








Seq. ID 


OJ000228_07 .0410.C13 



39091 




Gene No. 


81004 








Strand 






Start 


ZooZ 








End . 


2828 




Name 


/■ntaaaooo a ~7 
OovvOZZo U / 


. U4 1U 


. L- JL J . OZ 


-i- « 

. LIU 


Method 


TBLASTX: 


rial C 


Start 


ZooZ 








End 


2828 




GI 


none 








Score 


192 




Exons 


Z 5oZ . . ZddZ, 




. . Z 0 H 1 , 


971 Q 


.2826, 2731.. 2826, 




Seq. No. 


39269 








Seq. ID 


OJ000228 


_07.0410.C13 


Gene No. 


81005 








Strand 






Start 


oco 1 

Jbo 1 








End 


3761 




Name 


/-\taaaooq m 
VukjvVZZo U / 


n /i i r> 
. U 4 I U 


.Lij . Ol 


. r.m 


Method 


TBLASTX: 


Ma \ "7 c* 

rial lc 


Start 


Job 1 








End 


^7 61 




GI 


none 








Score 


215 




Exons 


•3CQ1 ^ 7 c; 7 




Tic.! 


J J 3X • 


.3761 






Seq. No. 


39270 








Seq. ID 


OJ000228 


07 0410 C14 


Gene No . 


81006 








Strand 


- 




Start 


3946 








End 


5632 




Name 


OJ000228 07 


. 0410 


.C14 .ol 


.gp 


Method 


AAT/GAP 




Start 


3675 








End 


4769 




GI 


2595 4.R1084 






Score 


1916 




Exons 


3675. .4246, 


4342 


. .4769 










GI Descrip. 


'3258575 7. 


0e-10 


(U89959) Hypothetical 


protein 


I r\L aUIUUpolo 




thaliana] * 














Seq. No. 


39270 








Seq. ID 


OJ000228 


_07.0410.C14 


Gene No. 


81006 








Strand 






Start 


394 6 








End 


5632 




Name 


(J J \jkJ\JZZo U / 


. U 4 1 u 


.C14.o3 


. tm 


Method 


TBLASTX : 


rial c. fci 


Start 


3848 








End 


4226 




GI 


none 








Score 


124 




Exons 


3848. .3886, 


3981 


. .4079, 


3982. 


.4074, 4083.. 4226, 


409^ 4??4 


Seq. No. 


39270 








Seq. ID 


OJ000228 


_07.0410.C14 


Gene No. 


81006 








Strand 






Start 


3946 








End 


5632 




Name - 


OJ000228 07 


.0410 


.C14 .o2 


.gs • 


Method 


GENSCAN 




Start 


3946 








End 


5425 




GI 


none 








Score 


.86 




Exons 


3946. .4226, 


4342 


. .5425 










Seq. No. 


39270 








Seq. ID 


OJ000228 


_07 .0410.C14 


Gene No. 


81006 








Strand 






Start 


3946 








End 


5632 




Name 


OJ000228 07 


.0410 


,C14.o2 


. tw 


Method 


TBLASTX: 


VVlHsCl u 


Start 


3978 








End 


4182 




GI 


none 








Score 


253 




Exons 


3978. .4181, 


3982 


. .4182 










oeq. no. 


39270 








Seq. ID 


OJ00022E 


07 . 0410 . C14 


Gene No. 


81006 








Strand 






Start 


3946 








End 


5632 




Name 


OJ000228 07 


.0410 


.C14 .ol 


.np 


Method 


AAT/NAP 




Start 


3987 








End 


5488 




GI 


3258575 








Score 


1256 . 




Exons 


3987. .4246, 


4342 


. .5488 











GI Descrip. (U89959) Hypothetical protein [Arabidopsis thaliana] 

39092 




Seq. No. 


39270 








Seq. ID 


OJ000228_07.0410.C14 


Gene No. 


81006 








Strand 




Start 


3946 








End 


5632 


Name 


OJ000228_07 . 


0410 


.C14 .o3 


ts 


Method 


TBLASTX : Soybean 


Start 


4044 








End 


424 8 


GI 


none 








Score 


137 


Exons 


4044 . .4247, 


4054 


. .4248 








Seq. No. 


39270 








Seq. ID 


OJ000228_07.0410.C14 


Gene No. 


81006 








Strand 




Start 


3946 








End 


5632 


Name 


OJ000228_07 


0410 


. C14 . ol 


ts 


Method 


TBLASTX : Soybean 


Start 


4419 








End 


4 669 


GI 


none 








Score 


156 


Exons 


4419. . 4619, 


4421 


. . 4669 








Seq. No. 


39270 








Seq. ID 


OJ000228_07.0410.C14 


Gene No. 


81006 








Strand 




Start 


3946 








End 


5632 


Name 


OJ000228_07 


0410 


.C14 .o4 


tm 


Method 


TBLASTX : Maize 


Start 


4421 








End 


4 658 


GI 


none 








Score 




Exons 


4421. .4615, 


4431 


. .4658 








Seq. No. 


39270 








Seq. ID 


OJ000228_07.0410.C14 


Gene No. 


81006 








Strand 




Start 


3946 








End 


5632 


Name 


OJ000228 07 


0410 


.C14 .ol 


. tm 


Method 


TBLASTX : Maize 


Start 


4683 








End 


5188 


GI 


none 








Score 


102 


Exons 


4683. .4781, 


4685 


. .4798, 


4811 . 


.4867, 4862. .5188, 4877. .4990, 




4878 . . 5186 












Seq. No. 


39270 








Seq. ID 


OJ000228_07. 0410. C14 


Gene No. 


81006 








Strand 




Start 


3946 








End" 


5632 


Name 


OJ000228_07 


. 0410 


. C14 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5199 








End 


5506 


GI 


none 








Score 


341 


Exons 


5199. . 5489, 


5199 


. .5483, 


5201 . 


.5506 




Seq. No. 


39270 








Seq. ID 


OJ000228_07.0410.C14 


Gene No. 


81006 








Strand 




Start 


3946 








End 


5632 


Name 


OJ000228_07 


. 0410 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5202 








End 


5506 


GI 


none 








Score 


136 


Exons 


5202 . . 5483, 


5204 


. . 5506, 


5207 . 


.5347, 5208. .5483 


Seq. No. 


39270 








Seq. ID 


OJ000228_07 . 0410 . C14 


Gene No. 


81006 








Strand 




Start 


3946 








End 


5632 


Name 


OJ000228 07 


.0410 


.C14.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


5210 








End 


5468 


GI 


none 








Score 


42 


Exons 


5210. .5239, 


5210 


. .5296, 


5294. 


.5464, 5298. .5468 



39093 



Seq. No. 


39270 






Seq. ID 


OJ000228_07.0410.C14 


Gene No. 


81006 






Strand. 




Start 


3946 






XT' — —3 

hna 




Name 


OJ000228_07 . 


0410 . C14 .ol . 


tc 


Metnoa 


mnj 7\ C T 1 V • >-q c? 

1 bJ_i/\o 1 a . L,ress 


Start 


5315 






bna 


Q. A Q A 


GI 


none 






Score 


Id / 


Exons 


5315 . .54 94, 


ooly . . 54 bo 








Seq. No. 


39270 






Seq. ID 


rnnnn99ft ni ndin rid 

\Ju U U.U Z Z O \J 1 . U41U 


Gene No. 


81006 






Strand 




Start 


3946 






End 


5632 


Name 


OJ000228 0 / . 


04 1U . CI 4 . Oz . 


gp 


Method 




Start 


5331 






End 




GI 


428917 






Score 


DO/ 


Exons 


5331 . . 5632 










GI Descrip. 


3258575 7 . Oe 


-iu (Uoyyoy) 


Hypothetical 


protein [HraDiuopbib 




thaliana] 










Seq. No. 


39271 






Seq. ID 


OJ000228_07.0410.C15 


Gene No. 


81007 






Strand 


+ 


Start 


1 






End 


108 


Name 


OJ000228 07. 


0410.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


108 


GI 


LIB3477-003- 


■P1-K1-E9 




Score 


169 


Exons 


1. .108 











GI' Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


39272 




Seq. ID 


OJ000228_ 


_07. 


0410 


.C16 


Gene No. 


81008 




Strand 


+ 








Start 


416 




End 


565 








Name 


OJ000228 


07.0410.C16.ol.gs 


Method 


GENSCAN 








Start 


416 




End 


565 








GI 


none 




Score 


.73 








Exons 


416. .565^. 














Seq. No. 


39273 




Seq. ID 


OJ000308 


_05. 


0406 


.C3 


Gene No. 


81009 




Strand 


+ 








Start 


757 




End 


1376 








Name 


OJ000308 


05.0406.C3.ol.gs 


Method 


GENSCAN 








Start 


757 




End 


1376 








GI 


none 




Score 


.54 








Exons 


757. .871, 


1361. .1376 












Seq. No. 


39273 




Seq. ID 


OJ000308 


_05. 


0406 


.C3 


Gene No. 


81009 




Strand 


+ 








Start 


757 




End 


1376 








Name 


OJ000308 


05.0406.C3.ol.gp 


Method 


AAT/GAP 








Start 


802 




End 


1218 








GI 


3760700 




Score 


595 








Exons 


802. .871, 


949. .1218 












Seq. No. 


39273 




Seq. ID 


OJ000308 


_05. 


0406 


.C3 


Gene No. 


81010 




Strand 


+ 








Start 


3421 




End 


5092 









39094 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000308_05 . 0406 . C3 . o2 . gs Method GENSCAN 

3421 End 5092 

none Score .85 

3421. .4071, 4165. .4450, 4536. .5092 



39273 Seq. ID 

81010 Strand 

3421 End' 

OJ000308_05.0406.C3.o2.np Method 

3436 End 

7140936 Score 

3436. .3756, 3790. .4071, 4165. .4450, 



OJ000308_05.0406.C3 
+ 

5092 
AAT/NAP 
5089 
1632 
4536. .5089 



(AF182039) ammonium transporter [Arabidopsis thaliana] 



39273 Seq. ID 

81011 Strand 

7563 End 

OJ000308_05.0406.C3.o4 ,gs Method 

7563 End 

none Score 

7563. .7667, 8669. .8848 



OJ000308_05.0406.C3 
+ 

9005 
GENSCAN 
.8848 
.79 



Seq. No. 


39273 


Gene No. 


81011 


Start 


7563 


Name 


OJ000308 05.0406.C3.o3. 


Start 


7833 


GI 


6539588 


Exons 


7833. .7859, 8575. .8848, 


GI Descrip. 


(AP000837) hypothetical 


Seq. No. 


39273 


Gene No. 


81012 


Start 


6605 


Name 


OJ000308 05.0406.C3.o3. 


Start 


527 


GI 


none 


Exons 


527*. .652, 528. .656, 537 



950. .1123, 953. .1123 



Seq. ID OJ000308_05.0406.C3 

" Strand ■ + 

End 9005 

np Method AAT/NAP 

End 9005 

Score 249 
8925. . 9005 

protein [Oryza sativa] 

Seq. ID OJ000308_05.0406.C3 
Strand 

End 7 4 35 

tm Method TBLASTX : Maize 

End 1123 

Score 181 
..659, 755.-865, 756. .869, 767. .874, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



39273 
81012 
6605 

OJ000308_05.04 06.C3.ol.tc 

594 
none 



39273 
81012 
6605 

OJ000308_05.0406.C3.o3.tc 

934 

none 

934. .1137, 950. .1159 
39273 



Seq. ID OJ000308_05.0406.C3 
Strand 

End 7 4 35 

Method TBLASTX : Cress 

End 881 

Score 104 



594. .656, 596.-655, 755. .874, 756. 



Seq. ID OJ000308_05.0406.C3 
Strand 

End 7435 

Method TBLASTX: Cress 

End 1159 

Score 189 



Seq. ID OJ000308_05.0406.C3 



39095 




Gene No. 


81012 








Strand 




Start 


6605 








End 


7435 


Name 


OJ000308__05 . 


0406 


C3 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3439 








End 


4464 


GI 


none 








Score 


822 


Exons 


3439. .4083, 


3459 


. 3794 , 


3876. 


.4073, 4164. .4415, 4165. .4206 




4279 . .4416, 


4408 


. 44 64 








Seq. No. 


39273 








Seq. ID 


OJ0003Uo UD.U4Uo.Co 


Gene No. 


81012 








Strand 




Start 


6605 








End 


7435 


Name 


OJ000308_05 . 


0406 


C3.ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3466 








End 


3903 


GI 


none 








Score 


444 


Exons 


3466 . . 3903, 


3484 


. . 3735 








Seq. No. 


39273 








Seq. ID 


OJ000308_05.0406.C3 


Gene No. 


81012 








Strand 




Start 


6605 








End 


7435 


Name 


OJ000308 05. 


0406 


. C3 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4017 








End 


4383 


GI 


none 








Score 


105 


Exons 


^4017 . . 4073, 


4018 


. . 4083, 


4158 . 


.4226, 4164. .4382, 4279. .4383 


Seq. No. 


^■■^ ' 
39273 








Seq. ID 


OJ000308_05.0406.C3 


Gene No. 


81012 








Strand 




Start 


6605 








End 


7435 


Name 


OJ000308JD5. 


0406 


.C3.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4180 








End 


4467 


GI 


none 








Score 


51 


Exons 


4180 . . 4230, 


4182 


. . 4223, 


4185 . 


.4451, 4279..4467, 4330. .4467 


Seq. No. 


39273 








Seq. ID 


OJ000308_05.0406.C3 


Gene No. 


81012 








Strand 




Start 


6605 








End 


7435 


Name 


OJ000308_05 . 


0406 


. C3 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


4191 








End 


4457 


GI 


none 








Score 


169 


Exons 


4191. . 4457 , 


427 9 


A A a o 








Seq. No. 


39273 








Seq. ID 


OJ000308_05.0406.C3 


Gene No. 


81012 








Strand 




Start 


6605 








End 


7435 


Name 


OJ000308 05. 


0406 


. C3 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


4510 








End 


4875 


GI 


none 








Score 


443 


Exons 


4510 . .4875, 


4532 


. .4873 








Seq. No. 


39273 








Seq. ID 


OJ000308_05.0406.C3 


Gene No. 


81012 








Strand 




btart 


DOUj 








End' 


7435 


Name 


OJ000308 05. 


0406 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4531 








End 


4773 


GI 


none 








Score 


298 


Exons 


4531. .4773, 


4532 


. .4771 








Seq. No. 


39273 








Seq. ID 


OJ000308_05.0406.C3 



39096 





Gene No. 


81012 


Strand 








Start 


6605 


End 


/4 jo 






Name 


OJ000308 05 . 04 06 . C3 . o3 . ts 


Method 


TBLASTX : Soybean 






Start 


4775 


End 


Dl4 U 






GI 


none 


Score 


24 4 






Exons 


jitic Anon c n en ci/in / 

4775. .498/, ouoo..ol4U 










Seq. No. 


39273 


Seq. ID 


OJ000308_05.0406. 


C3 




Gene No. 


81012 


Strand 








Start 


6605 


End 


1 A O C 






Name 


OJ000308 05 . 0406 . C3 . o3 . gs 


Method 


/"-• T - 1 XI O 7\ XT 

GENSCAN 






Start 


6605 


End 


/4 Jo 






GI 


none 


Score 


. o 9 






Exons 


6605 . . /4 Jo 










Seq. No. 


39274 


Seq. ID 


OJ000308_05.0406. 


C4 




Gene No. 


81013 


Strand 


+ 






Start 


458 


End 


oUl 






Name 


OJ000308__05 . 04 06 . C4 . ol . gs 


Method 


GENSCAN 






Start 


458 


End 


601 






GI 


none 


Score 


. 92 






Exons 


458 . . 601 








C3 


Seq. No. 


39.274 


Seq. ID 


OJ000308_05.0406. 


C4 


% z£ 


Gene No. 


81014 


Strand 






L • : 


Start 


1376 


End 


o n o c 

2085 






Name 


OJ000308_05 . 04 06 . C4 . o2 . gs 


Method 


GENSCAN 




=-_J 


Start 


1376 


End 


2085 






GI 


none 


Score 


. 65 




: ^ 


Exons 


1376. .1487, 1958. .2085 








s ; : 
: : 3 


Seq. No. 


39275 


Seq. ID 


OJOOUoUo UO.U4UD. 






Gene No. 


81015 


Strand 


+ 






Start 


1931 


End 


4201 




%=? 


Name 


OJ000308 05.0406.C5.ol.gp 


Method 


AAT/GAP 






Start 


1931 


End 


2357 






GI 


uC-osflm202l08a05bl 


Score 


818 • 




'\J 


Exons 


1931. .2357 










GI Descrip. 


'3395443 1.0e-34 (AC004683) 


putative ■ 


ammonium transporter, 


f ~: 




partial [Arabidopsis thaliana] ' 








Seq. No. 


39275 


Seq. ID 


OJ000308_05.0406, 


,C5 




Gene No. 


81015 


Strand 


+ 






Start 


1931 


End 


4201 






Name 


OJ000308 05.0406.C5.ol.gs 


Method 


GENSCAN 






Start 


1974 


End 


4201 






GI 


none 


Score 


1 






Exons 


1974. .2624, 3178. .3463, 3645 


. .4201 








Seq. No. 


39275 


Seq. ID 


OJ000308_05.0406. 


.C5 




Gene No. 


81015 


Strand 


+ 






Start 


1931 


End 


4201 






Name 


OJ000308 05.0406.C5.ol.np 


Method 


AAT/NAP 






Start 


1989 


End 


4198 






GI 


7140936 


Score 


1658 






Exons 


1989.. 2309, 2343.-2624, 3178 


. .3463, 3645. .4198 






GI Descrip. 


(AF182039) ammonium transporter [Arabidopsis thaliana] 





39097 




Seq. No. 


39275 




Seq. ID 


OJ000308_ 


05. 0406. C5 


Gene No. 


81016 




Strand 


+ 




Start 


4679 




End 


5034 




Name 


OJ000308_05 . 0406 . 


C5.o2.gp 


Method 


AAT/GAP 




Start 


4679 




End 


5034 




GI 


LIB3431-055-P1-N1 


-B2 


Score 


672 




Exons 


4 6/9. . oU .34 










GI Descrip. 


f 3068705 6.0e-16. 


(AF049236) unknown [Arabidopsis 


thaliana J 


Seq. No. 


39275 




Seq. ID 


OJ000308_ 


05. 0406. C5 


Gene No. 


81017 




Strand 






Start 


4 84 4 




End 


7767 




Name 


OJ000308_0o . 0406 . 


C5.o2.gs 


Method 


GENSCAN 




Start 


4844 




End 


7767 




GI 


none 




Score 


.78 




Exons 


4844 . . 5041, 6223 . 


.6369, 6465. 


.6727, 7533. .7767 




Seq. No. 


39275 




Seq. ID 


OJ000308_ 


05. 0406. C5 


Gene No. 


81017 




Strand 






Start 


4844 




End 


7767 




Name 


OJ000308 05.0406. 


C5.o2.np 


Method 


AAT/NAP 




Start 


4847 




End 


7746 




GI • 


3068705 




Score 


484 




Exons 


4847. .5041, 6223. 


.6369, 6465. 


.6727, 7590.. -7746 




GI Descrip. 


(AF04 9236) unknown [Arabidopsis thaliana] 




beq. No. 


39275 




Seq. ID'- 


OJ000308_ 


U J • V4UO i 


Gene No. 


81018 




Strand 






Start 


7945 




End 


9499 




Name 


OJ000308 05.0406. 


C5.o3.np 


Method 


AAT/NAP 




Start 


7945 




End 


9499 




GI 


140291 




Score 


151 




Exons 


7945. .8005, 9355. 


. 9499 








GI Descrip. 


HYPOTHETICAL 21.5 


. KD PROTEIN 


(ORF 185) 


gil 825411 


pir | IS05116 



hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 Iprf | 1 1603356AQ ORF 185 [Oryza sativa] 



Seq. No. 39275 Seq. ID OJ000308_05 . 04 06 . C5 

Gene No. 81018 Strand 

Start 7945' End 9499 

Name OJ000308_05 . 04 0 6 . C5 . o4 . np Method AAT/NAP 

Start 7980 End 9499 

GI 140291 Score 152 

Exons 7980.. 8019, 9352.. 9499 

GI Descrip. HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi I 8254 1 1 pir | | S0511 6 
hypothetical protein 185 - rice chloroplast 
gi | 11997 | emb | CAA33958 I (X15901) ORF185 [Oryza sativa] 
gi | 226618 | prf | I1603356AQ ORF 185 [Oryza sativa] 



Seq. No. 39275 Seq. ID 

Gene No. 81019 Strand 

Start 11116 End 

Name OJ000308_05 . 0406 . C5 . o2 . tm Method 

Start 2027 End 

GI none Score 



OJ000308JD5.0406.C5 
12014 

TBLASTX: Maize 

2458 

488 



39098 





Exons 


2027 . . 2458, 


2028 . 


. 2456 










Seq. No. 


39275 








Seq. ID 


OJ000308_05.0406.C5 




Gene No . 


81019 








Strand 






Start 


11116 








End 


12014 




Name 


OJ000308_05 . 


0406 . 


Co . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


2031 








End 


3489 




GI 


none 








Score 


821 




Exons 


2031. .2627, 


2033 . 


.2626, 


3177 . 


.3428, 3178. .3219, 3292. .3429, 






3421 . . 3489 














Seq. No. 


39275 








Seq. ID 


OJ000308_05.0406.C5 




Gene No. 


81019 








Strand 






Start 


11116 








End 


12014 




Name 


OJ000308_05 . 


0406 . 


C5 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


2570 








End 


3396 




GI 


none 








Score 


102 




Exons 


2570 . .2626, 


2571 . 


. 262 / , 


ol / / . 


.3239, 3177.. 3395, 3292.-3396 




Seq. No. 


39275 








Seq. ID 


OJ000308_05.0406.C5 




Gene No. 


81019 








Strand 






Start 


11116 








End 


12014 




Name 


OJ000308_05 . 


0406 . 


C5 . o4 . 


tm 


Method 


TBLASTX: Maize , 




Start 


3193; 








End 


3465 


%J 


GI 


none 








Score 


49 


in 


Exons 


3193. . 3369, 


3195 . 


. 3236, 


3198 . 


.3464, 3292. .3465 


fy 


Seq. No. 


39275 








Seq. ID 


OJ000308_05.0406.C5 




Gene No. 


81019 








Strand 




~ ™ 


Start 


11116 








End 


12014 




Name 


OJ000308_05 


. 0406. 


C5 . ol . 


tc 


Method 


TBLASTX: Cress 


§ y 


Start 


3204 








End 


3480 




GI 


none 








Score 


246 


s 


Exons 


3204 . . 3479, 


3292 , 


. 3480 










Seq. No. 


39275 








Seq. ID 


OJ000308_05.0406.C5 




Gene No. 


81019 








Strand 




t.y 


Start 


-11116 








End 


12014 




Name 


OJ000308_05 


. 0406 


C5 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


3640 








End 


3984 




GI 


none 








Score 


103 




Exons 


3640 . . 3750, 


3640 


. . 3834 , 


oo4 1 . 


.3931, 3898..3984 




Seq. No. 


39275 








Seq. ID 


OJ000308_05.0406.C5 




Gene No. 


81019 








Strand 






Start 


11116 








End 


12014 




Name 


OJ000308_05 


. 0406 


. C5 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3640 








End 


3880 




GI 


none 








Score 


213 




Exons 


3640 . . 3837, 


3641 


. .3880 










Seq. No. 


39275 








Seq. ID 


OJ000308_05.0406.C5 




Gene No. 


81019 








Strand 






Start 


11116 








End 


12014 




Name 


OJ000308 05 


.0406 


.C5.o2 




Method 


TBLASTX: Wheat 




Start 


4814 








End 


6283 




GI 


none 








Score 


53 



39099 






Exons 


4814 . . 4 a /9, 


A O 1 A 

4 o iy 


. 4 o ID, 


A Q A C 

4 o 4b 


..4880, 4E 


380. .4975, 


A ft ft 1 A Q7 Q 

4001 i .4^/./, 






4882 . . 4977, 


4977 


c a a o 

. 5042/ 


a m a 

4 y / y 


..5044, 4982. .5044, 


£917 £9£7 
OZ 1 / . . OZ D / , 






/"ooi toes 

6221 . . 6283 
















Seq. No. 


39275 








Seq. ID 


OJ000308 


fit; CSACsfc pc. 
Ub . U*t U D . l-D 




Gene No. 


81019 








Strand 








Start 


11116 








End 


12014 ' 






Name 


OJ000308 05 


a a a r 

.0406 


C5 . ol . 


tm 


Method 


TBLASTX: 


^ai ze 




Start 


4835 








End 


8095 






GI 


none 








Score 


258 






Exons 


4835 . . 504 4 , 


A o A a 
4 o 4 0 


. . bU4 z , 




. . 6370, 6221. .6370, 


£999 fi^71 
OZZZ. • Dj / If 






6265 . . 6372, 


645 / 


. . o /zy , 


o4 dz 


. . 6728, 6463. .6729, 


Djjj . . O / j / f 






-iron TTA1 

7588 . . 7701 , 


*7 c o ci 

/boy 


. . / 0 /Z , 


/ obZ 


..7717, 7654. .7731, 


7 f\t\A 771 fi 
/ DDI . . / / IDf 






7890 . . 7931, 


"7 O A T 

/ o y l 


t a c a 

. . / 9by , 


/ o yz 


..7945, 7942. .8040, 


7Qco Qf)A A 
1 :7 0 Z . . O U *4 , 






i a c /i O A / Q 

7 954 . . oU4 d, 


oUbU 


. . o Uo b , 


OUDj 


. .8095 








Seq. No. 


39275 








Seq. ID 


OJ000308 


UO . U fl U O . V_,0 




Gene No. 


81019 








Strand 








Start 


11116 








End 


12014 






Name 


OJ00030o Ub 


. U4UO 


. Lb . OZ . 


ts 


Method 


TBLASTX: 


Q s~\ \ t\~\ o a n 
oOyJLJcclil 




Start 


4842 








End 


7713 






GI 


none 








Score 


134 






. Exons 


4842 . . 5042, 


4844 


c A >1 A 

. . 5044 , 


A Q A Q. 

4o4 b 


..5042, 6220. .6372, 


0 4 OZ . . DO Dj , 






6463 . . 6570, 


C c o c 

6bob 


. . D / ZO , 


£T C Q C 

boob 


. . 6729, 7588. .7713 




in 


Seq. No. 


39275 








Seq. ID 


OJ000308 


_05.0406.C5 




Gene No. 


81019 








Strand 








Start 


11116 








End 


12014 






Name 


OJ000308 05 


.0406 


.C5.o3. 


gs 


Method 


GENSCAN 




hi 


Start 


11116 








End 


12014 






GI 


none 








Score 


.68 




= y 


Exons 


11116. .11133, 11769. .12014 










Seq. No. 


39276 








Seq. ID 


OJ000308 


ac C\Ar\c. nc. 




Gene No. 


81020 








Strand 






"Si 


Start 


3958 








End 


4889 




r z 


Name 


OJ000308 05 


.0406 


.C6.ol. 


tm 


Method 


TBLASTX: 


LYla.1 Zc 




Start 


3875 








End 


4613 




S3 


GI 


none 








Score 


87 






Exons 


3875. .3904, 


3936 


. .4058, 


3945 


..4058, 3947. .4465, 


• ^ q ^ £ /infin 






3961. .4464, 


4485 


. .4613, 


4486 


. .4611 








Seq. No. 


39276 








Seq. ID 


OJ000308 


UJ.U4UD.UO 




Gene No. 


81020 








Strand 








Start 


3958 








End 


4889 






Name 


OJ000308 05 


.0406 


,C6.ol. 


np 


Method 


AAT/NAP 






Start 


3958 








End 


4889 






GI 


• 6630685 








Score 


1220 






Exons 


3958. .4889 
















GI Descrip. 


(AP000969) 


Similar to copia- 


type pol 


polyprotein. (AF105716 






[Oryza sativa] 














.Seq. No. 


39276 








Seq. ID 


OJ000308 


_05.0406.C6 




Gene No. 


81020 








Strand 








Start 


3958 








End 


4889 






Name 


OJ000308 05 


.0406 


.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3973 








End 


4604 





39100 




GI none ' Score 65 

Exons 3973. .4197, 4022. .4189, 4231. .4461, 4231. .4464, 4238. .4465, 

4485. .4604 





Seq. No. 


39z / o 






Seq. ID 


OJ000308_05.0406 






Gene No. 


81020 






Strand 








Start 


o y Do 






End 


4889 






Name 


OJUUUoUo Uo 


. U4 U o . 


Lb . Ol . zc 


Method 


TBLASTX: Cress 






Start 


3976 






End 


4434 






GI 


none 






Score 


68 






Exons 


jy lb . . 4zzl, 


a n O Q 
4 Uzo . 


. 4 1 yo , 4ZU / . 


.4341, 4345. .4434 






Seq. No. 








Seq. ID 


OJ000308_05.0406 


• V-/ o 




Gene No. 


81020 






Strand 








Start 


-DQCQ 






End 


4889 






Name 


(JJUUUjUo Uj 


. U 4 U b 


Lb. oi . lw 


Method 


TBLASTX: Wheat 






Start 


4009 






End 


4425 






GI 


none 






Score 


57 






Exons 


4 uuy . . 4 i y / , 


/ n o o 


.4141, 4 Z 1 b . 


.4425, 4220. .4321 






Seq. No. 


3927 6 






Seq. ID 


OJ000308_05.0406 


.LD 




Gene No. 


81020 






Strand 


- 






Start 


o n c o 

3958 






End 


4889 






Name 


OJ000308_05 


.04 06 


Co . 02 . tm 


Method 


TBLASTX: Maize 






Start 


4 614 






End 


4806 




J & 


GI 


none 






Score 


196 




; jjj 


Exons 


4614. .4805, 


4615 


.4806 








f 1 


Seq. No. 


39277 






Seq. ID 


OJ000308_05.0406 


. u / 




Gene No. 


81021 






Strand 


+ 




* =? 


Start 


3845 






End 


6106 




fjj 


Name 


OJ0003Uo_0o 


.0406 


.C7.o4 .np 


Method 


AAT/NAP 






Start 


Jo 4 D 






End 


6106 






GI 


b / ZlOlb 






Score 


560 






Exons 


3845. .4081, 


4492 


..4823, 6076. 


.6106 








GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


O O O T T 

oyz / / 






Seq. ID 


OJ000308_05.0406 






Gene No. 


o LVZZ 






Strand 






i. _= 
f 1 


Start 


1 






End 


3616 






Name 


OJUUUJUo Uo 


.0406 


.C7.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


1548 






GI 


4416302 






Score 


1436 






Exons 


1. .1548 














GI Descrip. 


(AF105716) 


copia- 


-type pol polyprotein 


[Zea mays] 






Seq. No. 


39277 






Seq. ID 


OJ000308_05.0406 


Cl 




Gene No. 


81022 






Strand 








Start 


1 






End 


3616 






Name 


OJ000308 05 


.0406 


.C7 .ol. tm 


Method 


TBLASTX: Maize 






Start 


100 






End 


960 






GI 


none 






Score 


48 






Exons 


100. .288, 172. .210, 271. .888, 


272. .889 


, 887. .934, 889.. 


960 




Seq. No. 


39277 






Seq. ID 


OJ000308_05.0406 


.C7 




Gene No. 


81022 






Strand 








Start 


1 






End 


3616 





39101 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000308_05 . 0406 . C7 . o3 . tw Method TBLASTX : Wheat 

283 End 537 

none Score 60 

283. .453, 285. .443, 307. .444, 469.-537 



39277 
81022 • 
1 

OJ000308_05. 04 06.C7 .ol.ts 

319 

none 

319. .780, 371. .523, 590. .709 

39277 
81022 
1 

OJ000308_05.04 06.C7.ol.tc 

322 

none 

322. .735 

39277 
81022 
1 

OJ000308_05- 0406.C7 .ol.tw 

622*" 
none 



Seq. ID OJ000308_05. 0406.C7 
Strand 

End 3616 

Method TBLASTX : Soybean 

End 780 

Score 55 



Seq. ID OJ000308_05. 0406.C7 
Strand 

End 3616 

Method TBLASTX : Cress 

End 7 35 

Score 196 



Seq. ID OJ000308_05.0406.C7 
Strand 

End 3616 

Method TBLASTX': Wheat 

End 1197 

Score 124 



622. .909, 631. .909, 940. .1197, 949. .1194 



39277 
81022 
1 

OJ000308_05 . 04 06 . C7 . o2 . tm 

965 

none 



Seq. ID OJ000308_05. 0406.C7 
Strand 

End 3616 

Method TBLASTX : Mai ze 

End 1357 

Score 155 



965. .1237, 967. .1233, 1044. .1238, 1046. .1237, 1226. .1357, 
1228.. 1356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ000308_05.0406.C7 
Strand 

End 3616 

Method TBLASTX : Wheat 

End 1584 

Score 93 



39277 
81022 
1 

OJ000308_05.0406.C7.o2.tw 
1267 
none 

1267.. 1584, 1349.. 1570 

39277 
81022 
1 

OJ000308_05 . 04 06 . C7 . o3 . tm 
1360 
none 

1360. .1599, 1367. .1495, 1523. .1591, 1626. .1718, 1628. .1720 



Seq. ID OJ000308_05.0406.C7 
Strand 

End 3616 

Method TBLASTX : Mai ze 

End 1720 

Score 82 



39277 
81022 
1 



Seq. ID OJ000308_05. 0406.C7 
Strand 

End 3616 



39102 




Name 


OJ000308_05 


. 0406 . C7 . oZ . ts 


Method 


TBLASTX: Soybean 




Start 


1435 




End 


3616 




GI 


none 




Score 


75 




Exons 


1435 . . 1488 , 


1 C 1 O 1 C T O 1 COO 

1513 . . 15 /o , lb^o 


..1690, 3098. .3430, 3494. .3616 


Seq. No. 


39277 




Seq. ID 


OJ000308._05.0406 


.C7 


Gene No. 


81022 




Strand 






Start 


1 




End 


3616 




Name 


OJ000308_05 


. 04 Ob . C / . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


3194 




End 


3577 




GI 


none 




Score 


39 




Exons 


Ji y4 . . J4 JO, 


■dooo 


..3577, 3494.. 3577 




Seq. No. 


39278 




Seq. ID 


OJ000308_05.0406 


.C8 


Gene No. 


81023 




Strand 


+ 




Start 


206 




End 


424 




Name 


OJ000308_05 


. 04 (Jo . Co . oi . gs 


Method 


GENSCAN 




Start 


206 




End 


424 




GI 


none 




Score 


.71 




Exons 


OA/" A A A 

206 . . 4 z4 










Seq. No. 


39278 




Seq. ID 


OJ000308_05.0406 


.C8 


Gene No. 


810z4 




Strand 






Start 


1 




End 


2424 




Name 


OJ000308 05 


.0406.C8.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2424 




GI 


2708709 




Score 


104 




Exons 


1..287, 418 


..539, 597. .855, 


2380. .2424 






GI Descrip. 


(AF038575) 1 


Wiskott-Aldrich Syndrome protein homolog 






[Schizosaccharomyces pombe] 








Seq. No. 


39278 




Seq. ID 


OJ000308_05.0406 


.C8 


Gene No. 


81024 




Strand 






Start 


1 




End 


2424 




Name 


OJ000308 05 


.0406.C8.o2.gs 


Method 


GENSCAN 




Start 


731 




End 


879 




GI 


none 




Score 


.94 





Exons 731.. 879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39279 Seq. ID 

81025 Strand 

13308 End 

OJ000308_05 . 04 06 . C9 . o2 . gs Method 

13308 End 

none Score 
13308. .13877 



OJ000308_05.0406.C9 
+ 

13943 
GENSCAN 
13877 
.98 



Seq. ID 

Strand 

End 

Method 

End 

Score 



39279 
81025 
13308 

OJ000308__05.04 06.C9.o2.np 
13324 
3790573 
13324 13477, 13544. .13943 

(AF078824) RING-H2 finger protein RHA3a [Arabidopsis thaliana] 
gi|4914367|gb|AAD32903.1|AC007584_l (AC007584) putative RING 
zinc finger protein [Arabidopsis thaliana] 



OJ000308 
+ 

13943 
AAT/NAP 
13943 
190 



05. 0406. C9 



39103 





Seq. No. 


39z /y 




Seq. ID 


OJ000308_ 








Gene No. 


81026 




Strand 


+ 








Start 


31409 




End 


37588 








Name 




. o5 . gs 


Method 


GENSCAN 








Start 






End 


37588 








GI 


none 




Score 


.62 








Exons 




■51 OCA 

. . jIo DU, 


32040. .32092, 33303. 










-30CQO ^TCTQ ^^TfiQ 


• . J j y J o , 


34189. .35161, 35742. 


. 36043, 








oTiri'J ^T^m ^1A1R 


. . J / jOO 












Seq. No. 


39279 




Seq. ID 


OJ000308_ 


05.0406 


.C9 




Gene No . 


qi noi 




btranu 


r 








Start 


JOJJ / 






JO H DO 








Name 


UJUUUJUo UD.UfiUD.^y 


. o o . gs 


Method 


PPMCrTlM 








Start 


JOJJ / 




End 


oo4 00 








GI 


none 




Score 


Q 1 
. o I 








Exons 


OOJJ / . . O 0 3 ± U , OOftDfl 


-JOyl CLC. 
. . J040D 












Seq. No. 


39279 




Seq. ID 


OJ000308_ 


05.0406 


-C9 




Gene No . 






Strand 


+ 








Start 


4 zouy 




End 


42771 








Name 


CJJUUUJUo U 0 . U4UD. tl? 


. o2 . gp 


Method 


AAT/GAP 








Start 


4 2ooy ./ 




End 


.42771 






. ~ : 


GI 


22 / oU J4 




Score 


230 








Exons 


42509 .. 4zoou, 4zoo/ 


. . / / 1 










I Lj: 


Seq. No. 


39279 




Seq. ID 


OJ000308_ 


05.0406 


.C9 


" ~ 


Gene No. 


81029 




Strand 










Start 


3003 




End 


4773 








Name 


OJ000308 05. 0406. C9 


. ol.np 


Method 


AAT/NAP 








Start 


3003 




End 


4773 






5 


GI 


6523044 




Score 


152 






r ~ 


Exons 


3003. .3094, 3172. .3398, 4738. .4773 








~ 'si 


GI Descrip. 


(AL132976) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


39279 




Seq. ID 


OJ000308_ 


_05.0406 


.C9 




Gene No. 


81030 




Strand 










Start 


16349 




End 


23222 








Name 


OJ000308 05. 0406. C9 


. o3 . gs 


Method 


GENSCAN 








Start 


16349 




End 


23197 








GI 


none 




Score 


.64 








Exons 


16349. .16483, 17041 


. .17127, 


17802. .18159, 21415. 


.21554, 








21607. .21879, 22201 


. .22372, 


22521. .23197 








Seq. No. 


39279 




Seq. ID 


OJ000308_ 


_05.0406 


. C9 




Gene No. 


81030 




Strand 










Start 


16349 




End 


23222 








Name 


OJ000308 05. 0406. C9 


. o3 . np 


Method 


AAT/NAP 








Start 


17808 




End 


23113 








GI 


6598934 




Score 


1041 








Exons 


17808. .18159, 21415 


. .21545, 


21652. .21887, 22209 


.22372, 








22521. .22696, 22961 


. .23113 












GI Descrip. 


(AC018721) unknown 


protein 


[Arabidopsis thaliana] 






Seq. No. 


39279 




Seq. ID 


OJ000308_ 


_05.0406 


.C9 




Gene No. 


81030 




Strand 









39104 




Start 


1 C 1 A Q 

i dj4 y 






90999 

Z JZ Z Z 






Name 


OJOOUJUo UD.U4Ub.cy. 


ol.gp 


Method 








Start 


zz 94 1 




kna 


90999 






GI 


C /" O Ci O fl 

568939 




Score 


0 4 D 






Exons 


zz y4 i . . zozzz 












Seq. No. 


o n o *7 o 

39279 




Seq. ID 


OJ000308 


Uj . U4 U D . 


PQ 


Gene No. 


81031 




Strand 








Start 


25930 




End 


31035 






Name 


ujuuujuo UD.u^UD.uy. 


o4 . gs 


Method 


GENSCAN 






Start 


o c n o n 
25930 




End 


31035 






GI 


none 




Score 


.47 






Exons 


25930 .. z oil / , z/zz4. 


. Z 1 4 IZ , 


29260. .29343, 29345 


9 Q A A H 

. . z y 4 4 u , 






ZyoUo. . OU± / O , jU^t J*l . 


^n^7 ^ 

. jUJ / J/ 


31000. .31035 






Seq. No. 


39279 




Seq. ID 


OJ000308 


_05.0406 


C9 


Gene No. 


81032 




Strand 








Start 


48725 




End 


52656 






Name 


OJ000308 05. 0406. C9. 


o7 . ts 


Method 


TBLASTX: 


ooyjjcan 




Start 


3249 




End 


3401 






GI 


none 




Score 


76 






Exons 


3249.. 3401, 3250.. 3324, 3351 


. .3389 








Seq. No. 


39279 




Seq. ID 


OJ000308 


Uj . U 4 U O 


uy 


Gene No. 


81032 




Strand 








Start 


48725 




End 


52656 






Name 


OJ000308 05. 0406. C9. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


17811 




End 


21729 






GI 


none 




Score 


213 






Exons 


17811. .18029, 17815. 


.18015, 


18027. .18155, 18037 


1 q i r a 






21414 . .21545, 21415. 


.21546, 


21667. .21729 






Seq. No. 


39279 




Seq. ID 


OJ000308 


OR C\ a n & 
UD . U 4 U O 


P Q 


Gene No. 


81032 




Strand 








Start 


48725 




End 


52656 






Name 


OJ000308 05. 0406. C9. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


17811 




End 


' 22344 






GI 


none 




Score 


187 






Exons 


17811. .18017, 17821. 


.18015, 


18033. .18161, 18106 


. . lolDJ, 






21358. .21573, 21417. 


.21572, 


21665. .218 


80, 21682 


0 1 P ft 9 
. . z ± 0 0 z , 






22204 . .22344, 22211. 


.22342 










Seq. No. 


39279 




Seq. ID 


OJ000308 


JDS. 0406 


.C9 


Gene No. 


81032 




Strand 








Start 


48725 




End 


52656 






Name 


OJ000308 05. 0406. C9. 


o3.tc 


Method 


TBLASTX: 


Cre s s 




Start 


21414 




End 


21871 






GI 


none 




Score 


172 






Exons 


21414 . .21545, 21677. 


.21871, 


21679. .21870 






beq. No. 


39279 




Seq. ID 


OJ000308 


OS 0406 


. C9 


Gene No. 


81032 




Strand 








Start 


48725 




End 


52656 






Name 


OJ000308 05. 0406. C9. 


o2! tw 


Method 


TBLASTX: 


Wheat. 




Start 


21683 




End 


22564 






GI 


none 




Score 


200 






Exons 


21683. .21880, 21685. 


.21885, 


22238. .22381, 22243 


. .22374, 





39105 






22517. 


.22564, 22521. 


. 22562 








O c q • IN vJ • 


39279 






Seq. ID 


OJ000308_05.0406. 


C9 


Gene No. 


81032 






Strand 






Start 


48725 






End 


52656 




Name 


OJ000308 05. 0406. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


22397 






End 


22724 




GI 


' none 






Score 


191 




Exons 


22397. 


.22492, 22515. 


.22724, 


22515. .22637, 22517. .22711 




Cart Kf/-\ 
O t3 (4 • IN U . 


39279 






Seq. ID 


OJ000308_05.0406. 


C9 


Gene No. 


81032 






Strand 






Start 


48725 






End 


52656 




Name 


OJ000308 05. 0406. C9. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


22539 






End 


22697 




GI 


none 






Score 


146 




Exons 


22539. 


.22697, 22541. 


. 22696 








Seq. No. 


39279 






Seq. ID 


OJ000308_05.0406. 


C9 


belle LNU ■ 


81032 






Strand 






Start 


48725 






End 


■52656 




Name 


OJ000308 05. 0406. C9 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


44424 






End 


44810 




GI 


none 






Score 


125 




Exons 


44424. 


.44504, 44599' 


.44685, 


44603. .44635, "44618 I . 44674 , 






44637. 


.44690, 44739 


.44771, 


44760. .448 


10 




0 e q . IN O . 


39279 






Seq. ID 


OJ000308_05.0406. 


C9 


Gene No. 


81032 






Strand 






Start 


48725 






• End 


52656 




Name 


OJ000308 05. 0406. C9 


08 .tm 


Method 


TBLASTX -.Maize 




Start 


44862 






End 


45065 




GI 


none 






Score 


194 




Exons 


44862 . 


.45065, 44885 


.45025 








Con Mn 


39279 






Seq. -ID 


OJ000308_05.0406. 


C9 


Gene No. 


81032 






•Strand 






Start 


48725 






End 


52656 




Name 


OJ000308 05. 0406. C9 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


45048 






End 


45287 




GI 


none 






Score 


268 




Exons 


4 504 8. 


.45275, 45080 


. . 45286, 


45087. .452 


87 




Seq. No. 


39279 






Seq. ID 


OJ000308_05.0406 


C9 


Gene No. 


81032 






Strand 








48725 






End 


52656 




Name 


OJ000308 05. 0406. C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


45070 






End 


45551 




GI 


none 






Score 


56 




Exons 


45070. 


.45159, 45075 


. .45161, 


4 5080. .4 5163, 45158. .4528 6, 






45159. 


.45278, 45269 


. .45526, 


4 5270. .4 5542, 45280. .4 554 3, 






45280. 


.45531, 45282 


. .45551 








Seq. No. 


39279 






Seq. ID 


OJ000308_05.0406 


C9 


Gene No. 


81032 






Strand 






Start 


48725 






End 


52656 




Name 


OJ000308 05. 0406. C9 


. ol . tw 


Method 


TBLASTX: Wheat 





39106 





Start 


4 5075 




tna 








GI 


none 




Score 


o / o 






Exons 


4 507 5 . . 4 oZo 1 , 4oU//. 


A c: o o "3 










Seq. No. 


39279 




Seq. ID 


OJ000308_05.0406. 


C9 




Gene No. 


81032 




Strand 








Start 


A O "7 O G 

4 o / Zd 












Name 


OJQUU3Uo (JD.U4Ub.Ly. 


■ 

o4 . tc 


ncLflOU 








Start 


45096 




Hina 








GI 


none 




Score 


Z D 1 






Exons 


a c n n a / coon /i G n Q Q 
450yb . . 4 OZo 1 , 4oUyo. 


. 4 OZ / ± 










Seq. No. 


39279 




Seq. ID 


OJ000308_05.0406. 


C9 




Gene No. 


81032 




Strand 








Start 


A Q T O C 

48725 




End 


52656 






Name 


OJOOQoUo U5.U4Uo.Cy. 


o6 . tm 


Method 


TBLASTX: Maize 






Start 


4 5 / o 1 




End 


46096 






GI 


none 




Score 


220 






Exons 


4 0 / 0 1 . . 4 oU y Z , 40 / DO. 


. 4 o y / / f 


4 5928. .4 6095, 4 6028. .4 6096 






Seq. No. 


39279 




Seq. ID 


OJ000308_05.0406. 


C9 




Gene No. 


81032 




Strand 








Start 


48725 




End 


52656 




pes; 


Name 


OJ000308 05/0406. C9. 


o3.gp 


Method 


AAT/GAP 






Start 


48602 




End 


50474 






GI 


2352 1.R1084 




Score 


1312 






Exons 


48602. .48877, 48963. 


.49142, 


49899. .50013, 50290 . . 50* 4 




z jjj 


GI Descrip. 


'3420052 2.0e-81 (AC004680) 


putative ubiqinone reductase 


= r= 




[Arabidopsis thaliana] 1 








* «J 


Seq. No. 


39279 




Seq. ID 


OJ000308_05.0406 


,C9 


i y 


Gene No. 


81032 




Strand 








Start 


48725 




End 


52656 






Name 


OJ000308 05. 0406. C9. 


ol . tc 


Method 


TBLASTX: Cress 






Start 


48725 




End 


49198 




= ? 


GI 


none 




Score 


204 






Exons 


48725. .48889, 48725, 


.48880, 


48726.-48899; 4 8738 . . 4 c « °9, 








48952. .49044, 48954 


.49043, 


48956. .49045, 49044. .4 0, 








49045. .49161, 49061 


.49198 










Seq. No. 


39279 




Seq. ID 


OJ000308_05.0406 


.C9 




Gene No. 


81032 




Strand 




, 3 




Start 


48725 




End 


52656 




Name 


OJ000308 05. 0406. C9 


08 . gs 


Method 


GENSCAN 






Start 


48725 




End 


52617 






GI 


none 




Score 


. 91 






Exons 


48725. . 48877, 49899 


. .50013, 


50290. .50453, 50600. 5, 








50744. .50904, 51250 


. .51466, 


52174. .52617 






Seq. No. 


39279 




Seq. ID 


OJ000308_05.0406 


-C9 




Gene No. 


81032 




Strang 








Start 


48725 




End 


52656 






Name 


OJ000308 05. 0406. C9 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


48725 




End 


49065 






GI 


none 




Score 


183 






Exons 


48725. .48880, 48729 


. .48878, 


4 8957. .4 9058, 4 8958. .4 9065 





39107 



OJ000308 05. 0406. C9 



MetKoci 



Seq. No. 39279 Seq. ID 

Gene No. 81032 Strand 

Start 48725 End 

Name OJ000308_05 . 0406 . C9 . o4 . np 

Start 48728 End 

GI 7432659 Score 

Exons 48728.-48877, 48963 .. 49142, 4 9899 .. 50013, 50290 .. 50453, 

50600. .50665, 50744 .. 50904 , 51250 .. 514 66, 52174.. 52656 

GI Descrip. hypothetical protein F23F1.9 - Arabidopsis thaliana 

gi|3420052|gb|AAC31853.1| (AC004680) putative NADH dehydrogenase 
(ubiquinone oxidoreductase) [Arabidopsis thaliana] 



52656 
AAT/NAP 
52656 
1647 

50290. 
52174. 



Seq. No. 39279 

Gene No. 81032 

Start 48725 

Name OJ000308_05 . 04 06 . C9 . o5 . tm 

Start 48827 

GI none 

Exons 48827. .48880, 4 8828 .. 4 8878 , 
4 9002. .4 9043, 4 9003. .49044, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000308 05. 0406. C9 



52656 

TBLASTX: Maize 
49151 
84 

4 8962. .4 8997, 4 8 963.-48998, 
4 9044 . .49151, 4 9045. .4 914 3 



Seq. No. 


39279 






Seq. ID 


OJ000308_05.0406 


.C9 


Gene No. 


81032 






Strand 






Start 


48725 






End 


52656 




Name 


OJ00030 


8_05.0406.C9. 


oz . tc 


Method 


TBLASTX: Cress 




Start 


50275 






End 


50914 




GI 


none 






Score 


185 




Exons 


50275. . 


50454, 50289. 


. 3 U 4 OZ , 


5058 9. .50666, 50600. . 50 680, 






50732. . 


50914, 50736. 










Seq. No. 


39279 






Seq. ID 


OJ000308_05.0406 


.C9 


Gene No. 


81032 






Strand 






Start 


48725 






End 


52656 




Name 


OJ000308 05. 0406. C9. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


50319 






End 


51383 




GI 


none 






Score 


131 




Exons 


50319. . 


50462, 50335 


.50454, 


50339. .50458, 50589 .. 50 666, 






50600. . 


50689, 50608 


.50673, 


50732. .50905, 50736 .. 50777 , 






50743. . 


50889, 50796 


.50951, 


51230. .51376, 51230 .. 51382 , 






51246. . 


51383, 51252 


.51383 








Seq. No. 


39279 






Seq. ID 


OJ000308_05.0406 


.C9 


Gene No. 


81032 






Strand 






Start 


- 48725 






End 


52656 




Name 


OJ000308 05. 0406. C9 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


52169 






End 


52348 




GI 


none 






Score 


237 




Exons 


52169. . 


52348, 52171 


.52347 








Seq. No. 


39279 






Seq. ID 


OJ000308_05.0406 


.C9 


Gene No. 


81032 






Strand 






Start 


48725 






End 


52656 




Name 


OJ000308 05. 0406. C9 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


52247 






End 


52522 




GI ' 


none 






Score 


331 




Exons 


52247. . 


52522, 52249 


. .52521 









39108 



Seq. No. 


39279 


Seq. ID 


OJ000308_05.0406, 


,C9 


Gene No. 


81032 


Strand 






Start 


4 8725. . 


End 


52656 




Name 


OJOO'03'08 05.0406.C9.o5.ts 


Method 


TBLASTX : Soybean 




Start 


52276 


End 


52468 




GI 


none 


Score 


90 




Exons 


52276.. 52365, 52 276.. 52 4 67, 


52283.. 52468 




Seq. No. 


3,9280 


Seq. ID 


OJ000308_05.0406, 


. C1U 


Gene No. 


81033 


Strand 


+ 




Start 


397 


End 


6739 




Name 


OJ000308 05.0406.C10.ol.np 


. Method 


AAT/NAP 




Start 


397 


End 


3094 




GI 


4115931 


Score 


1859 




Exons 


397 . . 1847, 2879. . 3094 








GI Descrip. 


(AF118223) contains similarity to Guillardia theta ABC 




transporter (GB : AF04 14 68 ) [Arabidopsis 


thaliana] 




Seq. No. 


39280 


Seq. ID 


OJ000308_05.0406, 


.C10 


Gene No ; 


81033 


Strand 


+ 




Start 


397 


End 


6739 




Name 


OJ000308 05.0406.C10.ol.gs 


Method 


GENSCAN 




Start 


432 


End 


6739 




GI 


none 


Score " 


.44 




Exons 


432.. 1847, 4015.. 4119, 4208, 


..4759, 4861. .4958, 5044. .5178, 




5327. .5516, 5621. .6739 








Seq. No. 


39280 


Seq. ID 


OJ000308_05.0406 


.C10 


Gene No. 


81033 


Strand 


+ 




Start 


397 


End 


6739 




Name 


OJ000308 05.0406.C10.ol.gp 


Method 


AAT/GAP 




Start 


906 


End 


1308 




GI 


uC-osflcyp04 4f01bl 


Score 


702 




Exons 


906. . 1308 









GI Descrip. 1 4115931/gb | AAD03441 . 1 | 6.0e-45 (AF118223) contains similarity 
to Guillardia theta ABC transporter (GB: AF041468) [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39280 Seq. ID 

81033 Strand 

397 End 

OJ000308_05 . 04 06 . C10 . o2 . np Method 

4191 End 

5733874 Score 



OJ000308_05. 0406. C10 
+ 

6739 
AAT/NAP 
6727 
1429 



4191. 
5624 , 



.4481, 4593. 
.6727 



.4759, 4861. .4958, 5044. .5178, 5327. .5516, 



GI Descrip. (AC007932) F11A17.8 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308 05. 0406. C10 



39280 
81034 
2923 

OJ000308_05.04 06.C10.o2.gp 
2923 

LIB34 31-011-P1-N1-F11 
2923. .3383 

t 4115931/gb|AAD03441.1| 2.0e-18 (AF118223) contains similarity 
to Guillardia theta ABC transporter (GB: AF041468) [Arabidopsis 



3383 
AAT/GAP 
3383 
918 



39109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



thaliana] 1 

39280 Seq. ID 

'81035 Strand 
6598 End 
OJ000308_05 .04 06. CIO . o3 . gp Method 
6598 " End 
uC-osflM2020116gllal Score 
6598. .6913 

» 5803272/dbj IBAA83582.ll 3.0e-69 (AP000399) ESTs 

AU055950 (S20175) ,C73125 (E2952) , AU055951 ( S20175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa] 1 



OJ000308_05.0406.C10 

6913 
AAT/GAP 
6913 
620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Q Seq. No. 

~2 Gene No. 

}n Start 

l\] Name 

1^ Start 

S3 GI 

ill Exons 



39280 
81036 
7401 

OJ000308_05.04 06.C10.ol .tm 

554 

none 

554. .643, 564. .638, 596. .850, 
1141.. 1617, 1613.. 1774, 1614. 

39280 
81036 
7401 

OJ000308_05. 0406. C10. o4.tc 

654 

none 

654. .869, 662. .868 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000308 05. 0406. C10 



8096 

TBLASTX: Maize 
1775 
58 

621. .899, 833. .1612, 834, 
1775 



1613, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_05. 0406. C10 
8096 

TBLASTX: Cress 

869 

220 





Seq. No. 


39280 


Seq. ID 


OJ000308_05.04 06.C10 




Gene No. 


81036 


Strand 






Start 


7401 


End 


8096 


a. 


Name 


OJ000308 05. 0406. C10. o4 .ts 


Method 


TBLASTX: Soybean 




Start 


662 


End 


953 


: s 
cs 


GI 


none 


Score. 


336 


% =? 


Exons 


662. .883, 669. .953 






.p r=. 

T. ST 


Seq. No. 


39280 


Seq. ID 


OJ000308_05. 0406. C10 


.= cs 


Gene No. 


81036 


Strand 






Start 


7401 


End 


8096 




Name 


OJ000308 05.0406.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


953 


End 


3160 




GI 


none 


Score 


1303 




Exons 


953. .1345, 954. .1850, 1062.. 


1490, 1177 


..1851, 1409. .1858, 






1409. .1849, 2876. .3097, 2902 


. .3096, .2946. .3107, 3089. .3160 




Seq. No. 


39280. 


Seq. ID 


OJ000308_05. 0406. C10 




Gene No. 


81036 


Strand 






Start 


7401 


End 


8096 




Name 


OJ000308 05. 0406. C10. o2. tc 


Method 


TBLASTX: Cress 




Start 


1378 


End 


3097 




GI . 


none 


Score . 


46 




Exons 


1378. .1470, 1401. .1850, 1409 


. .1837-, 1516.. 1851, 1587.. 1850, 






2876. .3097, 2899. .3096 







39110 






Seq. No. 










Seq. ID 


OJ000308_05. 0406. CIO 




Gene No. 


81036 








Strand 






Start 


7401 








• End 


8096 




Name 


nTfinn^na n^ 


D4 Dfi 


n n 04 


tm 


Method 


TBLASTX: Maize 




Start 


1 TOO 

1 / o o 








End 


3207 




GI 


none 








Score 


105 




Exons 


1 TQQ 1 QCfl 

1 / OO . . loOU , 


1 / y u . 


1 fl 4 Q 
. 1 0 4 y , 


9R7 fy 

z 0 / 0 . 


.3127, 2876. .3097, 2877. .3143/ 






Z O / O . • O ± 4 4 f 






3154 . 


.3207 






Seq. No. 


jyzou 








Seq. ID 


OJ000308_05. 0406. CIO 




Gene No. 


81036 








Strand 






Start 


7401 








End 


8096 




Name 


\JO UUU JUO \J *j 


U 4 U U • 


CIO . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


4 IzU 








End 


5146 




GI 


none 








Score 


239 




Exons 


/11 on A A QO 
4 IzU . . 4 4 OZ , 


4 101. 


4 4 R 
. f± ft 0 O / 


4 64 0 
4 O 4 u . 


.4762/ 4669.-4758/ 4851. .4958, 






4fi £A A QRQ 
40D4 . . 4?J^/ 




. 514 5 , 


5087 . 


.5146 






Seq. No. 










Seq. ID 


OJ000308_05. 0406. CIO 




Gene No. 


oIUjD 








Strand 






Start 


7401 








End 


8096 




Name 


OJ000308_05 


.0406. 


ClO.oS. 


ts 


Method 


TBLASTX: Soybean 




Start 


4 1/0 








End 


5695 " 


o 


GI 


none 








Score 


40 




Exons 


41/0. . 4Zj / / 


4zlU . 


4 4 R 9 
. 4 4 0 Z , 


49QR 


.4483/ 4591. .4638/ 4673. .4762, 






4 8 64 . . 4 yob , 


A O O T 

4 0 0 1 . 


. 4 yoo / 


ouy u . 


.5119, 5120. .5170/ 5313. .5549, 


in 




jjjy . . ooz 1 , 


S £91 


■ j 0 _? 0 / 


S69 ^ 


.5694 






Seq. No. 


39280 








Seq. ID 


OJ000308_05.0406.C10 




Gene No. 


81036 








Strand 






Start 


/ 4 u 1 








End 


8096 




Name 


UJUUUOUo uo 


. U4 U O . 


UIU.Oj 


. LC 


Method 


TBLASTX: Cress 


fU 


Start 


a 0 1 n 
4 Z 1 U 








End 


4462 




GI 


none 








Score 


194 




Exons 




4 9QR 


4 469 










Seq. No. 


. 39280 








Seq. ID 


OJ000308_05. 0406. CIO 




Gene No. 


81036 








Strand 






Start 


n a n 1 
/ 4 u 1 








End 


8096 




Name 


UJUUUjUO uo 


0406 

. U4UD 


J. u . uo 




Method 


TBLASTX: Cress 




0 4--, v-t- 

Start 


4 010 








End 


4959 




GI 


none 








Score 


38 




Exons 


4 010. .4000/ 


4 fiRR 
4 0 0 0 


4769 


4 67 9 
4 0 / z • 


.4758/ 4851. .4955/ 4864. .4959 




Seq. No. 


39280 








Seq. ID 


OJ000308_05. 0406. CIO 




Gene No. 


81036 








Strand 






Start 


1 a n 1 
/ 4 u 1 








End 


8096 




Name 


UuUUUOUo uo 


n 4 n 

. U 4 u 0 


pi ft nl 


+-TT1 

. L.IU 


Method 


TBLASTX: Maize 




Start 


0Oz4 








End 


5549 




GI 


none 








Score 


65 




Exons 


O OZ 4 • .03X0/ 


4 

^ 0 1 


RR1 ft 


5328 . 


.5549 






Seq. No. 


39280 








Seq. ID 


OJ000308_05. 0406. CIO 




Gene No. 


81036 








Strand 






Start 


7401 








End 


8096 




Name 


OJ000308 05 


.0406 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5642 








End 


6613 



39111 



GI 


none 








Score 


59 


Exons 


5642 . . 5707 , 




. boo D, 


C T CL a 


.6613, 5974. .6240, 6305. .6607 


Seq. No. 


39280 








Seq. ID 


OJ000308_05. 0406. CIO 


Gene No. 


81036 








Strand 




Start 


7401 








End 


8096 


Name 


OJ000308 05 


a a a c 

04 06. 


C1U . o3 


. ts 


" Method 


TBLASTX: Soybean 


Start 


5726 








End 


6721 


GI 


none 








Score 


137 


Exons 


5726. . 5896, 


5954 . 


. 624 4 , 


5956 . 


.6240, 6275. .6331, 6443. .6721, 




f A A c £ £ a. o 

64 4 0 . . bby J 












Seq. No. 


39280 








Seq. -ID 


OJ000308_05. 0406. C10 


Gene No. 


81036 








Strand 




Start 


7401 








End 


8096 


Name 


OJ00030o Ud 


a a c\ a 
U4Ub . 


LIU . Oj 


. tc 


Method 


TBLASTX: Cress 


Start 


5953 








End 


6676 


GI 


none 








Score 


87 


Exons 


5953. . 5994, 


5954 . 


. 607 0 , 


/~ a a n 
604 9 . 


.6231, 6053.. 6241, 6260..6331, 




6326 . . 6373, 


/" A A O 

644 3. 


raid 
. OD /b, 


C A A C 

644 D . 


.6669 




Seq. No. 


39280 








Seq. ID 


✓■\taaaoao a c c\ a r\ c pi a 


Gene No. 


81036 








Strand 




Start 


7401 








End 


8096 


Name 


OJ000308_05 


. 0406 . 


C 1 0 . o 1 


. tw 


Method 


TBLASTX : Wheat 


Start 


6326 








End 


C H O 1 

O /Zl 


GI 


none 








Score 


53 


Exons 


6326. .6412, 


6443. 


. 6721, 


6445 . 


.6693 




Seq. No. 


39280 








Seq. ID 


/-\ -r/-\ r\ r\ r\ Ci AC C\ A C\ £ (~* ~i A 

OJ000308 05 . U4 U d . C1U 


Gene No. 


81036 








Strand 




Start 


74 01 








bna 


Q A Q fT 


Name 


OJ000308_05 


. 0406 . 


C10 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7401 








End 


8096 


GI 


none 








Score 


332 


Exons 


7401 . . 8096, 


7 411. 


n o o *3 

.7833, 


*7 c a a 


.8096 




Seq. No. 


39280 








Seq. ID 


OJ000308JD5. 0406. C10 


Gene No. 


81036 








Strand 




Start 


n a a "i 
/ 4 Ul 








End 


8096 


Name 


OJ000308_05 


.04 06. 


CIO . OZ 


. gs 


Method 


GENS CAN 


Start 


7 4 01 








End 


8050 


GI 


none 








Score 


. 93 


Exons 


74 01 . . 8050 












Seq. No. . 


39280 








Seq. ID 


OJ000308_05. 0406. C10 


Gene No. 


81036 








Strand 




Start 


7 4 01 








End 


8096 


Name 


OJ000308_05 


. 0406 . 


C10 . o5 


. tm 


Method 


TBLASTX: Maize 


Start 


7404 








End 


7610 


GI 


none 








Score 


228 


Exons 


7404. .7610, 


7405. 


.7608 








Seq. No. 


39280 








Seq. ID 


OJ000308_05. 0406. C10 


Gene No. 


81036 








Strand 




Start 


7401 








End 


8096 


Name 


OJ000308 05 


.0406. 


C10.o2 


.ts 


Method 


TBLASTX : Soybean 



39112 



Start 


7410 






bna 


q ri q £ 


GI 


none 






Score 


"> A O 


Exons 


7410 . . 8096, 7411 




H Q Q A 

/ o y 4 . 


. ouy 4 




Seq. No. 


39280 






beq. ID 


UJUUUjUO Uj . U4UO 


Gene No. 


81036 






Strand 




Start 


7401 






End 


8096 ' 


Name 


OJ000308 05.0406 


.C10.O3 


.np 


Method 


AAT/NAP 


Start 


7410 






End 


8096 


GI 


5123836 






Score 


986 


Exons 


7410. .8096 










GI Descrip. 


(AJ006974) NAD-malate dehydrogenase [Nicotians *:abacum] 


Seq. No. 


39280 






Seq. ID 


OJ000308_05.0406 


Gene No. 


81036 






Strand 


- 


Start 


7401 






End 


8096 


Name 


OJ000308 05.0406 


.C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7428 






End 


7721 


GI 


none 






Score 


109 


Exons 


7428. .7511, 7498 


. .7719, 


7530 


.7721 




Seq. No. 


39280 






Seq. ID 


OJ000308_05.0406 


Gene No. 


81036 






Strand 




Start 


'7401 






End 


8096 


Name 


OJ000308 05.0406 


.C10.o2 


. tm 


Method 




Start 


7611 






End 


8096 


GI 


none 






Score 


563 


Exons 


7611. .8096, 7611 


\ .8096 








Seq. No. 


39281 






Seq. ID 


OJ000308_05.0406 


Gene No. 


81037 






Strand 




Start 


1 






End 


900 


Name 


OJ000308 05.0406 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


900 


GI 


5123836 






Score 


459 


Exons 


1..436, 789. .900 










GI Descrip. 


(AJ006974) NAD-malate dehydrogenase [Nicotiana t aba cum] 


Seq. No.. 


39281 






Seq. ID 


OJ000308_05.0406 


Gene No. 


81037 






Strand 




Start 


1 






End 


900 


Name 


OJ000308 05.0406 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


540 


GI 


none 






Score 


475 


Exons 


1..393, 1..330, 


3. .368, 


406. 


.444, 408. 


.509, 408. .503, 4 


Seq. No. 


39281 






Seq. ID 


OJ000308_05.0406 


Gene No. 


81037 






Strand 




Start 


1 






End 


900 


Name 


OJ000308 05.0406 


.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


285 


GI 


none 






Score 


310 


Exons 


1..285, 1..279, 


3. .284 








Seq. No. 


39281 






Seq. ID 


OJ000308_05.0406 


Gene No. 


81037 






Strand 




Start 


1 






End 


900 



39113 




Name 


OJ000308_05 .0406. Cll. ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


z y i 




GI 


none 


Score . 


"3 A C 

306 




Exons 


i..zyi/ 1. .zoo, o..zyu 








Seq. No. 


39281 


Seq. ID 


OJ000308_05.0406 


.Cll 


Gene No. 


81037 


Strand 






Start 


1 




y uu 




Name 


OJ000308 05 . 04 06 . Cll . ol . tw 


Method 


mnT 7\ O TV • T»7 W 

i oLAb ix : wneat 




Start 


4 


Lna 


on q 
Z I o 




GI 


none 


Score 


1 3 4 




Exons 


A 0~l C c on 0 
4 . . Z / 0 , O . . Z / 0 








Seq. No. 


39281 


Seq. ID 


OJ000308_05.0406 


.Cll 


Gene No. 


81037 


Strand 






Start 


1 


Lna 


y uu 




Name 


OJ000308 05 . 0406 . Cll . ol . gs 


Metnoa 






Start 


77 


End 


c; n "3 
OUo 




GI 


none 


Score 


Q T 




Exons 


77 . . 503 








Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


.C2 


Gene No. 


81038 


Strand 


+ 




Start 


124 ' . * 


End 


A O 1 C 

4 Z 13 




Name 


OJ000228 06 . 0406 . C2 . ol . gs 


Method 


rTMPPTi XT 

GENSCAN 




Start 


124 


End 


3z 1 1 




GI 


none 


Score 


. 65 




Exons 


124. .163, 1194. .1337, 1861. 


a at c o a o n 

2075, zyJU 


. . JZ /l 




Seq. No. 


39282 


Seq. ID 


OJUUUZZO Ub.U4Uo 


. Oz 


Gene No. 


81038 


Strand 


+ 




Start 


124 


End 


4215 




Name 


OJ000228 06.0406.C2.o2.np 


Method 


AA1 /NAr 




Start 


1959 


End 


A O 1 C 

4 z 15 




GI 


5803248 


Score 


34 6 




Exons 


1959. .2075, 4123. .4215 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa J 




Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


. UZ 


Gene No. 


81039 


Strand 






Start 


951 


End 


1727 




Name 


OJ000228 06.0406.C2.ol.np 


Method 


AAT/NAP 




Start" 


951 


End 


1727 




GI 


5803247 


Score 


450 




Exons 


951. .1069, 1189. .1267, 1441 


..1502, 1655.. 1727 




GI Descrip. 


(AP000399) similar to OsENOD93a gene for early nodulin 






(AB018375) [Oryza sativa] 








Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


.C2 


Gene No. 


81040 


Strand 






otarL 


4084 


End 


5066 




Name 


OJ000228 06.0406.C2.o2.gs 


Method 


GENSCAN 




Start 


4084 


End 


5066 




GI 


none 


Score 


.64 • 




Exons 


4084. .4276, 4984. .5066 








Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


.C2 



39114 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



81041 Strand 

6047 End 6601 

OJ000228_06 . 04 0 6 . C2 . o2 . gp Method AAT/GAP 

5704 End 6601 

74_4.R1084 Score 590 

5704.. 5733, 5975.. 6204, 6322.. 6383, 6535.. 6601 

! 5734616/dbj | AP000391 . 1 | AP000391 8.0e-61 Oryza sativa genomic 

DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


.C2 


Gene No. 


81041 


Strand 






Start 


6047 


End 


6601 




Name 


OJ000228 06.0406.C2.o3.np 


Method 


AAT/NAP 




Start 


5986 


End 


6601 




GI 


5803249 


Score 


528 




Exons 


5986.. 6204, 6322.. 6383, 6535 


. .6601 






GI Descrip. 


(AP000399) EST C97 982 (C0324 ) 


corresponds to a region of 


the 


predicted gene; similar to OsENOD93a gene for early nodulin 




(AB018375) [Oryza sativa] 








Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


.C2 


Gene No. 


81041 


Strand 






Start 


6047 


End 


6601 




Name 


OJ000228 06.0406.C2.o3.gs 


Method 


GENSCAN 




Start 


6047 


End 


6601 




GI 


none 


Score 


.99 




Exons 


6047.. 6204, 6255.. 6383, 6535 


. .6601 






Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


.C2 


Gene No. 


81042 


Strand 






Start 


10265 


End 


10868 




Name 


OJ000228 06.0406.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


975 


End 


10755 




GI 


none 


Score 


281 




Exons 


975. .1085, 1420. .1503, 5915. 


.6202, 5975. .6202, 5983. .6204, 




6049.. 6204, 6530.. 6601, 6536 


..6601, 6540. .6641, 10182.. 


10268, 




10199. .10420, 10201. .10446, 


10202. .10420, 10683. .10751, 






10694. .10741, 10696. .10755, 


10700. .10753 




Seq. No. 


39282 


Seq. ID 


OJ000228_06.0406 


.C2 


Gene No. 


81042 


Strand 






Start 


10265 


End 


10868 




Name 


OJ000228 06.0406.C2.o4.np 


Method 


AAT/NAP 




Start 


10204 


End 


10758 




GI 


5803250 


Score 


524 




Exons 


10204. .10422, 10524. .10585, 


10695. .10758 





GI Descrip. (AP000399) EST AU077 94 1 (C12908 ) corresponds to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 



Seq. No. 39282 

Gene No. 81042 

Start 10265 

Name OJ000228JD6 . 0406 . C2 . o4 . gs 

Start 10265 

GI none 
Exons 



Seq. ID OJ000228_06.0406.C2 
Strand 

End 10868 

Method GENSCAN 

End 10770 

Score .59 



10265. .10488, 10524 .. 10585, 10695. .10770 



39115 




Seq. No. 


39282 


Seq. ID 


OJ000228 


Uo . U4Ub 


. 


Gene No. 


81042 


Strand 








Start 


10265 


End 


10868 






Name 


OJ000228 06.0406.C2.o3.gp 


Method 


AAT/GAP 






Start 


10329 


End 


10868 






GI 


74 6.R1084 


Score 


589 






Exons 


10329. .10422, 10524. .10585, 


10695. . 10868 






GI Descrip. 


'5803242/dbj | AP000399 . 1 1 AP000399 l.Oe- 


i^o uryza 


sativa 


gen< 




DNA, chromosome 6, clone : P0535G04 1 








Seq. No. 


39283 


Seq. ID 


UJ UUUzZo 


_06.0406 


.C3 


Gene No. 


81043 


Strand 


+ 






Start 


5691 


End 


7425 






Name 


OJ000228 06.0406.C3.o2.np 


Method 


AAT/NAP 






Start 


5691 


End 


7425 






GI 


5803252 


Score 


451 






Exons 


5691. .5724, 7177. .7425 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39283 


Seq. ID 


OJ000228 


_06.0406 


.C3 


Gene No. 


81044 


Strand 








Start 


3668 


End 


7075 






Name 


OJ000228 06.0406.C3.ol.np 


Method 


AAT/NAP 






Start 


3553 


End 


4622 






GI 


5803251 


Score 


772 






Exons 


3553.. 3720, 3783.. 3833, 4087 


..4339, 4594. .4622 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39283 


Seq. ID 


OJ000228 


J)6.0406 


.C3 


Gene No. 


81044 


Strand 








Start 


3668 


End 


7075 






Name 


OJ000228 06.0406.C3.ol.gs 


Method 


GENSCAN 






Start 


3668 


End 


7075 






GI 


none 


Score 


.74 






Exons 


3668.. 3720, 3783.. 4339, 4800 


. .5123, 6015. .6098, 


6400. .6559 




6913. .7075 










Seq. No. 


39283 


Seq. ID 


OJ000228 


_06.0406 


.C3 


Gene No . 


81044 


Strand 








Start 


3668 


End 


7075 






Name 


OJ000228 06.0406.C3.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


6369 


End 


6560 






Gl 


none 


Score 


93 






Exons 


6369. .6518, 6398. .6451, 6451 


..6558, 6453.. 6560, 


6453. .6560 


Seq. No. 


39284 


Seq. ID 


OJ000228 


_0 6. 0.4.06 


.C4 


Gene No. 


81045 ' ■ 


Strand 


+ 






Start 


539 


End 


2388 






Name 


OJ000228 06. 0406.C4 .ol.gs 


Method 


GENSCAN 






Start 


539 


End 


2355 






GI 


none 


Score 


. 69 






Exons 


539.-649, 942. .1066, 1147. .1413, 1566. 


.1575, 2275.. 2355 




Seq. No. 


39284 


Seq. ID 


OJ000228_ 


_06.0406 


.C4 


Gene No. 


81045 


Strand 


+ 






Start 


539 


End 


2388 







39116 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000228_06.0406.C4.ol.np 
565 

5803253 

565.-649, 942. .1066, 1147. 



Method AAT/NAP 
End 2388 
Score 8 62 
,1413, 2275.. 2388 



(AP000399) ■ ESTs AU068856 (C50756) , AU077979 (C61370) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 

39285 Seq. ID OJ000228JD6 . 0406 . C5 

81046 Strand + 

1 End 6508 

0 JO 0 0 2 2 8_0 6 . 0 4 0 6 . C 5 . o 1 . np Me t hod AAT /NAP 

1 End 857 

5803253 Score 513 

1. .186, 295. .428/ 674. .857 

(AP000399) ESTs AU068856 (C50756) , AU077 97 9 (C61370 ) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



39285 
81046 
1 

OJ000228_06.04 06.C5.o2.np 
1 

4895185 



Seq. ID OJ000228_06.0406.C5 



Strand 
End 

Method 

End 

Score 



+ 

6508 
AAT/NAP 
2036 
319 



1..20, 1176. .1293, 1420. .1603, 1691. .1824, 1955. .2036 
(AC007661) unknown protein [Arabidopsis thaliana] 



39285 Seq. ID 

81046 Strand 

1 End 

OJ000228_06 . 04 06 . C5 . ol . gs Method 

295 End 

none Score 



295.-428, 674. .855, 1179. .1293, 1420 
3775. .3875, 4365. .4717, 4807. .4924, 4971 
5532.. 5849, 6314.. 6508 



OJ000228_06.0406.C5 
+ 

6508 
GENS CAN 
6508 
.73 

1603, 2834.. 2945, 

5204, 5290.. 5436, 



39285 
81046 
1 

OJ000228_06. 0406.C5.o3.np 
2131 
6069671- 
2131. .2160, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3624. .3725, 5184. .5234 
(AP000616) EST C7217 9 (E1153) corresponds to a region of the 
predicted gene.; similar to Arabidopsis thaliana chromosome II 
BAC T4C15; hypothetical protein (AC004667) [Oryza sativa] 



OJ000228_06.0406.C5 
+ 

6508 
AAT/NAP 
5234 
84 



39285 Seq. ID 

81046 Strand 

1 End 

OJ000228JD6 . 04 06 . C5 . o2 . gp Method 

4 362 End 

71486JL.R1084 Score 
4362. .4781 

'5803254/dbj | BAA83564.il 3.0e-35 (AP000399) ESTs 



OJ000228_06.0406.C5 
+ 

6508 
AAT /GAP 
4781 
747 



39117 



C97 429 (C60159) , D22427 (CI 1106) , AU078031 (E31854) , D15683 (C1084) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39285 
81046 
1 

OJ000228_06.04 06.C5.o4 . np 
4398 
5803254 
4398. .5204, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5290. .5436, 5532. .5909 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



OJ000228_06.0406.C5 
+ 

6508 
AAT/NAP 
5909 
2259 



OJ000228_06.0406.C5 
+ 

6508 
AAT/GAP 
5161 
750 



39285 Seq. ID 

81046 Strand 
1 . End 

OJ000228_06.0406.C5.o3.gp Method 
4755 End 
6062534 Score 
4755.. 5161 

5803254/dbj IBAA83564.il 4.0e-69 (AP000399) ESTs 
C9742 9 (C60159) , D22427 (C11106) , AU078031 (E31854) , D15683 (C1084) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 

39285 Seq. ID OJ000228_06 . 0406 . C5 

81046 Strand + 

1 End 6508 

OJ000228_06 . 0406 . C5 . o4 . gp Method AAT/GAP 

5290 End 6122 

15799_1.R1084 Score 1158 

5290. .5436, 5532. .6122 

'5803254/dbj IBAA83564.il 4.0e-69 (AP000399) ESTs 
C97429{C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 1 

39285 Seq. ID OJ000228_06 . 0406 . C5 

81047 Strand 

1960 End 2220 

OJ000228_06 . 0406 . C5 . ol . gp Method AAT/GAP 

1960 End 2220 

3106613 Score 480 

1960. .2220 

5803242/dbj | AP000399. 1 | AP000399 1.0e-125 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



39285 
81048 
6898 

OJ000228_06.04 06.C5.ol.tm 

1178 

none 

1178. .1201, 1250. .1291, 1410. 



OJ000228_06.0406.C5 
8030 

TBLASTX: Maize 
2243 
45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1541, 1418. .1543, 1419. 



1522. .1608, 1523. .1552, 1526:. 1612, 1527. .1595, 1561. 



,1541, 
1602, 



39118 





1 boo . .l/oO/ 


1 £QR 
1 DO o . 


1 7ftn 

. X f ou, 


1 6ftQ 


..1781, 1690. .1794, 


1782 1805, 






1ftQ7 


9070 


1913 


..2059, 2121.. 2150, 


2214 . . 2243 


Seq. No.* 


39285 








Seq. ID 


OJ000228 


_06.0406.C5 


Gene No. 


81048 








Strand 






Start 


<:qqq 








End 


8030 




Name 


UuUUU^ZO UD. 


U4UD . 






Method 


TBLASTX : 


Sovbean 


Start 


1 £0,Pl 
1 D y\J 








End 


2052 




GI 


none 








Score 


129 




Exons 


x o u • • x o u u , 


X \J -/ x * 


. 1786, 


1782 


..1805, 1909.. 2052, 


1912. .2040 


Seq. No. 


j yzo o 








Seq. ID 


OJ000228 


06 0406 CS 


Gene No. 


o 1 n /i q 
olU4o 








Strand 






Start 


6898 








End 


8030 




Name 


OJ000228_06. 


0406 


C5.o3. 


tm 


Method 


TBLASTX: 


Maize 


btart 


a ft 9n 
o ^ u 








End 


5442 




GI 


none 








Score 


198 




Exons 


/loon RH/iT 


A ft 97 


RD4 9 


4 ft S4 


. .5054, 5112. .5198, 


5124 5198, 




jizy . . oz iz , 


R9 Qft 


R^97 


S99ft 


..5342, 5299.. 5352, 


5361 5441, 




coco 9 R 


JJDO 


S4 4 9 










Seq. No. 


o o o 








Seq. ID 


OJ000228 


06 0406 C5 




81048 








Strand 






Start 


6898.. 








End 


8030 




Name 


OJ000228 06. 


0406 


,C5.o5. 


gp 


Method 


AAT/GAP 




Start 


6898 








End 


8030 




GI 


74 3.R1084 








Score 


1491 




Exons 


6898. .7418, 


7593 


. .7654, 


7778 


. .8030 






GI Descrip. 


' 3763845/dbj | BAA33813 | 


9.0e- 


50 (AB018375) early 


nodulin [Oryza 



sativa] >gi_37 6384 7_dbj_BAA33814_ (AB018376) early nodulin 
[Oryza sativa] >gi_5803255_dbj_BAA83565 . 1_ (AP000399) ESTs 
C98096 (C0688) ,C98097 (C0688) correspond to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39285 
81048 
6898 

OJ000228_06.0406.C5.o2.tm 
7198 
none 
7198 
7779 



OJ000228 06. 0406. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7239, 7202. .7237, 7234. .7416, 7236. .7418, 7239. .7418, 
7835, 7784. .7834 



8030 

TBLASTX: Maize 

7835 

55 



39285 
81048 
6898 

OJ000228_06.0406.C5.o5.np 

7201 

3763845 

7201. .7418, 7593. .7654, 7778 



OJ000228 06. 0406. C5 



Seq. ID 
Strand 

End 8030 
Method AAT/NAP 
End 7841 
Score 503 

...7841 

(AB018375) early nodulin [Oryza sativa] gi I 37 6384 7 | dbj | BAA338 14 | 
(AB018376) early nodulin [Oryza sativa] 
gi | 5803255 | dbj |BAA83565.1| (AP000399) ESTs 
C98096 (C0688) ,C98097 (C0688) correspond to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 



39119 





Seq. No. 


39285 


Seq. ID 


OJ000228_06. 


0406. C5 




Gene No . 


81048 


Strand 








Start 


6898 


End 


OujU 






Name 


OJ000228 06.0406.C5.o2.gs 


Method 








Start 


7261 


End 


/ O 41 ± 






GI 


none 


Score 


7Q 






Exons 


7261. .7418, 7466. .7525, 7778. .7841 








Seq. No. 


39286 


Seq. ID 


OJ000228_06. 


0406. C6 




Gene No. 


81049 


Strand 








Start 


1254 


End 


Z O 041 






Name 


OJ000228 06.0406.C6.ol.gs 


Method 








Start 


1254 


End 


Z O 0 41 






GI 


none 


Score 


A 






Exons 


1254. .1317, 2342.-2364 










Seq. No. 


39286 


Seq. ID 


OJ000228_06. 


0406. C6 




Gene No. 


81050 


Strand 


+ 






Start 


16741 


End 


90000 

\J \J VJ \J 






Name 


OJ000228 06.0406.C6.o5.np 


Method 


7\ A T /MAD 






Start 


16741 


End 


1 QQQ7 
1 ¥ V y f 






GI 


5803259 


Score 






J 


Exons 


16741. .18002, 18098. .19997- 








3 


GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sat iva J 




;] 


Seq. No. 


39286 


Seq. ID 


OJ000228_06 


0406.C6 


y 


Gene No. 


81050 


Strand 


+ 






Start 


16741 


End 


o n n n n 
zUUUU 




y 


Name 


OJ000228 06.0406.C6.o6.gs 


Method 


H T? M Q H 7\ NT 






Start 


16741 


End 


o n n n n 
zuuuu 




: a 


GI 


none 


Score 








Exons 


16741. .18002, 18098.. 20000 








c~ 


Seq. No. 


39286 


Seq. ID 


0.100099?! of> 


.0406. C6 




Gene No. 


81051 


Strand 








Start 


26861 


End 


27536 






Name 


OJ000228 06.0406.C6.o7.np 


Method 


AAT/NAP ' 




1 


Start 


26861 


End 


97 S ^fi 






GI 


5922623 


Score 


1 Q9 




=? 


Exons 


26861. .26945, 27327.. 27536 










GI Descrip. 


- (AP000492) hypothetical protein [Oryza 


. 

sat iva J 








gi| 6016856 | db j | BAA85199.il 


(AP000570) 


Vi t r'ry /~\ +- Vi /— 1 4- n /— » —i I 

IiypO LIlcClLdl 






[Oryza sativa] 










Seq. No. 


39286 


Seq. ID 








Gene No. 


81052 


.Strand 








Start 


1 


' End 


89 






Name 


OJ000228 06.0406.C6.ol.gp 


Method 


AAT/GAP 






OLdl L 


1 


End 


89 






GI 


LIB3477-003-P1-K1-E9 


Score 


158 






Exons 


1. .89 










GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


_1173557 (U31771) Ory s 


1 [Oryza 






sativa] ' 










Seq. No. 


39286 


Seq. ID 


OJ000228_06 


.0406. C6 



39120 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



81053 Strand 
4237 End 6744 

OJ000228_06.04 06.C6.ol.np Method AAT/NAP 

3247 End 4591 

6630699 Score 86 

3247. .3326, 4562. .4591 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 

39286 Seq. ID OJ000228_06 . 04 06 . C6 

81053 Strand 

4237 End 6744 

OJ000228_06 . 04 06 . C6 . o4 . gp Method AAT/GAP 

4081 End 4882 

74_1.R1084 Score 1162 

4081. .4458, 4553. .4614, 4701. .4882 

'580325'6/dbj I BAA83566.il 2.0e-46 (AP000399) ESTs 

C98280 (C1391) , D15843 (C1391) correspond to a' region of the 

predicted gene; similar to OsENOD93a gene for early nodulin 

(AB018375) [Oryza sativa] ' 



39286 
81053 
4237 

OJ000228_06.04 06.C6.o2.gs 

4237 

none 

4237. .4458, 4553. .4614, 4701. 
6512. .6744 



OJ000228_06.0406.C6 

6744 
GENSCAN 
6744 
.76 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4782, 5720.. 5824, 6349.. 6496, 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39286 Seq. ID OJ000228_06 . 04 06 . C6 

81053 Strand 

4237 End 6744 

OJ000228_06.0406.C6.o2.np Method AAT/NAP 

4240 End 4764 

5803256 Score 521 

4240. .4458, 4553. .4614, 4701. .4764 

(AP000399) ESTs C98280 (C1391 ) , D1584 3 (C1391 ) correspond to a 
region of the predicted gene; similar to OsENOD93a gene for 
early nodulin (AB018375) [Oryza sativa] 



39286 
81054 
7108 

OJ000228_06. 04 06.C6.o5.gp 
7108 

74_4.R1084 
7108. .7461, 



OJ000228 06. 0406. C6 



Seq. ID 
Strand 

End 7918 
Method AAT/GAP 
End 7918 
Score 1094 
7576. .7637, 7748. .7918 
1 57 34 616/dbj | AP000391 . 1 1 AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 39286 Seq. ID 

Gene No. 81054 Strand 

Start 7108 End 

Name OJ000228_06 . 04 06 . C6 . o3 . gs Method 

Start 7240 End 



OJ000228_06.0406.C6 

7918 

GENSCAN 

7814 



39121 



GI 


none 


Score 


. 98 


Exons 


7240. .7461, 7576.. 7637, 7748. 


. 7814 




Seq. No. 


39286 


Seq. ID 


OJ000228 


Gene No. 


81054 


Strand 




Start 


■ 7108 


End 


7918 


Name 


OJ000228 06.0406.C6.o3.np 


Method 


7\ 7\ rp / XT 7\ n 

AAT / NAP 


Start 


7285 


End 


7 916 


GI 


4809191 


Score 


605 


Exons 


7285. .7461, 7576. .7637, 7748. 


.7916 




GI Descrip. 


(AF140229) early nodulin [Oryza sativa] 




Seq. No. 


39286 


Seq. ID 


OJ000228 


Gene No. 


81055 


Strand 




Start 


11001 


End 


15579 


Name 


OJ000228 06.0406.C6.o6.gp 


Method 


AAT /GAP 


Start 


11001 


End 


11842 


GI 


74 2.R1084 


Score 


1160 


Exons 


11001. .11380, 11508. .11569, 11675. .11842 


GI Descrip. 


, 5803258/dbj IBAA83568.il 8 . 0e- 


-50 (AP000399) EST 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

Start. * 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



06. 0406. C6 



06. 0406. C6 



corresponds to a region of the predicted gene; similar to 
OsENOD93a gene for early nodulin (AB018375) [Oryza sativa] 1 



39286 
81055 
11001 

OJ000228_06.0406.C6.o5.gs 

11159 , 

none 

11159. .11380, 11508. .11569, 
13416. .13491, 15081. .15251, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11675. .11779, 
15493. . 15579 



OJ000228 06. 0-406. C6 



15579 
GENSCAN 
15579 
.62 

13270. 



13332, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228 06. 0406. C6 



15579 
AAT /NAP 
11738 
521 



39286 
81055 
11001 

OJ000228 J)6. 04 06. C6.o4 .np 
11162 
5803258 

11162. .11380, 11508. .11569, 11675.. 11738 

(AP000399) EST AU077972 (C53511 ) corresponds to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 

39286 Seq. ID OJ000228_06 . 0406 . C6 

81056 Strand 

20008 End 20469 

OJ000228_06.0406.C6.o7.gp Method AAT /GAP 

20008 End 20469 

2428323 Score 858 

20008. .20469 

5803242/dbj | AP000399.1 IAP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



39286 
81057 
20629 
OJ000228 



06.0406.C6.o2.tm 



Seq. ID 

Strand 

End 

Method 



OJ000228_06.0406.C6 
27392 

TBLASTX: Maize 



39122 




Start 


4235 




End 


11733 






GI 


none 




Score 


281 






Exons 


4235. 


4456, 4237. .4458, 4237 


. .4458, 


4559. .4615, 


4702. .4761, 






4702. 


4761, 7209.. 7337, 7232 


. .7459, 


7240. .7461, 


7241. .7459, 






7243. 


7488, 7749. .7814, 7750 


. .7815, 


7751. .7813, 


11159. .11389, 






11160 


.11378, 11676. .11732,' 


1L680. . 


11733, 11681 


. .11731 







beq. no. 


J"ZOO 






Seq. ID 


OJ000228_06.0406. 


C6 




Gene No. 


olUO / 






Strand 








Start 








End 


27392 






Name 


OJ000228 06.04 


06. C6. 


o2 ,tw 


Method 


TBLASTX: Wheat 






Start 


19246 






End 


23778 






GI . 


none 






Score 


55 






Exons 


i yz h o . . i y dh h , 


ZJjjy « 




23366.-23539, 23547 23777 , 








iODOD . . Z J D / O , 


ZODO / 












Seq. No. 


39286 






Seq. ID 


OJ000228_06.0406 


C6 




Gene No. 


81057 






Strand 








o Lai L 


20629 






End 


27392 






Name 


OJ000228 06.04 


06. C6 


o7 . gs 


Method 


GEN SCAN 






Start 


20629 






End 


27392 






GI 


none 






Score 


.5 






Exons 


20629. .23554, 


23665 


.24356, 


24420. .24772, 24803 .. 25529, 








25614. .26801, 


26858 


.27064, 


27306.. 27392 * " 






Seq. No. 


39286 






Seq. ID 


OJ000228_06.0406 


.C6 




Gene No. 


81057 






Strand 






1 yj 


Start 


20629 






End 


27392 






Name 


OJ000228 06. 0406. C6 


. 06 . np 


Method 


AAT/NAP 






Start 


20632 






End 


26783 






GI 


7228457 






Score 


9443 






Exons 


20632. .22182, 


22249 


. .23400, 


23523. .24356, 24420 .. 26355, 





GI Descrip. 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26417. .26783 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



39286 Seq. ID 

81057 Strand 
20629 End 
OJ000228_06.04 06.C6.o7 . tw Method 
20641 End 
none Score 

20641. .20766, 2064 5 .. 207 67 , 

21140. .21238, 21168.. 21239 



OJ000228_06.0406.C6 
27392 

TBLASTX: Wheat 
21243 
81 

20947. .21243, 20960. .21103, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



39286 

81057 Strand 

20629 End 

OJ000228_06.0406.C6.o4 .tw Method 

21244 End 

none Score 

21244 . .21624, 2 1275 .. 21523, 21569. .21625 



Seq. ID OJ000228_06.0406.C6 . 



27392 

TBLASTX: Wheat 
21625 
163 



39286 
81057 
20629 



Seq. ID OJ000228_06.0406.C6 
Strand • - 
End 27392 



39123 




Name 


OJ000228 06. 0406. C6. 


o3. tm 


Method 


TBLASTX : Maize 




Start 


21454 






End 


21 I b2 




GI 


none 






Score 


198 




Exons 


21454. 


.21762, 21455. 


. 21733 








Seq. No. 


39286 






Seq. ID 


OJ000228_06.0406. 


,C6 


Gene No. 


81057 






Strand 






Start 


20629 






End 


no no 

2 f jyZ 




Name 


OJ000228 06. 0406. C6. 


08 . tw 


Method 


i BLAb l a : wneat 




Start 


21955 






End 


222b f 




GI 


none 






Score 


ol 




Exons 


21955. 


.22215, 22091. 


O *"i O tl T 

. 222b 1 








Seq. No. 


39286 






Seq. ID 


OJ000228J)6.0406, 


. L-D 


Gene No . 


81057 






Strand 






Start 


20629 






End 


27392 




Name 


OJ000228 06. 0406. C6. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


22015 






End 


22581 




GI 


5666795 




Score 


68 




Exons 


22015. 


.22215, 22270. 


, .22407, 


22483. .22581 




GI Descrip. 


420630 


6 2.0e-10 (AF049110) 


prpol [Zea : 


mays] 




Seq. No. 


39286 






Seq. ID 


OJ000228_06.0406 




Gene No . 


81057 






Strand 






Start 


20629 






End 


27392 




Name 


OJ0002 


28_06.0406.C6. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


22270 






End 


22704 




GI 


none 






Score 


88 




Exons 


22270. 


.22419, 22271. 


. .22408, 


22273. .224 


10, 22453. .22704, 






22463. 


.22684, 22507. 


. .22704 








Seq. No. 


39286 






Seq. ID 


OJ000228_06.0406 


.C6 


Gene No. 


81057 






Strand 






Start 


20629 






End 


27392 




Name 


OJ000228 06. 0406. C6, 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


23329 






End 


23699 




GI 


none 






Score 


83 




Exons 


23329. 


.23559., 23556, 


. .23699, 


23557. .23682 




Seq. No. 


39286 






Seq. ID 


OJ000228J36.0406 


.C6 


Gene No. 


81057 






Strand 






Start 


20629 






End 


27392 




Name 


OJ000228 06. 0406. C6 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


23452 






End 


23835 




GI 


none 






Score 


194 




Exons 


23452. 


.23562, 23556 


. .23834, 


23557. .238 


35 




Seq. No. 


39286 






Seq. ID 


OJ000228_06.0406 


.C6 


Gene No. 


81057 






Strand 






Start 


20629 






End 


27392 




Name 


OJ000228 06. 0406. C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


23862 






End 


24218 




GI 


none 






Score 


114 




Exons 


23862. 


.24167, 23862 


. .24218, 


23872. .241 


83 




Seq. No. 


39286 






Seq. ID 


OJ000228_06.0406 


.C6 


Gene No. 


81057 






Strand 







39124 






Start 


20629 


End 


27392 






Name 


OJ000228 06 . 04 06 . C6 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


23886 


End 


24349 






GI 


none 


Score 


222 






Exons 


23886. . 24347, 23892 .. 24347, 


23893.-24348, 23906.. 24349 






Seq. No. 


39286 


Seq. ID 


O\J000228_06.0406. 


C6 




Gene No. 


81057 


Strand 


- 






Start 


20629 


End 


27392 






Name 


OJ000228 06. 0406.C6.o3 .ts 


Method 


TBLASTX: Soybean 






Start 


23943 


End 


24308 






GI 


none 


Score 


118 






Exons 


23943 .. 24077 , 24084.. 24308 










Seq. No. 


39286 


Seq. ID 


OJ000228_06.0406. 


C6 




Gene No. 


81057 


Strand 








Start 


20629 


End 


.27392 






Name 


OJ000228 06 . 0406 . Co . oo . tw 


Method 


TBLASTX: Wheat 






Start 


24513 


End 


24999 






GI 


none 


Score 


74 






Exons 


24513 .. 24 998 , 24 540 .. 24734 , 


24544. .24804, 24826. .24999 






Seq. No. 


39286 


Seq. ID 


OJ000228__06.0406. 


Id 


Gene No . 


81057 


Strand 








Start- 


20629 


End 


27392 




f ^ 


Name 


OJ000228 06 . 0406 . C6 . 06 . tw 


Method 


TBLASTX: Wheat 




2 1 3 


Start 


25737 


End 


26129 






GI 


none 


Score 


96 






Exons 


25737. .25994, 25771.. 2 60 10, 


25977. .26075, 25978. .26070, 








26082 . .26129 










Seq. No. 


39286 


Seq. ID 


OJ000228_06.0406 


C6 




Gene No. 


81057 


Strand 






r ^ 


Start 


20629 


End 


27392 






Name 


OJ000228 06 . 0406 . C6 . o5 . tm 


Method 


TBLASTX: Maize 






Start 


25839 ■ 


End 


26124 




M ■ 


GI 


none 


Score 


107 




. « 


Exons 


25839 .. 26087 , 25840. .26124 








r ^ 
s : 
- =r 


Seq. No. 


39287 


Seq. ID 


OJ000228_06.0406 


.C7 


P 


Gene No. 


81058 


Strand 


+ 






Start 


572 


End 


3544 






Name 


OJ000228 06 . 04 06 . C7 . ol . gs 


Method 


GENSCAN 






Start 


572 


End 


3544 






GI 


none 


Score 


.88 






Exons 


572. .815, 1003. .1700, 1932. 


.2024, 2370 


. .3544 






Seq. No. 


39287 


Seq. ID 


OJ000228_06.0406 






Gene No. 


81058 


Strand 


+ 






Start 


572 


End 


3544 






Name 




Method 


AAT/NAP 






Start 


580 


End 


3541 






GI 


5803260 


Score 


3707 






Exons 


580.. 815, 1003.. 1700, 1932. 


.2024, 2370 


. .3541 






GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 




Seq. No. 


39287 


Seq. ID 


OJ000228_06.0406 


.C7 



39125 



Gene No. 81059 Strand 

Start 3269 End 4231 

Name OJ000228_06 . 04 06 . C7 . ol . gp Method AAT/GAP 

Start 3269 End 4231 

GI uC-osflcyp035f02bl Score 685 

Exons 3269.. 3520, 4120.. 4231 

GI Descrip.' 1 5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 39287 

Gene No. 81060 

Start 5124 

Name OJ000228_06 . 04 06 . C7 . ol . tc 

Start 703 

GI none 
Exons 



Seq. ID OJ000228_06.0406.C7 



Strand 
End 

Method 

End 

Score 



6255 

TBLASTX: Cress 

3166 

82 



703. .765, 1154. .1216, 1289. .1582, 1604. .1708, 2525. .2833, 
2588. .2803, 2686. .2817, 2863. .3165, 2864. .3166 



Seq. No. 39287 

Gene No. 81060 

Start 5124 

Name OJ000228_06 . 0406 . C7 . ol . ts 

Start. „?516 . 

GI -hone 
Exons 



Seq. ID OJ000228_06.0406.C7 



Strand 
End 

Method 

End 

Score 



6255 

TBLASTX : Soybean 

3166 

106 



2516. .2659, 2686. .2817, 2687. .2839, 2861. .3166, 2863. .3162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39287 
81060 
5124 

OJ000228_06.0406.C7.ol.tm 

2528 

none 

2528.-2842, 2530. .2574, 2534. 
2858.. 3166, 3302.. 3397 

39287 
81060 
5124 - 

OJ000228_06. 04 06.C7 .ol. tw 

2549 

none 

2549. .2830, 254 9 2830, 2864 , 



Seq. ID OJ000228_06.0406.C7 
Strand 

End 6255 

Method TBLASTX : Mai ze 

End 3397 

Score 338 

.2815, 2647. .2847, 2857. .3165, 



Seq. ID OJ000228_06.0406.C7 
Strand 

End 6255 

Method TBLASTX : Wheat 

End 2905 

Score 316 
.2905 



Seq. No. 


39287 






Seq. ID 


OJ000228_06.0406.C7 


Gene No. 


81060 






Strand 




Start 


5124 






End 


6255 


Name 


OJ000228 06 


.0406.C7.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


2906 






End 


3166 


GI 


none 






Score 


184 


Exons 


2906. .3166, 


3040. .3159 








Seq. No. 


39287 






Seq. ID 


OJ000228_06.0406.C7 


Gene No. 


81060 






Strand 




Start 


5124 






End 


6255 


Name 


OJ000228 06 


.0406.C7.o3 


gp 


Method 


AAT/GAP 


Start 


5080 






End 


5585 


GI 


LIB3475-002 


-P1-K2-B2 




Score 


999 



39126 




Exons 5080.. 5585 

GI Descrip. ' 5803261/dbj | BAA83571 . 1 | 7.0e-89 (AP000399) similar to 

Arabidopsis thaliana chromosome II BAC T19L18; unknown protein 
(AC004747) [Oryza sativa] 1 



Seq. .No. 


39287 


beq. ±u 


UuuuuZZO UD.U4UD. 




Gene No. 


O T A c n 

olOou 


St rand 






Start 


51^4 


Ejna 






Name 


OJUUUzzo Uo . U4Uo . O / . oz . gs 


Uof V-> /-\ /H 

fietnuu 


OHi LN O V./rtlN 




Start 


5124 


End 


6107 




GI 


none 


Score 


.83 




Exons 


5124. .6107 








Seq. No. 


39287 


Seq. ID 


OJ000228_06.0406. 


CI 


Gene No. 


81060 


Strand 






Start 


5124 


End 


6255 




Name 


OJ000228 06.0406.C7.o2.np 


Method 


AAT/NAP 




Start 


5127 


End 


6255 




GI 


5803261 


Score 


1757 




Exons 


5127. .6107, 6221. .6255 








GI Descrip. 


(AP000399) similar to Arabidopsis thaliana chromosome II 


BAC 


T19L18; unknown protein (AC00< 


5747) [Oryza sativa] 




Seq. No. 


39287 


Seq. ID 


OJ000228_06.0406. 


C7 


Gene No. 


81060 


Strand 






Start 


5124 


End 


6255 




Name 


OJ000228 06.0406.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


5631 


End 


6027 




GI 


none 


Score 


155 




Exons 


5631. .5780, 5632.. 5775, 5649. 


.5777, 5781. .5909, 5790. .5900, 




5856. .6026, 5919.. 6026, 5920. 


. 6027 






Seq. No. 


39288 


Seq. ID 


OJ000228_06.0406. 


C8 


Gene No. 


81061 


Strand 


+ 




Start 


3963 


End 


4296 




Name 


OJ000228 06.0406.C8.o2.np 


Method 


AAT/NAP 




Start 


3963 


End . 


4296 




GI 


5803262 


Score 


344 




Exons 


3963.-3993, 4115.. 4296 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39288 


Seq. ID 


OJ000228_06.0406. 


C8 


Gene No. 


81062 


Strand 






Start 


1 


End 


3017 




Name 


OJ000228 06.0406.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3017 




GI 


5803261 


Score 


2106 




Exons 


1..80, 373.. 1358, 2757.. 3017 








GI Descrip. 


(AP000399) similar to Arabidopsis thaliana chromosome II BAC 


T19L18; unknown protein (AC004747) [Oryza sativa] 




Seq. No. 


39288 


Seq. ID 


OJ000228_06.0406. 


C8 


Gene No. 


81062 


Strand 






Start 


1 


End 


3017 




Name 


OJ000228 06.0406.C8.ol.gs 


Method 


GENSCAN 




Start 


369 


End 


2960 




GI 


none 


Score 


.52 





39127 




Exons 


■~) /~ r\ itco otct oocn 
369. .1358, 2/o/..29oU 












Seq. No. 


39288 




Seq. ID 


OJ000228_06. 


0406. 


.C8 


Gene No. 


81063 




Strand 








Start 


54 6/ 






6587 






Name 


OJ0Q0228 0 6 . 04 U 6 . Co . 02 . 


tni 


Method. 


TBLASTX: Maize 




Start • 


283'8* ' 






2981 






GI 


none 




Score 


159 






Exons 


00*30 OOOI OOOQ OQTQ 

2838. .2981, 2839. . 2 y / y 












Seq. No. 


*3 o o o o 

3928b 




Cd/r T n 

£>eq. iu 


OJ000228_06. 


0406, 




uene ino . 


O X \J U J 




Strand 








Start 


5467 




End 


6587 






Name 


OJ000228 06.0406.C8.ol. 


gp 


Method 


AAT/GAP 






Start 


5467 




End 


5919 






GI 


5455578 




Score 


851 






Exons 


5467. .5919 












GI Descrip. 


5803263/dbj | BAA83573.il 


3, 


,0e-09 (AP000399) similar 


to 





serine/threonine-specif ic protein kinase PK10 precursor 
(AL021811) [Oryza sativa] 



Seq. No. 


39288 




Seq. ID 


OJ000228 


JD6.0406 


.C8 


Gene No. 


81063 




Strand 








Start 


5467 




End 


6587 






Name 


OJ000228 06 


.0406.C8.o3.np 


Method 


AAT/NAP 






Start 


5715 




End 


6587 






GI 


5803263 




Score 


1507 






Exons 


5715. .6587 












GI Descrip. 


(AP000399) , 


similar to serine/threonine- 


-specific 


protein 


kii 


PK10 precursor (AL021811) [Oryza sativa] 






Seq. No. 


39288 




Seq. ID 


OJ000228 


_06.0406 


.C8 


Gene No. 


81063 




Strand 








Start 


5467 




End 


6587 






Name 


OJ000228 06 


.0406.C8.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


5913 




End 


6572 






GI 


none 




Score 


71 






Exons 


5913. .5981, 


6048. .6482, 6156. 


.6326, 6522.. 6572 






Seq. No. 


39288 




Seq. ID 


OJ000228 


_06.0406 


.C8 


Gene No. 


81063 




Strand 








Start 


5467 




End 


6587 






Name 


OJ000228 06 


.0406.C8.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


5913 




End 


6482 






GI 


none 




Score 


120 






Exons 


5913. .5978, 


6078. .6482, 6147. 


. 6323, 6298. . 6426, 


6411. .6458 


Seq. No. 


39288 •' 




Seq. ID 


OJ000228 


_06.0406 


.C8 


Gene No. 


81063 




Strand 








Start 


5467 




End 


6587 






Name 


OJ000228 06 


.0406.C8.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


6138 




End 


6567 






GI 


none 




Score 


77 






Exons 


6138. .6221, 


6219. .6482, 6298. 


. 6417, 6501. . 6566, 


6523. .6567 


Seq. No. 


39288 




Seq. ID 


OJ000228 


_06.0406 


.C8 


Gene No. 


81063 




Strand 









39128 



Start 


r a an 
34 b / 








Ejna 


DJO f 




Name 


UJUUUzzo Ub. 


U4UD 


LO . Ol . 


+- 1.7 

tw 


|UT /-v 4— /"\ 

Me ufioa 


TRT Zi QTY • 


wnea l 


Start 


ol ob 








Ejna 






GI 


none 








Score 


9 n £ 
z u b 




Exons 


D 1 bD . . uj X c. 














Seq. No. 










oeq. iu 




Ub. U4UDi ^ 


Gene No. 


81064 








Strand 


+ 




Start 


5185 








End 


7669 




Name 


UJUUUzzo U b . 


u h u b 


. OZ . 


gs 


Ul A +* V*l /"\ f\ 

ixie t.nou 


\j Cj lM O V^rTvLN 




Start 


C 1 o c 
DloO 










/ ooy 




GI 


none 








Score 


. o O 




Exons 


DlOO . . ojyi/ 


04 bo 


. obbu , 




. o y y o , bz 4 




cn c. o £GA *5 
D / JO . . 0:7fl O , 




/ UZO . . / lUo / 


*7 /l Q "3 

/ 4 y O 


n & £ q 
. / b b y 










Seq. No. 










Seq. ID 


OJ000228 


UD.UfiUD.^-/ 


bene no. 


01UD4 








Strand 


+ 




Start 


5185 








End 


7669 




Name 


OJ000228 06. 


0406 


C9.o3. 


np 


Method 


AAT/NAP 




Start 


5185 








End 


7666 




GI 


5803265 








Score 


1808 




Exons 


5185. .5391, 


5468 


.5660, 


5893. 


.5998, 6244. .6433, 


6758. .6943, 




7025. .7108, 


7493 


. .7666 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000399) similar to protein arginine N-methyl transferase 1 
(Q63009) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228 06. 0406. C9 



478 

AAT/NAP 

478 

674 



39289 
81065 
1 

OJ000228_06.0406.C9.ol.np 
1 

5803263 
1..408, 438. .478 

(AP000399) similar to serine/threonine-specif ic protein kinase 
PK10 precursor (AL021811) [Oryza sativa] 

39289 Seq. ID OJ000228_06 . 0406 . C9 ■ 

81066 ; Strand - 

1202 End 4006 

OJ000228__06 . 0406 . C9 . ol . gp Method AAT/GAP 

1202 End 4006 

92846_1.R1084 Score 1390 

1202. .1471, 1607. .1686, 1840. .1906, 3462. .3512, 3603. .3688, 
3787. .4006 

! 5803264/dbj IBAA83574.il 1.0e-76 (AP000399) ESTs 
AU057456(S21460) , AU057455 (S21460) correspond to a region of 
predicted gene; similar to cytochrome c oxidase subunit Vb 
precursor (D85381) [Oryza sativa] 1 



the 



39289 
81066 
1202 

OJ000228_06. 04 06.C9.o2 . np 

1406 

5803264 

1406. .1471, 1607. .1686, 1840. 
3787. .3898 



Seq. ID OJ000228_06.0406.C9 
Strand 

End 4006 

Method AAT/NAP 

End 3898 

Score 693 

.1906, 3462.. 3512, 3603. .3688, 



39129 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000399) ESTs AU057456 (S214 60 ) , AU0574 55 ( S214 60 ) correspond to 
a region of the predicted gene; similar to cytochrome c oxidase 
subunit Vb precursor (D85381) [Oryza sativa] 



39289 
81067 
8271 

OJ000228_06.0406.C9.ol.tc 

5244 

none 

5244.. 5402, 5251. .5391, 5465. 
5892.-5969, 5892. .5972 

39289 
81067 
8271 

OJ000228_06.0406.C9.ol . ts 

5244 

none 



OJ000228_06.0406.C9 
9898 

TBLASTX: Cress 

5972 

212 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5665, 5470. .5664, 5891. .5965, 



Seq. ID OJ000228_06.0406.C9 
Strand 
End 

Method 
End 
Score 



9898 

TBLASTX: Soybean 

6352 

197 



5244. .5402, 5251. .5391, 5465. .5665, 5470. .5664, 5876. .6001, 
5892. .5999, 6235 .. 6351 , 6236 .. 6352, 6245. .6352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39289 
81067 
8271 

OJ000228_06.04 06.C9.ol.tm 

5250 
none 

5250. .5402, 5251. .5394, 5465. 
5891. .5953, 5892. .5951 

39289 
81067 
8271 

OJ000228_06.04 06.C9.o3.ts 

6353 

none 

6353.-6442, 6751. .6966, 6752. 
7025. .7120, 7490. .7669, 7492. 

39289 
81067 
8271 

OJ000228_06.0406.C9.o3.tm 

6752 

none 

6752.. 6895, 6753.. 6848, 6757. 
6914. .6949, 7018. .7116, 7019. 
7490. .7678, 7492. .7686 



Seq. ID OJ000228_06. 0406.C9 
Strand 

End 9898 

Method TBLASTX : Mai ze 

End 5953 

Score 251 

.5665, 5465. .5665, 5466. .5666, 



Seq. ID OJ000228__06. 0406.C9 
Strand 

End 9898 

Method TBLASTX : Soybean 

End 7669 

Score 83 

.6943, 7018. .7119, 7019. .7120, 
.7 668 

Seq. ID OJ000228_06.0406.C9 
Strand 

End 9898 

Method TBLASTX : Maize 

End 7686 

Score 215 
.6912, 6901. .6942, 6902. .6943, 
.7120, 7025. .7120, 7460.. 7678, 



Seq. No. 39289 

Gene No. 81067 

Start 8271 

Name OJ000228J36 . 0406 . C9 . o2 . gp 

Start 8271 

GI 4706_1.R1084 

Exons 8271.. 8896, 9078.. 9362, 9575, 



Seq. ID OJ000228_06.0406.C9 
Strand 

End 9898 

Method AAT/GAP 

End 9648 

Score 1762 
.9648 



39130 




GI Descrip. ' 5803266/dbj | BAA83576 . 1 | 5.0e-47 (AP000399) ESTs 

AU078063 (S15496) ,C97608 (C60475) , C28255 (C60475) correspond to a 
region of the predicted gene; similar to plastid transketolase 2 
(Y15782) [Oryza sativa] 1 



Seq. No. 


*3 A O O A 

39289 








Seq. ID 


OJ000228 


fl£ OACifc PQ 


Gene No. 


O 1 A C "7 

o 10b / 








Strand 






Start 


8271 








End 


9898 




Name 


r\ t A A A O O Q a c. 

OJOUUZzo Ub. 


U4 U b 


. uy . o j . 


gs 


Method 


GENSCAN 




Start 


8598 








End 


9835 




GI 


none 








Score 


.69 




Exons 


O C AO Q Q A A 
0 Oy O . . OO 4 4 , 


o o / 1 


. . o o y o , 


y\J / O . 


.9362, 9575. .9835 




Seq. No. 










Seq. ID 


OJ000228 


Dfi D40fi PQ 


Gene No. 


O "1 A C ~7 

810b7 








Strand 






Start 


o Z 1 1 








End 


9898 




Name 


OJOUUz^o Ub 


U4 U b 


pQ -.A 

. v^y . oz . 


tS 


Method 


TBLASTX: 


oOyDcdll 


Start ■ 


O "7 A A 

o7 4 4 








End 


9857 






none 








Score 


117 




Exons 


8744. .8914, 


9072 


. .9377, 


9078. 


.9374, 9079. .9378, 


9611. . 9856, 




9612. .9857 














Seq. No. 


39289 








Seq. ID 


OJ000228 


_06.0406.C9 


Gene No. 


81067 








Strand 






Start 


8271 








End 


9898 




Name 


OJ000228 06 


0406 


.C9.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


8792 








End 


9857 




GI 


none 








Score 


67 




Exons 


8792. .8926, 


8793 


. .8828, 


8837. 


.8914, 9072. .9377, 


9085. .9363, 




9605. .9856, 


9612 


. .9857 











Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39289 Seq. ID 

81067 Strand 
8271 End 
OJ000228_06.0406.C9.o4 .tm Method 
8837 End 
none . * Score 

8837. .8914, 884 4. .8 906, 9060. .9257, 

9807. .9857, 9809. . 9856 



OJ000228_06.0406.C9 
9898 

TBLASTX: Maize 
9857 

63 • ■ ■ - 

9072. .9275, 9085. .9276, 



39289 Seq. ID 

81067 Strand 
8271 End 
OJ000228_06.0406.C9.o4 ,np Method 
9069 End 
5803266 Score 
9069.. 9362, 9575.-9898 

(AP000399) ESTs AU07 8063 (SI 5 496) ,C97608 (C60475) , C28255 (C60475 ) 
correspond to a region of the predicted gene; similar to plastid 
transketolase 2 (Y15782) [Oryza sativa] 



OJ000228_06.0406.C9 

9898 
AAT/NAP 
9898 
925 



Seq. No. 


39289 


Seq. ID 


OJ000228_06.0406 


Gene No. 


81067 


Strand 




Start 


8271 


■ ■' End 


9898 


Name 


OJ000228 06.0406.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


9279 


End 


9806 


GI 


none 


Score 


133 



3.9131 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



9279. .9377, 9280. .9363, 9284. .9385, 9572. .9805, 9576. .9806 



39290 
81068 
2648 

OJ000228JD6. 0406. C10. o2 . gs 

2648 

none 

2648. .2984, 3313. .3464, 3807. 
5334. .5505, 5655.-5728, 5822. 



39290 
81068 
2648 

OJ000228_06 
3815 

56_1.R1084 
3815. .3923, 
5822. .5848, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3923, 4784.. 4867, 
.5848, 6044. .6169 



OJ000228_06. 0406. C10 
+ 

7782 
GENSCAN 
6169 
.68 



4965. .5153, 



0406. C10. o2.gp 



4784. .4867, 
5919. .5942, 



4965 
6044 



Seq. ID OJ000228_06. 0406. C10 

Strand + 

End 7782 

Method AAT/GAP 

End 7782 

Score 2434 

.5153, 5334.. 5505, 5655.. 5728, 



6225, 7343.. 7782 
1 5803272/dbj | BAA83582 . 1 | 3.0e-69 (AP000399) ESTs 

AU055950 (S20175) ,C73125 (E2952) , AU055951 ( S20175 ) correspond to a 



region of the predicted gene; 
(U92878) [Oryza sativa] f 



similar to acyl-ACP thioesterase 



39290 Seq. ID 

81068 Strand 
2 64 8 End 
OJ000228JD6.04 06.C10.o2.np Method 
3852 End 
5803267 Score 
3852. .3923, 4784. .4867, 4965. .5153, 
5880. .5942, 6044. .6166 

(AP000399) ESTs C2654 7 (C12563) , AU077938 (C12563 ) correspond to a 
region of the predicted gene; similar to iron-superoxide 
dismutase (AB014056) [Oryza sativa] 



OJ000228_06. 0406. C10 
+ 

7782 
AAT/NAP 
6166 
1186 

5334.. 5505, 5655.. 5728, 



39290 
81069 
1 

OJ000228_06. 04 06.C10.ol.np 
1 

5803266 



OJ000228 06. 0406. C10 



Seq. ID 
Strand 

End 3543 
Method AAT/NAP 
End 2632 
Score 1678 

1..66, 526. .805, 1154. .1422, 1967. .2117, 2239. .2403, 2493. .2632 
(AP000399) ESTs AU078063 ( S154 96) ,C97608 (C60475) , C28255 (C60475 ) 
correspond to a region of the predicted gene; similar to plastid 
transketolase 2 (Y15782) [Oryza sativa] 



39290 
81069 
1 

OJ000228_06. 0406.C10.ol.gs 

526 

none 

526. .805, 1154. .1351 ' 

39290 
81069 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228J36. 0406. C10 

3543 
GENSCAN 
1351 
.65 



Seq. ID OJ000228_06. 0406. C10 
Strand 



39132 



Start 
Name 
Start 
GI 

Exons 



OJ000228_06.04 06.C10.ol.ts 

572 

none 

572. .781, 582. .782, 698. .784, 
1154. .1348, 1158. .1349 



End 3543 

Method TBLASTX : Soybean 

End 1349 

Score 267 

1139. .1336, 1153. .1347, 





Seq. No. 


39290 


Seq. ID 


OJ000228_06. 0406. C10 




Gene No. 


81069 


Strand 






Start 


1 


End 


3543 




Name 


OJ000228 06.0406.C10.o2.tc 


Method 


TBLASTX: Cress 




Start 


. 579 


End 


2534 




GI 


none 


Score 


155 




Exons 


579. .788, 581. .838, 1154. .1228, 1155.. 


1223, 1250.. 1423, 






1251. .1424, 1962. .2120, 1963. 


.2106, 2234. .2323, 2239. .2316, 






2245. .2406, 2493. .2534 








Seq. No. 


39290 


Seq. ID 


OJ000228_06. 0406. C10 




Gene No. 


81069 


Strand 






Start 


1 


End 


3543 




Name 


OJ000228 06.0406.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


579 


End 


805 




GI 


none 


Score 


162 . 


1 


Exons 


579. .788, 581. .805 






n 


Seq. No. 


39290 


Seq. ID 


OJ000228_06. 0406. C10 


y 


Gene No. 


81069 


Strand 






Start 


1 


End 


3543 




Name 


OJ000228 06.0406.C10.ol.gp 


Method 


AAT/GAP 




Start 


1319 


End 


3543 


=? 


GI 


33343- 1.R1084 


Score 


1662 


y 


Exons 


1319. .1422, 1967. .2117, 2239. 


.2403, 2493. .2611, 2848. .3039, 






3385. .3543 








GI Descrip. 


1 58032 66/dbj | BAA8357 6.il l.Oe 


-59 (AP000399) ESTs 




AU078063 (S154 96) ,C97 608 (C60475) , C28255 (C60475) correspond 


'-a 




region of the predicted gene; 


similar 


to plastid transketol 






(Y15782) [Oryza sativa] 1 








Seq. No. 


39290 


Seq. ID 


OJ000228_06. 0406. C10 


J! 


Gene No. 


81069 


Strand 




~i 


Start 


1 


End 


3543 




Name 


OJ000228 06.0406.C10.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1361 


End 


2382 




GI 


none 


Score 


62 




Exons 


1361. .1423, 1368. .1424, 1962. 


.2126, 1963.. 2124, 2236.. 2382, 






2237.. 2317, 2239.. 2382 








Seq. No. 


39290 


Seq. ID 


OJ000228_06. 04 06. C10 




Gene No. 


81069 


Strand 






Start 


1 


End 


3543 




Name 


OJ000228 06.0406.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


1373 


End 


2560 




GI 


none 


Score 


66 



Exons 1373. .1423, 1374. .1424, 1962. .2120, 1962. .2114, 1963. .2121, 

1966. .2124, 1967. .2128, 1967. .2128, 2234. .2410, 2234. .2404, 
2239. .2415, 2485. .2544, 2493. .2534, 2534. .2560 



39133 



S.eq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39290 
81070 
3837 

OJ000228_06. 0406. C10. o2.tm 

3837 

none 

3837. .3905, 4747. .4869, 4748. 
4964.. 5086, 4964.. 508.3., 4965. 
5078.. 5134, 5079.. 5120, 5327. 
5340. .5528, 5514. .5540 

39290 
81070 
3837 

OJ000228_06.0406.C10.ol.tc 

4775 
none 

4775.-4867, 4801. .4857, 4964. 
5073. .5156. 

39290 
81070 
3837 

OJb00228_06.04 0-6.C10.o3.ts 

4965 

none 

4965. .5156, 4966. .5079, 4970. 
5331. .5501, 5910. .5942, 6026. 



Seq. No. 


39290 


Gene No. 


81070 


Start 


3837 


Name 


OJ000228 06.0406. 


Start 


5919 


GI 


none 


Exons 


5919.. 5942, 6026. 


Seq. No. 


39291 


Gene No. 


81071 


Start 


974 


Name 


OJ000228 06.0406. 


Start 


974 


GI 


none 


Exons 


974. .1058 


Seq. No. 


39291 


Gene No. 


81072 


Start 


974 


Name 


OJ000228 06.0406. 


Start 


974 


GI 


LIB3432-029-P1-K1 


Exons 


974. .1125 


GI Descrip. 


! 5803269/dbj | BAA8 




[Oryza sativa] 1 


Seq. No. 


39291 


Gene No . 


81072 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000228 06. 0406. C10 



6169 

TBLASTX: Maize 
5540 
64 

4867, 4957.. 5076, 4963. 
5087, 4965.. 5087, 5074. 
5521, 5327.. 5515, 5334. 



,5076, 
.5115, 
.5528, 



Seq. ID OJ000228_06. 0406. C10 
Strand 

End 6169 

Method TBLASTX : Cress 

End 5156 

Score 75 

.5056, 4965.. 5057, 5066.. 5152, 



Seq. ID OJ000228_06. 0406. C10 
Strand 

End 6169 

Method TBLASTX : Soybean 

End 6136 

Score 177 

.5152, 5327. .5428, 5330. .5509, 
.6136 

Seq. ID OJ000228_06. 0406. C10 
Strand 

End 6169 

Method TBLASTX : Mai ze 

End 6169 

Score 48 
.6160, 6043.. 6165 

Seq. ID OJ000228_06.0406.C11 
Strand 

End 1058 

Method GENSCAN 

End 1058 

Score .92 



Seq. ID OJ000228_06.0406.C11 
Strand 

End 1125 

jp Method AAT/GAP 

End 1125 

Score 270 

1.0e-18 (AP000399) hypothetical protein 



Seq. ID OJ000228_06.0406.C11 
Strand 



39134 




Start 


974 


End 


1125 


Name 


VOUUUZZo UD.UflUO.Lll.Ol 


. np necnou 


ZiZXT /"MAP 
r\r\ 1 / LN.ri.ir 


Start . 


i r\ o a 

1000 


bna 


1 1 Ot 


GI 


boO oZby 


Score 


z u u 


Exons 


1000 . . 1 Izp 






GI Descrip. 


\Pi.c\j\JU 27 ) nypoL.nei.icax 


piotcin [\JLy £a. 


sat i va j 


Seq. No. 


*3 no Q o 


Con T H 


n Tfinn9 9 ft 


Gene No. 


81073 


Strand 


+ 


Start 


1180 


End 


1205 


Name 


OJ000228 06.0406.C12.ol 


. gs Method 


GENSCAN 


Start 


1180 


End 


1205 


GI 


none 


Score 


.4 


Exons 


1180. .1205 







Seq. No. 


39292 


Seq. ID 


OJ000228_ 


06.0406.C12 


Gene No. 


81074 


Strand 


+ 




Start 


4570 


End 


7602 




Name 


OJ000228 06.0406.C12.o2.np 


Method 


AAT/NAP 




Start 


4570 


End 


7602 




GI 


5803270 


Score 


1004 




Exons 


4570. .4727, 4805. .4948, 5444. 


.5541, 5656.. 5757, 


7306. .7374, 




7532. .7602 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39292 


Seq. ID 


OJ000228_ 


06.0406.C12 


Gene No. 


81075 


Strand 


+ 




Start 


10475 


End 


14141 




Name 


OJ000228 06.0406.C12.o2.gp 


Method 


AAT/GAP 




Start 


10475 


End 


11977 




GI 


76525 1.R1084 


Score 


1051 




Exons 


10475. .10605, 11549.. 11977 








GI Descrip. 


T 5803272/dbj IBAA83582. 1 | 4 . Oe 


-32 (AP000399) ESTs 


AU055950(S20175) ,C73125 (E2952 


), AU05595KS20175) 


correspond to 




region of the predicted gene; 


similar 


to acyl-ACP thioesterase 




(U92878) [Oryza sativa] 1 








Seq. No. 


39292 


Seq. ID 


OJ000228_ 


06.0406.C12 


Gene No. 


81075 


Strand 


+ 




Start 


10475 


End 


14141 




Name 


OJ000228 06.0406.C12.o5.np 


Method 


AAT/NAP 




Start 


11607 


End 


14141 




GI 


5803272 


Score 


1622 




Exons 


11607. .12119, 12220. .12353, 13593 .. 13706, 13811. 


.13997, 




14091. .14141 








GI Descrip. 


(AP000399) ESTs AU055950 { S20175 ) , C73125 (E2 952 ) , 


AU055951 (S2017 




correspond to a region of the 


predicted gene; similar to 




acyl-ACP thioesterase (U92878 


) [Oryza 


sativa] 




Seq. No. 


39292 


Seq. ID 


OJ000228_ 


06.0406.C12 


Gene No. 


81075 


Strand 


+ 




Start 


10475 


End 


14141 




Name 


OJ000228 06.0406.C12.o3.gp 


Method 


AAT/GAP 




Start 


13821 


; End 


14141 




GI 


2428662 


Score 


432 




Exons 


13821. .13997, 14091. .14141 








GI Descrip. 


5803272/dbj IBAA83582.1 | 3.0e- 


69 (AP000399) ESTs 





39135 





AU055950 (S20175) ,C73125 (E2952) , AU055951 { S20175 ) correspond to 




region of the predicted gene; 


similar 


to acyl-ACP thioesterase 




(U92878) 


[Oryza sativa] 






Seq. No. 


39292 




Seq. ID 


OJ000228_06.0406.C12 


Gene No. 


81076 




Strand 




Start 


1109 




End 




Name 


OJ000228 


_06.0406.C12.ol.np 


Method 


AAT/NAP 


Start 


1109 




End 


1 o no 

18 98 


GI 


5803269 




Score 


451 


Exons 


1109. .1201, 1702. .1898 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


39292 




Seq. ID 


OJ000228_06.0406.C12 


Gene No. 


81076 




Strand 




Start 


1109 




End 


18 98 


Name ' 


OJ000228 


_06.0406.C12.o2.gs 


Method 


GENSCAN 


Start 


1698 




End 


1898 


GI 


none 




Score 


. 69 


Exons 


1698. .18 


98 






Seq. No. 


39292 




Seq. ID 


OJ000228_06.04 06.C12 


Gene No. 


81077 




Strand 




Start 


6920 




End 


6996 


Name 


OJ000228 


06.0406.C12.ol.gp 


Method 


AAT/GAP 


Start 


6920 




End 


6996 


GI 


LIB3477- 


003-P1-K1-E9 


Score 


117 



Exons 6920.. 6996 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


39292 




Seq. ID 


OJ000228 


_06. 


,0406. 


C12 


Gene No. 


81078 




Strand 










Start 


7687 




End 


8335 








Name 


OJ000228 06 


.0406.C12.o4.gs 


Method 


GENSCAN 








Start 


7687 




. End 


8335 








GI 


none 


'' 


Score 


. 92 








Exons 


7687. .7739, 


7885. .7971, '8203. 


.8335 










Seq. No. 


39292 




Seq. ID 


OJ000228 


_06, 


,0406. 


C12 


Gene No. 


81078 




Strand 










Start 


7687 




End 


8335 








Name 


OJ000228 06 


.0406.C12.o3.np 


Method 


AAT/NAP 








Start 


7690 




End 


8335 








GI 


5803271 




Score 


401 








Exons 


7690. .7739, 


7885. .7971, 8203. 


.8335 










GI ' Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


39292 




Seq. ID 


OJ000228 


_06, 


.0406. 


C12 


Gene No. 


81079 




Strand 










Start 


8622 




End 


10106 








Name 


OJ000228 06 


.0406.C12.o4.np 


Method 


AAT/NAP 








Start 


8622 




End 


10106 








GI 


5852093 




Score 


.50 








Exons 


8622. .8741, 


10031. . 10106 












GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 











39136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



39292 
81080 
11604 

OJ000228_06.0406.C12.ol.tc 

11604 

none 

11604. .11654, 11736. .11819, 
11856. .12113, 11861. .12148, 
12214. .12363, 1354 3 .. 13704 , 
13809. .13940, 14090. .14140, 

39292 
81080 
11604 

OJ000228_06.0406.C12 .ol . tm 

11667 

none 

11667. .11762, 11681. .11770, 
11835. .12113, 11843. .12136, 
11875. .12120, 11993. .12124, 
12214. .12354, 12214 .. 12354 , 
13594. .13704, 13808 .. 13936, 

39292 
81080 
11604 . 

OJ000228_06. 0406.C12.ol. ts 

11766 

none 

11766. .12119, 11769. .12113, 
12213. .12353, 12214. .12354, 
13803. . 13892, 13805. . 13939, 
14091. . 14141 

39292 
81080 
.11604 

OJ000228_06. 04 06.C12.ol. tw 

11994 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11745. .11819, 
12213. .12356, 
13590. .13682, 
14091. .14141 



OJ000228 06.0406.C12 



14141 

TBLASTX: Cress 
14141 
75 

11856. .12119, 
12214. .12354, 
13799. .13933, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11682. .11765, 



OJ000228 06.0406.C12 



11850. 
12213. 
13591. 
13809. 



14141 

TBLASTX: Maize 
14141 
76 

11784. .11810, 
12119, 11866. .12138, 
12311, 12213. .12347, 
13704, 13593. .13706, 
13940, 14091.. 14141 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000228 06.0406.C12 



14141 

TBLASTX : Soybean 
14141 
439 

11771. .12148, 12213. .12311, 
13593. .13706, 13594. .13704, 
13809. .13940, 14072. .14140, 



Seq. ID OJ000228_06.0406.C12 



Strand 
End 

Method 

End 

Score 



14141 

TBLASTX: Wheat 

12354 

113 



11994. .12122, 12216. .12353, 12217.. 12354 



Seq. ID 
Strand 
. End 
Method 
End 
Score 



39293 
81081 
1 

OJ000228_06.04 06.C13.ol.gp 
1 

2428662 
1..40, 216. .358 

5803272/dbj IBAA83582.il 3.0e-69 (AP000399) ESTs 

AU055950 (S20175) ,C73125 (E2952) , AU055951 ( S20175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa] 



OJ000228 
+ 

482 

AAT/GAP 
■358 
294 



06.0406.C13 



39293 
81081 



Seq. ID OJ000228_06.0406.C13 
Strand + 



391-37 




Start 


1 


End 


482 


Name 


OJ000228 06.0406.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


479 


GI- 


5803272 


Score 


461 


Exons 


1..40, 216. .479 






GI Descrip. 


(AP000399) ESTs AU055950 (S20175) , C73125 (E2952 ) ,. AU055951 (S201 




correspond to a region of the predicted gene; ..similar to 




acyl-ACP thioesterase (U9287 


8) [Oryza 


sativa] 


Seq. No. 


39293 


Seq. ID 


VOVVUZZo Ub.U4Ub.Clo 


Gene No. 


81081 


Strand 


+ 


Start 


1 


End 


482 


Name 


OJ000228 06.0406.C13.ol.gs 


Method 


GEN SCAN 


Start 


216 


End 


482 


GI 


none 


Score 


.86 


Exons 


216. .482 






Seq. No. 


39293 


Seq. ID 


OJ000228_06.0406:C13 


Gene No. 


81082 


" Strand 


+ 


Start 


431 


End 


1125 


Name 


OJ000228 06.0406.C13.o2.gp 


Method 


AAT/GAP 


Start 


431 


End 


1125 


GI 


90269 1.R1084 


Score 


1321 


Exons 


431. . 1125 






GI Descrip. 


'5803242/dbj I AP000399. 1 1 AP000399 0.0e+00 Oryza sativa genomic 


DNA, chromosome 6, clone : P0535G04 ' 




Seq. No. 


39293 


Seq. ID 


OJ000228_06.0406.C13 


Gene No. 


81083 


Strand 


+ 


Start 


4210 


End 


5182 


Name 


OJ000228 06.0406.C13.o2.gs 


Method 


GENSCAN 


Start 


4210 


End . 


5044 


GI 


none 


Score 


.47 


Exons 


4210. .5044 






Seq. No. 


39293 


Seq. ID 


OJ000228_06.0406.C13 


Gene No. 


81083 


Strand 


+ 


Start 


4210 


End 


5182 


Name 


OJ000228 06.0406.C13.o3.np 


Method 


AAT/NAP 


Start 


4210 


End 


5182 


GI 


5803274 


Score 


1638 


Exons 


4210. .5182 






GI Descrip. 


(AP000399) similar to Arabidopsis thaliana BAC T5J8 from 


chromosome IV; hypothetical 


protein (AC004044) [Oryza sativa] 


Seq. No. 


39293 


Seq. ID 


OJ000228_06.04 06.C13 


Gene No. 


81084 


Strand 




Start 


1716 


End 


2771 


Name 


OJ000228 06.0406.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


210 


End 


482 


GI 


none 


Score 


148 


Exons 


210. .317, 213. .326, 215. .328 


, 357. .482, 357. .467, 362. .475 


Seq. No. 


39293 . 


Seq. ID 


OJ000228_06.0406.C13 


Gene No. 


81084 


Strand 




Start 


1716 


End 


2771 


Name 


OJ000228 -06.0406.C13.ol.tm 


Method 


TBLASTX: Maize 



39138 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



213 End 612 

none Score 365 

213. .449, .214 . .450, 215 .. 448,. 452 481, 453. .482, 574. .612 



39293 
81084 
1716 

OJ000228_06.0406.C13.o2.tc 

213 

none 

213. .326, 215. .325, 345. .431 



Seq. ID OJ000228_06.0406.C13 
Strand 

End 2771 

Method TBLASTX : Cress 

End 431 

Score 147 



Seq. No. 


39293 




Gene No. 


81084 




Start 


1716 




Name 


OJ000228 06 


.0406.C13.o2 


Start 


1716 




GI 


5803273 




Exons 


1716. .1845, 


1890. .2028, 


GI Descrip. 


(AP000399) 


hypothetical 


Seq. No. 


39293 




Gene No. 


81085 




Start 


4324 




Name 


OJ000228 06 


. 0406.C13.ol 


Start 


4324 




GI 


none 




Exons 


4324. .4428, 


4330. .4494, 




4576. .4755, 


4768. .5178, 




5017. .5181 





Seq. ID OJ000228_06.0406.C13 
Strand 

End 2771 

.np Method AAT/NAP 

End 2771 

Score 548 
2705. .2771 

protein [Oryza sativa] 

Seq. ID OJ000228_06.0406.C13 
Strand 

End 5181 
,tc Method TBLASTX: Cress 

End 5181 

Score 8 6 
4357. .4788, 4504. .4545, 4507. .4887, 
4777. .4920, 4831. .4980, 4879. .5178, 



Seq. No. 39293 

Gene No. 81085 

Start 4324 

Name OJ000228_06 . 0406 . C13 . ol . tw 

Start 4324 

GI none 

Exons 4324.. 4425, 
4831. .5070 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228_06.0406.C13 
5181 

TBLASTX: Wheat 

5070 

72 



4342. .4728, 4342. .4440, 4645. .4788, 4765. .4881, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39293 Seq. ID 

81085 Strand 

4324 End 
OJ000228_06. 0406.C13.o2.tm Method 

4324 End 

none Score 

4324. .4698, 4633. .4881, 4708. .5142 



OJ000228_06.0406.C13 
5181 

TBLASTX: Maize 

5142 

208 



39294 Seq. ID 

81086 Strand 

1 End 

OJ000228_06.0406.C14 .ol.np Method 

1 End 

5803274 - Score 
1..1182 

(AP000399) similar to Arabidopsis thaliana BAC T5J8 from 

chromosome IV; hypothetical protein (AC004044) [Oryza sativa] 



OJ000228_06.0406.C14 
+ 

1182 
AAT/NAP 
1182 
2037 



39139 



Seq. No. 39294 

Gene No. 81086 

Start 1 • ' 

Name OJ000228_06 . 04 06 . C14 . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ000228_06.0406, 

Strand + 

End 1182 

Method TBLASTX : Mai ze 

End 425 

Score 483 



C14 



3. .380, 8. .379, 84. .416, 261. .425 



Seq. No. 39294 

Gene No. 81086 

Start 1 

Name OJ000228_06 . 04 06 . C14 . ol . gs 

Start 51 

GI none 

Exons 51 . . 755 



Seq. ID OJ000228_06.0406. 

Strand + 

End 1182 

Method GEN S CAN - 

End 755 

Score .44 



C14 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39294 
81086 
1 

OJ000228_06. 04 06.C14 .ol.tw 
78 

none 



Seq. ID OJ000228_06.0406, 

Strand + 

End 1182 

Method TBLASTX : Wheat 

End 873 

Score 76 



C14 



78Z.284, 249. .515, 402. .749, 751. .819, 754. .873 



Seq. No. 39294 

Gene No. 81086 - 
Start , 1 

Name OJ000228_06 . 0406 . C14 . ol . tc 

Start 156 

GI none 
Exons 



Seq.' ID OJ000228JD6.0406, 

Strand + 

End 1182 

Method TBLASTX : Cress 

End 957 

Score 265 



C14 



156. .728, 294. .437, 491. .688, 507. .743, 510. .719, 751. .855, 
868. .957 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39294 
81086 
1 

OJ000228_06 . 0406 . C14 . o2 . tm 

435 

none 



.Seq. ID OJ000228_06.0406, 

Strand + 

End 1182 

•Method TBLASTX : Mai ze 

End 1179 

Score 155 



C14 



435. .749, 438..728, 507. .728, 750..890, 751. .1179 



Seq. No. 39294 

Gene No. 81086 

Start 1 

Name OJ000228_06 . 0406 . C14 . ol . ts 

Start 748 

GI none 

Exons 748.. 1182 



Seq. ID OJ000228_06.0406. 

Strand + 

End 1182 

Method TBLASTX : Soybean 

End 1182 

Score 273 



C14 



Seq. No. 39295 

Gene No. 81087 

Start 5887 

Name OJ000228_06 . 04 06. C15 . o2 . gp 

Start 5887 

GI 1255_1.R1084 

Exons 5887.. 6308 



Seq. ID OJ000228_06.0406. 

Strand + 

End 6308 

Method AAT/GAP 

End 6308 

Score 820 



C15 



39140 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'5803242/dbj | AP000399.il AP000399 1.0e-127 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39295 
81088 
13531 

OJ000228_06.0406.C15.o4 . gs 

13531 

none 



Seq. ID OJ000228_06.0406.C15 

Strand + 

End 19247 

Method GENSCAN 

End 19247 

Score .44 



13531. .13609, 15127. .15174, 17056. .17166, 19174. .1924 7 

39295 Seq. ID OJ000228_06 . 04 06 . C15 

81088 Strand + 

13531 End 19247 

OJ000228_06 . 0406 . C15 . o3 . np Method AAT/NAP 

17036 End 17277 

6069646 Score 216 

17036. .17277 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



39295 Seq. ID 

81089 Strand 

24530 End 
OJ000228_06.0406.C15.o6.gs Method 

24530 End 

none Score 

24530. .24542, 24819.. 24898 



OJ000228_06.0406.C15 
+ 

24898 

GENSCAN 

24898 



OJ000228 06.0406.C15 



39295 Seq. ID 

81090 Strand 
1 End 3163 

OJ000228_06 . 0406 . C15 . ol . np Method AAT/NAP 
1 End 2767 

5803275 Score 1265 

1..295, 840. .860, 1437. .1508, 2013. .2093, 2447. 
(AP000399) EST AU056133 (S20320 ) corresponds to 
predicted gene; similar to Caenorhabditis elegans cosmid D1054; 
hypothetical protein (Z74030) [Oryza sativa] 



,2767 

a region of the 



39295 
81090 
1 

OJ000228_06.0406.C15.ol.gs 
19 

none 



Seq. ID OJ000228_06.0406.C15 
Strand 

End 3163 

Method GENSCAN 

End 2767 

Score .77 



19. .295, 840. .860, 1437. .1508, 2013. .2117, 2447. .2767 



39295 Seq. ID 

81090 Strand 

1 End 

OJ000228_06.0406.C15.ol.gp Method 

2014 End 

35695 1.R1084 Score 



OJ000228_06.0406.C15 

3163 
AAT/GAP 
3163 
979 



39141 




Exons 2014.. 2093, 2447.. 2744, 3015.. 3163 

GI Descrip. ' 5803275/dbj | BAA83585 . 1 | 5.0e-64 (AP000399) EST AU056133 ( S20320 ) 
corresponds to a region of the predicted gene; similar to 
Caenorhabditis elegans cosmid D1054; hypothetical protein 
(Z74030) [Oryza sativa] * 



Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406.C15 


Gene No. 


81091 


Strand 




Start 


6321 


End 


12078 


Name 


OJ000228 06.0406.C15.o2.np 


Method 


AAT/NAP 


Start 


6312 


End 


11840 


GI 


2829902 


Score 


1749 


Exons 


6312. .64 58, 6592. .6668,- 7008 


..7571, 822 


8.-8354, 8457. .8573, 




8690. .8797, 10817. .11054, 11165. .11372, 


11449. .11497, 




11592. .11840 






GI Descrip. 


(AC002311) Putative sulphate 


transporter protein#protein 




[Arabidopsis thaliana] 






Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406.C15 


Gene No. 


81091 


Strand 




Start 


6321 


End 


12078 


Name 


OJ000228_06. 0406.C15.o2.gs 


Method 


GEN SCAN 


Start 


6321 


End 


7581 


GI 


none 


Score 


.87 


Exons 


6321.. 6458, 6592.. 6701, 7008 


. .7581 




Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406.C15 


Gene No. 


81091 


Strand 




Start 


6321 


End 


12078 


Name 


OJ000228 06 . 0406 . C15 . o3 . gp 


Method 


AAT/GAP 


Start 


7047 


End 


8755 


GI 


9555 1.R1084 


Score 


1517 


Exons 


7047. .7571, 8228. .8354, 8457 


..8573, 8690. .8755 


GI Descrip. 


ZoZ39UZ 4 . U e - o o ( AC (J U Z 3 1 1 ) 


Putative sulphate transporter 




protein#protein [Arabidopsis 


thaliana] 1 




Seq. No. 


39295 . 


■ Seq. ID 


OJ000228_06.0406.C15 


Gene No. 


81091 


Strand- 




Start 


6321 


End 


12078 


Name 


OJ000228 06.0406.C15.o3.gs 


Method 


GENSCAN 


Start 


8172 


End 


12078 


GI 


none 


Score 


.77 


Exons 


8172. ,8227, 8457. .8646, 8690 


..8797, 10817. . 11054, 11165. .11 




11449. .11591, 11695.. 12078 






Seq. No. , 


39295 


Seq. ID 


OJ000228_06.0406.C15 


Gene No. 


81092- 


.Strand 




Start 


13999 


End 


14153 


Name 


OJ000228 06.0406.C15.o4.gp 


Method 


AAT/GAP 


Start 


13999 


End 


14153 


GI 


2797131 


Score 


293 


Exons 


13999.. 14153 






Seq. ' No. 


39295 


Seq. ID 


OJ000228_06.0406.C15 


Gene No. 


81093 


Strand 




Start 


26190 


End 


28547 


Name 


OJ000228 06.0406.C15.o4.tm 


Method 


TBLASTX: Maize 



39142 






Start 


32 








End 


1395 




GI 


none 








Score 


350 




Exons 


32 . . 298, 48 


. 296, 


65. .298, H62..1227, 


1178. ,1228, 1184. .12; 






1185 . . 1322 , 


1185 . 


.1247, 


1223. 


.1273, 1227. .1274, 1228. .1287, 






1277 . . 1324 , 


1277 . 


.1324, 


1324. 


.1395, 1337.. 1363 




Seq. No. 


39295 








Seq. ID 


OJ000228_06.0406.C15 




Gene No. 


81093 








Strand 






Start 


26190 








End 


28547 




Name 


OJ000228_06 


0406. 


C15.o2 


.ts 


Method 


TBLASTX: Soybean 




Start. 


45 








End 


2735 




GI 


none 








Score 


278 




Exons 


45 . . 233, 47 


.298, 


48. .299, 49 


..306, 50 


..307, 1401. .1511, 






1430 . . 1516, 


1438 . 


. 1509, 


O A A A 

2004 . 


.2105, 2005.. 2094, 2009.. 2095, 






2432 . . 2734 , 


2445 . 


. 2735, 


24 48. 


,2735 






Seq. No. 


39295 








Seq. ID 


OJ000228_06.0406.C15 




Gene No. 


81093 








Strand 






Start 


26190 








End 


28547 




Name 


OJ000228 06 


0406 . 


C15 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2423 








End 


2776 




GI 


none 








Score 


60 




Exons 


2423 . . 2500, 


2432 . 


. 2737, 


2439 . 


.2753, 2579.-2776, 2683.. 2739 




Seq. No. 


39295 








v Seq. ID 


OJ000228_06.0406.C15 




Gene No. 


81093 








Strand 




hi 


Start 


26190 








End 


28547 




Name 


OJ000228_06 


0406 . 


C15 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2474 








End 


2731 




GI 


none 








Score 


155 




Exons 


2474 . . 2587, 


2475 . 


.2585, 


2588. 


.2731, 2588. .2731 


f j i 


Seq. No. 


39295 








Seq. ID 


OJ000228_06.0406.C15 


= 


Gene No. 


81093 








Strand 






Start 


26190 








End 


28547 


'"4 


Name ■ 


OJ000228_06 


0406 . 


C15 . ol 


. tm 


Method' 


TBLASTX: Maize 




Start 


6346 








End 


7540 




GI 


none 








Score 


125 




Exons 


6346 . .6459, 


6366 . 


. 6464, 


6586. 


.6678, 7012. .7239, 7012. .7539, 






7013 . . 7540 












= =? 


Seq. .No. 


39295 








Seq. ID 


OJ000228_06.0406.C15 




Gene No. 


81093 








Strand 






Start 


. 26190 








End 


28547 




Name 


OJ000228 06 


0406 . 


C15.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


6366 








End 


8297 




GI 


none 








Score 


416 




Exons 


6366. . 6464, 


6586. 


.6678, 


7009. 


.7572, 7010.. 7573, 8220.. 8297, 






8227 . .8295 














Seq. No. 


39295 








Seq. ID 


OJ000228_06.0406.C15 




Gene No. 


81093 








Strand 






Start 


26190 








End 


28547 




Name 


OJ000228 06 


0406. 


C15.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


6408 








End 


11831 




GI 


none 








Score 


70 




Exons 


6408. .6464, 


6586. 


.6678, 


7009. 


.7605, 7012. .7242, 7082. .7573, 



39143 







7511.. 7609, 8215.. 8361, 8220 


..8360, 8455. .8574, 8460. .8573, 






8739. .8798, 10820 .. 11059, 10827 .. 11060, 


11164. .11370, 








11174 . . 11371, 114 50 . . 11500, 


11454. .114 98, 11592. .11831, 








11596. .11619, 11677. .11796 










Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406. 


C15 




Gene No. 


81093 


Strand 








Start 


26190 


End 


28547 






Name 


OJ000228 06.0406.C15.ol.tw 


Method 


TBLASTX: Wheat 






Start 


7504 


End 


8558 






GI 


none 


Score 


61 






Exons 


7504. .7605, 7517.. 7573, 8220 


..8360, 8227. .8361, 8455. .8502, 






8460. .8558 










Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406 


C15 




Gene No. 


81093 


Strand 








Start 


26190 


End 


28547 






Name 


OJ000228 06. 0406. CI 5 ,o3 . tm 


Method 


TBLASTX: Maize 






Start 


8220 


End 


11226 






GI 


none 


Score 


192 






Exons 


8220. .8366, 8227.. 8361, 8455 


..8574, 8457. .8573, 8678. .8797, 






8687. .8797, 8691.. 8798, 8721 


..8798, 108 


17. .11053, 10818 


.11054, 






10869. .11054, 10871. .11059, 


11167. . 1122 


6, 11174.. 11224 




ST 

=r 


Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406 


C15 




Gene No. 


81093 


Strand 






i i 


Start 


26190 


End 


28547 






Name 


OJ000228 06.0406.C15.o3.ts 


Method 


TBLASTX : Soybean 






Start 


10817 


End 


11356 






GI 


none 


Score 


110 






Exons 


10817. .11059, 10836. .11060, 


10874. .1107 


1, 11155. .11355, 




y 




11168. .11356 










Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406 


.C15 


3 


Gene No. 


81093 


Strand 








Start 


26190 


End 


28547 






Name 


• OJ000228 06.0406.C15.o5.tm 


Method 


TBLASTX: Maize 




J 


Start 


11227 


End 


11372 






GI 


none 


Score 


149 






Exons 


11227. .11370, 11237. . 11371, 


11316. .11372 






Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406 


.C15 




Gene No. 


81093 


Strand 








Start 


26190 


End 


28547 






Name 


OJ000228_06. 0406.C15 .o4 . ts 


Method 


TBLASTX : Soybean 






Start 


11448 


End 


11834 






GI 


none 


Score 


66 






Exons 


11448. .11498, 11450. .11503, 


11450. . 115C 


0, 11592. .11834, 








11596. . 11619, 11677. . 11772 










Seq. No. 


39295 


Seq. ID 


OJ000228_06.0406 


.C15 




Gene No. 


81093 


Strand 








Start 


26190 


End 


28547 






Name 


OJ000228 06.0406.C15.o7.gs 


Method 


GENSCAN 






Start 


26190 


End 


28547 






GI 


none 


Score 


.41 






Exons 


26190. .26354, 2 6434 .. 26525, 


26669. .2677 


7, 26972. .27123, 








39144 







28505. .28547 



Seq. No. 39296 Seq. ID 

Gene No. 81094 Strand 

Start 4 51 End 

Name OJ000228_06 . 04 06 . CI 6 . ol . gs Method 

Start 451 . End 

GI none Score 

Exons 451. . 654 



OJ000228_06.0406.C16 
+ 

654 

GENSCAN 

654 

.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39297 Seq. ID OJ000228_06 . 04 06 . C19 

81095 Strand 

1 End 2 632 

OJ000228_06 . 0406 . C19 . ol . gp Method AAT/GAP 

1 End 1259 

14052_1.R1084 Score 881 

1..90, 212. .326, 768. .884, 961. .1052, 1153. .1259 

'5902363/gb| AAD55465.il AC009322_5 3.0e-78 (AC009322) Putative 

coatomer protein complex, subunit beta 2 (beta prime) 

[Arabidopsis thaliana] ' 



39297 Seq. ID 

81095 Strand 

1 End 

OJ000228_06. 0406.C19.ol.np Method 

1 End 

6453853 Score 



OJ000228_06.0406.C19 

2632 
AAT/NAP 
2632 
1288 



1..90, 212. .326, 768. .884, 961. .1052, 1153. .1329, 1454. .1528, 
1619.. 1759, 2379.. 2632 

(AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



39297 Seq. ID 

81095 Strand 

1 End 

OJ000228_06. 0406.C19.ol.tm Method 

16 * . End 

none Score 



OJ000228_06.04 06.C19 
2632 

TBLASTX: Maize 
2463 . - 
106 

.334, 211. .336, 737. .886, 



16. .93, 17. .88, 31. .93, 209. .334, 209 
747. .887, 939. .1055, 940. .1053, 962. .1057, 1145. .1231, 
1150. .1329, 1153. .1284, 1454. .1528, 1455. .1529, 1459. .1530, 
1462. .1536, 1619. .1768, 1620. .1769, 1623. .1760, 1625. .1768, 
2349.-2462, 2379. .2462, 2389. .2463 



39297 
81095 
1 

OJ000228 06,0406. C19.ol.ts 



16 

none 

16. .93, 23. .88, 210. 
737. .886, 939. .1055, 
1140. .1325, 1140 
1455.. 1529, 1455 



Seq. ID 
Strand 
End 

Method 
End 
Score 
329, 212. .334, 
961.. 1053, 964 
1325, 1141. .1332, 
1529, 1618.. 1767, 



OJ000228 06.0406.C19 



1623. .1760, 2379. .2570, 2379. .2579, 



2632 

TBLASTX : Soybean 
2584 
99 

212. .334, 735. .887, 
. 1065, 1139. . 1324, 
1150. .1329, 1454. .1528, 
1619. . 1768, 1620. . 1769, 
2389.. 2571, 2408.. 2584 



Seq. No. 



39297 



Seq. ID OJ000228_06.0406.C19 



39145 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



81095 Strand 

1 End 2632 

OJ000228_06.0406.C19.ol.gs Method GENSCAN 

19 End 1765 

none Score . 91 

19. .153, 212. .326, 768. .884, 961. .1052, 1153. .1329, 1454. .1528, 
1619. .1765 



39297 
81095 
1 

OJ000228_06.0406.C19.ol.tw 
212 
none 



Seq. ID OJ000228_06.0406.C19 
Strand 

2632 

TBLASTX: Wheat 
1649 
90 



End 

Method 
End 
Score 

212. .352, 215. .334, 286. .336, 737. .883, 738. .887, 773. .886, 
961. .1053, 963. .1055, 971. .1072, 1140. .1328, 1150. .1329, 
1153. .1332, 1447. .1524, 1454. .1528, 1454. .1528, 1455. .1529, 
1620. .1649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39297 Seq. ID 

81095 Strand 

1 End 

OJ000228_06.04 06.C19.ol. tc Method 

215 End 

none Score 



OJ000228_06.0406.C19 
2632 

TBLASTX: Cress 

1769 

59 



215. .334, 242. .334, 714. .932, 764. .880, 828. .890, 939. .1025, 
961. .1026, 980. .1054, 999. .1055, 1000. .1053, 1005. .1055, 
1141. .1299, 1150. .1329, 1454. .1528, 1455. .1529, 1619. .1768, 
1620. .1769, 1623. .1760, 1631. .1768 



39297 
81095 
1 

OJ000228_06.04 06.C19.o2.tw 

1650 

none 

.1650. .1760, 

2379. .2540, 2383. .2547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228_06.0406.C19 
2632 

TBLASTX: Wheat 

2547 

151 



1651. .1761, 1652. .1762, 1652. .1762, 2352. .2546, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_01.0403.C7 
+ 

1879 
AAT/NAP 
1729 
1531 



39298 
81096' 
1 

OJ000208_01.04 03.C7 .ol.np 
1 

7434426 
1. .1729 

hypothetical protein F23E13.70 - Arabidopsis thaliana 
gi|2961377|emb|CAA18124.1| (AL022141) putative receptor protein 
kinase [Arabidopsis thaliana] gi I 7270570 I emb | CAB81527 . 1 1 
(AL161588) putative receptor protein kinase [Arabidopsis 
thaliana] 



39298 
81096 
1 

OJ000208 
377 



01.0403.C7.ol.gs 



Seq. ID OJ000208_01.0403.C7 

Strand + 

End 1879 

Method GENSCAN 

End 1732 



39146 



bl 


none 






Q 
■ o 




Exons 


"inn 1 7 










beq. JNO. 








OJ000208 01 04 03 


. C7 


Gene No . 


01U-/D 




Strand 


+ ~~ 




Start 


1 




End 


1879 




Name 


OJ000208 01. 0403. C7. 


ol.gp 


Method 


AAT/GAP 




otart 


1371 




End 


1879 




GI 


3762285 




Score 


986 




Exons 


1371. . 1879 










GI Descrip. 


2961377/emb|CAA18124 


I 6.0e-30 


(AL022141) putative receptor 




protein kinase [Arabidopsis thaliana] 






Seq. No. 


39298 




Seq. ID 


OJ000208_01.0403 


.C7 


Gene No. 


81097 




Strand 






Of ^rl- 

b tar l 


2058 




End 


2336 




Name 


OJ000208 01. 0403. C7 . 


o2.gp 


Method 


AAT/GAP 




btart 


2058 




End 


2336 




GI 


3762284 




Score 


519 




Exons 


2058. .2336 










Seq. No. 


39298 




Seq. ID 


OJ000208_01.0403 


.C7 


Gene No. 


81098 




Strand 






Start 


2554 




End * 


4320 




Name 


OJ000208 01. 0403. C7. 


ol.tc 


Method * 


TBLASTX: Cress 




btart 


254 




End 


1666 




GI 


none 




Score 


86 




Exons 


254. .361, 254. .427, 


254. .487, 


254. .487, 


254. .433, 254.. 


436, 




254. .370, 257. .424, 


257. .487, 


260. .502, 


293. .439, 980.. 


1081 




1103. .1186, 1184. .1261, 1343. 


.1507, 1399. .1488, 1571. .1666 


Seq. No. 


39298 




Seq. ID 


OJ000208_01.0403 


.C7 


Gene No. 


81098 




Strand 






b tar t 


2554 




End 


4320 




Name 


OJ000208 01. 0403. C7 . 


o2.ts 


Method 


TBLASTX : Soybean 




nj._v.4- 

btart 


..254 




End 


487 




C T 

bl 


" none 




Score 


135 




Exons 


254. .487, 257. .487', 


257. .472, 


262. .471, 


320. .427 




beq. no. 


39298 




Seq. ID 


OJ000208_01.0403 


.C7 


Gene No. 


81098 




Strand 






Start 


2554 




End 


4320 




Name 


OJ000208 01. 0403. C7 . 


o2.tm 


Method 


TBLASTX: Maize 




btart 


470 




End 


787 




bl 


none 




Score 


64 




Exons 


470. .517, 471. .551, 


476. .604, 


605. .'676, 


635. .730, 684.. 


722, 




716. .787, 725. .787 










O /-« s~r Kirs 

o e q . in u . 


39298 




Seq. ID 


OJ000208_01.0403 


-C7 


Gene No. 


81098 




Strand 






Start 


2554 




End 


4320 




Name 


OJ000208 01. 0403. C7 . 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


716 




End 


1075 




GI 


none 




Score 


229 




Exons 


716. .913, 739. .912, 


752. .922, 


926. .1021, 928. .987, 1007 


. .10 



1051. .1074 



39147 




Seq. No. 


39298 


Seq. ID 


OJ000208_01.0403.C7 


Gene No. 


81098 


Strand 




Start 


O C CL A 


CjIIU. 


H J £- \J 


Name 


UJUUUZUo U 1 . Uft U O . / . oz . tc 


nc L I iuu 


TRT.A9TX • Prpt? s 


Start 


T1 Q 

f xy 




Q7 9 


GI 


none 


Score 


91 S 


Exons 


71 Q QACi 7^Q RQ7 99^ 97Q 


937 . . 978 




Seq. No. 


39z9o 


Seq. ID 


OJ000208_01.0403.C7 


Gene No. 


81098 


Strand 




Start 


2554 


End 


4320 


Name 


UU UUUZUd Ul.UflUO.w / .Ol. LIU 


Method 


TBLASTX: Maize 


Start 


buy 


End 


1474 


GI 


none 


Score 


66 


Exons 


oaq qqc QTO i nn^ Q^n QQ7 
buy . . yyo, yjz . . iuud; you . . / , 


1031. .1069, 1032. .1070, 




iflfi? 1 1 fin llfil 197^ 11R4 


1261, 1340. .1474, 1340. .1459 


Seq. No. 


39298 


Seq. ID 


OJ000208_01.0403.C7 


Gene No. 


81098 


Strand 




Start 


O c c /i 
Z 3D ft 


End 


4320 


Name 


ATAnnono m n^n*} n /-%^ t-c 

UJUUUzUo Ul.U'lUj.L / .OJ.Lb 


Method 


TBLASTX : Soybean 


Start 


i i m 
1 IUj 


End 


1687 


GI 


none 


Score 


56 - 


Exons 


11U Jt . X J. / ft , 1104 . . ItDl, 1 J • • 


14 95, 1396. .1488, 1595. .1687 


Seq. No. 


39298 


Seq. ID 


OJ000208_01.0403.C7 


Gene No. 


81098 


Strand 




Start 




End 


4320 


Name 


OJUUUZUo UI.U4Uj.L / .Ol.tW 


Method 


TBLASTX: Wheat 


Start 


i luy 


End 


1510 


GI 


none 


Score 


63 


Exons 


iino. iiQn 1 1 p/i i oci 1^40 


1510, 1402. .1488 


Seq. No. 


39298 


Seq. ID 


OJ000208_01.0403.C7 


Gene No. 


81098 


Strand 




Start 


ZOOfl 


End 


4320 


Name 


UJUUUzUo ,U1 . UfiUj .L / .oz.gs 


Method 


GENSCAN 


Start . 


Z334 


End 


4320 


GI 


none 


Score 


.57 


Exons 


occ/1 9££7 9Q99 ^PlfiR "390^ 


3229, 3780. .3875, 4175. .4320 


Seq. No. 


j yz y y 


Seq. ID 


OJ000208_01.0403.C8 


Gene No. 


Q1 noQ 


Strand 


+ 


btart 


3 Z *i 


End 


2588 


Name 


OJ000208 01.0403.C8.ol.np 


Method 


AAT/NAP 


Start 


524 


End 


2588 


GI 


a c; an o £9 
ft 3 O / Z OZ 


Score 


784 


Exons 


3Z4..0U/, / Z fl . . / fi O , O fi x . . O / O , 


944. .1065, 1166. .1296, 1392. 




ZJjl . . Z3oO 






GI Descrip. 


(AOUUbofii) putative uDiquitin 


fusion-degradation protein 




f Bra V> i Hrino i c? •HV^al i 3 ri 3 1 
[HraDlUOpSlo LildJ. Xalld J 






Seq. No. 


39299 


Seq. ID 


OJ000208_01.0403.C8 


Gene No. 


81099 


Strand 


+ 


Start 


524 


End 


2588 


Name 


OJ000208 01.0403.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


529 


End 


2425 



39148 



GI none Score 120 

Exons 529. .603, 530. .607, 840. .887, 842. .868, 936. .1064, 939. .1064, 

943. .1068, 946. .1068, 1161. .1286, 1165. .1296, 1166. .1297, 
. 1389. .1616, 1393. .1614, 2342. .2425 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39299 
81099 
524 

OJ000208_01. 0403.C8 .ol.tm 
529 
none 



Seq. ID OJ000208_01.0403.C8 

Strand + 

End 2588 

Method TBLASTX : Mai ze 

End 1518 

Score 136 



529. .606, 530. .607, 539. .610, 721 . . 747 , ■ 721 . . 747 , 723. .752, 
834. .887, 840. .887, 936. .1064, 936. .1064, 943. .1068, 943. .1068, 
1165. .1305, 1166. .1297, 1389. .1517, 1393. .1518 



Seq. No. 


39299 


Seq. ID 


OJ000208_01. 


0403. 


C8 


Gene No . 


81099 


Strand 


+ 






Start 


524 


End 


2588 






Name 


OJ000208 01.0403.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


529 


End 


1249 






GI 


none 


Score 


117 






Exons 


529. .606, 530. .607, 840. .887 


, 842. .868, 


936. . 1037, 


943. . 


1038, 




9.46.. 1038, 1021.. 1068, 1165. 


.1248, 1166 


. .1249 






Seq. No. 


39299 


Seq. ID 


OJ000208_01. 


0403, 


C8 


Gene No. 


81099 


Strand 


+ 






btarr 


524 


End 


2588 






Name 


OJ000208 01.0403.C8.ol.gs 


Method 


GEN SCAN 






Start 


530 


End 


2581 






GI 


none 


Score 


.88 






Exons 


530. .607, 724. .748, 841. .873, 944. .1065, 1166. .1296 


, 1392. .1618, 




2325.. 2393, 2454.. 2581 










Seq. No. 


3.9299 


Seq. ID 


OJ000208_01. 


0403 


.C8 


Gene No . 


81099 


Strand 


+ 








524 


End 


2588 






Name 


OJ000208 01.0403.C8.ol.gp 


Method 


AAT/GAP 






Start 


957 


End 


2478 






GI 


60213 1.R1084 


Score 


1145 






Exons 


957.. 1065, 1166.. 1296, 1392. 


.1618, 2325. .2478 






GI Descrip. 


, 2961377/emb|CAA18124 | 6.0e- 


30 (AL022141) putative 


receptor 




protein kinase [Arabidopsis 


thaliana] ' 








Seq. No. 


39300 


Seq. ID 


OJ000208_01. 


0403 


.C14 


Gene No. 


81100 


Strand 


+ 






Start 


618 


End 


870 






Name 


OJ000208 01.0403.C14 .ol.gs 


Method 


GENSCAN 






Start 


618 


End 


870 






GI 


none 


Score 


. 9 






Exons 


618. .708, 803. .870 










Seq. No. 


39300 


Seq. ID 


OJ000208_01. 


0403 


.C14 


Gene No. 


81101 


Strand 








Start 


2604 


End 


2720 






Name 


OJ000208 01.0403.'C14.o2.gs 


Method 


GENSCAN 






Start 


2604 


End 


2720 






GI 


none 


Score 


.89 







39149 



• 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 



2604. .2720 

39301 
81102 
1 

OJ000208_01. 0403. CIS. ol.np 
1 

7340884 



Seq. ID OJ000208_01.0403.C15 
Strand 

End 3048 

Method AAT/NAP 

End 3033 

Score 3769 



1..380, 453. .949, 1000. .2118, 2286. .2336, 2561. .2614, 2815. .3033 
(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. ID OJ000208_01. 0403. CIS 
Strand 

End 3048 

Method TBLASTX : Mai ze 

End 184 

Score 173 



39301 
81102 
1 

OJ000208_01.04 03.C15.o4.tm 
17 

none 

17. .184, 19. .180 

39301 
81102 
1 

OJ000208_01 . 0403 . CIS . ol . gs 
181 
none 

181. .380, 1023. .1388, 1884. .2161, 2286. .2336, 2561. .2670, 
2815. .3048 



Seq. ID OJ000208_01 . 04 03 . CIS 
Strand 

End 3048 

Method . GENSCAN ■ 

End 3048 

Score .42 



39301 
81102 
1 

OJ000208_01. 04 03.C15.o3.tm 

187 

none 



Seq. ID OJ000208_01.0403.C15 
Strand 

End 3048 

Method TBLASTX : Mai ze 

End 7 68 

Score 130 



187. .237, 413. .748, 421. .768, 565. .750 



39301 
81102 
1 

OJ000208_01. 0403. CIS. o2.tm 

965 

none 



Seq. ID OJ000208_01. 0403. CIS 
Strand 

End 3048 

Method TBLASTX : Mai ze 

End 1281 

Score 156 



965. .1186, 967. .1191, 973. .1212, 1201. .1281, 1201. .1281 



39301 
81102 
1 

OJ000208_01 .0403. CIS. ol.tm 

1375 

none 



Seq. ID OJ000208_01. 0403. CIS 
Strand 

End 3048 

Method ' TBLASTX : Mai ze 

End 1884 

Score 64 



1375. .1413, 1406. .1474, 1408. .1470, 1411. .1488, 1486. .1737, 
14 8 6. .184 8, 14 90. .1750, 1804. .1884 



39302 
81103 
572 



Seq. ID OJ000208_01.0403.C16 
Strand + 
End 5404 



39150 



Name 


OJ000208 01.0403.C16.ol.gs 


Method 


\J Cj IN O <^r\Vi 


Start 


572 


End 


J4U4 


GI 


none 


Score 




Exons 


572.. 709, 1922.. 2026, 2159.. 2602, 2960 






4014. .4133, 4533.-4763, 4838. 


.5404 




Seq. No. 


39302 


Seq. ID 




Gene No. 


81103 


Strand 


+ ~~ 


Start 


572 


End 


5404 


Name 


OJ000208 01. 0403.C16.ol.gp 


Method 


AAT/GAP 


Start 


2117 


End 


2445 


GI 


65727 1.R1084 


Score 


612 


Exons 


2117. .2445 






GI Descrip. 


'224 4 981/emb|CAB104 02.1 | 3.0e 


-15 (Z97340) proline-rich, APG like 


protein [Arabidopsis thaliana] 1 




Seq. No. 


39302 


Seq. ID 


OJ000208_01.0403.C16 


Gene No. 


81103 


Strand 


+ 


Start 


572 


End 


5404 


Name 


OJ000208 01.0403.C16.ol.np 


Method 


AAT/NAP 


Start 


2256 


End 


5395 


GI 


3695061 


Score 


827 


Exons 


2256.-2325, 2375. .2436, 2464. 


.2602, 3805. .3925, 4014. .4133, 




4533.. 4763, 4838.. 5192, 5232. 


.5395 




GI Descrip. 


(AF064788) rac GTPase activating protein 2 [Lotus japonicus] 


Seq. No. 


39302 


Seq. ID 


OJ000208_01.04 03.C16 


Gene No. 


81104 


Strand 


+ 


Start 


6232 


End 


8807 


Name 


OJ000208 01.0403.C16.o2.gs 


Method 


GEN SCAN 


Start 


6232 


End 


8719 


GI 


none 


Score 


.81 


Exons 


6232. .6481, 7271.. 7477, 7557. 


.7687, 7777. .8019, 8110. .8368, 




8484. .8719 






Seq. No. 


39302 


Seq. ID 


OJ000208_01. 04 03. CI 6 


Gene No. 


81104 


Strand 


+ 


Start 


6232 


End 


8807 


Name 


OJ000208 01.0403.C16.o2.np 


Method 


AAT/NAP 


Start 


7228 


End 


8719 


GI 


7485206 


Score 


429 


Exons 


7228. .7477, 7557. .7687, 7882. 


.8076, 8155. .8368, 8484. .8719, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical protein - Arabidopsis thaliana 
gi|2244981 1 emb | CAB10402 . 1 J (Z97340) proline-rich, APG like 
protein [Arabidopsis thaliana] gi I 7268372 | emb | CAB78 665 . 1 1 
(AL161543) proline-rich, APG like protein [Arabidopsis thaliana] 



39302 ■ Seq. ID 

81104 Strand 
6232 End 
OJ000208_01 . 0403 . CI 6 . o2 . gp Method 
8296 End 
3759168 Score 
8296. .8368, 8484. .8807 

2244981/emb|CAB10402.1| 3.0e-15 (Z97340) proline-rich, APG like 
protein [Arabidopsis thaliana] 



OJ000208_01.0403.C16 
+ 

8807 
AAT/GAP 
8807 
699 



39151' 




Seq. No. 


39302 








Seq. ID 


OJ000208_01.0403.C16 


Gene No. 


81105 








Strand 




Start 


o y / z 








End 


11451 


Name 


OJUUUzUo Ul 


. U4 U j . 


Lib. Oj , 


gs 


Method 


GEN SCAN 


Start 


by /z 








End 


11451 


GI 


none 








Score 


.51 


Exons 


o y / z . . yu^ y , 


y l / u . 


. y d 4 o , 


Z/ _? l ^ . 


.10079, 10425. .10559, 11268.. 11451 


Seq. No. 


o n o A o 

39302 








Seq. ID 


OJ000208_01.0403.C16 


Gene No. 


81106 








Strand 




Start 


11678 








End 


11951 


Name 


OJ000208_01 


.0403. 


C16.ol 


tm 


Method 


TBLASTX : Mai ?e 


Start 


O A Q c: 








End 


4933 


GI 


none 








Score 


122 


Exons 


z4 85 . . zoyy / 


Z4 y j . 


OCT-) 
. ZJ /Of 


jo UZ . 


.3918, 3803. .3925, 3992. .4132, 




4017 . . 4 1 J J, 


4uiy . 


. 4 1 jj , 


A HA £\ 
4 U 4 0 . 


.4137, 4529. .4759, 4533. .4772, 




4 o od . . 4 yoo 7 


4 O J / « 


. *i y 








Seq. No. 


jyouz 








Seq. ID 


OJ000208_01 . 04 03.C16 


Gene No. 


81106 








Strand 




Start 


11678 








End 


11951 


Name 


OJUUUZUo Ul 


. U 4 U J 


Ul 0 . Ol 




Method 


TBLASTX: Cress 


Start 


38 lz 








End 


4772 


GI 


none 








Score 


136 


Exons 


3812 . . 532.0 , 


*D O 1 A 

Jo 1 4 


. jyz4 , 


4 U 1 b . 


.4132, 4017.. 4133, 4523.. 4771, 




4533 . . 4 / 11 












Seq. No. 


39302 








Seq. ID 


OJ000208_01.ol03.C16 


Gene No. 


81106 








Strand 




Start 


11678 








End 


11951 


Name 


OJUUUZUo Ul 


. U 4 Uo 


LlD.Ol 


. r. s 


Method 


TBLASTX : Soybean 


Start 


4U /l 








End 


4939 


GI 


none 








Score 


96 


Exons 


4071 . . 4133/ 


4 U / J 


. . 4 loo, 


/ coo 
4 D jZ . 


.4771, 4533. .4766, 4586. .4768, 




4 o3o . .4 yjy / 


4 o j / 


. . 4 y OO 








Seq. No. 


mono ■ 

3y juz 








Seq. ID 


OJ000208_01.0403.C16 


Gene No. 


81106 








Strand 




Start 


11678 








End 


11951 


Name 


UJUUUZUo Ul 


. U 4 Uj 






Method 


TBLASTX: Wheat 


Start 


A C /I O 

4o4o 








End 


4932 


GI 


none 








Score 


270 


Exons 


yi r yi o A1 d C 

4 54 o . .4 / bo, 


4 ODU 


. .4 / o y , 


4 boo . 


.4769, 4658. .4777, 4820. .4927, 




4 o 30 . . 4 yz / , 


/ Q "3 7 


. . 4 y jz 








Seq. No. 


39302 








Seq. ID 


OJ000208_01.0403.C16 


Gene No. 


81106 








Strand 




Start 


lib / o 








End-' 1 


11951 


Name 


OJUUUzUo Ul 


. U4 Uj 


.Lib. Oj 


. tni 


Method 


TBLASTX: Maize 


Start 


C 1 o o 

5 loZ 








End 


5392 


GI 


none 








Score 


64 


Exons 


5182. .5274, 


5183 


. .5248, 


5254. 


.5391, 5255.. 5392 


Seq. No. 


39302 








Seq. ID 


OJ000208_01.0403.C16 


Gene No. 


81106 








Strand 




Start 


11678 








End 


11951 


Name 


OJ000208 01 


.0403 


.C16.o2 


. tc 


Method 


TBLASTX: Cress 



39152 




Start 


7317 


T-l _J 

End 


icon 
1 bo / 




GI 


none 


Score 


213 




Exons 


7317. .7478, 7321. .74/9, /b4/. 


. /bo / 






Seq. No. 


39302 


Seq. ID 


OJ000208_01.0403. 


C16 


Gene No . 


81106 


Strand 






Start 


11678 


End 


11951 




Name 


OJ000208 01 . 04 03 . Clo . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


7317 


End 


8698 




GI 


none 


Score 


117 




Exons 


7317. .7412, 7321. .7413, 7423. 


.7485, 7586. .7705, 7783. .7920, 




8086. .8286, 8121. .8228, o29o. 


.8349, 8570. .8698 




Seq. No. 


39302 


Seq. ID 


OJ000208_01.0403. 


C16 


Gene No. 


81106 


Strand 






Start 


11678 


End 


11951 




Name 


OJ000208 01 . 0403 . C16 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


7320 


End 


7710 




GI 


none 


Score 


222 




Exons 


7320. .7478, 7321. .7485, /54b. 


.7710, 7547. .7690 




Seq. No. 


39302 


Seq. ID 


OJ000208_01.0403. 


,C16 


Gene No. 


81106 


Strand 






Start 


11678 


End 


,11951 




Name 


OJ000208 01.0403.C16.o3.gp 


Method 


AAT/GAP 




Start 


11678 


End 


11951 




GI 


LIB34 32-017-P1-K1-F8 


Score 


540 




Exons 


11678. .11951 








GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 3.0e-ll Oryza sativa BAC T49B20 




genomic sequence, complete sequence' 






Seq. No. 


39303 


Seq. ID 


OJ000208_01.0403, 


.C17 


Gene No. 


81107 


Strand 






Start 


85 


End 


934 




Name 


OJ000208 01.0403.C17.ol.np 


Method 


AAT/NAP 




Start 


85 


End 


934 




GI 


6017102 


Score 


245 




Exons 


85. .312, 390. .543, 811. .934 








GI Descrip. 


(AC009895) unknown protein [Arabidopsis thaliana] 




Seq. No. 


39303 


Seq. ID 


OJ000208__01.0403, 


.C17 


Gene No. 


81107 


Strand 






Start 


85 


End 


934 




Name 


OJ000208 01.0403.C17.ol.gs 


Method 


GENSCAN 




Start 


124 


End 


911 




GI 


none 


Score 


.58 




Exons 


124. .312, 390. .427, 521. .543, 


811. .911 






Seq. No. 


39304 


Seq. ID 


OJ000208JD1.0403 


.C18 


Gene No . 


81108 


Strand 


+ 




Start 


2618 


End 


4567 




Name 


OJ000208 01. 0403.C18.o2.np 


Method 


AAT/NAP 




Start 


2618 


End 


4567 




GI 


4218008 


Score 


140 




Exons 


2618. .2654, 4135. .4567 








GI Descrip. 


(AC006135) hypothetical protein [Arabidopsis thaliana] 





39153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39304 
81109 
1 

OJ000208_01. 04 03.C18.ol.np 
1 

6017102 



Seq. ID OJ000208_01.0403.C18 
Strand 

End 1154- 

Method AAT/NAP 

End 1154 

Score 259 



1..19, 718. .801, 877. .950, 1032. .1154 

.(AC009895) unknown protein [Arabidopsis thaliana] 





Seq. No. 


39304 






Seq. ID 


OJ000208_01.0403. 


C18 




Gene No. 


81110 






Strand 








Start 


6407 






End 


.8465 






Name 


OJ000208 01. 


0403.C18.ol. 


, tc 


Method 


TBLASTX: Cress 






Start 


717 






End 


1154 






GI 


none 






Score 


87 






Exons 


717. .752, 876. .956, 877, 


QC1 


1032.. 1154, 1033.. 1149 






Seq. No. 


39304 






Seq. ID 


OJ000208_01.0403. 


,C18 




Gene No. 


81110 






Strand 








Start 


6407 






End 


8465 






Name 


OJ000208 01. 


0403.C18.ol, 


. tm 


Method 


TBLASTX: Maize 






Start 


717 






End 


1197 






GI 


none 






Score 


109 






Exons 


717.. 797, 721. .801, 721 


. . 801, 


867. .953 


, 876.-959, 1032.. 


. 1 1 y d , 






1033. .1197 














Seq. No. 


39304 






Seq. ID 


OJ000208_01.0403. 


.C18 




Gene No. 


81110 






Strand 








Start 


6407 






End 


8465 






Name 


OJ000208 01. 


0403.C18.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


4352 






End 


4496 




? : : 


GI 


none 






Score 


154 






Exons 


4352. .4492, 


4353. .4496, 




.4496 








Seq. No. 


39304 






Seq. ID 


OJ000208_01.0403, 


.C18 




Gene No. 


81110 






Strand 








Start 


6407 






End 


8465 




\J 


Name 


OJ000208 01. 


0403.C18.ol 


.gp 


Method 


AAT/GAP 






Start 


6407 






End 


8465 






GI 


none 






Score 


930 






Exons 


6407. .6603, 


6686. .6773, 


8148 . 


.8212, 8289. .8465 






Seq. No. 


39304 






Seq. ID 


OJ000208_01.0403 


.C18 




Gene No. 


81110 






Strand 








Start 


6407 






End 


8465 






Name 


OJ000208 01, 


,0403.C18.o2 


.gs 


Method 


GEN SCAN 






Start 


7426 






End 


8413 






GI 


none 






Score 


.5 






Exons 


7426. .7452, 


8148.' .8212, 


8289. 


.8413 








Seq. No. 


39305 






Seq. ID 


OJ000208_01.0403 


-C19 




Gene No. 


81111 






Strand 








Start 


5317 






End 


7664 






Name 


OJ000208 01, 


.0403.C19.ol 


.np 


Method 


AAT/NAP 






Start 


5317 






End 


7453 






GI 


7437166 






Score 


1973 






Exons 


5317. .6310, 


6717. .6877, 


7067. 


.7198, 7292. .7453 





39154 



GI Descrip. 1-aminocyclopropane-l-carboxylate synthase (EC 4.4.1.14) 2 - 
wheat 



Seq. No. 


39305 








Seq. ID 


OJ000208_01.0403.C19 


Gene No. 


81111 








Strand 




Start 


5317 








End 


7664 


Name 


. OJ000208_01. 


0403 . 


C19 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5428 








End 


6013 


GI 


none 








Score 


588 


Exons 


5428 . .5952, 


5429. 


. 5953, 


5924 


..6013, 5959. .6012 


Seq. No. 


39305 








Seq. ID 


OJ000208_01.0403.C19 


Gene No. 


81111 








Strand 




Start 


5317 








End 


7664 


Name 


OJ000208_01 . 


0403 . 


C19 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5458 








End 


7457 


GI 


none 








Score 


299 


Exons 


5458 . . 5982, 


5474 . 


C Ci o o 

. 5983, 


r A A A 

5992 


..6309, 5993.. 6310, 6713.. 6877, 




6720. . 6878, 


7056. 


. 7199, 


7067 


..7201, 7070. .7204, 7289. .7453, 




7296. .7457 












Seq. No. 


39305 








Seq. ID 


OJ000208_01.0403.C19 


Gene No. 


81111 








Strand 




Start 


5317 








End 


7664 


Name 


OJ000208_01 . 


0403, 


C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5473 








End 


7432 


GI 


none 








Score 


122 


Exons 


5473. . 6003, 


5474 . 


. 5614, 


5672 


..5980, 5998. .6150, 6151. .6312, 




6713. . 6880, 


6717 


. 6881, 


7067 


..7201, 7067. .7204, 7289. .7432, 




7292. .7387, 


7296 


.7430 








Seq. No. 


39305 








Seq. ID 


OJ000208_01.04 03.C19 


Gene No. 


81111 








Strand 




Start 


5317 








End 


7664 


Name 


OJ000208 01. 


0403 


C19.o2 


.gp 


Method 


AAT/GAP 


Start 


5866 








End 


7173 r. 


GI 


222 1.R1084 








Score 


1350 


Exons 


5866. .6310, 


6717 


.6877, 


7067 


. .7173 




GI Descrip. 


l 1419100/emb|CAA81755| 


l.Oe- 


137 (Z27242) ACC synthase [Oryz 




sativa] ' 












Seq. No. 


39305 








Seq. ID 


OJ000208_01.0403.C19 


Gene No. 


81111 








Strand 




Start 


5317 








End 


7664 


Name 


OJ000208 01. 


0403 


C19.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6016 








End 


6803 


GI 


none 








Score 


62 


Exons 


6016. .6309, 


6713 


.6802, 


D /ZU 


..6803 ■ 




Seq. No. 


39305 








Seq. ID 


OJ000208_01.04 03.C19 


Gene No. 


81111 








Strand 




Start 


5317 








End 


7664 


Name 


OJ000208 01. 


0403 


.C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6224 








End 


7156 


GI 


none 








Score 


118 


Exons 


6224. .6307, 


6226 


. .6309, 


6229 


..6312, 6713.. 6880, 6720.. 6881, 




7065. .7154, 


7066 


. .7155, 


7067 


. .7156 





39155 




Seq. No. 


39305 








Seq. ID 


OJ000208 


_01 


.0403 


.C19 


Gene No. 


81111 








Strand 










Start 


5317 








End " 


7664 








Name 


OJ000208" 01 


. 0403 


.C19.o2 


.gs 


Method 


GEN SCAN 








Start 


6656 








End 


7498 ' 








GI 


none 








Score 


. 8 








Exons 


6656. . 6877, 


7067 


. .7198, 


7292 . 


.7498 










Seq. No. 


39305 








Seq. ID 


OJ000208 


_01 


.0403 


.C19 


Gene No. 


81111 








Strand 










Start 


5317 








End 


7664 








Name 


OJ000208 01 


. 0403 


.C19.o2 


. tm . 


Method 


TBLASTX: 


Maize 




Start 


7118 








End 


7437 








GI 


none 








Score 


94 " 








Exons 


7118. .7204, 


7119 


. . 7199, 


7289 . 


.7432, 7290. .7430, 


7294 . .7437 


Seq. No. 


39305 








Seq. ID 


OJ000208 


_01 


.0403 


.CI 9 


Gene No. 


81111 








Strand 










Start 


5317 








End 


7664 








Name 


OJ000208 01 


.0403 


.C19.o3 


.gp 


Method 


AAT/GAP 








Start 


7331 








End 


7664 








GI 


71812 1.R1084 






Score 


627 








Exons 


7331. .7664 


















GI Descrip. 


•1244715/gb 


|U42336|TAU42336 2 


.0e-09 Triticum aestivum ACC 


synthase (TA-ACS2) gene 


, complete cds 1 










Seq. No. 


39306 








Seq. ID 


OJ000208 


_01 


.0403 


.C20 


Gene No. 


81112 








Strand 










Start 


1008 








End 


2212 








Name 


OJ000208 01 


.0403 


.C20.ol 


.gs 


Method 


GENSCAN 








Start 


1008 








End 


2212 








GI 


none 








Score 


.45 








Exons 


1008. .1057, 


2164 


. .2212 














Seq. -No. 


39307 








Seq. ID 


OJ000208 


_01 


.0403 


.C21 


Gene No. 


81113 








Strand 


+ 








Start 


4992 








End 


6754 








Name 


' OJ000208 01 


.0403 


.C21.ol 


.np 


Method 


AAT/NAP 








Start 


4992 








End 


6754 








GI 


3702337 








Score 


286 








Exons 


4992. .5034, 


5896 


. . 6216, 


6376. 


.6543, 6678.-6754 








GI Descrip. 


(AC005397) 


unknown protein [Arabidopsis thaliana] 






Seq. No. 


39307 








Seq. ID 


OJ000208 


_01 


.0403 


.C21 


Gene No. 


81113 








Strand 


+ 








Start 


4992 








End 


6754 








Name 


OJ000208 01 


.0403 


.C21.ol 


.gp 


Method 


AAT/GAP 








Start 


5843 








End 


6440 








GI 


5004582 








Score 


803 








Exons 


5843. .6216, 


6376 


. . 6440 














Seq. No. 


39307 








Seq. ID 


OJ000208 


_01 


.0403 


.C21 


Gene No. 


81113 








Strand 


+ 








Start 


4992 








End 


6754 








Name 


OJ000208 01 


.0403 


.C21.o2 


.gs 


Method 


GENSCAN 








Start 


5859 








End 


6715 









39156 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

5859.. 6216, 6376. 

39307 
81114 
914 

OJ000208_01.0403. 

914 

none 

914.. 1090, 1799.. 
4718. .4845, 4857. 

39307 
81115 
5882 

OJ000208_01.0403. 

5882 
none 

5882.. 5983, 5994. 
6366. .6530, 6368. 
6643.. 6711, 6648. 

39307 
81115 
5882 

OJ000208JD1.0403. 

6000 

none 

6000.. 6089, 6026. 
6369.. 6530, 6646. 

39308 
81116 
163 

OJ000208_01.0403, 

163 

none 

163. .276 



39308 
81117 
5127 

OJ000208_01.04 03.C22.o3.gs 
5127 
.none 

5127. .5499, 6169. .6445, 6819. 



6530, 6649. 



C21.ol.gs 



1917, 2107, 
.4960 



C21.ol. tm 



6149, 6008. 
6532, 6369, 
6713 



C21.ol.ts 



.6088, 6159. 
.6714, 6648. 



C22.ol.gs 



Score . 7 
,6715 

Seq. ID OJ000208_01.0403.C21 
Strand 
End 

Method 
End 
Score 

.2139, 2211. .2234, 3347. .3874, 



4960 
GENSCAN 
4960 
. 65 

.2234, 3347, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6091, 6162 
.6530, 6374 



OJ000208 01.0403.C21 



6714 

TBLASTX: Maize 
6714 
46 

6218, 6171, 
6532, 6643, 



, 6221, 
, 6714, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 01.0403.C21 



6714 

TBLASTX: Soybean 
6714 
103 

6218, 6344.. 6532, 6366. .6539, 
6713 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_01.0403.C22 
+ 

276 

GENSCAN 

276 

.48 



OJ000208_01.0403.C22 
+ 

9969 
GENSCAN 
9969 
.55 



6948, 6996.. 7080, 7086. .7528, 
7667. .7726, 7827. .8033, 8144. .8447, 8570.. 8815, 9896.-9969 



Seq. No. 39308 Seq. ID 

Gene No. 81117 Strand 

Start 5127 End 

Name OJ000208_01 . 04 03 . C22 . ol . gp Method 

Start 5390 End 

GI none Score 

Exons 5390.. 5832 



OJ000208_01.0403.C22 
+ 

9969 
AAT/GAP 
5832 
850 



Seq. No. 



39308 



Seq. ID OJ000208_01.0403.C22 



39157 



# • 





Gene No. 


81117 . 




Strand 


+ 






Start 


5127 




End 


9969 






Name 


OJ000208 01.0403.C22.ol. 


np 


Method 


AAT/NAP 






Start 


7093 




End 


8638 






GI 


5870600 




Score 


796 






Exons 


7093.. 7528, 7667.. 7726, 


7827. 


.8033, 8144. .8269, 


8391. .8447, 






8570. .8638 












GI Descrip. 


(Y14810) beta-carotene hydroxylase [Lycopersicon esculentum] 




Seq. No. 


39308 




Seq. ID 


OJ000208 


_01.0403.C22 




Gene No. 


81117 




Strand 


+ 






Start 


5127 




End 


9969 






Name 


OJ000208 01.0403.C22.o2. 


gp 


Method 


AAT/GAP 






Start 


8381 




End 


8961 






GI 


2276035 




Score 


853 






Exons 


8381. .8447, 8570. .8961 












Seq. No. 


39308 




Seq. ID 


OJ000208 


_01.0403.C22 




Gene No. 


81118 




Strand 


+ 






Start 


10008 




End 


10664 






Name 


OJ000208 01.0403.C22.o2. 


np 


Method 


AAT/NAP 






Start 


10008 




End 


10664 






GI 


7523502 




Score 


121 




L --a 


Exons 


10008. .10100, 10443.. 10664 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




L ! i 

Fy 


Seq. No. 


39308 




Seq. ID 


OJ000208 


_01.0403.C22 




G^ng No . 


81118 




Strand 


+ 




S3 


Start 


10008 




End 


10664 






Name 


OJ000208 01.0403.C22.o3. 


np 


Method 


AAT/NAP 






Start 


10274 




End 


10664 




1 y 


GI 


6539588 




Score 


137 




- 


Exons 


10274. .10664 












GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 




* J 


Seq. No. 


39308 




Seq. ID 


OJ000208 


_01.0403.C22 


i = 


Gene No. 


81119 




Strand 






w 


Start 


1075 




End 


2577 




r ^ 


Name 


OJ000208 01.0403.C22.o2 


gs 


Method 


GEN SCAN 




r ^ 


Start 


1075 




End 


2577 






GI 


none 




Score 


.51 






Exons 


1075. .1254, 2380. .2577 












Seq. No. 


39308 




Seq. ID 


OJ000208 


_01.0403.C22 




Gene No. 


81120 




Strand 








Start 


7396 




End 


8455 






Name 


OJ000208 01.0403.C22.ol 


tc 


Method 


TBLASTX: 


Cress 




Start 


7396 




End 


8455 






GI 


none 




Score 


156 






Exons 


7396.-7527, 7397.. 7528, 


7661. 


.7729, 7661. .7711, 


7666. .7728, 






7809. .7880, 7817. .7879, 


7836. 


.8030, 7874. .8032, 


7881. .8033, 






8116.. 8262, 8120.. 8272, 


8156. 


.8290, 8385. .8447, 


8388. .8447, 






8389..8448, 8393. .8449, 


8393. 


.8455 








Seq. No. 


39308 




Seq. ID 


OJ000208 


_01.0403.C22 




Gene No. 


81120 




Strand 








Start 


7396 




End 


8455 





39158 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_01.04 03.C22.ol.tm 
7402 



Method TBLASTX : Maize 



Seq. No. 
Gene No. 
Start 
Name 
Start 



End 8449 
none Score 151 

7402. .7527, 7403 .. 7528 , -7666 .. 7728, 7667. .7729, 7799. .8032, 
7807. .7887, 7809. .8033, 8120. .8272, 8122. .8265, 8147. .8290, 
8385. .8447, 8388. .8447, 8390. .8449 



39308 
81120 
7396 

OJ000208_01.04 03.C22 .ol. ts 

7835 

none 

7835. .8032, 7836. .8033, 8116. 
8385. .8447, 8388. .8447, 8396. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8262, 8120 
.8455 



OJ000208 01.0403.C22 



8455 

TBLASTX: Soybean 
8455 
340 

8299, 8153.. 8269, 



39309 
81121 
2276 

OJ000208_01.04 03.C23.ol.gp 
2276 

73436_1.R1084 
2276. .2391 

' 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 
+ 

2391 
AAT/GAP 
2391 
199 



01.0403.C23 



39310 
81122 
80 

OJ000208_01.0403.C24.ol.gp 
80 

73436_1.R1084 
80. .277, 364. .419 

1 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_01, 
+ 

419 

AAT/GAP 
419 
455 



0403. C24 



3931Q*.- ..... 
81123 
3631 

OJ000208_01.04 03.C24 .ol.np 
3631 
5922631 

3631. .3755, 4014. .4258, 
5654. .6580, 7187. .8509 
(AP000492) ESTs C26347 ( 
region of the predicted 
retrotransposon Cinful- 
gi | 6016864 | dbj | BAA85207 
C26347 (C12145) , AU078074 
predicted gene.; Simila 
Cinful-1. (AF049110) [0 



Seq. ID OJ000208_01.0403.C24 

Strand + 

End 8509 

Method AAT/NAP 

End • 8509 

Score 4856 
4517. .4724, 4770. .5334, 5377. .5527, 



C12145) , AU078074 (C12145) correspond to a 

gene.; similar to prpol; Zea mays 
1. (AF049110) [Oryza sativa] 
.11 (AP000570) ESTs 

(C12145) correspond to a region of the 
r to prpol; Zea mays retrotransposon 
ryza sativ 



39310 Seq. ID 

81123 Strand 

3631 End 

OJ000208_01 . 04 03 . C24 . o5 . tw Method 

4938 End 



OJ000208_01.0403.C24 
+ 

8509 

TBLASTX: Wheat 
5340 



39159 






GI 


none 








Score 








Exons 


4 9oo . . DZ 4 b, 


A A O A 

4 y 0 y . 


CO/ A 

. D O 4 U 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403. 


C24 




Gene No. 


81123 








Strand 


+ 






Start 


O C O T 

Jb Jl 








End 


8509 






Name 


/-ntaaaoao m 
OJ OUUzUo U 1 . 


A /I AO 

U4 Uj . 


00/1 ^ 1 
4 . OX . 


1 lw 


Method 


TBLASTX: Wheat 






Start 


o9zU 








End 


6717 






GI 


none 








Score 


136 






Exons 


c a a a ^ A a. c 

59zU . . bUyb, 


bl 4 1 . 


. b J / / , 


0 1 4 0 . 


.6375, 6424. .6717, 6513. .6713 




Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403. 


C24 




Gene No. 


81123 








Strand 


+ 






Start 










End 


8509 






Name 


OJUUUzUo Ul . 


U 4 Uj . 


L<£ 4 .04, 


, t.m 


Method 


TBLASTX: Maize 






Start 


/T A 1 o 








End 


6433 






GI 


none 








Score 


182 






Exons 


bzzo . . Dj / 4 , 


bz z y . 




oz / o . 


. o4 j j 








Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403. 


,C24 




Gene No. 


81123 








Strand 


+ 






Start 


obol 








End 


8509 






Name 


/-\ in a no no ni 
OJUUUzUo U 1 , 


, U4 Uj . 


CO A r\ "3 
LZ 4 • O J , 


. L S 


Method 


TBLASTX: Soybean 






Start 


6637 








End 


7002 




c n 


GI 


none 








Score 


145 






Exons 


can ^ro £1 
bb J / . . bo bl , 


/CO (CQ 

DO DO . 


. /uuz 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403, 


.C24 


iy 


Gene No. 


81123 








Strand 


+ 






Start 


jb Jl 








End 


8509 




ru 


Name 


OJ00020o UL 


A A A Q 
. 04 UJ . 


Cz 4.0b 


. tw 


Method 


TBLASTX: Wheat 






Start 


67 10 








End 


6951 






GI 


none 








Score 


261 






Exons 


/"Tin /TQci 


b / jo . 


. oy o u 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403 


.C24 




Gene No. 


81123 








Strand 


+ 






Start 


ob J 1 








End 


8509* 




i Jj 


Name- 


UJUUUzUo Ul 


. U 4 U 0 . 


CO A r\0 

4 . OZ 


. LIU 


Method 


TBLASTX: Maize 






Start 


f TOT 

b /z / 








End 


7083 






GI 


none 








Score 


362 






Exons 


b /z / . . / UoJ, 


b / DO . 


/ u / J 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403 


.C24 




Gene No. 


81123 








Strand 


+ 






Start 










End 


8509 






Name 


OJUUUzUo Ul 


A/1 AO 

. U 4 U j . 


CO A r\0 

L-z 4 . OZ 




Method 


TBLASTX: Wheat 






Start 










End 


7371 






GI 


none 








Score 


4 62 






Exons 


by OZ . . / J / 1 , 


D z?0 H , 


, . / O 1 u 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403 


.C24 




Gene No. 


81123 








Strand 


+ 






Start 


3631 








End 


8509 






Name 


OJ000208 01 


.0403. 


,C24 .ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


7216 








End 


7647 






GI 


none 








Score 


316 





39160 






Exons 


7216 . .7647, 


7263 . 


.7406 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403. 


C24 




Gene No . 


81123 








Strand 


+ 






Start 


3631 








End . 


8509 






Name 


OJ000208_01 . 


. 0403 . 


C24 . ol . 


tm 


Method 


TBLASTX: Maize 






Start . 


7314 








End 


7758 






GI- 


none 








Score 


81 






Exons 


7314 . .7529, 


7314 . 


.7568, 


7315. 


.7569, 7315. .7572, 7590.. 7721, 






7591 . .7734, 


7732 . 


. 7758 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403. 


C24 




Gene No. 


81123 








Strand 


+ 






Start 


3631 








End 


8509 






Name 


OJ000208_01 . 


. 0403. 


C24 . o3 . 


tw 


Method 


TBLASTX: Wheat 






Start 


7416 








End 


7845 






GI 


none 








Score 


412 






Exons 


7416 . . 7793, 


7417 . 


, . 784 5 












Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403. 


,C24 




Gene No. 


81123 








Strand 


+ 






Start 


3631 








End 


8509 






Name 


OJ000208_01 


. 0403. 


, C24 .o2 . 


, ts 


Method 


TBLASTX: Soybean 






Start 


7881 








End 


8261 




\ J 


GI 


none 








Score 


69 






Exons 


7881. .7967, 


7882. 


. .7977, 


8013 . 


.8261, 8017. .8259 




f y 

p sr. 


Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403. 


.C24 


^ :=? 


Gene No. 


81123 








Strand 


+ 






Start 


3631 








End 


8509 




^ =? 


Name 


OJ000208_01 


. 0403. 


,C24 .o4 , 


. tw 


Method 


. TBLASTX: Wheat 




i y 


Start 


7882 








End 


8304 




s 


GI 


none 








Score 


390 




E3 


Exons 


7882 . . 8304 , 


7887 , 


O 1 o o 

. . 8228 










^ _ s 


Seq. No. 


39310 








Seq. ID 


OJ000208_01.0403 


.C24 




Gene No. 


81123 








Strand 


+ 






Start 


. • 3631 








End 


8509 




C3 


Name 


OJ000208_01 


.0403 


.C24 ,o3 


. tm 


Method 


TBLASTX: Maize 






Start 


7945 








End 


8208 






GI 


none 








Score 


125 






Exons 


7945 . . 8106, 


8110 


. . 8208 












Seq. No. 


39311 








Seq. ID 


OJ000208_01.0403 


.C25 




Gene No. 


81124 








Strand 


+ 






Start 


1 








End 


331 






Name 


OJ000208 01 


.0403 


.C25.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


331 






GI 


5902445 








Score 


465 






Exons 


1. .331 
















GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


393il 








Seq. ID 


OJ000208_01.0403 


.C25 




Gene No. 


81125 








Strand 








Start 


665 








End 


2550 






Name 


OJ000208 01 


.0403 


.C25.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


2 








End 


277 





39161 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2. .178, 185. .277 

39311 
81125 
665 

OJ000208_01.04 03.C25.ol.tm 
20 

none 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20. .202, 76. .201, 181. .282, 182. .283 



39311 
81125 
665 

OJ000208_01.04 03.C25.ol.gs 
665 
none 



130 



OJ000208_01.0403.C25 
2550 

TBLASTX: Maize 

283 

165 



OJ000208 01.0403.C25 



Seq. ID 
Strand 

End 2550 
Method GENSCAN 
End 2550 
Score .82 

665. .1116, 1366. .1555, 1630. .1817, 1895. .1973, 2127. .2253, 
2330. .2550 

39311 Seq. ID OJ000208_01 . 0403 . C25 

81125 Strand - 

665 End 2550 

OJ000208_01.0403.C25.o2.np Method AAT/NAP ' 

677 End 2504 

6691716 Score 1205 

677. .1116, 1190. .1303, 1453. .1555, 1630. .1817, 1895. .2080, 

2153.. 2253, 2330.. 2504 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj i BAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



39312 Seq. ID 

81126 Strand 

1 End 
OJ000208_01 . 0403 . C26 . ol . np • Method. 

1 ' End 

5902448 Score 
1. .744 

(AB030283) orf3 [Oryza sativa] 

39312. Seq. ID 

81126 Strand 
1 End 
OJ000208_01 . 0403 . C2 6 . ol . gs Method 
59 End 
none Score 
59.-744 

39312 

81127 Strand 
2075 End 
OJ000208_01 . 04 03 . C26 . o2 . gs Method 
2075 End 
none Score 



OJ000208_01.0403.C26 
744 

AAT/NAP 

744 

1255 



OJ000208_01.0403.C26 
744 

GENSCAN 

744 

.96 



Seq. ID OJ000208_01.0403.C26 



8581 
GENSCAN 
8581 
.82 



2075. .2293, 2317. .3227, 3305. .3632, 3716. .3870, 4220. .4265, 
4385.-4453, 7807. .7939, 8018. .8249, 8456. .8581 



39162 



Seq. No. 


39312 








Seq. ID 


OJ000208JD1.0403 


C26 


Gene No. 


81127 








Strand 






Start 


2075 








End 


"$5'81 




Name 


OJ000208 01. 


0403.C26.o2 


.np 




Method 


AAT/NAP 




Start 


2152 








End 


4824 




GI 


1694711 








Score 


1289 




Exons 


2152. .3227, 


3305. .3635, 


3716. 


.3950, 4071. .4249, 4529. .4824 


GI Descrip. 


(Y09581) FROl [ Arabidopsis 


thaliana] 






Seq. No. 


39312 








Seq. ID 


OJ000208_01.0403 


C26 


Gene No. 


81128 








Strand 






Start 


9103 








End 






Name 


OJ000208 01. 


0403.C26.ol 


.tw 




Method 


I bLAb 1 a : wneat 




Start 


337 








End 






GI 


none 








Score 


208 




Exons 


337. .624 














Seq. No. 


39312 








Seq. ID 


OJ000208_01.0403 


.C26 


Gene No. 


81128 








Strand 






Start 


9103 








End 


ft i o o 
91oo 




Name 


OJ000208 01. 


0403.C26.o2 


. ts 




Method 


TBLASTX : Soybean 




Start 


2401 








End 


2671 




GI 


none 








Score 


83 




Exons 


2401. .2670, 


2417. .2671 












Seq. No. 


39312 








Seq. ID 


OJ000208_01.0403 


.C26 


Gene No. 


81128 








Strand 






Start 


9103 








End 


9183 




Name 


OJ000208 01. 


0403.C26.ol 


. tc 




Method 


TBLASTX: Cress 




Start 


2503 








End 


2808 




GI 


none 








Score 


74 




Exons 


2503. .2670, 


2734. .2808 












Seq. No. 


39312 








Seq. ID 


OJ000208_01.0403 


.C26 


Gene No. 


81128 








Strand 






Start 


9103 








End 


9183 




Name " 


OJ000208 01* 


0403.C26.ol 


. ts 




Method 


TBLASTX : Soybean 




Start 


2806 








End 


3826 




GI 


none 








Score 


61 




Exons 


2806. .2979, 


3052. .3225, 


3073. 


.3249, 3360. .3428, 3399. .3635, 




3415. .3624, 


3713. .3811, 


3737. 


.3826 






Seq. No. 


39312 








Seq. ID 


OJ000208_01.0403 


.C26 


Gene No. 


81128 








Strand 






Start 


9103 








End 


9183 




Name 


OJ000208 01 


0403.C26.ol 


• gp 




Method 


AAT/GAP 




Start 


9103 








End 


9183 




GI 


3760640 








Score 


121 




F von 

Ij AUilO 


9103. .9183 














GI Descrip. 


4176420/dbj |BAA37167| 2 


.0e- 


-11 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 












Seq. No. 


39313 








Seq. ID 


OJ000208_01.0403 


.C27 


Gene No. 


81129 








Strand 


+ 




Start 


138 








End 


240 




Name 


OJ000208 01 


0403.C27.ol 


.gp 




Method 


AAT/GAP 





39163 



~ "1 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



138 End 240 

LIB3477-003-P1-K1-E9 Score 157 

138. .240 

'24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



39313 
81130 
1241 

OJ000208_01.0403.C27 .ol.gs 

1241 

none 



Seq. ID OJ000208_01.0403.C27 



Strand 
End 

Method 

End 

Score 



+ 

3866 
GENSCAN 
3766 
.76 



1241. .1425, 1604. .1829, 2519. .3349, 3597. .3766 



39313 
81130 
1241 

OJ000208_01.04 03.C27 .o2 . np 
1606 
7485270 
1606. .1667, 



OJ000208_01.0403.C27 
+ 

3866 
AAT/NAP 
3866 
464 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

2958.-3349, 3507. .3866 
hypothetical protein A_IG005I10.9 - Arabidopsis thaliana 
gi'|2252831|gb|AAB62830.1| (AF013293) A_IG005I10.9 gene product ■' 
[Arabidopsis thaliana] gi I 6049873 | gb I AAF02788 . 1 |AF195115_8 
(AF195115) F5I10.9.gene product [Arabidopsis thaliana] 
gi I 7267116 | emb | CAB80787.il (AL161471) similarity to [Arabidopsis 
thaliana] 



OJ000208_01. 04 03.C27 
+ 

3866 
AAT/GAP 
3747 
984 



39313 Seq. ID 

81130 Strand 
1241 End 
OJ000208_01.0403.C27 .o2.gp Method 
3073 End 
uC-osrocyp009dllbl Score 
3073.. 3349, 3507; .3747 

1 417 6420/dbj I BAA37167 | 2.0e-ll (AB0080_97) cytochrome P450 
[Arabidopsis thaliana] f 

39313 Seq. ID OJ000208J31 . 0403 . C27 

81131 Strand 

366 End 3631 

OJ000208_01.0403.C27 .ol.np Method AAT/NAP 
366 End 3518 

7486309 Score 190 

366. .740, 3498. .3518 

hypothetical protein F28M11.120 - Arabidopsis thaliana 
gi I 4538984 | emb | CAB39772.il (AL049487) putative protein 
[Arabidopsis thaliana] gi | 72677 16 | emb | CAB7814 3 . 1 I (AL161516) 
putative protein [Arabidopsis thaliana] 



39313 Seq. ID 

81131 Strand 

366 End 

OJ000208_01.0403.C27 .ol. tm Method 

2777 End 

none Score 



OJ000208_01.0403.C27 
3631 

TBLASTX: Maize 

3631 

219 



39164 




Exons 


OTTT O ft O C 

2. i / / . . £. yy b, 


i to . 


9 QQ 7 


97 7 Q 


.2988, 2978.. 3349, 2982. .3350, 






jjUD . 


^£99 




.3621, 3514.. 3630, 3521.. 3631 


Seq. No. 


39313 








Seq. ID 


OJ000208JU.0403, 


C27 


Gene No. 


81132 








Strand 






Start 










End 


3767 




Name 


r\ Tnnn 9 no m 

UJUUUZUo Ul . 


ha 

UtU J i 


P97 o1 


+- w 


Method 


TBLASTX: Wheat 




Start 


■5CQQ 








End 


3767 




GI 


none 








Score 


63 




Exons 


jjO^ . . jDjj, 


J J07 i 




J UU J • 


.3764, 3627. .3767 




Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310, 


,C7 


Gene No. 


81133 








Strand 


+ 




btar t 


' 12593 








End 


13719 




Name 


OJ000108 59. 


0310. 


,C7.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


864 








End 


1256 




GI 


none 








Score 


58 




Exons 


864. .911, 918. .1016, 923. .101 


5, 983.. 1222, 999.. 1256 




Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310, 


,C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59. 


0310, 


.C7.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


869 








End 


1154 




GI 


none 








Score 


193 




Exons 


869. .1153, 906. .1154 










Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59. 


.0310 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1994 








End 


2480 




GI 


none 








Score 


407 




Exons 


1994. .2167, 


1995 


. .2480, 


2189. 


.2449, 2259.. 2453 




Seq.. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59. 


.0310 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2645 








End 


3107 




GI 


none 








Score 


583 




Exons 


2645. .3100, 


2646 


. .3107, 


2646. 


.3101 






Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59 


.0310 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2685 








End 


3050 




GI 


none 








Score 


117 




Exons 


2685. .2909, 


2916 


. .3050 










Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59 


.0310 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2775 








End 


3131 




GI 


none 








Score 


391 





39165 




Exons 


2775 . . 3131, 


2810 , 


. . 31^1, 


ZoZ 0 . 








Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








Lna 


1 Til Q 

ij / 1 y 




Name 


OJ000108_59 . 


0310 


. C7 . o2 . 


tm 


Method 


I BLAo 1 a : Maize 




Start 


3158 








End 






GI 


none 








Score 


"5 /* C 

365 




Exons 


3158 . . 3523, 


3it>y 


. . Z 










Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








bna 






Name 


OJ0001Q8_59 . 


AOI ft 

0310 


. C / . oZ . 


tw 


Metnoa 


rp 0 T 7\ C TV . r»7K -n +- 

I bJjAo 1 a : wnea u 




Start 


3215 








End 


0 boo 




GI 


none 








Score 


A ft C 

4 yb 




Exons 


3Zlo . . jd^o, 




. . J boo 










Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








bna 


1 0 / 1 y 




Name 


/\ -rArt/M Aft C ft 

OJ000108 59. 


ft O 1 ft 

0310 


. C / . ol . 


ts 


Method 


1 dLAo 1 a : ooyoean 




Start 


3264 








End 


0 tZ c c 

3doo 




GI • 


none 








Score 


TO ft 

ZoO 




Exons 


3264 . . 3665, 


3311 


O A C A 

. . 34o4 










Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


,C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59. 


ft O 1 ft 

0310 


. C7 . oo . 


tw 


Method 


TBLASTX: Wheat 




Start 


4097 








End 


4531 




GI 


none 








Score 


236 




Exons 


4097 . .4348, 


4112 


. . 4321, 


4 162 . 


.4338, 4382. .4531, 4391. .4528 




jt ft O ji r oft 

4393 . . 4530 














Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59. 


0310 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


4220 








End 


4786 




GI 


5666795 








Score 


68 




Exons 


4220. .4318, 


4394 


. .4531, 


4586. 


.4786 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.C7 


Gene No. 


81133 








Strand ' 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59. 


0310 


.C7.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


4534 








End 


4846 




GI 


none 








Score 


184 




Exons 


4534. .4710, 


4586 


. .4846 










Seq. No. 


39314 








Seq. ID 


OJ000108_59.0310 


.01 


Gene No. 


81133 








Strand 


+ 




Start 


12593 








End 


13719 




Name 


OJ000108 59. 


0310 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5048 








End 


5362 





39166 



GI 


none 








Score 


350 


Exons 


5048 . .5362, 


5083 


. . 5349 








Seq. No. 


39314 








Seq. ID 


OJ000108 


Gene No. 


. 81133 








Strand 


+ 


Start 


12593 








-pi _ j 
End 


1 J / 19 


Name 


OJ000108_59 . 


, 0310 


. C7 . o4 . 


tw 


Method 


TBLASTX : 1 


Start 


5176 








End 


a c c i 
ODD I 


GI 


none 








Score 


370 


Exons 


5176. . 5232, 


5177 


. ..5557, 


5180 . 


.5518, d21 


IA r r o /* 


Seq. No. 


39314 








Seq. ID 


OJ000108 


Gene No. 


81133 








Strand 


+ 


Start . 


12593 








End 


13719 


Name 


t/\aa i Art r a 

OJ000108_59 . 


. 0310 


.CI .ol . 


tw 


Method 


TBLASTX: 


Start 


5558 








End 


9047 


GI 


none 








Score 


269 


Exoris ' 


5558 . . 5842, 


5562 


. . 5633, 


5563 . 


.5661, 5698.. 5868, 




6034 . . 6156, 


60 3d 


. . oloU, 


O Q C A 


.9047 




Seq. No. 


39314 








Seq. ID 


OJ000108 


Gene No. 


81133 








Strand 


+ 


Start 


12593 








End 


13719 


Name 


OJ000108 59. 


.0310 


.C7.65'. 


tm 


Method 


TBLASTX: 


Start 


6029 








End 


6172 


GI 


none 








Score 


184 


Exons 


6029. . 6172, 


6034 


. .6168 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 
Seq. No. 



39314 
81133 
12593 

OJ000108_59.0310.C7.ol.'gp 
12593 

2139_1.R1084 
12593. .1274 9, 13616. .13719 

' 4176420/dbj I BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ000108_59.0310.C7- 
Strand + 

13719 
AAT/GAP 
13719 
411 



End 

Method 

End 

Score 



39315 
81134 
1 

OJ000108_59.0310.C8.ol.gp 

1 

2139_1.R1084 
1. .133 

'4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] 1 



Seq. ID OJ000108_59.0310.C8 
Strand 

End 133 

Method AAT/GAP 

End 133 

Score 262 



39316 
81135 
3686 

OJ000108_59. 0310.C9.ol. tm 

3686 

none 



Seq. ID OJ000108_59.0310.C9 
Strand 

End 3885 

Method TBLASTX : Mai ze 

End 3885 

Score 231 



3686. .3883, 3687. .3719, 3740. .3883, 3802. .3885 

39317 Seq. ID OJ000108_59 . 0310 . C10 



39167 




Gene No. 


81136 




Strand 






Start 


91 




End 


321 




Name 


OJ000108 59. 0310. CIO. o2 . 


,tm 


Method 


TBLASTX : Maize 




Start 


91 




End 


321 




GI 


none 




Score 


206 




Exons 


91. .207, 91. .204, 92. .205, 292 


: . .321 






Seq. No. 


39317 




Seq. ID 


OJ000108_59.0310 


.C10 


Gene No. 


81137 




Strand 






Start 


292 




End 


925 




Name 


OJ000108 59. 0310. C10. ol. 


,ts 


Method 


TBLASTX : Soybean 




Start 


292 




End 


735 




GI 


none 




Score 


400 




Exons 


292.. 597, 348.. 593, 679, 


, .735 








Seq. No. 


39317 




Seq. ID 


OJ000108_59.0310 


.C10 


Gene No. 


81137 




Strand 






Start 


292 




End 


925 




Name 


OJ000108 59. 0310. C10. ol, 


,tw 


Method 


TBLASTX: Wheat 




Start 


334 




End 


597 




GI 


none 




Score 


84 




Exons 


334 . .423, 430. .597, 456, 


. . 563 








Seq. No. * 


39317 




Seq. ID 


OJ000108 59.0310 


.C10 


Gene No. 


81137 




Strand 






Start 


292 




End 


925 




Name 


OJ000108 59. 0310. C10. ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


384 




End 


925 




GI 


none 




Score 


345 




Exons 


384. .596, 385. .597, 392, 


. .601, 


678 . .740 


, 679. .741, 845. . 


925 


Qpq No 


39318 




Seq. ID 


OJ000108_59.0310 


.Cll 


Gene No. 


81138 




Strand 






Start 


5199 




End 


6103 




Name 


OJ000108 59.0310.Cll.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


5199 




End 


5578 




GI • 


none 




Score 


43 




Exons 


5199. .5225, 5307. .5354, 


5316. . 


5357, 5408. .5578, 5412. .5573 


Seq. No. 


39318 




Seq. ID 


OJ000108_59.0310 


.Cll 


Gene No. 


81138 




Strand 






Start 


5199 




End 


6103 




Name 


OJ000108 59.0310.Cll.o2, 


. ts 


Method 


TBLASTX: Soybean 




Start 


5394 




End 


5605 




GI 


5753597- 




Score 


156 




Exons 


5394. .5549, 5408. .5605, 


5412. . 


,5570 






GI Descrip. 












Seq. No. 


39318 




Seq. ID 


OJ000108_59.0310 


.Cll 


Gene No. 


81138 




Strand 






Start 


5199 




End 


6103 




Name 


OJ000108 59.0310.Cll.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


5408 




End 


5956 




GI 


none 




Score 


133 




Exons 


5408.. 5593, 5418.. 5570, 


5687. . 


,5758, 5691. .5744, 5855. .5956, 



5856. .5954 



39168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39318 
81138 
5199 

OJ000108_59.0310.Cll.ol.ts 

5618 

none 



Seq. ID OJ000108_59.0310.C11 
Strand 

End 6103 

Method TBLASTX : Soybean 

End 6103 

Score 150 



5618.. 5758, 5819.. 6103, 5856.. 6038, 5861.;6046, 6042.. 6086 



39318 
81138 
5199 

OJ000108_59.0310.Cll.ol.tm 

5775 

none 

5775.. 6086, 5777.. 6088 



Seq. ID OJ000108_59.0310.C11 
Strand 

End 6103 

Method TBLASTX : Mai ze 

End 6088 

Score 397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39319 
81139 
2 

OJ000108_59. 0310.C12 .o2.tc 
2 

none 



Seq. ID OJ000108_59.0310.C12 
Strand 

End 3464 

Method TBLASTX : Cress 

End 3464 

Score 97 



2. .94, 9. .95, 95. .196, 3042. .3236, 3127. .3237, 3324. .3356, 
3324.. 3362, 3372.. 3464 



End 

Method 

End 

Score 



39319 
81139 
2 

OJ000108_59.0310.C12.o3.tm 
2 

none 

2. .193, 2. .196, 3. .194, 3. .197 

39319 
81139 

2, 

OJ000108_59.0310.C12.o4.ts 
5 

none 

5. .211, 6. .146, 7. .147, 150. .194, 3042. .3107 



Seq. ID OJ000108_59.0310.C12 
Strand 

3464 

TBLASTX: Maize 
197 
184 



Seq. ID OJ000108_59.0310.C12 
Strand 

3464 

TBLASTX : Soybean 
3107 
135 



End 

Method 

End 

Score 



39319 
81139 
2 

OJ000108_5 9. 0310.C12.o2.tm 

3141 

none 



Seq. ID OJ000108_59.0310.C12 
Strand 

End 3464 

Method TBLASTX : Mai ze 

End 3464 

Score 127 



3141. .3236, 3142. .3237, 3321. .3371, 3337. .3375, 3366. .3464, 
3367. .3402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39319 
81140 
4652 

OJ000108_5 9. 0310.C12.ol. tc 

4652 

none 



Seq. ID OJ000108_59.0310.C12 
Strand 

End 5521 ; ..,\. 

Method TBLASTX: Cress 

End 5323 

Score 38 



4652. .4729, 4657. .4728, 4763 .. 4909, 4764 4 910, 4905. .5027, 



39169 








A r\ (~\ ~i C A O C 

4907 . . 5026, 


C A O A 

bUz4 . 


CI 1 Q 

. buy , 


en a n 
bU 4 U . 


.5087, 5129.. 5323 






Seq. No. 


39319 








Seq. ID 


OJ000108_59.0310. 


C12 




Gene No. 


81140 








Strand 








Start 


A C C O 

4 6bz 








End 


5521 






Name 


A TAHfM HO C O 

OJOOOlUo by. 


a *3 1 n 
UolU . 


LIZ . Ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


A O 1 1 

4811 








End 


5254 






GI 


none 








Score 


98 






Exons 


/I O 1 1 CIIO 

4oll . .5119, 


C 1 A 1 

b 14 1 . 


CORyl 

. bzb4 












Seq. No. 


39319 








Seq. ID 


OJ000108_59.0310. 


C12 




Gene No. 


81140 








Strand 








Start 


A C C O 

4 bbZ 








End 


5521 






Name 


r\ Tft a a i A o c o 

OJOOOlUo by. 


UolU . 


LIZ . Ol 


. tm 


Method 


TBLASTX: Maize 






Start 


4 90 / 








End 


5372 






GI 


none 








Score 


115 






Exons 


4 y U / . . jIZO/ 




SOP. A 


CI 1,Q 
Jl JO • 


.5362, 5142. .5372, 5142. .5363 




Seq. No. 


39319 








Seq. ID 


OJ000108_59.0310. 


C12 




Gene No. 


81140 








Strand 








Start 


a r c o 
4 ob^ 








End 


5521 






Name 


/"STAOA1AO CO. 

OJOOOlUo by. 


A "3 1 A 

UolU . 


pi o — 1 

Liz . Ol 


f,, 


Method 


TBLASTX: Wheat 




as: 


Start 


5060 








End 


5497 






GI 


none 








Score 


59 




— 


Exons 


c n c a ci i o 
bU bU . . b 11 J , 


CI /IT 

bi4 / . 




o l y u . 


.5324, 5348. .5497 




U* 


Seq. No. 


39319 








Seq. ID 


OJ000108_59.0310. 


C12 




Gene No. 


81140 








Strand 








Start 


4 652 








End 


5521 






Name 


OJOOOlOo 59 


A O 1 A 

0 J10 . 


C1Z . O 6 


. t s 


Method 


TBLASTX: Soybean 






Start 


5258 








End 


5521 




ry 


GI 


none 








Score 


83 




E 


Exons 


COCO CCOI 

5z5o . . DOZ i , 


COCO 


CC1 f 

. bb l b 










f ^ 


Seq. No. 


39319 








Seq. ID 


OJ000108_59.0310 


C12 




Gene No. 


81141 








Strand 






=: ?s: 


Start 


C A O C 

b4ob 








End 


5887 




\J 


Name 


/"\TAAA1AO c g 

OJ00010o_by 


A O. 1 A 

. UolU . 


r* i o *-\ a 
UlZ . 04 


4--m 


Method 


TBLASTX: Maize 






Start 


54 3d 








End 


5857 




i. 


GI 


none 








Score 


52 




f ™; 


Exons 


c/oc ccqd 

j4 jj . . bb y u , 


0 OZ 1 . 


. o / h y , 


jOj J . 


.5792, 5771. .5857, 5775. .51 


343 




Seq. No. 


39319 








Seq. ID 


OJ000108_59.0310 


.C12 




Gene No. 


81141 








Strand 








Start 


C A O. C 

b4 jo 








End 


5887 






Name 


/"\tAAA1AO CO 

OJ000108_59 


A O 1 A 

. UolU . 


i o ~ o 
C1Z . oz 


. ts 


Method 


TBLASTX: Soybean 






Start 


C /" 1 c 

5615 








End 


5884 






GI 


none 








Score 


80 






Exons 


CC1 c cQQyi 

jbl j . . boo ft , 


o 04 y . 


. Do Z O 












Seq. No. 










Seq. ID 


OJ000108_59.0310 


.C12 




Gene No. 


81141 








Strand 








Start 


5435 








End 


5887 






Name 


OJ000108 59 


.0310. 


C12.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


5684 








End 


5887 






GI 


none 








Score 


58 






Exons 


5684. .5752, 


5694. 


.5750, 


5771. 


.5848, 5771. .5887 





39170 






Seq. No. 


39320 




Seq. ID 


OJ000108_59.0310. 


C13 




Gene No. 


Q 1 1 A 0 
O 1 14 




C 4- v-anH 








Start 


1 J J b 






1 fl^O 

lO JU 






Name 


ojuuuiuo jy.ujiu.tij.oi. 


iw 




TRT.A9TX • Whpat- 






Start 


1 O O C 

1 Job 












GI 


none 




Q /-> /-\ T" O 


98 






Exons 


1 Q *3 C 1 CI Q 1 CQyl Ifi^O 
1 JJD . . 1 J 10 , ID J'l . . ItJjU; 


1 61 1 
lull. 


1 ft°D 






- 


Seq. No. 


39320 




,Seq. ID 


OJ000108_59.0310. 


,C13 




Gene No. 


Q 1 1 A 0 
O 1 1 4 z 












Start 


i not 






1830 






Name 


UJUUU1UO J7.Uj1U.L1j.01. 


t- <? 

, L o 


Mot - hnH 


TBLASTX • Sovbean 






Start 


134 o 






1 7 9P 

1 / £. O 






GI 


none 






116 






Exons 


i -j/l q 1 cc/i 1 C "3 7 1 TOO 
1 j4 O . .1334, ±30 / . . 1/ 












Seq. No. 


39321 




Seq. ID 


OJ000108_59.0310, 


,C16 




Gene No. 


81143 




Strand 








Start 


A AO 
4 4 




FnH 

EjI 1U 


770 






Name 


ojuuuiuo 3 y . u jiu . li o . oi . 


. tm 


Mof HaH 


TBLASTX: Maize 






Start 


A A O 

4 4<£ 




HiIlvJl 


770 






GI 


none 




. Score 


46 




f ^ 


Exons 


/I/O C C /I /I /I "3 C 6 C C / "3 
44<£..3b4/ 44 j. . jdj, 34 j, 


671 
. . O / 1 , 


ceo 647 

J jZ . .04/, 


678.V755/ 678.. 770/ 






/"AT* T C (Z 

691 . . / bb 










i y 


Seq. No. 


39322 




Seq. ID 


ninnni np cq n^i n 
ujuuuiuo oy . ujiu 


CO 1 




Gene No. 


O 1 1 /l /I 

o 1 14 4 




C 4- ranri 








Start 


A O *1 

431 




tiiia 


702 




hi 


Name 


ojuuuiuo oy . u jiu . uzi . oi 


4-m 

. tm 


4- V-i 


TBLASTX: Maize 




- ~ 


Start 


A O 1 

431 




Hina 


678 




~ ST 


GI 


none 




Score 


51 






Exons 


4 J 1 . . 3 1 1 , 44 J. . 011/ f±/U 


67 6 


snft 67R 


508.. 678 




_ _ 


Seq. No. 


39322 




Seq. ID 


OJ000108_59.0310 


.C21 




Gene No. 


Q 1 1 A A 
O 1 1 4 4 




OLI ai 1LI 








Start 


^ 4 j 1 - . 






702 




" „ 


Name 


ujuuuiuo oy.ujiu.Lii.oi 




L it; n ivjvj 


TBLASTX : Soybean 






Start 


CAT 

oU / 




Hina. 


672 




•= i=? 
r ^ 


GI 


none 




Score 


171 






Exons 


cm ceo ci o cin ci / 

3U/..OO0, 31Z..O/U, 314 


67 9 
. * o / z 










Seq. No. 


39322 




Seq. ID 


OJ000108_59.0310 


.C21 




Gene No. 


Q 1 1 A A 

o 1 14 4 




c 4- >»a n H 
Oil dllU 








Start 


A O 1 

4 J 1 




Hina. 


702 






Name 


a Tnnm no cq n q i a poi ^ i 
OJUUUlUo jy. Uj1U.LZi.01 


. tC 


/-^ 4- V"i /-\/»-] 


TBLASTX: Cress 






Start 


CIO 

3 LZ 




HjI ivj. 


702 






GI 


none . 




Score 


236 






Exons 


CIO CiQ ci /| H f\0 CT/t 
3lZ..b/y, 314../UZ, 314 


7 H9 
. . / UZ 










Seq. No. 


39323 




Seq. ID 


OJ000108_59.0310 


.C25 




Gene No. 


81145 




Strand 








Start 


885 




End 


1100 






Name 


OJ000108 59.0310.C25.ol 


.gp 


Method 


AAT/GAP 






Start 


885 




End 


1100 






GI 


LIB34 7 7-003-P1-K1-E9 




Score 


126 






Exons 


885. . 907, 1024. .1100 











39171 




GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


39324 




Seq. ID 


OJ000108_59.0310, 


. \^£. y 


Gene No. 


81146 




Strand 






Start 


Tin 

729 




' End 


1387 




Name 


a taaai a o c a. ao -i o a o o. ^ i 

OJ000108 59 . OilU . czy . ol . 


4- T T 


Method 


TBLASTX: Wheat 




Start 


729 




End 


1387 




GI 


none 




Score 


262 




Exons 


too a o a too c\ o "~i too 

729.-929, 733. .987, 739. 


. y / o , 


1313. .1387 




Seq. No. 


39324 




Seq. ID 


OJ000108_59.0310, 


AO Q 

. y 


Gene No. 


81146 




Strand 






Start 


f z y 




End 


1387 




Name 


OJOOOlOo b9 . U 310 . c^y . ol , 


4- _ 


Method 


TBLASTX: Maize 




Start 


769 




End 


1035 




GI 


none 




Score 


214 




Exons 


769. .1035, /oy..yby 










Seq. No. 


39324 




Seq. ID 


OJ000108_59.0310 


. v^z y 


Gene No. 


81146 




Strand 






Start 


729 




End 


1387 




Name . . 


OJ000108 59 . 0310 . C29 . ol , 


. ts 


Method 


TBLASTX : Soybean 




Start • 


769 ' 




End 


969 




GI 


none 




Score 


209 




Exons 


769. . 969, 769 . . 969 










Seq. No. 


39325 




Seq. ID 


OJ000108_59.0310 


. L JO 


Gene No. 


81147 




Strand 






Start 


591 




End 


913 




Name 


^-x -rO O O 1 O O CO A O 1 A /~i O C — 1 

OJ000108 59 . 0310 . C35 . ol , 


. tin 


Method 


TBLASTX: Maize 




Start 


591 




End 


913 




GI 


none 




Score 


264 




Exons 


591. .845, 598. .912, 618, 


Q 1 1 

. . yn, 


746. .913 






Seq. No. 


39325 




Seq. ID 


OJ000108_59.0310 


n"X ^ 


Gene No. 


'81148 




Strand 






Start 


1412 




End 


2141 




Name 


/~\ t A A A 1 AO CO A ""i 1 A PTC _ 1 

OJ000108 59 . 0310 . Coo . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1412 




End 


2141 




GI 


none 




Score 


908 




Exons 


1412. .18/3, 1413. .^141, 




.2141 






Seq. No. 


.39325 




Seq. ID 


OJ000108_59.0310 


. Ljj 


Gene No. 


81148 




Strand 






Start 


1412 




End 


2141 




Name 


OJ000108 59.0310.C35.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


1413 




End 


1736 




GI 


none 




Score 


120 




Exons 


1413. .1553, 1424. .1558, 


1565. 


.1609, 1566.. 1736 




Seq. No. 


39325 




Seq. ID 


OJ000108_59.0310 


.C35 


Gene No. 


81149 




Strand 






Start 


2061 




End 


3046 




Name 


OJ000108 59.0310.C35.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2061 




End 


2510 





39172 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5509260 „ Score 

2061.. 2510, 2156.. 2380, 2453.. 2506 



39325 Seq. ID 

81149 Strand 
2061 . End 
OJ000108_59. 0310.C35.ol.tc Method 

2154 End 

none Score 
2154. .2414, ' 2156. .2326 



372 



OJ000108_59. 0310.C35 
3046 

TBLASTX: Cress 

2414 

273 



Seq. No. 


39325 








Seq. ID 


OJ000108_59.0310. 


C35 


Gene No. 


81149 








Strand 






Start 


2061 








End 


3046 




Name 


(JJUUUlUo oy. 


U jlU . 


PTC ^ O 

Lj j . OZ 


. LIU 


Method 


TBLASTX: Maize 




Start 


2195 








End 


2659 




GI 


none 








Score 


299 




Exons 


2195. .2506, 


2196. 


.2507, 


2331. 


.2513, 2537.. 2659 




Seq. No. 


39325 








Seq. ID 


OJ000108_59.0310. 


C35 


Gene No. 


81149 








Strand 






Start 


2061 








End 


3046 




Name 


OJQOUIUo oy. 


mi n 
UjIU 


U oO . OZ 




Method 


TBLASTX: Wheat 




Start 


'2196 








End 


2962 




GI 


none 








Score 


303 




Exons 


2196. .2516, 


2213 


.2236, 


2343. 


.2516, 2534. .2740, 2608. .2730, 




2891. . zy oz 














Seq. No. 


39325 








Seq. ID 


OJ000108_59.0310. 


C35 


Gene No. 


8114 9 








Strand 






Start 


ZUol 








End 


3046 




Name 


(JJ UUUIUo o y . 


UJIU 


Ljj . OZ 


4- c 
. IS 


Method 


TBLASTX: Soybean 




Start 


2593 








End 


2938 




GI 


none 








Score 


314 




Exons 


2593. .2793, 


2594 


.'.2938 










Seq. No. 


39325* 








Seq. ID 


OJ000108_59.0310 


C35 


Gene No. 


81149 








Strand 






Start 


2061 








End 


3046 




Name 


OJ000108 59. 


0310 


.C35.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2749 








End 


3046 




GI 


none 








Score 


276 




Exons 


2749. .3042, 


2750 


. .3046 










Seq. No. 


39326 








Seq. ID 


OJ000108_43.0309 


.C2 


Gene No. 


81150 








Strand 


+ 




Start 


175 








End 


751 




Name 


OJ000108 43. 


0309 


.C2.ol. 


gp 


Method 


AAT/GAP 




Start 


175 








End 


751 




GI 


2310235 








Score 


298 





Exons 175.. 212, 613.. 751 

GI Descrip. 5852 182/emb I CAB55420 . 1 1 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 

Seq. No. 39326 Seq. ID OJ000108_4 3 . 0309 . C2 

Gene No. 81151 Strand 

39173 



Start 


y b4 




tiTlQ 


Ijlj 


Name 


OJOOOlOo 4 o . UoUy . Cz . Ol . 


4- r t 


Method 


l oXjAo i a : wnea l 


Start 


o. a a 
964 




bna 


1 Ol c 

lolj 


GI 


none 




Score 




Exons 


yb4..io/i, iuo4..iouo, 


i c\ a i 


1 -da/ in£/i 
1UD4 


1 Ol c 


Seq. No. 


39326 




Seq. ID 


OJ000108_43.0309.C2 


Gene No. 


81151 




Strand 




Start 


y o4i 




Hjna 


1 Q1 C 
iJlJ 


Name 


OJOOOlOo 4 3 . 030y . Cz . Ol . 


t S 


Method 


i BLAb i a : boyoean 


Start 


i hot 

lOo / 




bna 


1 OAC 

Loud 


GI 


none 




Score 


OOQ 


Exons 


ioo/..ioOo, ioyo..uoi 








Seq. No. 


jyoz / 




beq . i u 


uouuuiuo 4 j . u juy . 


Gene No. 


Q1 1 CO 

0 LIdZ 




Strand 




Start 


TQ1 o 

/yi j 




End 


8125 


Name 


OJ000108 43.0309.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


7913 




End 


8125 


GI 


L1dj4 / /-UUJ-rl-l\l-Ly 




Score 


130 


Exons 


/yio../y4u, oUoi. .oizo 








GI Descrip. 


Z4yoOOD/Sp| ^4 UbJo | MfUl 


ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN < 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


39328 




Seq. ID 


OJ000108_43.0309.C8 


Gene No. 


81153 




Strand 


+ 


Start 


--a "7 n c 

3795 




End 


20492 


Name 


A TAAA 1 AO /I -} AO A A O _ O 

OJOOOlOo 43 . 0309 . Co . oo . 


tm 


Method 


TBLASTX: Maize 


Start 


2658 




End 


20492 


GI 


none 




Score 


77 


Exons 


OiCCO 0001 Ol /I Q OOOQ 


20409 


. .20492 




Seq. No. 


39328 




Seq. ID 


OJ000108_43.0309.C8 


Gene No. 


81153 




Strand 


+ 


Start 


o / y o 




End 


20492 


Name 


ATAAA1 AO AO A O A A O O « 1 

OJOOOlOo 4 3 . 0309 . Co . Ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


o o c CI 

z y by 




End 


3335 


GI 


none 




Score 


72 


Exons 


zyby..ooiy, ouo/. . jijo, 


3038. 


.3118, 3153.. 3335 


Seq. No. 


39328 




Seq. ID 


OJ000108_43.0309.C8 


Gene No. 


81153 




Strand 


+ 


Start 


j / y d 




End 


20492 


Name 


^taaaiao yi o mno o o rt i 
OJOOOlOo 4 3 . 0J0y . Co . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


o a £ c 

oObb 




End 


3534 


GI 


none 




Score 


52 


Exons 


■JACC O t O O OAQO Q 1 /I Q 

-3 0 b b . . J o J J , JOyz. . o 1 4 o , 


3172. 


.3534 




Seq. No. 


O fl O O O 




Seq. ID 


OJ000108_43.0309.C8 


fZ o n o NT r\ 


Oli J J 




Strand 


+ 


Start 


3795 




End 


20492 


Name 


OJ000108 43.0309.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


3795 




End 


4556 


GI 


20519 1.R1084 




Score 


788 


Exons 


3795.. 3946, 4135.. 4210, 


4337. 


.4556 




GI Descrip. 


? 1922242/emb|CAA71173| 


4.0e-16 (Y10084) 


hypothetical protein 



39174 




[Arabidopsis thaliana] ' 



Seq. No. 


"1 c\ *d o o 

39328 








beq. id 


uuuuuiuo *i j . u juy . 




Gene No. 


81153 








Strand 


+ 




Start 


3795 








End 


zU4 yz 




Name 


OJ000108_43 


. 0309 . 


Co . ol . 


ts 


Method 


I dLAo ix : boyoean 




Start 


4129 








End 


A A O O 

4 4 Zo 




GI 


none 








Score 






Exons 


4129. .4212, 


4330. 


.4428 










Seq. No. 


39328 








Seq. ID 


OJ000108_43.0309. 


CQ 


Gene No. 


81153 








Strand 


+ 




Start 


3795 








End 


20492 




Name 


OJ000108_43 


. 0309 . 


C8 . o2 . 


tin 


Method 


TBLASTX: Maize 




Start 


4132 








End 


4425 




GI 


none 








Score 


118 




Exons 


4132 . . 4215, 


4134 . 


. 4217 , 


a *o o r 

4 336 . 


.4425, 4336.-4425 




Seq. No. 


39328 








Seq. ID 


OJ000108_43.0309 


C8 


Gene No. 


8H53 








Strand 


+ 




Start 


3795 








End 


20492 




Name 


OJ000l08_43 


. 0309 


C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4132 








End 


4458 




GI 


none 








Score 


113 




Exons 


4132 . . 4212, 


4134 


. 4214 , 


4336 . 


.4380, 4336.. 4380, 4381.. 4428, 




4381. .4428, 


4426 


.4458, 


4435. 


.4458 






Seq. No. 


39328 








Seq. ID 


OJ000108_43.0309 


C8 


Gene No. 


8H53 








Strand 


+ 




Start 


3795 








End 


20492 




Name 


OJ000l08_43 


. 0309 


C8 . o2 . 


gp 


Method 


AAT/GAP 




Start 


4446 








End 


4842 




GI 


none 








Score 


601 




Exons 


4446. .4842 














Seq. No. 


39329 








Seq. ID 


OJ000108_43.0309 


.C10 


Gene No. 


8H54 








Strand 






Start 


1997 








End 


3356 




Name 


OJ000l08_43 


. 0309 


. C10 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1997 








End 


2599 




GI 


none 








Score 


64 




Exons 


1997. .2209, 


2225 


. .2362, 


2372. 


.2476, 2471. .2599 




Seq. No. 


39329 








Seq. ID 


OJ000108_43.0309 


.C10 


Gene No. 


8H54 








Strand 






Start 


1997 








End 


3356 




Name 


OJ000108_43 


. 0309 


. C10 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1997 








End 


2419 




GI 


none 








Score 


301 




Exons 


1997. .2419, 


2001 


. .2402 










Seq. No. 


39329 








Seq. ID 


OJ000108_43.0309 


.C10 


Gene No. 


81154 








Strand 






Start 


1997 








End 


3356 




Name 


OJ000108 43 


.0309 


.C10.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


2000 








End 


2398 




GI 


none 








Score 


53 





39175 





Exons 


o ft ft n O 1 1 Q 

20UU . .2113, 


2UU / . 


o 1 n. r 

. Z 1 UO / 


91 9"^ 
Z X Z 3 . 


.2398/ 2126. .2389, 2136. .2396 




Seq. No. 


39329 








Seq. ID 


OJ000108_43. 0309. CIO 




Gene No. 


81154 








Strand 






Start 


i ft ft n 

iyy / 








End 


3356 




Name 


OJOUUlUo 4J. 


ujuy . 


pi n /^o 

LIU . OZ . 


L W 


Method 


TBLASTX: Wheat 




Start 


2U24 








End 


2477 




GI 


none 








Score 


63 




Exons 


o ft o / ooo/ 
2U24 . . 2224 , 


Z UZj . 


091 "3 
. Z Z X J / 


994 0 

Z Z 4 U . 


.2392, 2243. .2446, 2256. .2477 




Seq. No. 


o n o o ft 

39329 








Seq. ID 


OJ000108_43. 0309. C10 




Gene No. 


81154 








Strand 






Start 


1997 








End 


3356 




Name 


r\ inn m n Q /i *3 
OJ UUU 1 U o 4 j . 


n n q 
, u ju y . 


pi n n9 
LIU . OZ . 


. LIll 


Method 


TBLASTX: Maize 




Start 


o /! t ft 

24 /U 








End 


2920 




GI 


none 








Score 


86 




Exons 


24 70 . .2/21/ 


2 4/0. 


. Z / o b / 


9 A Q "3 
Z 4 0 J . 


.2800, 2493.-2786, 2705. .2800, 






0*7 9 Q9Pl 
Z / OZ . . ^7ZU/ 




9Q1 0 










Seq. No. 


39329 








Seq. ID 


OJ000108_43. 0309. C10 




Gene No. 


81154 








Strand 






Start 


iyy / 








End 


3356 




Name 


a innm no >i*3 
OJUUUlUo 4o, 


rt "3 n q 


fl ft —1 

Ul U . OI . 


■h t.t 
. tw 


Method 


TBLASTX: Wheat 




Start 


■ 2573 








End 


3352 




GI 


none 








Score 


69 


Z. . 


Exons 


ft C T ft ft 1 

2573 . .291// 


2 / 3o . 


9 Q CL C 

. z yob , 


*5 n 9 *5 


.3352, 3039.. 3350 




Seq. No. 


39329 








Seq. ID 


OJ000108_43. 0309. C10 


'a c~ 


Gene No. 


81154 








Strand 






Start 


i ft r\ i 
1997 








End 


3356 




Name 


y^TftftftlftO /I O 

OJ000108 43 


ft D ft Q 

. U3uy . 


LIU . Ol 


. LS 


Method 


TBLASTX : Soybean 


= T: 


Start 


2941 








End 


3331 


E 


GI 


none 








Score 


123 


O 


Exons 


oft/ii "Dim 
2 941. . 32U / , 


2 y o o . 


'5 9m 
. OZU / / 


9 QP. 4 


.3331, 3039.. 3329 


*4 


Seq. No. 


39329 








Seq. ID 


OJ000108_43. 0309. C10 




Gene No. 


' 81154 








Strand 




K 


Start 


1 ft ft "7 

199/ 








End 


3356 




Name 


/"\~rnnftiftO 
OJOUUlUo 4J 


n *3 n q 
. u juy . 


LIU . OO 




Method 


TBLASTX: Maize 


-f 
= J 


Start 


2y to 








End 


3356 




GI 


none 








Score 


96 




Exons 


2 y / O . . jjjO , 


jUOU . 


^ "3 £ 










Seq. No. 


39329 








Seq. ID 


OJ000108_43. 0309. C10 




Gene No. 


81154 








Strand 






Start 


i y y / 








End 


3356 




Name 


/"\Tftftft1ftO / "3 

OJOUUlUo 4J 


ft "3 ft ft 

. u juy . 


,L1U . OZ 


. cc 


Method 


TBLASTX: Cress 




Start 


O 1 A ft 

31 4 y 








End' 


3355 




GI 


none 








Score 


65 




Exons 


O 1 >l ft O "3 C C 

314 9. . 3355/ 


31o3 . 


*3 *3 r n 










Seq. No. 


39329 








Seq. ID 


OJ000108_43. 0309. C10 




Gene No. 


81155 








Strand 






Start 


3353 








End 


3500 




Name 


OJ000108 43 


.0309, 


.C10.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3353 








End 


3500 




GI 


none 








Score 


158 



39176 



Exons 3353.. 3499, 3354.. 3500 

Seq. No. - 39330 Seq. ID 

Gene No. 81156 Strand 

Start 1474 End 

Name OJ000108_4 3.0309. C13 . ol . gp Method 

Start 1474 End 

GI uC-osflcyp033a04bl Score 

Exons 1474.. 1855 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



OJ000108_43.0309.C13 
+ 

1855 
AAT/GAP 
1855 
691 



Seq. No. 


39330 








Seq. ID 


OJ000108_43.0309 




Gene No. 


81157 








Strand 






Start 


2556 








End 


2783 




Name 


OJUUUlUo 4 J. 


, uou y . 




, tw 


Method 


TBLASTX: Wheat 




Start 


2556 








End 


2783 




GI 


none 








Score 


194 




Exons 






. Z loZ 










Seq. No. 


*5 ft "3 O A 

39330 








Seq. ID 


OJ000108_43.0309 


pi ^ 
.LJ.J 


Gene No. 


81158 








Strand 






Start 


3414 . 








End 


3869 




Name 


OJOQulOo 43. 


ft "3 ft Q 


LI J . O^ , 


j.,, 
. tw 


Method 


TBLASTX: Wheat 




Start 


3414 








End 


3869 




GI 


none 








Score 


141 




Exons 


34 14- . 35 9 Of 




"3 GL Q C 


jDjj # 


.3869, 3635..3859 




Seq. No. 


39330 








Seq. ID 


OJ000108_43.0309 


pi "3 


Gene No. 


81159 








Strand 






Start 


^ft/*i 
4 Uoi 








End 


4493 




Name 




. uou y . 


L.L O . Ol , 


. L W 


Method 


TBLASTX: Wheat 




Start 


4061 








End 


4493 




GI 


none 








Score 


500 




Exons 


4 Uol . .44 yZ , 


4 U o^! . 


. 4 4 y j , 


4 U DZ . 


. 4493 






Seq. No. 


fi O O A 

39J3U 








Seq. ID 


OJ000108_43..0309 


pi ^ 


Gene No. 


A 1 1 C ft 

81159 








Strand 






Start 


4 U bl 








End 


4493 




Name 


OJ000108 43, 


,0309. 


C13.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


4191 








End 


4493 




GI . 


none 








Score 


361 




Exons 


4191. .4493, 


4253. 


.4492 










Seq. No. 


39331 








Seq. ID 


OJ000108__43.0309 


.C14 


Gene No. 


81160 








Strand 






Start 


1 








End 


435 




Name 


OJ000108 43. 


.0309. 


C14.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


1 








End 


342 




GI 


none 








Score 


229 




Exons 


1. .342 














Seq. No. 


39331 








Seq. ID 


OJ000108_43.0309 


.C14 


Gene No. 


81160. 








Strand 






Start 


1 








End 


435 




Name 


OJ000108 43. 


.0309. 


C14 .o3. 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 








End 


363 





39177 



GI none 

Exons 3.. 353, 4.. 363 

Seq. No. 39331 

Gene No. 81160 

Start 1 

Name OJ000108_43 . 0309 . C14 . o2 . tm 

Start 9 

GI none 
Exons 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



318 



OJ000108_43.0309.C14 
435 

TBLASTX: Maize- 

435 

247 



9..242, 10. .264, 283. .357, 409. .435 



Seq. No. 39331 

Gene No. 81161 

Start 363 

Name OJ000108_43 . 0309 . C14 . o5 . tw 

Start 363 

GI none 

Exons 363. .494, 364. .498, 486. .590 

Seq. No. 39331 

Gene No. 81162 

Start 4047 

Name OJ000108_43 . 0309 . C14 . o4 . tw 

Start 4047 

GI none 

Exons 4047.. 4421, 4112.. 4279 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_43.0309.C14 
590 

TBLASTX : Wheat 

590 

132 



OJ000108_43.0309.C14 
4421 

TBLASTX: Wheat 

4421 

247 



Seq. No. 39331 

Gene No. 81163 

Start 4697 

Name OJ000108_43 . 0309 .C14 . ol . tm 

Start 4697 

GI none 

Exons 4697.. 5002, 4714.. 5001 

Seq. No. ' 39331 

Gene No. 81163 

Start 4697 

Name OJ000108_43 . 0309 . C14 . o2 . tw 

Start 4697 

GI none 

Exons 4697.. 5083, 4705.. 4893, 4930.. 5079 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
•Strand 
End 

Method 
End 
Score 



OJ000108_43.0309.C14 
5083 

TBLASTX: Maize 

5002 

301 



OJ000108_43.0309.C14 
5083 

TBLASTX: Wheat 

5083 

333 



Seq. No. 39331 Seq. ID 

Gene No. 81164 Strand 

Start 5235 End 

Name OJ000108_43 . 0309 . C14 . ol . tw . , Method 

Start 5235 End * 

GI none Score 
Exons 



OJ000108_43.0309.C14 
5811 

TBLASTX: Wheat 

5811 

310 



5235. .5303, 5236. .5655, 5352. .5459, 5680. .5811 



Seq. No. 39332 Seq. ID 

Gene No. 81165 Strand 

Start 6183 End 

Name OJ000108_4 3 . 0309 . C17 . ol . tc Method 

Start 1979 End 

GI none Score 



OJ000108_43.0309.C17 
+ 

6429 

TBLASTX: Cress 

2276 

133 



39178' 





Exons 


iy / y . . zU4 1, 


lybu . 


o Pi Q yl 


0 i q a 


..2275, 2190. .2276 






Seq. No. 


39332 








Seq. ID 


OJ000108 


43. uju y . ci / 




Gene No. 


81165 








Strand 


+ 






Start 


6183 








End 


6429 






Name 


OJUUUiUo 4J 


. u juy . 


/ .Oi 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


iy / y 








End 


4913 






GI 


none 








Score 


137. 






Exons 


1979 . . 2041, 


i a o a 


. ZUo 4 , 


O A *3 Q 

ZU Jo 


..2073, 2190.. 2282, 


z 1 y u . . z z 0 z , 






4 ozb . .4o/y, 


/i c n a 
4 b / o . 


. 4 y u u , 


A 1 A Ci 

4 / 4 U 


. .4913 








Seq. No. 


i n t o o 

39332 








Seq. ID 


OJ000108 


A *3 A O A G r" i ^ 

4 J . u juy . LI / 




Gene No. 


81165 








Strand 


+ 






Start 


6183 








End 


6429 






Name 


UJUUUlUo 4J 


. Uouy . 


OX / . O 1 


. tin 


Method 


TBLASTX: 


Mai ze 




Start 


i n o n 
1 y o U 








End 


4919 






GI 


none 








Score 


124 






Exons 


i n o a o ao / 
1 y o U . . 2Uo4 , 


ziby . 


. ZZo 4 , 


z 1 y u 


. .2282, 4626. .4679, 


4 / 1 o . . 4 y u j , 






4 / ZD . . 4 yio, 


4 / ZD . 


/l Q 1 Q 

. 4 y 1 y 












Seq. No. 


39332 








Seq. ID 


OJ000108 


_43.0309.C17 




Gene No. 


81165 








Strand 


+ 






Start 


fol O J 








End 


6429 






Name 


/-\taaatao a 

OJOOUlOo 43 


a o a n 


CI / . ol 


. tw 


Method 


TBLASTX : 


wneat 




Start 


4 626 








End . 


4913 




tn 


GI 


none 








Score 


78 




FU 


Exons 


4 626 . .4 67 9, 


A c o o 

4 628. 


.4 675, 


A "7 A A 

4 74 0 


..4913, 4766. .4903 




O 

1 u 


Seq. No. 


39332 








Seq. ID 


OJ000108 


A *2 A O A A T 1 

4 3 . U3U y . CI / 




Gene No. 


81165 








Strand 


+ 






Of ar f 


6183 








End 


6429 






Name 


OJ000108 43 


.0309. 


C17'.ol 


.gp 


Method 


AAT/GAP 






Start 


6183 








End 


6429 






GI • 


1103 1.R1084 






Score 


463 






Exons 


6183. .6429 
















GI Descrip. 


• 131225/spl 


P23993 


IPSAL 


HORVU 


7.0e-95 PHOTOSYSTEM I REACTION 






CENTRE SUBUNIT XI 


PRECURSOR 


(SUBUNIT V) 


(PSI-L) 





IJ 



>gi_100605_pir A39759 photosystem I 18K protein precursor - 

barley >gi_167087 • (M61146) photosystem I hydrophobic protein 
[Hordeum vulgare] ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000108 43. 0*309. C18 



39333 
81166 
1 

OJ000108_43. 0309.C18 .ol.gp 
1 

1103_1.R1084 
1. .694 

* 131225/sp I P23993 | PSAL_HORVU 7 . Oe-95 
CENTRE SUBUNIT XI PRECURSOR (SUBUNIT 

>gi_100605_pir A39759 photosystem I 

barley >gi_167087 (M61146) photosystem I hydrophobic protein 
[Hordeum vulgare] 1 



694 - . 
AAT/GAP 
694 
1384 

PHOTOSYSTEM 
V) (PSI-L) 
18K protein 



I REACTION 



precursor 



Seq. No. 
Gene No. 
Start 



39333 
81166 
1 



Seq. ID 

Strand 

End 



OJ000108 43.0309.C18 



694 



39179 





Name 


OJ000108_43 . 0309.C18.ol.ts 


Method 


TBLASTX: Soybean 






Start 


1 


End 


457 






GI 


none 


Score 


569 






Exons ' 


1 . . 456, 2 . . 457 










Seq. No. 


39333 


Seq. ID 


OJ000108_43.0309. 


C18 




Gene No. 


81166 


Strand 








Start 


1 


End 


694 






Name 


OJ000108 43 . 0309 . C18 . ol . tc 


Method 


TBLASTX : Cress 






Start 


1 


End 


4 4 8 






GI 


none 


Score 


530 






Exons 


1..447, 2.. 448 










Seq. No. 


39333 


Seq. ID 


OJ000108_43.0309. 


C18 




Gene No. 


81166 


Strand 








Start 


1 


End 


C A A 

694 






Name 


OJ000108 43 . 0309 . C18 . ol . tm 


Method 


TBLASTX : Maize 






Start 


1 


End 


Add 

459 






GI 


none 


Score 


r o o 






Exons 


1 . . 459, 2. .445 










Seq. No. 


39334 


Seq. ID 


A TrtrtAI AO VI O A O A A 

OJ000108 43.0309. 


CzO 




Gene No. 


81167 


Strand 








Start 


2815 


End 


2897 




a 5 


Name 


OJ000108_43.0309.C20.ol.gp 


Method 


AAT/GAP 




r 


Start 


2815 


End 


2897 




FLJ 


GI 


38012_1 . R1084 


Score 


104 




f i 


Exons 


2815 . . 2897 








E , | 


GI Descrip. 


'4097947/gb|U72255| OSU72255 2 


.Oe-23 Oryza sativa 




. =~ 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 






Seq. No. 


39334 


Seq. ID 


OJ000108_43.0309. 


C20 




Gene No. 


81168 


Strand 






f 3 


Start 


9135 


End 


9283 






Name 


OJ000108 43.0309.C20.o2.gp 


Method 


AAT/GAP 






Start 


9135 


End 


9283 






GI 


uC-osflcypl77g01al 


Score 


244 





Exons 9135.. 9283 

GI Descrip. ' 4884864 /gb | AAD31846 . 1 | AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



Seq. No. 


39334 






Seq. ID 


OJ000108_43.0309. 


C20 


Gene No. 


81169 






Strand 






Start 


10700 






End 


10990 




Name 


OJ000108 43.0309.C20 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10700 






End 


10990 




GI 


none 






Score 


217 




Exons 


10700. 


.10990, 10840. 


.10953 








Seq. No. 


39334 






Seq. ID 


OJ000108_43.0309. 


C20 


Gene No. 


81170 






Strand 






Start 


13871 






End 


14528 




Name 


OJ000108 43.0309.C20 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13871 






End 


14485 




GI 


none 






Score 


80 




Exons 


13871. 


.14008, 13994. 


.14152, 


14207. . 14 4 85, 14223. . 14324, 






14376. 


.14465 











39180 




Seq. No. 


39334 






Seq. ID 


OJ000108_43.0309 


C20 


Gene No. 


81170 






Strand 






Start 


13871 






End 


14528 




Name 


OJ000108_43 . 


0309. C20 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13910 






End 


14143 




GI 


none 






Score 


88 




Exons 


13910. . 14011 


, 13911. 


. 14012, 


13991. .14143, 13992. .14051 




Seq. No. 


39334 






Seq. ID 


OJ000108_43.0309 


C20 


Gene No. 


81170 






Strand 






Start 


13871 






End 


14528 




Name 


OJ000108 43. 


0309. C20 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14255 






End 


14528 




GI 


none 






Score 


56 




Exons 


14255. .14341 


, 14351. 


.14434, 


14 364. .14 4 38, 14421. .14528, 





14429. .14527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



39334 

81171 Strand 

14600 End 
OJ000108_4 3 . 0309 . C20 . ol . tw Method 

14 600 . v . End 

none * Score 

14600. .14785, 14 600 .. 14 986, 14676. .14987 



Seq. ID OJ000108_43.0309.C20 



14992 

TBLASTX: Wheat 
14987 
109 



39334 
81171 
14600 

OJ000108_4 3.0309.C20.ol.tm 

14669 

none 

14 669. .14 992, 14 682. .14 972 

39334 
81172 
15224 

OJ000108_4 3.0309.C20.o3.tw 

15224 

none 

15224. .15424, 15424 .. 15519, 
15517.. 15585 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_43.0309.C20 
14992 

TBLASTX: Maize 

14992 

278 



OJ000108_43.0309.C20 
15605 

TBLASTX: Wheat 

15605 

68 



15428. .15523, 15516 15605 , 



Seq. No. 39335 Seq. ID 

Gene No. 81173 Strand 

Start 3756 End 

Name OJ000108_43 . 0309 . C21 . ol . gp Method 

Start 3756 End 

GI 5816559 . Score 

Exons 3756.. 4042 

GI Descrip. 4680178/ gb| AF111709 . 1 1 AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ000108_43.0309.C21 
+ 

4042 
AAT/GAP 
4042 
453 



Seq. No. 
Gene No. 
Start 



39335 
81174 
5539 



Seq. ID OJ000108_43.0309.C21 
Strand + 
End 5681 



39181 





Name 


OJ000108_4 3.0309.C21.o2.gp 


Method 


AAT/GAP 






Start 




End 


5681 






GI 


214/4 1 . RlUo4 


Score 


247 






Exons 


5539 . . DDOl 










GI Descrip. 


3894159 z.Ue-lU ( AC U U 0 3 1 Z ) 


hypothetical protein [Arabidopsis 






tnanana j 










Seq. No. 


39335 


Seq. ID 


s-\ -r r\ /"\ /~\ "\ AO A O A O A A 

OJ000108_4 3.0309 


. C21 




Gene No. 


81175 


Strand 








Start 


I 1 O CO 

I I Jbz 


End 


12950 






Name 


OJUUUlUo 4 o . ujuy . 1 . Ob . tw 


Method 


TBLASTX: Wheat 






Start 


2 


End 


236 






GI 


none 


Score 


106 






Exons 












Seq. No. 


39335 


Seq. ID 


/~\ TA A A 1 AO A O A OAO 

OJOOOlOo 43.U3U9 


. Czl 




Gene No. 


81175 


Strand 








Start 


1 iJbz 


End 


12950 






Name 


Ainnni no ^ o n o n o, poi — . i 4- _ 
OJUUUlUo 4o . u juy . 1 . 01 . tltl 


Method 


TBLASTX: Maize 






Start 


2U6 


End 


562 






GI 


none 


Score 


82 






Exons 


or\c /i qq one ceo 01c coi 

zUb..4yy, zub..ooz, zib..ozi 








12 


Seq. No. 


39335 


Seq. ID 


OJ000108__4 3 . 0309 


• C21 


- ^ 


Gene No. 


81175 


Strand 






f n 


Start 


11362 


End 


12950 




= y 


Name 


OJ000108 43 . 0309 . C21 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


236 


End 


692 






GI 


none 


Score 


271 






Exons 


zob..byi, zj/..byz 










Seq. No. 


39335 


Seq. ID 


OJ000108 43.0309 


. C21 


r 


Gene No. 


81175 


Strand 






f ^ 


Start 


1130Z 


End 


12 950 






Name 


OJUUUlUo 4 3 . UJUy . C2 1 . Ol . ts 


Method 


TBLASTX: Soybean 






Start 


0 0 "J 

287 


End 


.652 






GI 


none 


Score 


138 




s. : 
- trr 


Exons 


O QH /I O 1 /I OQ tco 

zo/..4zl, 4Zo..boz 










Seq. No. 


39335 


, Seq. ID 


OJ000108 4 3.0309 


. C21 




Gene No. 


81175 


Strand 








Start 


1 1 Q CO 


End 


12950 






Name 


OJUUUlUo 4 0 . Uouy . OZl . OJ . tw 


Method 


TBLASTX: Wheat 






Start 


912 


End 


1369 






GI 


none 


Score 


154 






Exons 


OIO 1 1 ji O Ol /I ' 1 1 / / 1 1 

yiz..ii4o, yi4..ii34, liyo.. 


1369 








Seq. No. 


39335 


Seq. ID 


OJ000108_43.0309 


.C21 




Gene No. 


81175 


Strand 








Start 


I 1 oco 

I I JbZ 


End 


12950 






Name 


/"\Tr\nnir»o d o nonn roi ^o +- -~ 

ojuuuiuo 40 . u juy . czi . oz . tm 


Method 


TBLASTX: Maize 






Start 


914 


End 


1061 






GI 


none 


Score 


114 






Exons 


914. .1060, 915. .1061 










Seq. No. 


39335 


Seq. ID 


OJ000108_43.0309 


.C21 




Gene No. 


81175 


Strand 







39182 



Start 


11362 






1 9QRO 




Name 


OJ000108 43.0309.C21. 


o4 . tw 


Method 


i nLiHo l a . wnea u 




Start 


194 6 • 




hno 






GI 


none • 




Score 


1 1 T 

11/ 




Exons 


1946. .2347, 2079. .2348 








Seq. No. 


39335 




Seq. ID 


OJ000108_43.0309 


C21 


Gene No. 


81175 




Strand 






Start 


11362 




End 


12950 




Name 


OJ000108 43.0309.C21. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


6709 




End 


7231 




GI 


none 




Score 


68 




Exons 


6709.. 6780, 6880.. 7062, 6887 


..7012, 7151. .7231 




Seq. No. 


39335 




Seq. ID 


OJ000108_43.0309 


C21 


Gene No. 


81175 




Strand 






Start 


11362 




End 


12950 




Name 


OJ000108 43.0309.C21. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


8682 




End 


9085 




GI 


none 




Score 


84 - 




Exons 


8682. .8852, 8815. .8982, 8847 


..9083, 8934. .9083, 8945. .9085, 




8 975. . 9085 










Seq. No. 






Seq. ID 


OJ000108_43.0309 




Gene No . 


81175 




Strand 






Start 


11362 




End 


12950 




Name 


OJ000108_43 . 0309 . C21 . 


o3.gp 


Method 


AAT/GAP 




Start 


11362 




End 


12950 




GI 


342_l . R1084 




Score 


2377 




Exons 


ii("*o^) iior\T 

11362 .. 11883, 11993.. 


12088, 


12171. .12190, 1222 6. . 12950 




GI Descrip. 


'4 574 4 06/gbl AAD24 042. 


1| 0.0e+00 (AF121139) RIM2 protein 


[Or 




sativa] 1 










Seq. No. 


39335 




Seq. ID 


OJ000108_43.0309 


.C21 


Gene No. 


81175 




Strand 






Start 


11362 




End 


12950 




Name 


OJ000108 43.0309.C21. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12373 




End 


12939 




GI 


none 




Score 


52 




Exons 


12373. .12465, 12374. . 


12439, 


124 54. .12534, 12471. .12542, 






12547. .12687, 12548.. 


12688, 


12635. .12730, 12667 .. 1272 6, 






12733. .12777, 12738.. 


12773, 


12772. .12939, 12788. .12931 




Seq. No. 


39336 




Seq. ID 


OJ000108_43.0309 


.C22 


Gene No . 


81176 




Strand 






Start 


1 




End 


1097 




Name 


OJ000108 43.0309.C22. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


1097 




GI 


342 1.R1084 




Score 


2005 




Exons 


1. .1097 










GI Descrip. 


f 4574406/gb|AAD24042. 


11 0.0e+00 (AF121139) RIM2 protein 


[Or 




sativa] 1 










Seq. No. 


39336 




Seq. ID 


OJ000108_43.0309 


.C22 


Gene No. 


81176 




Strand 






Start 


1 




End 


1097 




Name 


OJ000108 43.0309.C22. 


o3 . tw 


Method 


TBLASTX: Wheat 





39183 




Start 


3 






on a 


GI 


none 




Score 


om 
2U1 


Exons 


o _ o a o a o n a in on/ 
3. .203, 4..zU4, 1U..ZU4 








Seq. No. 


39336 




beq. id 




Gene No. 


81176 




. Strand 




Start 


1 




End 


1097 


Name 


Ainnm rtQ /I Q n*3HQ POO /-\ 1 
OJUUUlUo UjU7.LZZ.01 


. LW 




TRT QQTY-Whppt- 
1 ESJUH.O 1 A . Wiled U 


Start 


205 






DO 4 


GI 


none 




Score 


11 J 


Exons 


205. .330/ 207. ,33b, 20/ 


O O (\ 

. .329, 


O ^ O COT 

3o3 . . Do 1 


A n O tQC; CQ1 ^c.^ 




604 . . 654 








Seq. No. 


39336 




Seq. ID 


OJ000108_43.0309.C22 


Gene No. 


81176 




Strand 




Start 


1 




CjIiq 


1U y / 


Name 


OJOOOlOo 4 3 . U3U y . L22 . Ol 


. ts 


Method 


TEH ACTY • Qnuhoan 
1 DJj/io 1 A . oOyDcdll 


Start 


687 




_nu 


yz y 


GI 


none 




Score 


D9 


Exons 


687 ..929, / 3y . . 84 6 








Seq. No. 


39336 




Seq. ID 


OJ000108_43. 0309.C22 


Gene No. 


81176 




Strand 




Start 


1 






iuy / 


Name 


OJ000108 4 3 . 0309 . C22 . ol 


. tm 


Method 


TOT 7\CTV i Wt-i i -r /-\ 

1 bLAo i a : Ma x z e 


Start 


759 




End 


iu y / 


GI 


none 




Score 


141 


Exons 


759 . . 953, 963 . .1097 








Seq. No. 


39336 




Seq. ID 


OJ000108_43.0309.C22 


Gene No. 


81176 




Strand 




Start 


1 




End 


1 u ? 1 


Name 


OJ000108 43.0309.C22.o2 


. tw 


Method 


rnr)T 7\ O I 1 V • TaTVi /-^ ^ +- 

i JdIjAo i a : wnea l 


Start 


793 




End 


± u y / 


GI 


none 




Score 


I/O 


Exons 


793. .999, 793. .1002, 798. .1022, 1002.. 


IHQT 1 nm THRO 

iuy/, iuu j . .luou 


Seq. No. 


39337 




Seq. ID 


OJ000108_43.0309.C26 


Gene No. 


81177 




Strand 


+ 


Start 


5166 




End 


6571 


Name 


OJ000108 43.0309.C26.o3 


.gp 


Method 


AAT/GAP 


Start 


5166 




End 


6571 


GI 


43425 1.R1084 




Score 


946 


Exons 


5166. .5381, 5649. .5707, 


5816. 


.5891, 5980. .6051, 6147. .6234, 




6543. .6571 








GI Descrip. 


, 1362162/pir| IA57512 3. 


Oe-51 


beta-glucosidase BGQ60 precursor 


barley >gi 804656 (L41869) beta-glucosidase [Hordeum vulgare] 


Seq. No. 


39337 




Seq. ID 


OJ000108_4 3.0309.C26 


Gene No. 


81178 




Strand 


+ 


Start 


6695 




End 


7433 


Name 


OJ000108 43.0309.C26.o4 


.gp 


Method 


AAT/GAP 


Start 


6695 




End 


7433 


GI 


uC-osflcypl57dl2bl 




Score 


805 


Exons 


6695. .6790, 6887. .6998, 


7089. 


.7300, 7398. .7433 



GI Descrip. 1 1362162/pir | | A57512 3.0e-38 beta-glucosidase BGQ60 precursor 
barley >gi_804656 (L41869) beta-glucosidase [Hordeum vulgare] 1 



39184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 



39337 Seq. ID 

81179 Strand 
7584 End 
OJ000108_43.0309.C26.o5.gp Method 
7584. End 
37107_1.R1084 ' Score 

7584. .7610, 7725. .8219 

1 1362162/pir | | A57512 2.0e-28 beta-glucosidase BGQ60 precursor - 
barley >gi_804 656 (L41869) beta-glucosidase [Hordeum vulgare] 1 



OJ000108_43.0309.C26 
+ 

8219 
AAT/GAP 
8219 
952 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9773, 10018. .10108 
*4337177/gb|AAD18098| 1.0e-163 (AC006416) Identical to gb_Y10557 
g5bf gene from Arabidopsis thaliana. ESTs gb_R30578 / gb_R90475, 
gb_T22384, gb_T22425, gb_N64 934 and gb_T4 6767 come from this 
gene. [Arabidopsis thaliana]' 



39337 
81180 
9223 

OJ000108_4 3. 0309.C26.o6.gp 
9223 

1450_1.R1084 

9223.-9353, 9450.. 9590, 9687 



OJ000108_4 3.0309.C2 6 
+ 

10108 
AAT/GAP 
10108 
763 



39337 
81181 
1137 

OJ000108_4 3.0309.C26.o2. ts 
1079 
none 
1079. 
1278. 
1841. 



.Seq. ID OJ000108_43.0309.C26 



Strand 
End 

Method 
End 
Score 

1195, 1133.. 1195, 1137.. 1196, 
1352, 1485.. 1568, 1486. .1572, 
1900, 1985.. 2044 



2131 

TBLASTX: Soybean 

2044 

65 

1268. .1351, 1273. .1350, 
1642. .1737, 1644. .1739, 



39337 
81181 
1137 

OJ000108_4 3. 0309.C26.o4 . tm 

1088 

none 

1088. .1195, 1266. .1352, 1443. 
1644. .1736, 1841. .1900, 1985. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000108 43.0309.C26 



39337 
81181 
1137 

OJ000108_4 3. 0309.C2 6.ol.gp 
1137 

5532_1.R1084 
1137. .1198, 1278. .1349, 1494 



2131 

TBLASTX : Maize 
2053 
56 

1568, 1486. .1581, 1642. .1737, 
2053 • 



OJ000108 43.0309.C26 



Seq. ID 
Strand 

End 2131 
Method AAT/GAP 
End 1891 . r . 

Score • 54 3 — ■'" 

1565, 1644. .1736, 1833.. 1891 
1 2131161/pir | IS67800 4.0e-49 4-nitrophenylphosphatase (EC 
3.1.3.41) - yeast ( Saccharomyces cerevisiae) 

>gi_1431400_emb_CAA98816_ (Z74284) ORF YDL236w [Saccharomyces 
cerevisiae] ' 



39337 
81181 
1137 



Seq. ID 

Strand 

End 



OJ000108 43.0309.C26 



2131 



39185 




Name 


OJ000108_43. 


0309 . 


C26 . o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1503 








End 


2107 




GI 


none 








Score 


135 


1 qpc 910.7 


Exons 


1503 . . 1550, 


1 f~ A O 

1642 . 


~\ n o n 


i a a a 
Io4 4 . 


.1739, 1841. .1900, 


Seq. No. 


39337 








Seq. ID 


OJ000108 


_43.0309.C26 


Gene No. 


81181 








Strand 


- 




Start 


1137 








End 


2131 




Name 


OJ000108_43. 


0309 . 


C26 . o2 


• gp 


Method 


AAT/GAP 




Start 


1653 








End 


2131 




GI 


none 








Score 


518 




Exons 


1653 . . 1736, 


1833 , 


. 1904 , 


1 O O H 


.2131 






Seq.. No. 


39337 








Seq. ID 


OJ000108 


4 J . U JUbt . U^D 


Gene No. 


81182 








Strand 






Start 


5254 








End 


8002 




Name 


OJ000108_43. 


0309 


C26.o3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5254 








End 


6723 




GI 


none 








Score 


162 




Exons 


- 5254 . . 5391, 


5255 


. . 5389, 


C C A O 


.5725, 5813. .5920, 


CQQO £>C\AA 




6149. . 6235, 


6543 


/"/"AC 

. . 6605, 


C C A A 

6544 . 


. 6681, 6546. . 6623, 


c^qc c^noo 
Doyo. . O / _Z , 




6697 . . 6723 














Seq.. No. 


39337 








Seq. ID 


OJ000108 


a ^ mno, co & 


Gene No. 


8H82 








Strand 






Start 


5254 








End 


8002 




Name 


OJ000108 43 


0309 


. C26 ."ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5255 








End 


7984 




GI 


none 








Score 


169 




Exons 


5255. .5416, 


5263 


. . 5382 , 


5648 . 


.5725, 5813.. 5920, 






6148 . . 6240, 


6149 


. . 6235, 


6543 . 


.6677, 6544. .6681, 


D04 O . . DOZO , 




6547 . . 6678, 


6696 


/■nor 

. .6785, 


6696 . 


. 6788, 6697. . 6795, 


coil CQQQ 




6891 . . 6929, 


7090 


. . 7239, 


7119 . 


.7229, 7403. .7438, 


n Ann n a~\ a 
/4 / / . . / 0 1 4 , 




7505. . 7612, 


7723 


. . 7782, 


7724 . 


.7984, 7810. .7974 




Seq. No. 


39337 








Seq. ID 


OJ000108 


a i mno. r"~> a 


Gene. No.' 


81182' 








Strand 






Start 


5254 








End 


8002 




Name 


OJ000108_43 


.0309 


.C26.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5255 








End 


6244 




GI 


none 








Score 


156 




Exons 


5255. .5404, 


5257 


c *5 o o 

. . 5382 , 


564 / . 


.5700, 5648.-5725, 


OolJ. . 0 o y U , 




5813. . 5887, 


5815 


. . 5889, 


5964 . 


.6068, 5982. .6044, 


ci / Q CO A A 




6154 . . 6243 














Seq. No. 


39337 








Seq. ID 


OJ000108 


/*3 mnci r*o c 
4 o . U JU y . Lz o 


Gene No. 


81182 








Strand 






Start 


- C O C A 

5254 








End 


8002 




Name 


OJ000108 43 


'.0309 


.C26.ol 


.tm 


Method" 


TBLASTX : 


Maize 


Start 


6544 








End 


8002 




GI 


none 








• Score 


328 




Exons 


6544. .6792, 


6547 


. . 6795, 


6871. 


.6999, 6877. .6999, 


6882. .7001, 




7074 . .7301, 


7078 


. .7299, 


7089. 


.7301, 7394 . .7429, 


7477. .7614, 




7486. .7608, 


7505 


. .7612, 


7723. 


.7998, 7724 . .7993, 


7724. .8002 



Seq. No. 39337 Seq. ID OJ000108_43 . 0309 . C26 

Gene No. 81182 Strand 



39186 




Start 


5254 








End 


8002 


Name 


/"\ T A A A 1 AO A 1 

OJOOUlUo 4:5. 


A Q A Q 


02 o.Ol. 


tc 


Method 


TBLASTX: Cress 


Start 


f~ A A "3 

6883 








End 


7987 


GI 


none 








Score 


76 


Exons 


6883 . . 6999, 


"7 A A A 

7090 . 


i A yi A 

. 7242 , 


-7 A A Q 

/U9o . . 


,7235, 7505. .7612, 7513. .7614, 




7724 . . /yo / , 




"7 T O O 

. / /oo , 


/bio . . 


,7974 




Seq. No. 


39337 








Seq. ID 


OJ000108_4 3.0309.C2 6 


Gene No. 


81182 








Strand 




Start 


C A C A 

5254 








End 


8002 


Name 


OJOOOlUo 4o. 


A *3 A A 

U309 . 


C2 b . 02 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7544 








End 


7990 


GI 


none 








Score 


68 


Exons 


1 C A A T £ 1 A 

7544 . . 7612, 




. / b!4 , 


/ /2o . . 


,7980, 7724.. 7990 


Seq. No. 


39337 








Seq. ID 


OJ000108_43.0309.C26 


Gene No. 


81183 








Strand 




Start 


9256 








End 


10112 


Name 


OJ000108_43. 


0309. 


C26..o2. 


tm 


Method 


TBLASTX: Maize 


Start 


925b 








End 


10110 


GI 


none 








Score 


63 


Exons 


a a c /" AO a c 

9256 . . 9345, 


9263. 


.9349, 


9474 . , 


.9593, 9476.. 9592, 9684.. 9734, 




9686 . . 9784 , 


9687. 


.9776, 


10001, 


. .10102, 


10016. .10102, 




1 A A *1 "7 TATA/" 

10017 . . 1010c 


i, 10017. .10109, 10018.. 10110 


Seq. No. 


39337 








Seq. ID 


OJ000108_4 3. 0309.C2 6 


Gene No. 


81183 








Strand 




Start 


9256 








End 


10112 


Name 


/~\TAAA1AO /i o 

OJ000108 43. 


0309. 


C26.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9452 








End 


10052 


GI 


none 








Score 


217 


Exons 


9452 . . 9592, 


9453. 


.9593, 


9486. , 


.9593, 9678.. 9776, 9686.. 9784, 




9687 . . 9776, 


10005 


.10052 






Seq. No. 


39337 








Seq. ID 


OJ000108_43.0309.C26 


Gene No. 


81183 








Strand 




Start - 


9256 








End 


10112 


Name 


/*\TAAA1AO /I "3 

OJOOOlOo 43. 


0309. 


C26.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


A A A O 

9498 








End 


10112 


GI 


none 








Score. 


128 


Exons 


a / A o A C A 

94 98 . . 9593, 


9500. 


.9601, 


9513. , 


.9590, 9515.. 9616, 9683.-9769, 




9687 . .977 b, 


9994. 


.10107, 


10018. .10110, 


10026. .10112 


Seq. No. 


O A O O "7 

39337 








Seq. ID 


OJ000108_43.0309.C26 


Gene No. 


81183 








Strand 




Start 


9256 








End 


10112 


Name 


OJ000108 43. 


0309. 


C26.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


9498 








End 


-10110 


GI 


none 








Score 


134 


Exons 


9498. .9593, 


9512. 


.9613, 


9686. . 


.9769, 9687.. 9776, 10018. .101H 




10023. .10109 










Seq. No. 


39338 . 








Seq. ID 


OJ000108_43.0309.C27 


Gene No. 


81184 ' 








Strand 


+ 


Start 


1 








End 


591 


Name 


OJ000108 43. 


0309. 


C27.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


591 



39187 



GI 1450_1.R1084 Score 913" 

Exons 1..50, 156.. 591 

GI Descrip. '4337177/ gb| AAD1 8098 1 1.0e-163 (AC006416) Identical to gb_Y10557 
g5bf gene from Arabidopsis thaliana. ESTs gb_R30578, gb_R90475, 
gb_T22384, gb_T22425, gb_N64934 and gb_T46767 come from this 
gene. [Arabidopsis thaliana] 1 





Seq. No. 


39338 


beq. ID 


UJUUUlUo 4 J . U jU^ . L-Z / 




Gene No. 


81184 


Strand 


+ 




Start 


1 


End 


591 




Name 


OJUUUlUo 4 o . U JUy . / . Ol . tS 


Method 


TQT ZiCTY * C rtuho :a n 
1 DijiHo 1 A . oOyDcan 




Start 


2 








GI 


none 


Score 


O O 




Exons 


2. .49, 3. .50, 149. .226, loJ. 


. ZZ4 f ZZo . 


. j o y , zz 4 . . ooi 




Seq. No. 


39338 


Seq. ID 


UJUUUlUo 4o.UJUy.L-Z/ 




Gene No. 


81184 


Strand 


+ — 




Start 


1 


End 


591 




Name 


OJ000108 4 3 . 0309 . C27 . ol . tc 


Method 


i bLAo i a : L-ress 




Start 


3 


End 


"3 O O 

JZZ 




GI 


none 


Score 






Exons 


3. .50, 5. .46, 153. .224, 155. 


o o r o o o 

.226, 223. 


OOT OO/I TOO 

.321, ZZ4 . . ozz 


f ^ 


Seq. No. 


39338 


Seq. ID 


OJUUUlUo 4o.UoUy.L.Z/ 


'- "1 


Gene No. 


81184 


Strand 


+ 


~ fZ 


Start 


1 


End 


591 


III 


Name 


OJ000108 43.0309.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


354 




GI 


none 


Score 


85 




Exons 


3. .50, 5. .49, 148. .225, 149. 


.226, 153. 


.224, 223.. 354, 226-. .330 


t y 


Seq. No. 


39339 


Seq. ID 


OJ000108_4 3.0309.C29 


= 


Gene No. 


81185 


Strand 






Start 


523 


End 


952 




Name 


OJ000108 43.0309.C29.o2.gp 


Method 


AAT/GAP 


"=4 


Start 


523 


End 


952 


F 1=1 


GI 


2428185 


Score 


801 




Exons 


523. .952 






13 


GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


39339 


Seq. ID 


OJ000108_43.0309.C29 




Gene No. 


81186 


Strand 






Start 


970 


End 


1704 




Name 


OJ000108 43.0309.C29.o3.gp 


Method 


AAT/GAP 




Start 


970 


End 


1704 




GI 


101153 1.R1084 


Score 


568 




Exons 


970. .1198, 1515. .1704 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 




Seq. No. 


39340 


Seq. ID 


OJ000108_43.0309.C30 




Gene No. 


81187 


Strand 






Start 


639 


End 


1909 




Name 


OJ000108 43.0309.C30.ol.tc 


Method 


TBLASTX: Cress 




Start 


639 


End 


1873 




GI 


hone 


Score 


160 



39188 




Exons 639.-857, 897.. 1310, 1665.. 1811, 1670.. 1873, 1672.. 1785, 

1673. .1855 



Seq. No. 


39340 


Seq. ID 


OJ000108J43.0309. 


C30 


Gene No. 


81187 . 


Strand 






Start 


639 


End 


1909 




Name 


OJ000108 4 3 . 0309 . C30 . o-l . ts 


Method 


TBLASTX: Soybean 




Start 


i r r c\ 

1660 


End 


1873 




GI 


none 


Score 


157 




Exons 


1660.. 1719, 1661.. -1780, 1661 


..1771, 1753. .1782, 1787. .1873 


Seq. No. 


39340 


Seq. ID 


OJ000108_43.0309. 


C30 


Gene No. 


81187 


Strand 






Start 


639 


End 


1909 




Name 


r\ TAAA1 AO /I Q AQAQ OTA 1 j_ 

OJOOOluo 4 o . UoUy . CoU . ol . tm 


Method 


TBLASTX: Maize 




Start 


1670 


End 


1873 




GI 


none 


Score 


202 




Exons 


1670. .1873 








Seq. No. 


39340 


Seq. ID 


OJ000108_43.0309. 


C30 


Gene No. 


81187 


Strand 






Start 


639 


End 


1909 




Name 


OJ000108 4 3 . 0309 . C30 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1670 


End 


1909 




GI 


none 


Score 


233 




Exons 


1670.. 1909, 1672.. 1794 








Seq. No. 


39341 


Seq. ID 


OJ000108_43.0309. 


C31 


Gene No. 


81188 


Strand 






Start 


3367 


End 


3748 




Name 


OJ000108 43.0309.C31.ol.gp 


Method 


AAT/GAP 




Start 


3367 


End 


3748 




GI 


uC-osflcyp033a04bl 


Score 


655 




Exons 


3367.. 3748 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 1 AP00057 0 3.0e- 


59 Oryza sativa genomic 


DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


3-9342 


Seq. ID 


OJ000108_43.0309 


C32 


Gene No. 


81189 


Strand 






Start 


6894 


End 


7275 




Name 


OJ000108 43.0309.C32.o6.tw 


Method 


TBLASTX: Wheat 




Start 


490 


End 


823 




GI 


none 


Score 


104 




Exons 


490.. 822, 532.. 819, 557.. 823 








Seq. No. 


39342 


- Seq. ID 


OJ000108_43.0309 


C32 


Gene No. 


81189 


Strand 






Start 


6894 


End 


7275 




Name 


OJ000108 43.0309.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


670 


End 


1269 




GI 


none 


Score 


220 




Exons 


670.. 1110, 686.. 1108, 1108.. 


1269, 1115 


. .1261 




Seq. No. 


39342 


Seq. ID 


OJ000108_43.0309 


.C32 


Gene No. 


81189 


Strand 






Start 


6894 


End 


7275 




Name 


OJ000108 43.0309.C32.ol.tw 


Method 


TBLASTX: Wheat 





39189 




Start 


823 








End 


1449 




GI 


none 








Score 


61 




Exons 


823. .1449, 826. .948, 935 


. .1393 






Seq. No. 


39342 








Seq. ID 


OJ000108 43.0309 


.C32 


Gene No. 


81189 








Strand 


- 




Start 


6894 








End 


7275 




Name 


OJ000108 43 


0309 


.C32 .o4 . 


tm 


Method 


TBLASTX : Maize 




Start 


1318 








End 


i610 




GI 


none 








Score 


195 




Exons 


1318. . 1608, 


1322 


. .1609, 


1455. . 


1610 






Seq. No. 


39342 








Seq. ID 


OJ000108_43.0309 


.C32 


Gene No. 


81189 








Strand 






Start 


6894 








End 


TOT C 

7275 




Name 


OJ000108 43 


.0309 


.C32.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1408 








End 


1668 




GI 


none 








Score 


127 




Exons 


1408. .1668, 


1409 


. .1663 










Seq. No. 


39342 








Seq. ID 


OJ000108_43.0309 


.C32 


Gene No. 


81189 








Strand 






Start 


6894 








End 


7275 




Name 


OJ000108 43 


.0309 


.C32.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


1432 








End 


1749 




GI 


none 








Score 


83 




Exons 


1432 . . 1575, 


1433 


. . 1573, 


1576. 


1749 






Seq. No. 


39342 








Seq. ID 


OJ000108_43.0309 


.C32 


Gene No. 


81189 








Strand 






Start 


6894 








End 


7275 




Name 


OJ000108 43 


.0309 


.C32.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


1456 








End 


2023 




GI 


none 








Score 


321 




Exons 


1456. .1992, 


1457 


. .2023 










Seq. No. 


39342 








Seq. ID 


OJ000108_43.0309 


.C32 


Gene No. 


81189 








Strand 






Start 


6894 








End 


H O "~l C 

I Z Id 




Name 


OJ000108 43 


.0309 


,C32.o2. 


tm 


Meth'od 


TBLASTX : Mai ze 




Start 


2014 








End 


2377 




GI 


none 








Score 


163 




Exons 


2014 . .2376, 


2023 


. .2376, 


2075. 


.2377 






Seq. No. 


39342 








Seq. ID 


OJ000108 43.0309 


.C32 


Gene No. 


81189 








Strand 


- 




Start 


6894 








End 


7275 




Name 


OJ000108 43 


.0309 


.C32.o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


2026 








End 


2448 




GI 


none 








Score 


219 




Exons 


2026. .2448, 


2038 


. .2385, 


2060. 


.2416 






Seq. No. 


39342 








Seq. ID 


OJ000108_43.0309 


.C32 


Gene No. . 


81189 - 








Strand 






Start 


6894 








End 


7275 




Name 


OJ000108 43 


.0309 


.C32 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2197 








End 


2442 





39190 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

2197. .2442, 

39342 
81189 
6894 

OJ000108_43. 
2413 
none 

2413. .2727, 

39342 
81189 
6894 

OJ000108_43. 
2449 
none 

2449. .2751, 

39342 
81189 
6894 

OJ000108_43. 
2464 
none 

2464 . .2823, 

39342 
81189 
6894 

OJ000108_43. 
2800 
none 

2800. .3177, 

39342 
81189 
6894 

OJ000108_43. 
2836- 
none 

2836. .3153, 

39342 
81189 
6894 

OJ000108_43. 
2981 
none 

2981. .3271, 

39342 
81189 
6894 

OJ000108_43. 
3451 
none 



Score 



94 



2198. .2425 

0309.C32.o3.tm 
2456.. 2506, 2529. 

0309.C32 .o5. tw 
2465.. 2740, 2679. 

.0309.C32.ol.ts 
2465.. 2740, 2786. 

,0309.C32.o4.tw 
2843.-3286, 3232. 

0309.C32.o2.tc 
2983. .3123 

0309.C32.o5.tm 
2983. .3270 

0309.C32.o8.tw 



Seq. ID OJ000108_43.0309.C32 
Strand 

End 7275 
Method - TBLASTX: Maize 
End 2913 
Score 4 6 

.2585, 2734.. 2913, 2786.. 2905 

Seq. -ID OJ000108_43.0309.C32 
Strand 

7275 

TBLASTX: Wheat 
2751 
248 



End 

Method 
End 
Score 
.2750 



Seq. ID OJ000108_43.0309.C32 
Strand 

End 7275 

Method TBLASTX: Soybean 

End 2859 

Score 172 

.2821, 2827. .2859, 2828.-2857 

Seq. ID OJ000108_43.0309.C32 
Strand 

7275 

TBLASTX: Wheat 
3286 
267 



End 

Method 
End 
Score 
.3282 



Seq. ID OJ000108_43.0309.C32 
Strand 

End 7275 

Method TBLASTX : Cress 

End 3153 

Score 61 



Seq. ID OJ000108_43.0309.C32 
Strand 

End 7275 

Method TBLASTX : Maize 

End 3271 

Score 184 



Seq. ID OJ000108_43.0309.C32 
Strand 

End 727 5- '> ' 

Method TBLASTX : Wheat 

End 3819 

Score 68 



39191 




Exons 


3451.. 3564, 3452.. 3565, 3610 


..3819, 3611. .3784 




Qprr No 


39342 


Seq. ID 


OJ000108_43.0309. 


C32 


Gene No. 


81189 


Strand 


_ 




Start 


6894 


End 


7275 




Name 


OJ000108 43.0309.C32.o7.tw 


Method 


TBLASTX: Wheat 




Start 


4127 


End 


4478 




GI 


none 


Score 


.94 




Exons 


4127. .4477, 4284. .4478 








Seq. No. 


39342 


Seq. ID 


OJ000108_43.0309. 


C32 


Gene No. 


81189 


Strand 


_ 




Start 


6894 


End 


7275 




Name 


OJ000108 43.0309.C32.o6.tm 


Method 


TBLASTX: Maize 




Start 


4172 


End 


4477 




GI 


none 


Score 


79 




Exons 


4172. .4477, 4347 . .4463 








Seq. No. 


39342 


Seq. ID 


OJ000108_43.-0309. 


.C32 


Gene No. 


81189 


Strand 


_ 




Start 


6894 


End 


7275 




Name 


OJ000108 43. 0309.C32 .o9.tw 


Method 


TBLASTX : Wheat . 




Start 


4520 • 


End 


4711 






none 


Score 


111 




Exons 


4520. .4711, 4521. .4688 








Seq. No. 


39342 


Seq. ID 


OJ000108_43.0309, 


.C32 


Gene No. 


81189 


Strand 






O Lai U 


6894 


End 


7275 




Name 


OJ000108 43.0309.C32.ol.gp 


Method 


AAT/GAP 




Start 


6894 


End 


7275 




GI 


uC-osflcyp033a04bl 


Score 


659 




Exons 


6894. .7275 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 


DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


39343 


Seq. ID 


OJ000108_43.0309 


.C33 


Gene No. 


81190 


Strand 






Start 


19199 


End 


19444 




Name 


OJ000108 43.0309.C33.o2.ts 


Method 


TBLASTX: Soybean 




Start 


19199 


End 


19444 




GI 


none 


Score 


234 




Exons 


19199. .194 44, 1924 6. .19329 








Seq. No. 


39343 


Seq. ID 


OJ000108_43.0309 


.C33 


Gene No. 


81191 


Strand 






Start 


21841 


End 


22149 




Name 


OJ000108 43.0309.C33.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


21841 


End 


22149 




GI 


none 


Score 


81 




Exons 


21841. .21936, 2184 3 .. 21935, 


21927. .22067, 21985.. 22149 




Seq. No. 


39343 


Seq. ID 


OJ000108_43.0309 


.C33 


Gene No. 


81192 


Strand 






Start 


23092 


End 


23488 




Name 


OJ000108 43.0309.C33.o3.tw 


Method 


TBLASTX: Wheat 




Start . 


23092 


End 


23488 





39192 




GI 


none 






Score 


136 




Exons 


23092. 


.23301, 23096. 


. 23266, 


23282. .23398, 23401 .. 234 63, 






. 23402. 


.23488, 23402. 


. Zo4 oZ 








Seq. No. 


39343 






Seq. ID 


OJ000108_43.0309. 


c Jo 


Gene No . 


81193 






Strand 






Start 


23700 






End 


24183 




Name 


OJ000108 43.0309.C33 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


23700 






End 


24153 




GI 


none 






Score 


66 




Exons 


23700. 


..23768, 23708. 


. 23767 , 


23759. .23788, 23793. . 24152, 






23794. 


. .24153 










Seq. No. 


39343 






Seq. ID 


OJ000108_43.0309. 


,C33 


Gene No. 


81193 






Strand 






Start. 


23700 






End 


24183 




Name 


OJ000108 43.0309.C33 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


23830 






End 


24183 




GI 


none 






Score 


380 




Exons 


23830, 


..24183, 23869. 


. 24 132, 


23889. .24173 




Seq. No. 


39343 






Seq. ID 


OJ000108_43.0309. 


,C33 


Gene No. 


81194 






Strand 






Start 


24211 






• End . 


24747 "■ 




Name 


OJ000108 43.0309.C33 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


24211 






End 


24594 




GI 


none 






Score 


312 




Exons 


24211 


..24594, 24363. 


. 24590 








Seq. No. 


39343 






Seq. ID 


OJ000108_43.0309, 


.C33 


Gene No. 


81194 






Strand 






Start 


24211 






End 


24747 




Name 


OJ000108 43.0309.C33 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


24268 






End 


24690 




GI 


none 






Score 


409 




Exons 


24268 


..24690, 24366. 


.24 686 








Seq. No. 


39343 






Seq. ID 


OJ000108_43.0309 


.C33 


Gene No. 


81194 






Strand 






Start 


24211 






End 


24747 




Name 


OJ000108 43.0309.C33 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


24322 






End 


24747 




GI 


none 






Score 


282 




Exons 


24322 


..24747, 24354. 


. 24521, 


24558. .24593, 24573. .24719 




Seq. No. 


39344 






Seq. ID 


OJ000118_24 .0307 


.C3 


Gene No. 


81195 






Strand 






Start 


345 






End 


709 




Name 


OJ000118 24i 0307. C3 . 


ol .gs 


Method 


GENSCAN 




Start 


345 






End 


709 




GI 


none 






Score 


.6 




Exons 


345. . 


493, 520.. 709 










Seq. No. 


39345 






Seq. ID 


OJ000118_24 .0307 


.C4 


Gene No. 


81196 






Strand 


+ 




Start 


433 






End 


1777 




Name 


OJ000118_24.0307.C4. 


ol .np 


Method 


AAT/NAP 





• 39193 



Start 


433 


End 


1777 




GI 


6630699 


Score 


93 




Exons 


433. .465, 748. .774, 1673.. 


1777 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 Idbj IBAA8 9566. 1 | 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


39345 


Seq. ID 


OJ000118_24 


. 0307 . C4 


Gene No. 


81197 


Strand 


+ 




Start 


1904 


End 


4359 




Name 


OJ000118 24 . 0307 .C4 . o2 . np 


Method 


AAT/NAP 




Start 


1904 


End 


4359 




GI 


6539570 


Score 


199 




Exons 


1904. .2107, 2288. .2365, 2639. .2973, 4316. .4359 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39345 


Seq. ID 


OJ000118_24 


. 030 / . C4 


Gene No. 


81198 


Strand 






Start 


4937 


End " 


7025 




Name 


OJ000118 24.0307.C4.o3.np 


Method 


AAT/NAP 




Start 


4937 


End 


7025 




GI 


4835795 • 


Score 


77 




Exons 


4937. .4966, 6897. .7025 








GI Descrip. 


(AC007296) F25C20.23 [Arabidopsis thaliana] 




Seq. No. 


39346 


Seq. ID 


OJ000118_24 


. 0307 . Co 


Gene No. 


81199 


Strand 


+ 




Start 


109 


End 


5467 




Name 


OJ000118 24'.0307.C5.ol.gs 


Method 


GENSCAN 




Start 


109 ' 


End 


5270 




GI 


none 


Score 


.94 




Exons 


109. .231, 1400. .1517, 1572 


..1761, 1868 


..1973, 2088 


. .2129, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



2637.. 2816, 2890.. 3054, 3336.-3536, 3627.. 3926, 4167, 
4450. .4584, 4866. .5270 



,4367, 



39346 
81199 
109 

OJ000118_24 .0307.C5.ol.gp 
1590 

59__1.R1084 

1590.. 1761, 1868.. 1973, 2088 
3336..3536, 3627.-3926, 4167 
•3288883/dbj |BAA31260| 0.0e+00 
protein [Oryza sativa] ' 

39346 
81199 
109 

OJ000118_24 .0307.C5.ol.np 
1896 
3288883 

1896.. 1973, 2088.. 2129, 2637, 
3627. .3926, 4167. .4367, 4450, 



OJ000118_24.0307.C5 
+ 

5467 
AAT/GAP 
5467 
3536 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2129, 2637.. 2816, 
4367, 4450.. 4584, 



2890. 
4866. 



,3054, 
,5467 



(AB015431) SAR DNA binding 



Seq. ID OJ000118_24 .0307 .C5 
Strand + 
End 54 67 

Method AAT/NAP 
End 5018 
Score 2158 

.2816, 2890.. 3054, 3336.-3536, 
.4584, 4866. .5018 
(AB015431) SAR DNA binding protein [Oryza sativa] 

39346 Seq. ID OJ000118_24 . 0307 . C5 



39194 



Gene No. 81199 Strand + 

-Start 109 End 5467 

Name OJ000118_24 . 0307 . C5 . o2 . np Method AAT/NAP 

Start 2747 End 5177 

GI 7451352 Score 1455 
Exons 2747.. 2816, 2890.. 3054, 3336. 

4450. .4584, 4866. .5177 
GI Descrip. SAR DNA-binding .protein 2 - garden pea gi | 3132698 | gb | AAC16331 . 1 | 

(AF061963) SAR DNA-binding protein-2 [Pisum sativum] 



3536, 3630. .3926, 4167. .4367, 



Seq. No. 39346 

Gene No. 81200 

Start 7794 

Name OJ000118_24 . 0307 .C5.ol.tw 

Start 1751 

GI none 

Exons 1751.. 1780, 
2088.. 2132, 



1874. .1936, 1881. 
2634.. 2762, 2636. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 1973, 
.2761 



OJ000118_24 .0307.C5 
8624 

TBLASTX: Wheat 
2762 
75 

1884. .1973, 2087. .2131, 



Seq. No. 39346 

Gene No. 81200 

Start 7794 

Name OJ000118_24 . 0307 . C5 . o2 . tc 

'Start 1881 

GI none 

Exons 1881 



.1973, 
2639. .2815, 
3333. .3407 



1887.. 1973, 2087, 
2889.. 3056, 2889. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2128, 
.3056, 



OJ000118 24. 0307. C5 



8624 

TBLASTX: Cress 
3407 
97 

2088.. 2132, 2634, 
2890.. 3093, 3321, 



.2816, 
.3407, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39346 
81200 
7794 
OJ0001 
1884 
none 
1884. . 
2634. . 
2890. . 
3614 . . 
4166. . 
4448. . 
4905. . 



18 24.0307.C5.ol.tm 



1973, 
2816, 
3093, 
3925, 
4363, 
4591, 
5015, 



1893. 
2636. 
2890. 
3618. 
4185. 
4848. 
4908. 



,1973, 2087. 

,2830, 2636. 

,3057, 3328. 

,3926, 3618. 

,4376, 4187. 

,4907, 4854. 

,4976, 5053. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 24. 0307. C5 



8624 

TBLASTX: Maize 
5244 
134 

2131, 2088.. 2132, 2631.. 2816, 
2830, 2886.. 3059, 2889.. 3056, 
3537, 3333.. 3545, 3333.. 3539, 
3926, 3625.. 3927, 4131.. 4367, 
4378, 4432. .4584, 4447. .4584, 
4895, 4865.. 4906, 4892.. 4975, 
5121, 5188.. 5244 



Seq. No. 39346 
Gene No. 81200 
Start 7794 

Name OJ000118__24 . 0307 . C5 . ol . ts 

Start ' 1893 
GI none 

Exons 1893.. 1973, 2634.. 2816, 2636. 

2890. .3093, 3321. .3539, 3334. 
3609.. 3926, 3643.. 3927, 3770. 
4185. .4370, 4187. .4387, 4447, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 24. 0307. C5 



8624 

TBLASTX: Soybean 
4584- 
124 

2815, 2889.. 3041, 2889.. 3056, 
3534, 3335.. 3535, 3593.. 3925, 
3934, 4131.. 4367, 4166.. 4366, 
4584, 4497. .4583 



Seq. No. 
Gene No. 
Start 



39346 
81200 
7794 



Seq. ID 

Strand 

End 



OJ000118 24. 0307. C5 



8624 



39195 




Name 


OJUUUllo 24 . UoU / . CD . Ol . 


tc 


Method 


TBLASTX: Cress 




Start 


ooU / 




End 


4247 




GI 


none 




Score 


127 




Exons 


3oU/..oyio, obiz..jyi/, 


OCT) 


.3925, 3639.-3926, 4185.. 4247, 




4 lb / . . 4Z4 U 










Seq. No. 


39346 




C* ^ « T Pi 

beq. iiJ 


UJUUUlio Z4.UJU/. 


. Lj 


Gene No. 


81200 




Strand 






Start 


/ / y 4 




bna 


Q CO A 




Name 


OJ000118 24 . 0307 . C5 . OZ . 


gs 


Method 






Start 


7794 




End 


Q CO A 




GI 


none 




Score 


.66 




Exons 


"7*7 Q /I Or*0"7 QOOf\ QOTC 

77y4..oU^/, o2zU..oo/D, 




.8624 






Seq. No. 


39347 




Seq. ID 


OJ000118_24.0307, 


.C6 


Gene No. 


81201 




Strand 


+ 






1 




End 


3853 




Name 


OJ000118 24.0307.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


3853 




GI 


59 1.R1084 




Score 


3460 




Exons 


1..60, 178. .283, 386.-427, 974. .1152, 


1226. .1390, 1673.. 


.18' 




1963.. 2262, 2600.. 2800, 


2881. 


.3015, 3243.-3853 




GI Descrip. 


•3288883/dbj |BAA31260| 


0.0e+00 (AB015431) SAR DNA binding 




protein [Oryza sativa] 1 










Seq. No. 


39347 




Seq. ID 


OJ000118_24.0307. 


. C6 


Gene No. 


81201 




Strand 


+ 




Start 


1 




End 


3853 




Name 


OJ000118 24.0307.C6.ol. 


gs 


Method 


GENSCAN 




Start 


206 




End 


3647 




GI 


none 




Score 


.89 




Exons 


206. .283, 386. .427, 974 


. .1091 


, 1320.. 


1390, 1673. .1873, 






1963. .2262, 2600. .2800, 


2881. 


.3015, 3243.. 3647 




Seq. No. 


39347 




Seq. ID 


OJ000118_24.0307, 


.C6 


Gene No. 


81201 




Strand 


+ 




Start 


1 




End 


3853 




Name 


OJ000118 24.0307.C6.ol. 


np 


Method 


AAT/NAP 




btart 


206. 




End 


3395 




GI 


3288883 




Score 


2170 




Exons 


206. .283, 386. .427, 974 


. .1152 


, 1226.. 


1390, 1673.. 1873, 






1963.. 2262, 2600.. 2800, 


2881. 


.3015, 3243.. 3395 




GI Descrip. 


(AB015431) SAR DNA binding protein [Oryza sativa] 




Seq. No. 


39347 




Seq. ID 


OJ000118_24.0307, 


.C6 


Gene No. 


81202 




Strand 


+ 




Start 


5623 




End 


5990 




Name 


OJ000118 24 .0307.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


5623 




End ■ 


5990 




GI 


none 




Score . 


721 




Exons 


5623. .5990 










Seq. No. 


39347 




Seq. ID 


OJ000118_24.0307, 


.C6 


Gene No. 


81203 




Strand 


+ 




Start 


6286 




End 


7512 




Name 


OJ000118 24 .0307.C6.o3. 


gp 


Method 


AAT/GAP 




Start 


6286 




End 


7512 





39196 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4989_1.R1084 Score 1540 

6286.. 6525, 6943.. 7512 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



39347 
81204 
4441 

OJ000118_24 .0307.C6.ol.ts 
181 



OJ000118 24. 0307. C6 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
181. .243, 203. .283, 973. .1143, 974. .1105, 1105. .1152, 
1110. .1151, 1225. .1392, 1226 .. 1393, .1226 .. 1393, 1670. .1876, 
1671. .1871, 1672. .1872, 1957. .2298, 2007. .2261, 2033. .2263, 
2568.-2777, 2596. .2823, 2597. .2803, 2878. .3015, 2911. .3015, 
2928. .3023 



10489 

TBLASTX : Soybean 

3023 

124 





Seq. No. 


39347 




Seq. ID 


OJ000118_24 .0307.C6 




Gene No. 


81204 




Strand 






Start 


4441 




End 


10489 




Name 


OJ000118 24, 


.0307.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


187 




End 


1099 




GI 


none 




Score 


128 




Exons 


187.. 246, IE 


38. .283, 386. .430, 


973. .1098, 974. .1099 


s. : ; 


Seq. No. 


39347 




Seq. ID 


OJ000118_24.0307.C6 


f i | 


Gene No. 


81204 




Strand 






Start 


•4441 




End 


10489 




Name 


OJ000118 24. 


.0307.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


197 




End 


1744 




GI 


none 




Score 


97 




Exons 


197. .283, 31 


36. .430, 968. .1102 


, 974. .1105, 976. .1143, 1060. 






1062. .1151, 


1224. .1391, 1225. 


.1392, 1226.. 1393, 1226.. 1393, 


X & 




1658. .1744, 


1670. .1744 







Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39347 . 

81204 

4441 

OJ000118_24 . 

203 

none 

203. .283, 3i 
1060. .1152, 
1670. .1876, 
2596. .2811, 
3240. .3284, 
,3286. .3348, 
3563. .3601, 



0307.C6.ol.tm 



5. .429, 386. .430, 

1225.. 1392, 1226. 

1954.. 2262, 1957. 

2597.. 2809, 2878. 

3242.. 3283, 3269. 

3353.. 3394, 3355. 

3565.. 3621, 3569. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 24. 0307. C6 



10489 

TBLASTX: Maize 
3634 
134 

972. .1103, 973. .1104, 974. .1105, 
.1393, 1226.. 1393, 1670.. 1882, 
.2262, 1961.. 2263, 2033.. 2263, 
.3015, 2879.. 3022, 3231.. 3272, 
.3331, 3282. .3344, 3285. .3338, 
.3456, 3373.. 3504, 3428.. 3505, 
.3634 



Seq. No. 39347 

Gene No. 81204 

Start 4441 

Name OJ000118_24 . 0307 . C6 . ol . tc 

Start 1930 

GI none 
Exons 



Seq. ID OJ000118_24.0307.C6 
Strand 
End 

Method 
End 
Score 



10489 

TBLASTX: Cress 

2680 

434 



1930. .2262, 1975. .2253, 2007. .2261, 2606. .2680, 2608. .2673 



39197 





Seq. No. 


jyj4 / 




Seq. ID 


OJ000118_24.0307.C6 




Gene No. 


81204 




Strand 






Start 


4441 




End 


10489 




Name 


OJ000118 24. 


0307.C6.o2.np 


Method 


AAT/NAP 




Start 


4441 




End 


8830 




GI 


7106508 




Score 


120 




Exons 


4441. .4514, 


6313. .6719, 6861. 


.7108, 8739.. 8830 




GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39347 




Seq. ID 


OJ000118_24 .0307.C6 




Gene No. 


81204 




Strand 






Start 


4441 




End 


10489 




Name 


OJ000118 24. 


0307 ,C6.o2 ,gs 


Method 


GEN SCAN 




Start 


5973 




End 


10489 




GI 


none 




Score 


.6 




Exons 


5973. .6534, 


6861.. 6936, 6959. 


.7306, 8084.. 8183, 10379.. 10489 




Seq. No. 


39347 




Seq. ID 


OJ000118_24 .0307 .C6 




bene no . 


81204 




Strand 






Start 


4441 




End 


10489 




Name 


OJ000118 24. 


0307 .C6.o4 .gp 


Method 


AAT/GAP 




Start 


8262 




End 


8318 




GI 


2312838 




Score 


62 




Exons 


8262. .8318 










GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate- 


CoA ligase gene, 


intron 1, 


partial sequence 


ry 

r ^ 


Seq. No. 


39348 




Seq. ID 


OJ000118_24 .0307.C11 




Gene No. 


81205 




Strand 


+ 


1U 


Start 


1 ' 




End 


7371 




Name 


OJ000118 24. 


0307 .Cll.ol.np 


Method 


AAT/NAP 


i y 


Start 


1 




End 


7371 


£ 


GI 


3970689 




Score 


649 




Exons 


1..56, 858.. 


1059, 2965.. 3340, 


3475. .3693, 3799. .3934, 






6609. .6857, 


7084 . .7371 






S.J 


GI Descrip. 


(Y18484) (+) 


-delta-cadinene synthase [Gossypiunv arboreum] 




Seq. -No- 


39348 




Seq. ID 


OJ000118_24 .0307.C11 




Gene No. 


81205 




Strand 


+ 




btart 


1 




End 


7371 


L -J 


Name 


OJ000118 24. 


0307 .Cll.ol.gs 


Method 


GENSCAN 




Start 


812' 




End 


1070 




GI 


none 




Score 


.75 




Exons 


812. .848, 8E 


J6. .1070 








Seq.- No. 


39348 




Seq. ID 


OJ000118_24 .0307 .Cll 




Gene No. 


81206 




Strand 






Start 


1387 




End 


2750 




Name 


OJ000118 24. 


0307.Cll.o2.gs 


Method 


GENSCAN 




Start 


1387 




End 


2750 






none 




Score 


.45 




Exons 


1387. .2017, 


2195. .2610, 2667. 


.2750 






Seq. No. 


39348 




Seq. ID 


OJ000118_24 .0307 .Cll 




Gene No. 


81207 




Strand 






Start 


8230 




End 


11365 




Name 


OJ000118 24 


0307.Cll.ol.tw 


Method 


TBLASTX: Wheat 



39198 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2002 
none 

2002. .2160, 2206. .2421 

39348 
81207 
8230 

OJ000118_24 .0307.Cll.ol.tm 

2982 

none 

2982. .3131, 2984. .3127, 3150. 
3258.-3359, 3260.. 3352, 3473. 
3811. .3945, 3811. .3945, 6588. 
6628.. 6825, 6789.. 6845, 6792. 

39348 
81207 
8230 

OJ000118_24 . 0307 .Cll.ol.ts 

3219 

none 

3219. .3341, 3476. .3694, 3800. 

39348 ' 

81207 

8230 

OJ000118_24 . 0307.Cll.o2.tm 

7025 

none 

7025. .7213, 7082. .7354, 7083. 

39348 
81207 
8230 

GJ000118_24 . 0307.Cll.o2.tw 
7090 

none >3gL- * • 

7090.. 7215, 7095.. 7214, 7187, 

7257..7379 

39348 
81207 
8230 

OJ000118_24 .0307.Cll.o4.gs 

8230 

none 



End 2421 
Score 194 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 24.0307.C11 



11365 

TBLASTX: Maize 
6857 
165 

3254, 3155.. 3253, 3244. 
3694, 3474.. 3692, 3803. 
6806, 6608.. 6805, 6609. 
6857 



.3342, 
,3931, 
,6818, 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 
.3892 



OJ000118_24 .0307.C11 
11365 

TBLASTX: Soybean 

3892 

92 



Seq. ID OJ000118_24.0307.C11 
Strand 

End 11365 

Method TBLASTX : Maize 

End 7358 

Score 130 

.7352, 7083. .7358, 7084. .7356 

Seq. ID OJ000118_24 .0307.C11 
Strand 

End 11365 

Method TBLASTX : Wheat 

End 7379 

Score 136 

.7246, 7227.. 7367, 7228.. 7374, 



Seq. ID OJ000118_24.0307.C11 
Strand 

End 11365 

Method GENSCAN 

End 11365 

Score . 5 



8230. .8418, 9430. .9531, 10627 10851 , 11330. .11365 



39349 Seq. ID 

81208 Strand 

608 End 
OJ000118_24 . 0307 . C12 . ol . gs Method 

608 End 

none Score 
608. .775 



OJ000118_24 .0307.C12 
775 

GENSCAN 

775 

.47 



Seq. No. 



39350 



Seq. ID OJ000118_24.0307.C13 



39199 






Gene No. 


81209 




Strand 


+ 






Start 


3U53 




hna 


A A O CL 

4 4 20 






Name 


OJOOOllo 24 . U3U / . CI 3 . o2 


.gs 


Method 


GEN SCAN 






Start 


"3 A C *5 

3053 




End 


A A O C 

4 4 25 






GI 


none 




Score 


. 3D 






Exons 


■Dn^^ ono / /i o a c; 
jUjj . . Ol / J/ fl U JO . . D, 












Seq. No. 


39350 




Seq. IO 


OJ000118 


_24 .0307.C13 




Gene No. 


81210 




Strand 








Start 


o o c 




hna 


31b 






Name 


/^taaaiio Oyi a "3 a ^ i o _ ~i 

OJOOOllo 24 . U3U / . CI J . ol 


.gs 


Method 


T" 1 XT C TV XT 

GENSCAN 






Start 


235 




End 


31b 






GI 


none 




Score 


A 

. 4 






Exons 


235 . .31b 












Seq. No. 


39350 




beq. ID 


UJUUUllo 


oa mm 01*3 
2 4 . UoU / . Clo 




Gene No. 


81211 




Strand 








Start 


5959 




End 


6493 






Name 


UJUUUllo 24 . UJU /. CI J . Ol 


. np 


Method 


7\ 7\ rp / XT 7\ T*> 

AAi / JNAir 






Start 


c n a n 

5959 




End 


C. A A O 

b4 y3 






GI 


*7 c o o c n o 

/ 523502 




Score 


ICO 

152 






Exons 


5y5y..buyj, b4uu..b4yj 












GI Descrip. 


/ 7\ O A A 1 /TOO \ l_ . _ J- U _ i. " _ "I 

(APUUlb3J) hypothetical 


protein [Oryza 


sativa] 




\J 


Seq. No. 


39351 




Seq. ID 


OJ000118 


_24 .0307.C19 


L : z 


Gene No. 


81212 




Strand 


+ 






Start 


676 




End 


1 A O A 

1084 




f =H 


Name 


OJ000118 24 . 0307 . C19 . ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


655 




End 


903 






GI 


none 




Score 


T A O 

103 




— 
tar 


Exons 


b55..o/3, b/4..//o, b/5 


. .902, 


676. .903 






ry 


Seq. No. 


39351 




Seq. ID 


OJ000118 


_24 .0307.C19 




Gene No. 


81212 




Strand 


+ 




3:2? 


Start 


676 




End 


1084 






Name 


/">iTAAA1"10 O/l aiuat OIA « 1 

OJOOOllo 24 . 0307 . C19 . Ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


/-HI 

671 




End 


'903 - 






GI 


none 




Score 


171 






Exons 


iCTi o d O /"T") OTA C~l A 

D/1..OD0, b73..o70, b/4 


. .847, 


675. .848, 


675. .887, 676. .870, 


f I 




o/u..yu2, o/i..yuj 












Seq. No. 


39351 




Seq. ID 


OJ000118 


_24 .0307.C19 




Gene No. 


81212 




Strand 


+ 






Start 


"7 ^ 




End 


1084 






Name 


/"\TAAA110 O j1 A "D A 1 f~r\ C\ 

OJOOOllo 24 . 030 / . CI 9 . Ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


D /5 




End 


903 






GI 


none 




Score 


243 






Exons 


r OAO CH £1 QA*3 

b/5..yU2, b/D..y03 












C 1 n n XT n 

beq. no. 


o y jo i 




Seq. ID 


OJ000118 


_24 .0307.C19 




Gene No. 


81212 




Strand 


+ 






Start 


676 




End 


1084 






Name 


OJ000118 24 .0307.C19.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


675 




End 


903 






GI 


none 




Score 


174 






Exons 


675.-848, 675. .902, 676 


. .903 









39200 



Seq. No. 


39351 


Seq. ID 


OJ000118 


Gene No. 


81212 


Strand 


+ 


otart 


O / O 


.unci 


1 U o f± 


Name 


ujuuuiio ^4.uju/.biy.oi.gs 


Method 


ru , \TOr , 7\M 
bbrJobAlN • 


Start 


t> / 0 


hina 


y u z> 




none 


Score 


. DO 


Exons 


d / d . . yuo 






Seq. No. 


jyooi 


oeq. id 


pi innn i i q 


bene ino . 


fi 1 0 1 9 


Strand 


+ 


Start 


676 


End 


1084 


Name 


OJ000118_24 .0307 .C19.ol.np 


Method 


AAT/NAP 


O -1- -n — 4- 

otart 


an a 


End 


1084 


GI 


o 4i o z y j j 


Score 


231 


Exons 


an a om ino ino/i 






GI Descrip. 


tAbuujy/u) oimiiar to cacz 


protein kinases [Ara 




thaliana ] 






beq. no. 




Seq. ID 


OJ000118 


bene ino . 


pi oi o 
O 1 Z JL £ 


Strand 


+ 


btart 


676 


End 


1084 


Name 


OJ000118 24.0307.C19.ol.gp 


Method 


AAT/GAP 


Start 


738 . 


End 


906 


GI 


LIB3477-005-P1-K1-G8 . 


Score 


315 " 


Exons 


738. .906- 






GI Descrip. 


•3776559 2.0e-31 (AC005388) 


Strong similarity t 




gi 3482933 cdc2 protein kinase homolog 


from A. 




gb AC003970. ESTs gb Z35332 and gb F19907 come 




[Arabidopsis thaliana] 1 






Seq. No. 


39352 


Seq. ID 


OJ000118 




81213 


Strand 


+ 


Start 


202 


End 


1330 


Name 


OJ000118 24.0307.C20.ol.gp 


Method 


AAT/GAP 


Start 


202 


End 


312 


GI 


LIB34 77-005-P1-K1-G8 


Score 


176 


Exons ' " v 


202. .312 






GI Descrip. 


'3776559 2.0e-31 (AC005388) 


Strong similarity t 



24.0307.C19 



gi_3482933 cdc2 protein kinase homolog from A. thaliana BAC 
gb_AC003970. ESTs gb_Z35332 and gb_F19907 come from this gene 
[Arabidopsis thaliana] 1 



Seq. No. 39352 Seq. ID 

Gene No. 81213 Strand 

Start 202 End 

Name OJ000118_24 . 0307 . C20 . ol . np ■ Method 

Start 202 End 

GI 3776559 Score 

Exons 202.. 302, 1216.. 1330 

GI Descrip. (AC005388) Strong similarity to gene F14J9.26 gi | 3482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



OJ000118_24 .0307.C20 
+ 

1330 
AAT/NAP 
1330 
166 



Seq. No. 
Gene No. 
Start 



39353 
81214 
1688 



Seq. ID OJ000118_24 .0307.C21 
Strand + 
End 3660 



39201 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000118_24 . 0307 .C21 . ol . gs Method GENSCAN 
1688 End 2455 

none Score .89 

1688. .1731, 1864. .2005, 2123. .2173, 2215. .2297, 2356. .2455 



39353 Seq. ID 

81214 Strand 

1688 End 

OJ000118_24 .0307.C21.ol.gp Method 

1726 End 

uC-osflcyp024b01bl Score 



OJ000118_24.0307.C21 
+ 

3660 
AAT/GAP 
3473 
910 



1726. .2005, 2123. .2214, 2356. .2422, 3416. .3473 
'2618698 1.0e-39 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



39353 
81214 
1688 

OJ000118_24 . 0307.C21.ol.np 
1904 
7452472 
1904 . .2028, 



Seq. ID OJ000118_24.0307.C21 

Strand + 

End • 3660 

Method AAT/NAP 

End 3660 

Score 408 

.2422, 3416. .3475, 3564. .3660 
. Arabidopsis thaliana 



2117. .2214, 2356. 
hypothetical protein T32G6.14 
gi| 2618698 | gb | AAB84345.il (AC002510) unknown protein 
[Arabidopsis thaliana] 



39353 Seq. ID 

81215 Strand 

4242 End 

OJ000118_24 .0307.C21.ol.tm Method 

1913 End 

none Score 



OJ000118_24.0307.C21 
5220 

TBLASTX: Maize 

3678 

125 



1913. .1990, 1939. .1992, 2095. .2217, 2111. .2197, 2353. .2445, 
2354. .2446, 3349. .3477, 3416. .3481, 3561. .3653, 3561. .3653, 
3562.. 3657, 3562.. 3678 



39353 
81215 
4242 

OJ000118_24 . 0307 .C21.ol.ts 
1919 
none 

1919.. 1984, 1948.. 1980, 2096. 
2345. . 
3560. . 



OJ000118 24.0307.C21 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2197, 2110. .2214, 2344. .2445, 
2449, 3403. .3477, 3410. .3481, 3414. .3476, 3416. .3481, 
3646, 3561. .3647, 3561. .3641, 3565.-3645 



5220 

TBLASTX : Soybean 

3647 

95 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 24.0307.C21 



39353 
81215 
•4242 

OJ000118_24 .0307.C21.o2.gp 
3687 

LIB34 77-003-P1-K1-E9 
3687. .3752, 5182. .5220 

, 24 98586/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



5220 
AAT/GAP 
5220 
133 



39202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39353 Seq. ID 

81215 Strand 

4242 End 
OJ000118_24 . 0307 . C21 . o2 . gs Method 

4242 End 

none Score 
4242.. 4907 



OJ000118_24.0307.C21 

5220 
GEN SCAN 
4907 
.47 



39354 
81216 
1 

OJ000118_24 .0307 .C22.ol.np 
1 

6735314 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..338, 587.-682, 812. .943, 1438. .1491, 1622. .1705, 2248. .2301 
2380.. 3283, 3573.. 3779, 3840.. 4139, 4840. .4914 
(AL137080) putative protein [Arabidopsis thaliana] 



OJ000118_24.0307.C22 
+ 

19260 
AAT/NAP 
4914 
1911 



39354 
81216 
1 

OJ000118_24 .0307.C22.ol.gs 
69 



OJ000118_24.0307.C22 
+ 

19260 
GENSCAN 
19260 
.54 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
69. .338, 587. .682, 812. .943, 1438. .1491, 1622. .1705, 2215. .230 
2380. .2904, 2912. .3283, 3573. .3751, 3848. .4139, 4860. .5119, 
5725. .5840, 7384. .7482, 7607. .7842, 7931. .7963, 8046. .8164, 
8213. .8256, 8527. .8609, 8750. .8821, 9325. .9505, 9851. .9920, 
9948. .10020, 10424. .10451, 12082 .. 12202 , 12595 .. 12717 , 
13802. .13931, 14035. .14196, 14495 .. 14689, 17581 .. 17 658 , 
17874 .. 18015, 19142. .19260 



39354 Seq. ID 

81216 Strand 

1 . End 

OJ000118_24 . 0307 . C22 . ol . gp Method 

2223 End 

uC-osflcypl06e03bl Score 
2223.. 2301, 2380.. 2502 

1 2618698 2.0e-09 (AC002510) unknown protein [Arabidopsis 
thaliana] ' 



OJ000118_24 . 0307 .C22 
+ 

19260 
AAT/GAP 
2502 
376 



39354 
81216 
1 

OJ000118_24 .0307.C22.o2.gp 
2612 

LIB34 7 5-011-P1-K1-C3 
2612. .2934 

•2618698 1.0e-50 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000118_24.0307.C22 

Strand + 

End 19260 

Method AAT/GAP 

End 2934 

Score 580 



39354 
81216 
1 

OJ000118_24 . 0307.C22.o3.gp 
2959 



Seq. ID OJ000118_24.0307.C22 

Strand + 

End 19260 

Method AAT/GAP 

.End 3733 



39203 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4715626 Score 929 

2959.. 3283, 3573.-3733 

2618698 1.0e-50 (AC002510) unknown protein [Arabidopsis 
thaliana] 



39354 Seq. ID OJ000118_24, 

81216 Strand + 

1 End 19260 

OJ000118_24.0307.C22.o4.gp Method AAT/GAP 

3939 End ' 5253 

45434_1.R1084 Score 1171 
3939.. 4139, 4840.. 5253 
'2618698 6.0e-19 (AC002510) 
thaliana] 1 



0307. C22 



unknown protein [Arabidopsis 



39354 
81216 
1 

OJ000118_24.0307.C22.o2.np 

7533 

4105798 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7533.-7694, 7783.-7842, 7931. .7963, 8046. .8123, 8213. .8256, 
8361. .8401,. 8527. .8609, 8730. .8821, 8953. .9067, 9470. .9615 



OJ000118_24 .0307.C22 
+ 

19260 
AAT/NAP 
9615 
479 



GI Descrip. (AF049930) PGP237-11 [Petunia x hybrida] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. _ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39354 Seq. ID 

81216 Strand 
1 End 
OJ000118_24 . 0307 . C22 . o5 . gp Method 
11880 End 
uC-osrocyp008d09bl Score 
11880. .12202, 13028. .13107, 
13697. .13725 

? 5091496/dbj | AB023482 . 2 | AB023482 7.0e-17 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000118_24 .0307.C22 
+ 

19260 
AAT/GAP 
13725 
967 



13398. .13463, 13555 .. 13602 , 



39354 Seq. ID 

81216 - Strand 
1 End 
OJ000118_24 .0307 .C22.o6.gp Method 
16582 End 
3106573 Score 
16582. .16834 

5091496/dbj IAB023482.2 IAB023482 7.0e-17 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



OJ000118_24.0307.C22 
+ 

19260 
AAT/GAP 
16834 
307 



OJ000118_24.0307.C22 
20835 

TBLASTX: Maize 
2992 
146 

586. .681, 587. .688, 588. .686, 784. .942, 802. .942, 803. .952, 
1437. .1493, 1439. .1492, 1439. .1495, 1440. .1493, 1619. .1714, 
1628. .1747, 2213. .2299, 2214. .2303, 2215. .2304, 2231. .2311, 
2379.-2894, 2379. .2894, 2380. .2895, 2390. .2905, 2898. .2990, 
2900.. 2992, 2902.. 2991 



39354 
81217 
18810 

OJ000118_24 .0307 .C22.ol.tm 

586 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



39204 




Seq. No. 


39354 








Seq. ID 


OJ000118_24 .0307.C22 


Gene No. 


81217 








Strand 




Start 


18810 








End 


20835 


Name 


OJ000118 24 


0307. 


C22 . o5 


ts 


Method 


TBLASTX : Soybean 


Start 


586 








End 


952 


GI 


none 








Score 


117 


Exons 


586. .675, 587. .68 


8, 802 


. 939, 


803 . . 952 




Seq. No. 


39354 








Seq. ID 


OJ000118_24 .0307.C22 


Gene No. 


81217 








Strand 




Start 


18810 








End 


20835 


Name 


OJ000118 24 


0307. 


C22 . o3 


ts 


Method 


TBLASTX: Soybean 


Start 


2725 








End 


3151 


GI 


none 








Score 


175 


Exons 


2725. .2895, 


2727 . 


. 2894 , 


2899 . 


.3072, 2903. .3076, 2942.. 3067, 




2950. . 3072, 


3044 . 


. 3151, 


3079 . 


.3150 




Seq. No. 


39354 








Seq. ID 


OJ000118_24.0307.C22 


Gene No. 


81217 








Strand 




Start 


18810 








End 


20835 


Name 


OJ000118 24 


0307 . 


C22 ,o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3148 








End 


4923 


GI 


none 








Score 


230 


Exons 


3148 . . 3282, 


3149. 


. 3283, 


3149. 


.3292, 3570. .3743, 3575.. 3748, 




3845. .4150, 


3846. 


.4151, 


4837 . 


.4923, 4839. .4922 


Seq. No. 


39354 








Seq. ID 


OJ000118_24.0307.C22 


Gene No. 


81217 








Strand 




Start 


18810 








End 


20835 


Name 


OJ000118 24 


.0307. 


C22 . o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


3642 








End 


4054 


GI 


none 








Score 


50 


Exons 


3642. .3686, 


3687. 


. 3740, 


3845. 


.4054, 3846. .4052 


Seq. No. 


39354 








Seq. ID 


OJ000118_24.0307.C22 


Gene No . 


81217 - 








Strand 




Start 


18810 








End 


20835 


Name 


OJ000118 24 


.0307. 


C22 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7641 








End 


8822 


GI 


none 








Score 


105 


Exons 


7641. .7694, 


7928. 


. 7969, 


7930 . 


.7962, 8040. .8099, 8054. .8122, 




8216. .8257, 


8358. 


. 8402 , 




.8403, 8513. .8608, 8526. .8609, 




8727. .8822, 


8729. 


. 8821 








Seq. No. 


39354 








Seq. ID 


OJ000118_24 . 0307 .C22 


Gene No. 


81217 








Strand 




Start 


18810 








End 


20835 


Name 


OJ000118 24 


.0307. 


C22.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7641 








End 


9586 


GI 


none 








Score 


90 


Exons 


7641. .7691, 


7928. 


.7969, 


7930. 


.7965, 8040. .8099, 8045. .8125, 




8213. .8257, 


8358. 


.8402, 


8359. 


.8403, 8513.. 8608, 8526.. 8609, 




8727. .8840,- 


8729. 


.8842, 


8924 . 


.9025, 8950.. 9048, 9470.. 9586, 




9472. .9585 












Seq. No. 


39354 








Seq. ID 


OJ000118_24 .0307.C22 



39205 



Strand 
End . 
Method 
End 
Score 

7694, 7643. .7693, 7754. .7843, 7782. .7844, 7804. .7881, 
7962, 7931. .7969, 8040. .8102, 8048. .8125, 8213. .8257, 
8255, 8358.. 8402, 8359.. 8403, 8513.. 8608, 8526.. 8609, 
8813, 8729.. 8809, 8930.. 9025, 8950.. 9033, 8951.. 9040 



Gene No. 81217 
Start 18810 - 

Name- OJ000118_24 . 0307 . C22 . o3 . tm 

Start 7641 
GI none 
Exons 7 641. 

7930. 

8214. 

8727. 



20835 

TBLASTX: Maize 

9040 

112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39354 Seq. ID 

81217 Strand 

18810 End 

OJ0001.18_24 .0307 .C22.ol.tw Method 

8230 End 

none Score 



OJ000118_24.0307.C22 
20835 

TBLASTX: Wheat 

9532 

47 



8230. .8256, 8231. .8257, 8358. .8402, 8359. .8403, 8513. .8608, 
8525. .8608, 8526. .8609, 8727. .8840, 8729. .8821, 8924. .9040, 
8935. .9039, 9464. .9532, 9464. .9520, 9466. .9531 



39354 
81217 
18810 

-OJ000118_24 .0307.C22.o2.tc 
13401 ■' 
none 

13401. .13457, 13694. .13768, 
13851. .13934, 14 035 .. 14 124 , 
14477. .14692, 14 503 .. 14 694 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13703 

14038 



OJ000118 24.0307.C22 



20835 

TBLASTX: Cress 
14694 
79 

13768, 13850. .13933, 
14211, 14127. .14210, 



14527. .14694 



Seq. No. 39354 
Gene No. 81217 
Start 18810 

Name OJ000118_24 . 0307 . C22 . o5 . tm 

Start 13693 
GI none 

Exons 13693. .13773, 13694 .. 13762, 

14031. .14195, 14031. .14195, 
14 477. .14 692, 14 4 88. .14 694, 
17536.. 17640 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 24.0307.C22 



20835 

TBLASTX: Maize 
17640 
104 

13856: .13957, 1*3857. .13934, 
14 032. .14199, 14 033. .14206, 
14 503. .14 694, 14 505. .14723, 



Seq. No. 39354 

Gene No. 81217 

Start 18810 

Name OJ000118_24 . 0307 . C22 . 06 . ts 

Start 13863 

GI none 
Exons 



Seq. ID OJ000118_24.0307.C22 



Strand 
End 

Method 

End 

Score 



20835 

TBLASTX: Soybean 

14207 

98 



13863. .13934, 14035 .. 14112, 14 104 .. 14 199, 14109. .14207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39354 Seq. ID OJ000118_24 . 0307 . C22 

81217 Strand 

18810 End 20835 

OJ000118_24 .0307 .C22.o4 .np Method AAT/NAP 

18810 End 20835 

3738302 Score 516 

18810. .19283, 19592. .19710, 20792.. 20835 

(AC005309) putative Tub family protein [Arabidopsis thaliana] 



39206 




Seq. No. 


o n o c / 

39 3o4 




Seq. ID 


OJ000118_ 


_24.0307. 


C22 


Gene No . 


8121 / 




Strand 








Start 


i 001 n 

loo 1U 




End 


20835 






Name 


LMUUUllO Zfi . U-3U / . • 


, o4 . tin 


Method 


TBLASTX : Maize 




Start 


18837 




- End 


19709 






GI 


none 




Score 


101 






Exons 


1RR37 1ftQ9fi 1RR3R 


18954 


18838. .18924, 18839 








IQQ/tn 1 QQOC TROPIN 

1 o o 4 u . . i o y zo , lo ?uj. . 


1 Q01 3 


18904. .19014, 18914 


1 Q091 






i o y z o . . iyu jo f lyuio . . 


1 Q1 31 


19019. .19135, 19129 


i q 9 9 7 

. . iyzz / , 






i Qi "3i i qo/1 1 Qi on 
iy i ji . . i yz4 / , iyiyu., 


, iyzo j/ 


19196. .19285, 19200 


. . i y z o y , 






iy^o4 . . lyjuO/ i yo y i . . 


1 Q701 

, X J f \J x , 


19592. .19702, 19599 


1 Q70Q 
. . x y / u z> , 






i y o y y . . iy /uo 












Seq. No. 


39354 




Seq. ID 


OJ000118 


oa 0307 

Li * U JU / i 


. C22 


Gene No. 


o 1Z 1 / 




Strand 








Start 


18810 




End 


20835 






Name 


OJ000118_24 . 0307 . C22 . 


,o2.ts 


Method 


TBLASTX : 


ooyoean 




Start 


1 QQOQ 

loo JO 




End 


19289 






GI 


none 




Score 


114 






Exons 


1 QQOQ 1 QQ91 1 QR/lfl 


• X O J £. U , 


18845. .18928, 18845 


1 QQOQ 

..io yz o , 






10 0*11 1 QA1 C 1 QQOQ 

lb yi i . . iy uio / loyzo., 


. i y u i ft , 


18977. .19015, 19017 


. .19067, 






iqhiq lomT i q m r 
iyuio..iyu/// i y u i o . , 


1 Q1 7 Q 

. 1 _7 1 / .7 , 


19131. . 19199, 19190 


. .19285, 






lyiyi . . iyzo y 












Seq. No. 


39354 




Seq. ID 


OJ000118 


OA 0307 


.C22 


Gene No. 


81217 




Strand 








Start 


1 QQi n 




End 


20835 






Name 


OJUUUllo z4 . UjU / .LZZ , 


. Oj . tC 


Method 


TBLASTX: 


Cres s 




Start 


1 QQOQ 
lb OOO 




End 


19668 






GI 


none 




Score 


60 






Exons 


1 QQOQ 1 QQOI 1RR40 
lOOJO . . 10 Jtl, 1004U. 


■ X O J \J , 


18973. .19038, 19018 


. .19101, 






i y uz i . . i y u / / , iyzoz. 


. i yz. o d , 


19591. .19668 






Seq. No. 


39355 




Seq. ID 


OJ000118 


_24.0307 


.C24 


Gene No . 


81218 




Strand • 








Start 


.1193 




End 


4316 






Name 


OJ000118 24.0307.C24 


.ol.gs' 


Method 


GENSCAN 






Start 


1193 




End 


4316 






GI 


none 




Score 


.44 






Exons 


1193. .1319, 2047. .2278, 3332. .3455, 34: 


86. .3546, 


4156. .4316 


Seq. No. 


39355 




Seq. ID 


OJ000118 


_24.0307 


.C24 


Gene No. 


81219 




Strand 








Start 


6278 




End 


6811 






Name 


OJ000118 24.0307.C24 


. o2 . gs 


Method 


GENSCAN 






Start 


6278 




End 


6811 






GI 


none 




Score 


.61 






Exons 


6278. .6580, 6611. .6811 










Seq. No. 


39356 




.Seq. ID 


OJ000118 


_24.0307 


.C25 


Gene No. 


81220 




Strand 








Start 


278 




End 


1855 






Name 


OJ000118 24.0307.C25 


. ol . np 


Method 


AAT/NAP 






Start 


278 




End 


1844 






GI 


6006370 




Score 


68 






Exons 


278. .448, 1749. .1844 













39207 




GI Descrip. 


\/\irUUU D Dy ) nypo t-fiet JH-ax ^iulc 


-Lii l wi y £.a 


oct ux v a j 


Seq. No. 


39356 


Seq. ID 


OJ000118_24.0307.C25 


Gene No". 


81220 


Strand 




btart 


9 1 P 


End 


1855 


Name 


n Tnnm 1 q oa n*^m rot; 0 n 
UJUUUlio . UJU / . l^j . oi . gs 


Mot" Vi r^H 




Start 






1855 


GI 


none 


Score 




Exons 


± j *i 0 . . IOjj 






Seq. No. 


39357 


Seq. ID 


OJ000118_22.0309.C1 


Gene No. 


81221 


Strand 




Of a r t- 


1 


End 


935 


Name 


OJ000118 22.0309.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


935 


GI 


6815062 


Score 


258 


Exons 


1..25, 139. .355, 462. .512, 583. .681, 758. .935 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 


F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 



sativa] 



Seq. No. 


39357 


Seq. ID 


OJ000118_22.0309.C1 


Gene No. 


81221 


Strand 




Start 


1 


End 


935 • ' ' 


Name 


OJ000118 22.0309.Cl.ol.gs 


Method 


GENSCAN 


Start 


139 


End 


681 


GI 


none 


Score 


.58 


Exons 


139. .512, 583. .681 






Seq. No. 


39358 


Seq. ID 


OJ000118_22.0309.C2 


Gene No. 


81222 


Strand 




Start 


1 


End 


2315 


Name 


OJ000118 22.0309.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2315 


GI 


6815062 


Score 


1660 


Exons 


1..156, 242. .1099, 1191. .1261, 1370.. 


2315 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 



sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39358 
81222 
1 

OJ000118_22.0309.C2.ol.tm 

395 

none 



Seq. ID OJ000118_22. 0309.C2 
Strand 

End 2315 

Method TBLASTX : Mai ze 

End 900 

Score 112 



395. .547, 399. .548, 531. .734, 574. .705, 765. .899, 775. .900 



39358 
81222 
1 

OJ000118_22. 0309.C2.o2.tm 

1863 

none 

1863. .2141, 1960. .2085 



Seq. ID OJ000118_22 . 0309.C2 
Strand 

End 2315 

Method TBLASTX : Maize 

End 2141 

Score 76 



Seq. No. 39359 Seq. ID OJ000118_22 . 0309 . C3 

39208 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



81223 Strand 

1 End 1534 

OJ000118_22 . 0309 . C3 . ol . np Method AAT/NAP. 

1 End 1534 

5690095 Score 563 
1..992, 1506. .1534 

(AJ238507) transposase related protein [Zea mays] 



39359 
81223 
1 

OJ000118_22 . 0309.C3.ol.tm 
1 

none 



Seq. ID OJ000118_22.0309.C3 
Strand 

End 1534 

Method TBLASTX: Maize 

End 320 

Score 118 



1..144, 3-. 143, 189. .320, 192. .320 



39359 
81223 
1 

OJ000118__22.0309.C3.ol.gs 
83 

none 

83. .324, 571. .1520 



Seq. ID OJ000118_22.0309.C3 
Strand 

End 1534 

Method GENSCAN 

End 1520 

Score .41 



39360 
81224 
138 

OJ000118__22.0309.C5.ol . np 
138 

140291 
138. .166, 1391. .1692 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir | | S0511 6 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi | 226618 Iprf | | 1603356AQ ORF 185 [Oryza sativa] 



Seq. ID OJ000118_22.0309.C5 
Strand 

1692 
AAT/NAP 
1692 
378 



End 

Method 

End 

Score 



Seq. No. 


39360 


Seq. ID 


OJ000118 


_22.0309 


C5 


Gene No. 


81224 


Strand 








Start 


138 


End 


1692 






Name 


OJ000118 22.0309.C5.ol.gs 


Method 


GENSCAN 






Start 


379 


End 


1601 






GI 


none 


Score 


.54 






Exons 


379. .741, 862. .989, 1560. .1601 








Seq. No. 


39360 


Seq. ID 


OJ000118 


_22.0309 


C5 


Gene No. 


81224 


Strand 








Start 


138 


End 


1692 






Name 


OJ000118 22.0309.C5.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


1381 


End 


1636 






GI 


none 


Score 


242 






Exons 


1381. .1623, 1390. .1632, 1394.. 


1633, 1397.. 1636 






Seq. No. 


39360 


Seq. ID 


OJ000118 


_22.0309 


C5 


Gene No. 


81224 


Strand 








Start 


138 


End 


1692 






Name 


OJ000118 22.0309.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1390 


End 


1537 







39209 



GI 


none 


Score 


204 


Exons 


1390. .1518, 1392. .1526, 1394. .1519, 1504. .1536, 1505. .1537 


Seq. No. 


39361 


Seq. ID 


OJ000118_22.0309.C6 


Gene No. 


81225 


Strand 


+ 


Start 


307 


End 


1382 


Name 


OJ000118 22.0309.C6.ol.gs 


Method 


GENSCAN 


Start 


~307 


End 


1382 


GI 


none 


Score 


.59 


Exons 


■~) r\ ~1 r ao lino lOOO 

o0/..bUo, 119z..Uoz 






Seq. No. 


39362 


Seq. ID 


OJ000118_22.0309.C7 


Gene No. 


81226 ■ 


Strand 


+ 


Start 


217 


End 


2108 


Name 


OJ000118 22.0309.C7.ol.gs 


Method 


GENSCAN 


Start 


217 


End 


2108 


GI 


none 


Score 


.51 


Exons 


217. .257, 705. .824, 1922.. 


2108 




Seq. No. 


39362 


Seq. ID 


OJ000118_22.0309.C7 


Gene No. 


81227 


Strand 


- 


Start 


1 


End 


772 


Name 


OJ000118 22.0309.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


772 


GI 


7340868 


Score 


42 


Exons 


1..158, 660. .772 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


39362 


Seq. ID 


OJ000118_22.0309.C7 


Gene No. 


81228 


Strand 




Start 


1288 


End 


4090 


Name 


OJ000118 22.0309.C7.o2.np 


Method 


AAT/NAP 


Start 


1288 


End 


4090 


GI 


6006375 


Score 


57 


Exons 


1288. .1371, 3779. .3869, 4059. .4090 




GI Descrip." 


(AP000559) Similar to ORF3 


protein - rice tungro bacilliform 




virus &RTUORFS_2 (C40785) 


[Oryza sativa] 


Seq. No. 


39362 


Seq. ID 


OJ000118_22.0309.C7 


Gene No. 


81228 


Strand 




Start 


1288 


End 


4090 


Name 


OJ000118 22.0309.C7.ol.gp 


Method 


AAT/GAP 


Start 


2514 


End 


2571 


GI 


16490 1.R1084 


Score 


90 


Exons * 


2514. .2571 






GI Descrip. 


, 4584525/emb|CAB40756.1 | 7 


,0e-38 (AL049607) protein phosphat 




2C-like protein [Arabidops 


is thaliana] 


i 


Seq. No. 


39363 


Seq. ID 


OJ000118_22.0309.C8 


Gene- No. 


81229 


Strand 


+ 


Start 


331 


End 


2373 


Name 


OJ000118 22.0309.C8.ol.gs 


Method 


GENSCAN 


Start 


331 


End 


2373 


GI 


none 


* Score 


.7 


Exons 


331. .444, 1357. .1559, 2221 


. .2373 





Seq. No. 



39363 



Seq. ID OJ000118_22.0309.C8 



39210 



Gene No. 


81229 






Strand 


+ 


Start 


331 






End 


2373 


Name 


OJ000118 22.0309.C8;ol. 


np 




Method 


• AAT/NAP 


Start 


342 






End 


2370 


GI 


6006375 






Score 


2421 ' 


Exons 


342. .1559, 1832. .2370 










GI Descrip. 


(AP000559) Similar to 0RF3 


protein - rice tungro bacilliform 




virus &RTUORFS Z (C4 07 8 


5) 


[Oryza sativa] 


Seq. No. 


39363 






Seq. ID 


OJ000118_22.0309.C8 


Gene No. 


81230 






Strand 


+ 


Start 


1 o o o 

i zz y 






End 


11032 


Name 




gs 




Method 


GENSCAN 


Start 


7229 






End 


11032 


GI 


none 






Score 


. 62 


Exons 


7229. .7317, /4bo..o323, 


8461. 


.8928, 9212.. 9312, 11005.. 11032 


Seq. No. 


39363 






Seq. ID 


OJ000118_22.0309.C8 


Gene No. 


81230 






Strand 


+ 


Start 


7229 






End 


11032 


Name 


OJ000118 22 . 0309 . C8 . o2 . 


np 




Method 


AAT/NAP 


Start 


8174 






End 


10162 


GI 


7488773 






Score 


76 


Exons 


8174 . . 8 32J3, 84 61 .. 8673, 


10116 


. .10162 




GI Descrip. 


phaseolin : G-box binding 


r protein PG1 - 


kidney bean 




gi | 1142 619 | gb| AAB00686. 


11 


(U18348) phaseolin G-box binding 




protein PG1 [Phaseolus 


vulgaris] 




Seq. No. 


39363 






Seq. ID 


OJ000118_22.0309.C8 


Gene No. 


81231 






Strand 




Start 


3046 






End 


6225 


Name 


OJ000118 22 . 0309 . Co . oZ . 


gs 




Method 


GENSCAN 


Start 


3046 






End 


6225 


GI 


none 






Score 


.69 


Exons 


3046. .3181, 4031. .4160, 


6066. 


.6225 




Seq. No. 


39363 






Seq. ID 


OJ000118_22.0309.C8 


Gene No. 


81232 






Strand 




Start 


8733 






End 


8916 


Name 


OJ000118_22 . 0309 . C8 . ol . 


gp 




Method 


AAT/GAP 


Start 


8733 






End 


8916 


GI 


2796431 






Score 


260 


Exons 


8733 . . 8916 










Seq. No. 


39364 






Seq. ID 


OJ000118_22.0309.C9 


Gene No. 


81233 






Strand 


+ 


Start 


327 






End 


399 


Name 


OJ000118 22.0309.C9.ol. 


gs 




Method. 


GENSCAN - 


Start 


327 






End 


399 


GI 


none 






Score 


.55 


Exons 


327. .399 










Seq. No. 


39365 






Seq. ID 


OJ000118_22. 0309. C10 


Gene No. 


81234 






Strand 


+ 


Start 


235 






End 


1018 


Name 


OJ000118 22. 0309. C10. ol 


.gs 




Method 


GENSCAN 


Start 


235 






End 


1018 



'39211 





GI 


none 




Score 


O 1 

. 87 








Exons 


O D C TAO /"AO 1 A 1 O 

235. .302, 628. .1018 














Seq. No. 


39365 




Seq. ID 


OJ000118 


_22< 


.0309. 




Gene No. 


81235 




Strand 










Start 


32 61 




End 


O C C A 

3564 








• Name 


✓^tAAAIIO OO A *5 A A OTA O 

OJ000118 22 . 0309 . CIO . o2 . 


.gs 


Method 


GENSCAN 








Start 


Tori 

3261 




End 


*3 C (Z A 

3564 








GI 


none 




Score 


O A 








Exons 


Tool T ^ Al "OC/^yt 

3261.. 3381, 3407.. 3564 














Seq. No. 


39365 




Seq. ID 


OJ000118 


_22. 


.0309. 




Gene No. 


81236 




Strand 










Start 


4289 




End 


6685 








Name 


/"NTAAAIIOrOA A O A A r> 1 r\ _ O 

OJ000118 22 . 0309 . C10 . o3 , 


.gs 


Method 


GENSCAN 








Start 


4289 




End 


6642 








GI 


none 




Score 


. 65 








Exons 


Vl A A A A A 1 f A C /*" ^ >l^"00 

. 4289. .44/6, 456/. .4632, 


C O A A 

5300 . 


.5427, 6323. .6642 








Seq. No. 


39365 




Seq. ID 


OJ000118 


a a 

_22 , 


A "3 A A 

. 0309 . 




Gene No. 


81236 




Strand 










Start 


4289 




End 


6685 








Name 


OJ000118 22. 0309. C10. ol, 


.np 


Method 


AAT/NAP 








Start 


,6258 




End 


6685' 








GI 


1903367 




Score 


207 








Exons 


6258. .6685 












ru 


GI Descrip. 


(AC000104) ESTs gb | N65789, gb | T04 628 come from this 


gene . 


f 1 




[Arabidopsis thaliana] 












i7l 


Seq. No. 


39365 




Seq. ID 


OJ000118 


_22, 


, 0309 . 




Gene No. 


81236 




Strand 










Start 


4289 




End 


6685 








Name 


OJ000118 22. 0309. C10. ol. 


■ gp 


Method 


AAT/GAP 








Start 


6313 




End 


6685 






r "? 


GI 


LIB34 33-018-Q6-K6-H1 




Score 


730 








Exons 


6313.. 6685 













GI ^Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 3395436 2.0e-ll (AC004683) unknown protein. [Arabidopsis 
thaliana] 1 



39365 
81236 
4289 

OJ000118_22. 0309. C10. ol.ts 

6395 
none 

6395. .6595, 6499. . 6684 



Seq. ID OJ000118_22. 0309. C10 
Strand 

End 6685 

Method TBLASTX : Soybean 

End 6684 

Score 123 



Seq. No. 39365 

Gene No. 81236 

Start 4289 

Name OJ000118_22 . 0309 . C10 . ol . tm 

Start 6499 

GI none 

Exons 6499.. 6609, 6518.. 6595, 6610, 

Seq. No. 39365 

Gene No. 81236 



Seq. ID OJ000118_22. 0309. C10 
Strand 

6685 

TBLASTX: Maize 
6684 
97 



End 

Method 
End 
Score 
.6684 



Seq. ID OJ000118_22. 0309. C10 
Strand 



39212 




Start 


4zo y 




OOO J 




Name 


OJuOOllo Z2. . u juy . LIU . 01 . tc 


Daeunou. 


TRT QCTY • Pro e o 




Start 


6505 


Lina 


D DO ft 




GI 


none 


Score 


Oft 




Exons 


DjUj . . 0 00 4 , DOIO. .OD~)£ 








Seq. No. 


39366 


Seq. ID 


OJ000118_22.0309 


.Cll 


Gene No. 


81237 


Strand 






Start 


/lit 

4 Id 


Hinu. 


JjOI 




Name 


OJOOOllo ^2 . U j(jy . Oil . oi . gs 


Method 






Start 


475 


i^na 






GI 


none 


Score 


Q Q 




Exons 


4/5. .b/U, 111U..1Z4U, 134o. 








Seq. No. 




Con T n 

oeq. iu 


n.Tonm i r 99 rnoQ 


. Cll 


Gene No. 


81237 


Strand 


+ ~~ 




Start 


475 


End 


3381 




Name r 


OJ000118 22.0309.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1580 


End 


3381 




GI 


343 1.R1084 


Score 


3579 




Exons 


1580. .3381 








GI Descrip. 


' 50914 96/dbj | AB023482 . 2 | AB023482 4 . Oe- 


44 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


39366 


Seq. ID 


OJ000118_22.0309 


.Cll 


Gene No. 


81237 


Strand 


+ 




Start 


475 


End 


3381 




Name 


OJ000118 22.0309.Cll.ol.np 


Method 


AAT/NAP 




Start 


1619 


End 


3056 




GI 


7489519 


Score 


2514 




Exons 


1619. .3056 









GI Descrip. nucleotide pyrophosphatase homolog - rice 



gi|818849|gb|AAA67067.1| (U25430) nucleotide pyrophosphatase 
precursor [Oryza sativa] 



Seq. No. 


39366 


Seq. ID 


OJ000118 


_22 


0309 


.Cll 


Gene No.- 


81238 


.Strand 


+ 








Start 


7089 


End 


7545 - 








Name 


OJ000118 22.0309.Cll.o2.gs 


Method 


GENSCAN 








Start 


7089 


End 


7545 








GI 


none 


Score 


.41 








Exons 


7089. .7122, 7211. .7372, 744? 


]. .7545 










Seq. No. 


39366 


Seq. ID 


OJ000118 


_22 


0309 


.Cll 


Gene No. 


81239 


Strand 


+ 








Start 


14660 


End 


16878 








Name - 


OJ000118 22.0309.Cll.o2.np 


Method 


AAT/NAP 








Start 


14660 


End 


16878 








GI 


7340909 


Score 


110 








Exons 


14660. .14683, 15956 .. 16313, 


16712. . 16878 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 


39366 


Seq. ID 


OJ000118 


_22 


.0309 


.Cll 


Gene No. 


81239 


Strand 


+ 








Start 


14660 


End 


16878 








Name 


OJ000118 22.0309.Cll.o3.np 


Method 


AAT/NAP 








Start 


15386 


End 


16727 









39213 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2500036 • Score 66 

15386. .15469, 1634 9 .. 16450, 16570. .16727 

DIHYDROOROTASE PRECURSOR (DHOASE) gi 12121273 (AF000146) 
dihydroorotase [Arabidopsis thaliana] gi I 3292818 | emb | CAA19808 , 
(AL031018) dihydroorotase [Arabidopsis thaliana] 



II 



39366 Seq. ID 

81240 Strand 
16969 End 
OJ000118_22 . 0309 . Cll . o2 . gp Method 
16969 End 
5816500 Score 
16969.. 17305 

50914 96/dbj | AB0234 82 . 2 | AB0234 82 4.0e-44 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



OJ000118_22. 0309. Cll 
+ 

17305 
AAT/GAP 
17305 
655 



Seq. No. 


39366 








Seq. ID 


OJ000118 


_22.0309. 


Cll 


Gene No. 


81241 








Strand 








Start 


9490 








End 


19191 






Name 


OJ000118_22 . 


0309 


. Cll . o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1874 








End 


2195 






GI 


none 








Score 


308 






Exons 


1874 . . 2086, 


1875 


. . 2087 , 


2096 . 


.2185, 2097.. 2195 






Seq. No. 


39366 








Seq. ID 


OJ000118 


_22.( 09'. 


Cll 


Gene No . 


81241 








Strand 








Start 


9490 








End 


19191 






Name 


OJ000118_22 . 


0309 


. Cll . ol 


. ts • 


Method . 


TBLASTX : 


Soybean 




Start 


1956 








End 


2542 






GI 


none 








Score 


86 






Exons 


1956. . 2030, 


1997 


. . 2125 , 


2004 . 


.2150, 2115. .2273, 


2135. .2263, 




2273 . . 2542, 


2274 


. .254 0, 


zz y y . 


.2541, 2474. .2542 






Seq. No. 


jy ODD 








Seq. ID 


OJ000118 


_22.0309. 


Cll 


Gene No. 


81241 








Strand 








Start 


9490 








End 


19191 






Name 


OJ000118 22. 


0309 


.Cll.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2031 








End 


2355 






GI 


none - 








Score 


553 






Exons 


2031. .2354, 


2036 


. .2353, 


2124 . 


.2354, 2221.. 2355 






Seq. No. 


39366 








Seq. ID 


OJ000118 


_22.0309. 


Cll 


Gene No. 


81241 








Strand 








Start 


9490 








End 


19191 






Name 


OJ000118 22. 


0309 


.Cll.o3 


. tc 


Method 


TBLASTX: 


Cress 




Start 


2325 








End 


2534 






GI 


none 








Score 


262 






Exons 


.2325. .2534, 


2327 


. .2533 












Seq. No. 


39366 








Seq. ID 


OJ000118 


_22.0309, 


Cll 


Gene No. 


81241 








Strand 








Start 


9490 








End 


19191 






Name 


OJ000118 22. 


0309 


.Cll.ol 


. tc 


Method 


TBLASTX : 


Cress 




Start 


2535 








End 


3058 






GI 


none 








Score 


662 






Exons 


2535. .3050, 


2537 


. .3058 













39214 



f ^ 

- K? 



Seq. No. 


39366 


Seq. ID 


OJ000118_22.0309. 


Cll 


Gene No. 


81241 


Strand 






Start 




End " 


19191 




Name 


OJOUUllo . (J juy . Li 1 . oz . ts 


Method 


TBLASTX : Soybean 




Start 


Zoo / 


End 


3085 




GI 


none 


Score 


599 




Exons 


OCCQ "3Pi^fl OZTCQ 


..2712, 2662. .3060, 2732. .3085 - 


Seq. No. 


39366 


. Seq. ID 


OJ000118_22.0309. 


Cll 


Gene No. 


81241 


Strand 






Start 


9490 


End 


19191 




Name 


OJ000118 22.0309.Cll.o3.gs 


Method 


GENSCAN 




Start 


9490 


End 


19191 




GI 


none 


Score 


.65 




Exons 


9490. .9821, 9891. .10013, 10209 .. 10239, 


12691. . 12867, 






14 4 38. .14 552, 14 580. .14775, 


15089. .15233, 15946. .16071, 






1624 0. .16402, 16600. .16950, 


17073. .17237, 18022. .18110, 






19135. .19191 








Seq. No. 


39367 


Seq. ID 


OJ000118_22.0309 


.C12 


Gene No. 


81242 


Strand 


+ 




Start 


5 


End 


7359 




Name 


OJ000118 22.0309.C12.ol.gs 


Method 


GENSCAN 




Start 


5 


End 


7081 




GI 


none 


Score ■ 


.85 




Exons 


5. .355, 388. .437, 608. .708, 


800. .1005, 


1325.. 1573, 2651 


. .2740, 




2851.. 3036, 3547.. 3668, 6985 


. .7081 






Seq. No. 


39367 


Seq. ID 


OJ000118_22.0309 


.C12 


Gene No. 


81242 


Strand 


+ 




Start 


5 


End 


7359 




Name 


OJ000118 22.0309.C12.ol.gp 


Method 


AAT/GAP 




Start 


3618 


End 


7359 




GI 


3760640 


Score 


784 




Exons 


3618. .3668, 6985. .7359 








GI Descrip. 


4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 








Seq. No. 


39367 


Seq. ID 


OJ000118_22.0309 


.C12 


Gene No. 


81243 


Strand 


+ 




Start 


14839 


End 


16194 




Name 


OJ000118 22.0309.C12.o3.gs 


Method 


GENSCAN 




Start 


14839 


End 


16194 




GI 


none 


Score 


.53 




Exons 


14839. .15266, 15608 .. 15743, 


15954. .15985, 16050. .16194 




Seq. No. 


39367 


Seq. ID 


OJ000118_22.0309 


-C12 


Gene No. 


81244 


Strand 


+ 




Start 


19592 


End 


24039 




Name 


OJ000118 22.0309.C12.o3.gp 


Method 


AAT/GAP • 




Start 


19592 


End 


19842 




GI 


428570 


Score 


491 




Exons 


19592. .19842 








Seq. No. 


39367 


Seq. ID 


OJ000118_22.0309 


.C12 


Gene No. 


81244 


Strand 


+ 




Start 


19592 


End 


24039 





39215 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method GENSCAN 
End 23801 
Score .92 
23091. .23143, 23214, 



.23310, 



22.0309.C12 



OJ000118 
+ 

24039 
AAT/GAP 
24039 
754 



7.0e-21 Oryza rufipogon 
intron 1, partial sequence 1 



OJ00011.8_22 . 0309 . C12 . o4 . gs 
19704 
none 

19704. .20099, 21475 21723, 
23453. .23551, 23643.. 23801 

39367 Seq. ID 

81244 Strand 
19592 End 
OJ000118_22 . 0309 . C12 . o4 . gp Method 
23527 End 
80325_1.R1084 Score 
23527. .23551, 23643.. 24039 
, 1420932/gb|U61383|ORU61383 
4-coumarate-CoA ligase gene, 

39367 Seq. ID 

81245 Strand 
8291 End 
OJ000118_22 .0309.C12.o2.gs Method 
8291 End 
none Score 

8291. .8355, 10662 .. 10683, 10883 .. 11064 , I*. ■ ,..±^^, 
13657. .13898, 13997.. 14052 

39367 Seq. ID OJ000118_22 . 0309 .C12 

81245 Strand 

8291 End 14C 

OJ000118_22 . 0309 . C12 . o2 . gp Method AA1 / GAP 

10592 End 11072 

79598_1.R1084 Score 579 

10592. .10683, 10831.. 11072 

'5669638/gb|AAD46404.1|AF096248_l 1.0e-30 (AF096248) 
ethylene-responsive RNA helicase [Lycopersicon esculentum] 1 



OJ000118_22.0309.C12 
14052 

GENSCAN t 

1 * ^.o 



Seq. ID OJ000118_22.0309.C12 
Strand 

End 14052 
Method AAT/NAP 
End 14052 
Score 1631 
11139. .11365, 11452. .11500, 
12399. .12560, 12659 .. 12838 , 



39367 
81245 
8291 

OJ000118_22. 0309.C12 .ol.np 
10637 
5669638 

10637. .10690, 10832. .11064, 
11668. .11723, 12034. .12188, 
13657. .13898, 13997.. 14052 

(AF096248) ethylene-responsive RNA helicase [Lycopersicon 
esculentum] 



39367 Seq. ID 

81246 Strand 

22952 End 

OJ000118_22 . 0309 . C12 . o2 . np Method 

22952 End 

4263522 Score 



OJ000118_22.0309.C12 

26068 
AAT/NAP 
26068 
696 



22952. .22999, 24 34 3 .. 254 18 , 2554 5 .. 25824 , 25936.. 26068 
(AC004044) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



39367 



Seq. ID OJ000118_22.0309..C12 



39216 





Gene No. 


81247 




Strand 






Start 


26918 




End 


29076 




Name 


OJ000118_22 


.0309.C12.o3.tc 


Method 


TBLASTX :.Cress 




Start 


40 




End 


7090 




GI 


none 




Score 


244 




Exons 


40 . . 198 , 41 


. . 340, 853 . . 9o / , 


B61. .1004, 


1454. .1570, 2650. .2751, 






2651 . . 2743, 


2847 . . 3032, 2851 


..3033, 3552. .3671, 3552. .3659, 






3559 . . 3660, 


3571 . . 3bl 2, byob 


. . /u yu 






Seq. No. 


39367 




beq. iu 


piTnnmiQ oo n^no pi 9 

UJUUUllo iZ.UjUy.LX^. 




Gene No. 


81247 




Strand 






Start 


26918 




End 


29076 




Name 


OJ000118_22 


. 0309 . C12 . o4 . ts 


Method 


TBLASTX: Soybean 




Start 


40 




End 


277 




GI 


none 




Score 


303 




Exons 


A f\ O A f~ A 1 

40 . . 24 6, 41 


O "7 "7 

. .7.1 i 








Seq. No. 


39367 




Seq. ID 


OJ000118__22.0309.C12 




Gene No. 


81247 




Strand 






Start 


26918 




End 


29076 




Name 


OJ000118 22 


.0309.C12.o4.tm 


Method 


TBLASTX: Maize 




Start 


928 




End 


3672 




GI 


none 




Score 


101 




Exons 


928.-987, 930.. 1004, 938.. 1006, 1324.. 


1374, 1324.. 1392, 


i3 




1433. .1573, 


1433. .1570, 1486 


..1575, 2627. .2743, 2640. .2744, 


U = 




2649. .2741, 


2650. .'2751, 2850 


..3035, 2851.. 3036, 2853.. 3059, 


ry 




2933-. .3040, 


3536.. 3670, 3544 


..3672, 3546. .3671 




Seq. No. 


39367 




Seq. ID 


OJ000118_22.0309.C12 


iy 


Gene No. 


81247 




Strand 






Start 


26918 




End 


29076 


i y 


Name 


OJ000118 22 


.0309.C12.o6.ts 


Method 


TBLASTX : Soybean 


= • 


Start 


2648 




End 


3021 


f i 


GI 


none 




Score 


74 


s j 


Exons 


2648. .2743, 


2847. .2984, 2851 


. .3021 




: : 


Seq. No.' 


39367 




Seq. ID 


OJ000118_22.0309.C12 




Gene No. 


81247 




Strand 






Start 


26918 




End 


29076 




Name 


OJ000118 22 


.0309.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


10829 




End 


11507 




GI 


none 




Score 


100 




Exons 


10829. .11065, 10830. .10919, 


10835. .10936, 10989. .11030, 






10991. .11065, 11131. .11367, 


11134. .11364, 1114 4. .11368, 






11168. .11368, 11451. .11507 







Seq. No. 39367 

Gene No. 81247 

Start 26918 

Name OJ000118_22 . 0309 . C12 . ol . ts 

Start 10829 

GI none 

Exons 10829. 

' 11002. 
11451. 



11065, 10830. 
,11067, 11131. 
, 11540, 11452. 



10919, 
,11349, 
,11538, 



Seq. ID OJ000118_22.0309.C12 
Strand 

End 29076 

Method TBLASTX : Soybean 

End 11705 

Score 132 
10832. .10936, 10994. .11065, 
11131. .11367, 11141. .11371, 
11625. .11705, 11626. .11703 



Seq. No. 



39367 



Seq. ID OJ000118_22.0309.C12 



39217 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 
End 
Score 

11065, 11131. .11367, 11141. .11308, 11155 .. 11352, 
11540, 11458. .11538, 11625 .. 11729, 11626 .. 11730, 
11727, 12031. .12159, 12041 12157, 12160 .. 1218 9, 



81247 
26918 

OJ000118_22 . 0309 . C12 . ol . tm 
10937 



none 
10937 
11457 
11632 
12161. .12190, 12418 



29076 

TBLASTX: Maize 

12456 

158 



,12456 



39367 
81247 
26918 

OJ000118_22.0309.C12.o5.tc 

11625 

none 

11625. .11729, 12031. .12198, 
12398. .12550, 12678 .. 12833, 



Seq. ID OJ000118_22.0309.C12 
Strand 

End 29076 

Method TBLASTX : Cress 

End 12833 

Score 86 
12041. .12190, 12394. .12549, 
12694.. 12825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39367 
81247 
26918 

OJ000118_22.0309.C12.o3. tm 
12393 



none 
12393. 
12661. 
13997. 



,12557, 12397. 
,12846, 12661, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12621, 12397 
12846, 13649 



OJ000118 22.0309.C12 



29076 

TBLASTX: Maize 
14126 
129 

12567, 12660. . 12839, 
13876, 13650. .13799, 



14053, 13999. .14052, 14100.. 14126 



39367 
81247 
26918 

OJ000118_22. 0309.C12.o2. ts 
12434 



none 
12434. 

12654. .12839, 12656; . -12775, 



,12529, 12436. .12528, 



Seq. ID OJ000118_22.0309.C12 
Strand 

End 29076 

Method TBLASTX : Soybean 

End 14052 

Score 133 
12523. . 12558, 12524 .. 12559, ■ . 
12660. .12839, 12661 .. 1284 6, 





13649. .13822, 13650.. 


.13799, 


13999. .14052 




Seq. No. 


39367 




Seq. ID 


OJ000118_22.0309 


-C12 


Gene No. 


81247 




Strand 






Start 


26918 




End 


29076 




Name 


OJ000118 22.0309.C12. 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


24325 




End 


24813 




GI 


none 




Score 


78 




Exons 


24325. .24813, 24335.. 


.24472 








Seq. No. 


39367 




Seq. ID 


OJ000118_22.0309 


.C12 


Gene No. 


81247 




Strand 






Start 


26918 




End 


29076 




Name 


OJ000118 22.0309.C12. 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


24346 




End 


25434 




GI 


none 




Score 


39 




Exons 


24346. .25125, "23-559. 


.24702, 


24680. .24997, 247 99 .. 25170, 






24803. .25171, 24835. 


.25221, 


'25024. .25224, 25072 .. 25266, 






25106. .25237, 25138. 


.25224, 


25224 . .25241, 25237.. 25434 





39218 






Seq. No. 


39367 




Seq. ID 


OJ000118_22.0309. 


C12 




Gene No. 


81247 




Strand 








Start 






End r: 


29076, 






Name 


Ainnni i q 99 mnQ pi 9 


n9 t h 


Method 


TBLASTX: Cress 






Start 


o A c: a 1 




End 


25236 






GI 


none 




Score 


93 






Exons 


OA^Al 9464R 946^4 


25212, 


24772. .24924, 25084. .25236 






Seq. No. 


jyjo / 




Seq. ID 


OJ000118_22.0309. 


C12 




Gene No. 


81247 




Strand 








Start 


26918 




End 


29076 






Name 




ol . tw 


Method 


TBLASTX: Wheat 






Start 






End 


25635 






GI 


none 




Score 


80 






Exons 


^ 4 by i . . z 4 y y u , Zfioyi.. 


c. D 1 O 4 , 


24692. .251( 


. °' - ■ "1/ 








9R94^ 9S407 9S474 


25581. 
«j ^ \j f 


25498. .25635 






Seq. No. 


39367 




Seq. ID 


OJ000118_22.0309. 


C12 




Gene No. 


81247 




Strand 








Start 


9 £ Q 1 ft 
Z 0 y 10 




End 


29076 






Name 


PiTPiOPiI 1 R 99 n^DQ PI 9 


r\ S t" Q 


Method 


TBLASTX : Soybean 


J 




Start 






End 


25221 






GI 


none 




Score 


124 




f 1 

ij 


Exons 


9 /PR "3 9^09^ 9 son 6 


25221 








f fz 

~ l - 


Seq. No. 






Seq. ID 


OJ000118_22.0309 


.C12 


s y 


Gene No. 


olz4 / 




Strand 








Start 


26918 




End 


29076 






Name 


OJ000118 22.0309.C12 


. o3.np 


Method 


AAT/NAP 




*^ 


Start 


26918 




End 


29076 






GI ■ 


6714327 




Score 


485 




= ~? 


Exons 


26918. .27164, 27267. 


.27395, 


274 92. .27 606, 27 978 .. 28098 , 




5 




28847. .29076 










Elf 


GI Descrip. 


(AC016972) unknown protein 


[Arabidopsis thaliana] 




'--.J 


Seq. No. 


39367 




Seq. ID 


OJ000118_22.0309 


.C12 




Gene No. 


81247 




Strand 








Start 


26918 




End 


29076 




O 


Name 


OJ000118 22.0309.C12 


. o4 . tc 


Method 


TBLASTX: Cress 






Start 


26996 




End 


27396 






GI 


none 




Score 


95 






Exons 


26996. .27181, 27004. 


.27180, 


27265. .27393, 272 66 2734 6, 








27268. .27396 












Seq. No. 


39367 




Seq. ID 


OJ000118_22.0309 


,C12 




Gene No. 


81247 




Strand 








Start 


26918 




End 


29076 






Name 


OJ000118 22.0309.C12 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


27004 




End 


28100 






GI 


none 




Score 


63 






Exons 


27004 . .27180, 27034. 


.27183, 


27265.-27393, 27266 27394 , 








27485. .27565, 27972. 


.28100, 


27979. .28062 






Seq. No. 


39368 




Seq. ID 


OJ000118_22.0309 


;ci3 




Gene No. 


81248 




Strand 








Start 


214 




End 


4138 






Name 


OJ000118 22.0309.C13 


. ol . gs 


Method 


GENSCAN 





39219 




Start 214 End 4114 

GI none Score .57 

Exons 214.. 483, 2932.. 3398, 3490.. 4114 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39368 
81248 
214 

OJ000118_22.0309.C13.ol.np 
227 

3882018 . 



Seq. ID OJ000118_22.0309.C13 



Strand 
End 

Method 

End 

Score 



4138 
AAT/NAP 
4138 
945 



227. .483, 2932. .3084, 3121. .3398, 3490. .4138 
(Y18377) cytokinin oxidase [Zea mays] 



39368 
81249 
6468 

OJ000118_22.0309.C13.o2.tc 

169 

none 



Seq. ID OJ000118_22.0309.C13 



Strand 
End 

Method 

End 

Score 



9621 

TBLASTX: Cress 

489 

63 



169. .276, 215. .277, 265.-489, 275. .445, 328. .447 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39368 
81249 
6468 

OJ000118_22.0309.C13.ol.ts 
217 
none 

217. .252, 269. .445, 271. .480, 3215. .3409, 3307. .3414, 
3486. .3683, 3488.-3622, 3641. .3685 



Seq. ID OJ000118_22.0309.C13 
Strand 

End 9621 

Method TBLASTX : Soybean 

End 3685 

Score 97 



39368 Seq. ID 

81249 Strand 

6468 End 
OJ000118_22.0309.C13.o2.tm Method 

217 End 

none Score 

217. .252, 271. .486, 284. .436 . 



OJ000118_22.0309.C13 
9621 

TBLASTX: Maize 

486 

97 



Seq. No. 


39368 








Seq. ID 


OJ000118_22.0309.C13 


Gene No. 


81249 








Strand 




Start 


6468 








End 


9621 


Name 


OJ000118 22 


.0309. 


.C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3103 








End 


3664 


GI 


none 








Score 


135 


Exons 


3103. .3159, 


. 3206, 


. .3409, 


3307. 


.3414, 3488.-3664, 3489.. 3662 


Seq. No. 


39368 








Seq. ID 


OJ000118_22.0309.C13 


Gene No. 


81249 








Strand 




Start 


6468 








End 


9621 


Name 


OJ000118 22 


.0309, 


,C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3103 








End 


3400 


GI 


none 








Score 


43 


Exons 


3103. .3135, 


3139. 


. .3168, 


3196. 


.3252, 3206.. 3400, 3307.. 3399 


Seq. No. 


39368 








Seq. ID 


OJ000118_22.0309.C13 


Gene No. 


81249 








Strand 




Start 


6468 








End 


9621 



39220 




Name 


0 JO 0011 8_2 2.0309.C13.O2 


gs Method 


GENSCAN 




Start 


64 68 


End 


9621 




GI 


none 


Score 


.49 




Exons 


6468.. 6729, 6752.. 6929, 


7394. .7509, 8749. .8924, 


Q-jn Q£9 1 


Seq. No. 


39369 


Seq. ID 


OJ000118_ 




Gene No. 


81250 


Strand 


+ 




Start 


190 


End 


310 




Name 


OJOOOllo 22 . 0309 . C14 . ol 


np Method 


AAT/NAP 




Start 


190 


End 


310 




GI ' 


7523512 


Score 


142 




Exons 


190 . . 310 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


39369 


Seq. ID 


OJ000118 


99 n^OQ n 4 


Gene No. 


81251 


Strand 


+ 




Start 


834 


End 


2800 




Name 


OJ000118 22.0309.C14.ol 


. gs Method 


GENSCAN 




Start 


834 


End 


2800 




GI 


none 


Score 


.57 




Exons 


834. .919, 1244. .1557, 2255. .2456, 2626 


. .2800 





Seq. No. 


39369 






Seq. ID 


(Jj UUUllo ZZ . 


Uouy 




Gene No. 


81252 






Strand 








Start . 


1 






End 


zo y b 






Name 


OJ000118 22 


.0309.C14.o2 


.np 


Method 


AAT/NAP 






Start 


1 






End 


2896 . 






C T 


7340881 






Score 


223 






Exons 


1..35, 621. 


.651, 757. .864, 


2619. .2896 








GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39370 






Seq. ID 


OJ000118_22. 


0309 


.C15 


Gene No. 


81253 






Strand 








Start 


1427 






End 


2240 






Name 


OJ000118 22 


.0309.C15.ol 


.np 


Method 


AAT/NAP 






Start 


1427 






End 


2240 






GI 


6815099 






Score 


82 






Exons 


1427. .1553, 


2185. .2240 












GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39371 






Seq. ID 


OJ000118_22. 


0309 


.C16 


Gene No. 


81254 






Strand 








Start 


429 






End 


2449 






Name 


OJ000118 22 


.0309.C16.ol 


.gs 


Method 


GENSCAN 






Start 


429 






End 


2449 






GI 


none 






Score 


.82 






Exons 


429.. 438, 833.. 1080, 1324. 


1496, 2302. 


.2449 






Seq. No. 


39372 






Seq. ID 


OJ000118__22. 


0309 


.C17 


Gene No.. 


81255 






Strand 








Start 


1 






End 


2511 






Name 


OJ000118 22 


.0309.C17.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


2511 






GI 


3687227 






Score 


488 






Exons 


1..18, 228. 


.373, 1170.. 


1398, 2107. .2302, 2468.. 2511 




GI Descrip. 


(AC005169) 


hypothetical 


protein [Arabidopsis thaliana] 





39221 






Seq. No. 


39372 Seq. ID 


OJ000118_22.0309 


.C17 




Gene No. 


81255 . Strand 








Start 


I bna 


OC1 1 

Z Oil 






Name 


OJUUUiio . u j(jy . ci / . oi . gs jyietnoa 


C t? M O C 1 7\ M 






Start 


228 End 


z oz y 






GI 


none Score 


. / y 






Exons 


O O O O "7 O 1 1 TA 1 O Q Q Q1 HI OIOQ 

zzo. . j/j; li/u. .Use/ ziu / . , zjzy 








Seq. No. 


39372 Seq. ID 


OJ000118_22.0309 


.C17 




Gene No. 


81255 Strand 








Start 


1 hna 


ZD 11 






Name 


OJ000118 22 . 030y . CI / . ol . tm Metnoa 


i dLAo 1 X : Ma i z e 






Start 


117 6 End 


i jy o 






GI 


none Score 


Q O 

oZ 






Exons 


11 / O . . IZDO, ii/o..ioy/, 11 / / . . uyo 








Seq. No. 


39373 Seq. ID 


AT^nm 1 O O O AQAQ 

OJOUUllo zz.UoUy 


r~- 1 Q 

. Clo 




Gene No. 


81256 Strand 








Start 


100 End 


6180 






Name 


cjjuuuiio z^.uouy.uio.oi.gs MetinoQ 


(jCjNoC/iJN 






Start 


1UU tjna 


CI OA 

OlO U 






GI 


none Score 


. o y 






Exons 


100. .269, 786. .oo/, z//8..2yuy, ^y/y.. 


once o /i o q oct^o 








4100.. 4283, 5601.. 5730, 5879. .6180 






III 


Seq. No. 


39373 Seq. ID 


OJOOOllo 22.0309 


. Clo 




Gene No. 


81256 Strand 






[J 


Start 


100 End 


6180 




~=? 


Name 


OJ000118 22.0309.C18.ol.np Method 


AAT/NAP 




~~ 


Start 


133 End 


5955 






GI 


3687225 Score 


469 




ry 


Exons - 


133. .269, 786. .857, 2769. .2909, 2979.. 


3066, 3439.. 3652, 




EE 




4100. .4283, 5601. .5730, 5879. .5955 






r ^ 


GI Descrip. 


(AC005169) hypothetical protein [Arabidopsis thaliana] 




vl 


Seq. No. 


39374 - Seq. ID 


OJ000118_22.0309 


. ciy 




Gene No. 


81257 Strand 


+ 






Start ' 


2123 End 


2376 






Name 


OJ000118 22.0309.C19.ol.gp Method 


AAT/GAP 






Start 


2123 End 


2376 






GI 


LIB3434-035-P1-K1-A7 Score 


385 






Exons 


2123.. 2376 








GI Descrip. 


'54 4187 6/dbj | AP000367 . 1 | AP000367 1 . Oe- 


114 Oryza sativa < 


genomic 






DNA, chromosome 2, clone : P04 37H03 (contig b) 1 






Seq. No. 


39374 Seq. ID 


OJ000118_22.0309 


. ci y 




Gene No. 


81258 Strand 


+ 






Start 


2340 End 


2420 






Name 


OJ000118 22.0309.C19.o2.gp Method 


AAT/GAP 






Start 


2340 End 


2420 






GI 


38012 1.R1084 Score 


103 






Exons 


2340. .2420 








GI Descrip. 


'4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 








beta-1, 3-glucanase precursor (Gns9) gene, complete cds ? 






Seq. No. 


39374 Seq. ID 


OJ000118_22.0309 


.C19 




Gene No. 


81259 Strand 







39222 



Start 


760 






hna 


1 con 
1 0 jU 




Name 


OJ000118 22^. 


0309.C19.ol 


.gs 


Method 


/° r M CT 1 7\ M 




Start 


760 






End . 


i C"3f» 

looU 




GI 


none 






Score 


o n 
. 0 D 




Exons 


760. .821, 1215. .1530 










Seq. No. 


39375 






Seq. ID 


OJ000118_22.0309. 


C22 


Gene No. 


81260 






Strand 


+ 




Start 


1463 






End 


2447 




Name 


OJ000118 22. 


0309 . C22 . ol 


.gs 


Method 


GENSCAN 




Start 


1463 






End 


2447 




GI 


none 






Score 


.71 




Exons 


1463. .1673, 


1720. . 1747, 


1 Q "3 "7 


.1962, 2198. .2447 




Seq. No. 


39375 






Seq. ID 


OJ000118_22.0309. 


C22 


Gene No. 


81261 






Strand 


4- 




Start 


3338 






End 


3649 




Name 


OJ000118_22. 


0309.C22.o2 


.gs 


Method 


GENSCAN 




Start 


3338 






End 


3649 




GI 


none 






Score 


.99 




Exons 


3338. .3649 












Seq. No. 


39375 






Seq. ID 


OJ000118_22.0309. 


C22 


Gene No. 


81262 






Strand 






Start 


4066 






End 


9418 




Name 


OJ000118 22. 


0309.C22.o3 


.gs 


Method 


' GENSCAN 




Start 


4066 






End 


9418 




GI 


none 






Score 


.83 




Exons 


4066. .4278, 


4394 . .4418, 


4692 . 


.4865, 6998. .7263, 7325. .7375, 




8337. .8438, 


8969. .9418 










Seq. No. 


39375 






Seq. ID 


OJ000118_22.0309. 


C22 


Gene No. 


81262 






Strand 






Start 


4066 






End 


9418 




Name 


OJ000118 22. 


0309.C22.ol 


.np 


Method 


AAT/NAP 




Start 


4099 






End 


4808 




GI 


7489780 






Score 


20 




Exons 


4099. .4278, 


4682. .4808 










GI Descrip. 


intensif ier 


1 protein - 


maize 


gi| 1420924 |gb IAAB03841.il 


(U5' 




INI [Zea mays] 










Seq. No. 


39375 






Seq. ID 


OJ000118_22.0309. 


C22 


Gene No. 


81262 






Strand 






Start 


4066 






End 


9418 




Name 


OJ000118 22. 


0309.C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8361 






End 


8648 




GI 


none 






Score 


177 




Exons 


8361. .8558, 


8396. .8548, 


o c c o 
OOOO . 


.8648 






Seq. No. 


39376 






Seq. ID 


OJ000118_21.0313. 


CI 


Gene No. 


81263 






Strand 


+ 




Start 


1 






End 


1212 




Name 


OJ000118 21. 


0313. CI. ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1212 




GI 


2062155 






Score 


154 




Exons 


1..82, 971.. 


,1083, 1169, 


.1212 









GI Descrip. (AC001645) mitochondrial processing peptidase alpha subunit 



39223 




precusor isolog [Arabidopsis thaliana], 



Seq. No. 


j"j / D 




beq. id 


r\ ~mn.ni iq o 1 
UJUUUllO Z 1 . 


UO 1 J . 


n i 
L-l 


Gene No. 


81264 




Strand 








Start 


1262 




End 


i3o y 






Name 


OJ000118_21 


. 0313 . ci . oi . gp 


Metnoa 


AA1 /bAr 






Start 


12 bZ 






i jo y 






GI 


none 




Score 


2ob 






Exons 


1262. .1389 












Seq. No. 


o y j / d 




oeq. ID 


UJUUUllo ZL* 


U J 1 J . 


L*l 


Gene No. 


0 12 DO 




Strand 








Start 


i o o o 
1822 




bna 


£ JO / 






Name 


OJOOOllo 21 


.0313. CI . o2 . gs 


Method 


GENSCAN 






Start 


1822 




hna 


2367 






GI 


none 




Score 


.53 






Exons 


1822 . . 2142 , 


2209 . . 236 / 










Seq. No. 


39376 




Seq. ID 


OJ000118_21. 


0313. 


CI 


Gene No. 


0 1Z OD 




Strand 








Start 


4185 




End 


4318 






Name 


OJ000118 21 


ATI -) /"i 1 _ -1 4-,. 

. 0313 . CI . ol . tw 


Method 


TBLASTX: Wheat 




Start 


12 




End 


1221 






GI 


none 




Score 


86 






Exons 


12 . . 83, 15 . 


.83, 28 . . 84 , 31 . 


.84, 32. .91, 968. .1081, 


9'68. . 


1081, 




969. . 1082, 


970 . .1095, 1153 . 


.1221, 1167 


..1220, 1168. 


.1221 


Seq. No. 


39376 




Seq. ID 


OJ000118_21. 


0313. 


CI 


Gene No. 


81266 




Strand 








Start 


4185 




End 


4318 






Name 


OJ000118 21 


.0313.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


17 




End 


1346 






GI 


none 




Score 


88 






Exons 


17 . . 82 , 18 . 


.83, 968. .1081, 


969. .1082, 


970. .1083, 970. .1089, 




1153. .1227, 


1167. .1226, 1168. .1227, 1317. .1346 






Seq. No. 


jyo / o 




Seq. ID 


OJ000118_21. 


0313. 


CI 


Gene No. 


81266 




Strand 








Start 


4185 




End 


4318 






Name 


OJUUUllo 21 


.0313.Cl.o3.gs 


Method 


GENSCAN 






Start 


A 1 O C 

418b 




End 


4318 






GI 


none 




Score 


.62 






Exons 


41oO. . 4 Jlo 












Seq. No. 


o y o / / 




Seq. ID 


OJ000118_21. 


0313. 


C2 


Gene No. 


81267 




Strand 


+ 






Start 


1 




End 


839 






Name 


OJ000118 21 


.0313.C2.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


159 






GI 


5922623 




Score 


59 






Exons 


1. . 159 












GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 








gi| 60168561 


dbj |BAA85199.1| 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


39377 




Seq. ID 


OJ000118_21. 


0313. 


C2 


Gene No. 


81267 




Strand 


+ 







39224 






Start 


1 








End 








Name 


OJ000118_21 . 


0313 


.C2.ol. 


gs 


Method 


GENoCAN 






Start 


11 








End 


O *3 O 

839 






GI 


none 








Score 


c 
. 0 






Exons 


11 . . 65, 84 . . 


ICO 

159, 


283. .461, 766. .839 ' 








Seq. No. 


39378 








Seq. ID 


/^TAAmiQ 01 fl "3 1 "3 

UJUUUlio ZI.UjIj. 


Oft 




Gene No. 


81268 








Strand 


+ 






Start 


3324 








End 


5065 






Name 


OJ000118 21. 


0313 


.C4.o2. 


gp 


Method 


AAT/GAP 






Start 


3273 








End 


3911 






GI 


14428 1.R1084 






Score 


916 






Exons 


3273. .3707, 


3825 


. .3911 












GI Descrip. 


'1420932/gb|U613* 


33IORU61383 7 


.Oe-21 Oryza rufipogon 








4-coumarate- 


CoA ligase 


gene, 


intron 1, 


partial sequence 






Seq. No. 


39378 








Seq. ID 


OJ000H8 21.0313 


C4 




Gene No. 


81268 








Strand 


+ 






Start 


3324 








End 


5065 






Name 


OJ000118 21. 


0313 


,C4.o2. 


gs 


Method 


GENSCAN 






Start 


3324 








End 


5065 






GI 


none 








Score 


.94 






Exons 


3324. .3707, 


3825 


. .4078, 


4713. 


.5065 








Seq. No. 


39378 








Seq. ID 


OJ000ll8_2l.03l3 


.C4 




Gene No. 


81269 








Strand 






r i a 


Start 


333 




- 




End 


939 




f ^ 


Name 


OJ000118 21. 


0313 


.C4.ol. 


gp 


Method 


AAT/GAP 






Start 


333 








End 


939 






GI 


none 








Score 


H80 




-it 


Exons 


333. . 939 
















Seq. No. 


39378 








Seq. ID 


OJ0001l8_2l.03l3 


.C4 




Gene No. 


81270 








Strand 








Start 


3323 








End 


5076 






Name 


OJ000118_21. 


0313 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 






Start 










End 


3644 






GI 


none 








Score 


69 




13 


Exons 


3323. .3643, 


3330 


. .3389, 


3460. 


.3639, 3585.. 3644 






Seq. No. 


39378 








Seq. ID 


OJ000ll8_2l.03l3 


.C4 




Gene No. 


81270 








Strand 








Start 


3323 








End 


5076 






Name 


OJ000118 21. 


0313 


,C4 .o3. 


ts 


Method 


TBLASTX: Soybean 






Start 


3525 








End 


3695 






GI 


none 








Score 


70 






Exons 


3525, .3638, 


3529 


. .3639, 


3533. 


.3694, 3585.. 3695 






Seq. No. 


39378 








Seq. ID 


OJ000ll8_2l.03l3 


.C4 




Gene No. 


81270 








Strand 








otart 


3323 








End 


5076 






Name 


OJ000118 21. 


0313 


,C4 .ol. 


tc 


Method 


TBLASTX: Cress 






Start 


3533 








End 


3908 






GI 


none 








Score .;. 


189 






Exons 


3533. .3688, 


3585 


. .3710, 


3816. 


.3908, 3821.. 3904 






Seq. No. 


39378 








Seq. ID 


OJ000ll8_2l.03l3 


.C4 



39225 




Gene No . 


81270 








Strand 








Start 


3323 








End 


5076 






Name 


OJ000118 21 


. 0313 


. C4 . ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3645 








End 


5074 






GI 


none 








Score 


117 






Exons 


3645. . 3710, 


3650 


. . 3709 


, 3816. . 


4100, 3817.. 4077, 


3819. .4079, 




3821. .4114, 


4704 


. . 5072 


, .4 711 . . 


5073, 4994.. 5074 






Seq. No. 


39378 








Seq. ID 


OJ000118 


21 . U 31 3 . 


C4 


Gene, No. 


81270 








Strand 








Start 


3323 








End 


5076 






Name 


OJ000118_21 


. 0313 


.C4 .ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3816 








End 


4010 






GI 


none 








Score 


276 






Exons 


3816. . 4010, 


3817 


. . 3885 


, 3821 . . 


4009 








Seq. No. 


39378 








Seq. ID 


OJ000118 


21.0313. 


A 

C4 


Gene No. 


81270 








Strand 








Start 


3323 








End 


5076 






Name 


OJ000118_21 


. 0313 


.C4 .o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


4879 








End 


5073 






GI 


none 








Score 


280 






Exons 


4879. . 5073, 


4881 


. . 5072 












Seq. No. 


* 39378 








Seq. ID 


OJ000118 


21 . 031:5 . 


/~l A 

04 


Gene No. 


81270 








Strand 








Start 


3323 








End 


5076 






Name 


OJ000118 21 


.0313 


,C4 .o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


4896 








End 


5076 






GI 


none 








.Score 


232 






Exons 


4896. . 5075, 


4897 


. . 5076 












Seq. No. 


39379 








Seq. ID 


OJ000118 


21 . 0313 . 


Co 


Gene No. 


81271 








Strand 


+ 






Start 


569 








End 


ji 






Name 


OJ000118 21 


.0313 


.C5 . ol 


.gs 


Method 


GENSCAN 






Start.' 


569. 








End 


3139 • 






GI 


none 








Score 


.42 






Exons 


569. .571, 2570.. 


2750, 


2868. .3139 








Seq. No. 


39379 








Seq. ID 


OJ000118 


* 21.0313. 


Co 


Gene No. 


81272 








Strand 


+ 






Start 


3496 








End 


4804 • 






Name 


OJ000118 21 


.0313 


.C5.ol 


. np 


Method 


AAT/NAP 






Start 


3496 








End 


4804 






GI 


5777617 








Score 


97 






Exons 


3496. .3540, 


4700 


. .4804 












GI Descrip." 


(AJ245900) 


CAA30375. 1 


protein 


[Oryza ; 


sativa] 






Seq. No. 


39379 








Seq. ID 


OJ000118 


_21.0313. 


C5 


Gene No. 


81273 








Strand 


+ 






Start 


10466 








End 


10543 






Name 


OJ000118 21 


.0313 


.C5.o4 


.np 


Method 


AAT/NAP 






Start 


10466 








End 


10543 






GI 


6630699 








Score 


77 







Exons 10466. . 10543 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 



39226 






gi | 6721536 I db j IBAA8 9566.1 1 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


39379 •' ' 


Seq. ID 


OJ000118_21 


mi o c c 
. Ujij. Lj 


Gene No. 


81274 


Strand 


+ 




Start 


10670 


End 


11207 




Name 


OJ000118 21-0313. C5.o5.np 


Method 


AAT/NAP 




Start 


10670 


End 


11207 




GI 


6539570 


Score 


172 




Exons 


10670. .10885, 11057. .11118, 11168. .11207 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39379 


Seq. ID 


OJ000118_21 


. UjI j. LD 


Gene No. 


81275 


Strand 






Start 


6440' 


End 


6848 




Name 


OJ000118 21.0313.C5.o3.np 


Method 


AAT/NAP 




Start 


6440 


End 


6848 




GI 


5777617 


Score 


75 




Exons 


6440. .6538, 6647. .6848 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


39379 


Seq. ID 


OJ000118_21 


.0313. C5 


Gene No. 


81276 


Strand 






Start 


8858 


End . 


10793 




Name 


OJ000118 21.0313.C5.o3.gs 


Method 


GENSCAN 




Start 


8858 


End- 


10793 




GI 


none 


Score 


.6 




Exons 


8858. .9251, 9368. .9401, 9695., 


.9824, 10441. .10537, 


1U by o . . 1U / y o 


Seq. No. 


39380 


Seq. ID 


OJ000118_21 


noi o r 1 C 
. U Jl o . Lb 


Gene No. 


81277 


Strand 


+ 




Start 


1621 


End 


3840 




Name 


OJ000118 21.0313.C6.ol.np 


Method 


AAT/NAP 




Start 


1621 


End 


3708 




GI 


4093155 . 


Score 


330 




Exons 


1621. ..-1673, 3023.. 3301, 3399. 


.3528, 3609. .3708 . 




GI Descrip. 


(AF088281) phytochrome-associated protein 1 [Arabidopsis . 




thaliana] 








Seq. No. 


39380 


Seq. ID 


OJ000118_21 


.0313.C6 


Gene . No . 


81277 


Strand 


+ 




Start 


1621 


End 


3840 




Name 


OJ000118 21.0313.C6.ol.gs 


Method 


GENSCAN 




Start 


2588 


End 


3840 




GI 


none 


Score 


.99 




Exons 


2588..2656, 2855.. 2925, 3015. 


.3301, 3399.. 3528, 3609.. 3672, 




3814.-. 3840 








Seq. No. 


39380 


Seq. ID 


OJ000118_21 


. 0313. C6 


Gene No. 


81278 


Strand 


+ 






3818 


End 


4229 




Name 


OJ000118 21..0313.C6.o2.gp 


Method 


AAT/GAP 




Start 


3818 


End 


4229 




GI 


4716781 


Score • 


'776 




Exons 


3818. .4229 








Seq. No. 


39380 


Seq. ID 


OJ000118_21 


.0313.C6 



39227 - 




Gene No. 


81279 


Strand 


+ 




Start 


10038 


End 


13689 




Name 


OJ000118 21 .0313.C6.o3.gs * 


Method 


GEN SCAN 




Start 


10038 


End 


13689 




GI 


none 


Score 


.57 




Exons 


10038. .10123, 10197. .10333, 


10550. .11007, 11918 


. .12433, 




12622 .. 12837, 12961.. 13689 








Seq. No. 


39380 


Seq. ID 


OJ000118 


_21.0313.C6 


Gene No. 


81280 


Strand 


+ 




Start 


18242 


End 


20869 




Name 


OJ000118 21 .0313.C6.o5.gs 


Method 


GENSCAN 




Start 


18242 


End 


20869 




GI 


none 


Score 


.61 




Exons 


18242.. 18278, 18630.. 18 67 3, 


20316. .20393, 20762 


. . Zuo by 


Seq. No. 


39380 


Seq. ID 


OJ000118 


i. 1 . U 6\5 . Co 


Gene No. 


81280 


Strand 


+ 




Start 


18242 


End 


20869 


1 


Name 


OJ000118_21 . 0313 .C6.o4 .np 


Method 


AAT/NAP 




Start 


19095 


End 


20520 




GI 


5852084 


Score 


80 




Exons 


19095. .19134, 20437. .20520 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


39380 


Seq. ID 


OJ000118 


__21. 0313. C6 


Gene No. 


81281 


Strand 






Start 


5643 


End 


13416 




Name 


OJ000118 21. 0313.C6.o2 .np 


Method 


AAT/NAP 




Start 


5633 


End 


13416 




GI 


6594672 


Score 


1234 




Exons 


5633.. 5963, 6037. .6118, 6296 


. .6426, 6522. .6620, 


6762. . 6917 




7013. .7087, 7350. .7532, 7652 


. .7802, 7948. .8102, 


13300. .134 


GI Descrip. 


(AF118132) chloroplast outer 


envelope 


hexokinase 1 [Spinac 




oleracea] 








Seq. No. 


39380 


Seq. . ID 


OJ000118 


_21.0313.C6 


Gene No . 


81281 


Strand 






Start 


5643 


End 


13416 




Name 


OJ000118 21 . 0313 . C6 . o2 . gs 


Method 


GENSCAN 




Start 


5643 


End 


8917 




GI 


none 


Score 


.61 




Exons 


5643. .5963, 5980. .6118, 6296 


..6426, 6762. .6917, 


7013. .7087 




7350. .7532, 7652. .7802, 7948 


..8157, 8 


410. .8793, 


8910. .8917 


Seq. No. 


39380 


Seq. ID 


OJ000118 


_21.0313.C6 


Gene No.- 


81282 


Strand 






Start 


14 693 


End 


15695 




Name 


OJ000118_21 . 0313.C6.o4 . gs 


Method 


GENSCAN 




Start 


14693 


End 


15695 




GI 


none 


Score 


.79 




Exons 


14693. . 14835, 15590.. 15695 








Seq. No. 


39380 


Seq. ID 


OJ000118 


_21..0313.C6 


Gene No. 


81283 


Strand 






Start 


16692 


End 


20665 




Name 


OJ000118 21.0313.C6.o3.tm 


Method 


TBLASTX : 


Maize 



39228 





Start 


54 97 








bna joj4 






GI 


none 








Score 54 






Exons 


5497 . . 5544, 


5505 . 


. 5543, 


5611 . 


.5721, 5635.. 5721, 


C t? A ft CQ-J / 

Do4 U . . do 34 , 






r /"r n C O O O 

5650 . . 5823 














Seq. No. 


39380 








Seq. ID OJUUUllo 


2 1 . Uolo . Lb 




Gene No. 


81283 








Strand 






Start 


16692 








■pi _j ft c\ c c 

End 20665 






Name 


j"i -r ft r\ ft ~y ^ ft O "1 

OJ000118 21. 


ft ft 1 ft 

0313 . 


C6 . ol . 


tc 


h/|-,4.U «-J mnT 7\C"TV . 

Method. TBLAb 1 a : 


Cres s 




Start 


5647 








End 8084 






GI 


none 








Score 172 






Exons 


C /~ A 1 ZL G ft ft. 

5647 . . 582U , 


5691 . 


. Do2D , 




C. ft A ft CO / 1 CQCQ 


CQOI (T1 Ol 






5986 . . 614 4 , 


6268 . 


. 6429, 


£T Ol T 


• 042/, boz^ . . bb2U , 


djZ O . . Do^ 1 , 






6757 . . 6915 , 


f "7 C ft 


. 691 / , 


/ UU / . 


. / Uo / , / U Uo . . /Uoo, 


1 LAI ic^o 






ft A ft i r "5 o 

734 8.. 7533/ 


7350 . 


n c a n 


~i a c ft 
I ooU . 


. / /DO, /ODD.. / / yb, 


/DO/. . / O U 4 , 






7 947. .8084 














Seq. No. 


39380 








O « « T p\ JO. T ft ft ft 1 T O 

Seq. ID OJUUUllo 


21. UolO. Lb 




Gene No. 


81283 








Strand 






Start 


16692 








T-i „ i ft ft fl (Z c 

End 20665 






Name 


OJ000118 21. 


0313. 


C6.ol. 


ts 


Method TBLASTX: 


Soybean 




Start 


5650 








End 8084 






GI 


none 








bcore ± to 






Exons 


5650 . . 5820, 


5691 . 


c o o c 

. 5825 , 


C O A 1 

5841. 


r f\r r CO/11 C QiCQ 

.5966, 5841. .5969, 


o y o y . . bi 4 / , 






6032 . .6160, 


6295 . 


r a o o 

. 6429, 


6305 . 


ez a fti cc c ezft ft. 


bo2 J . . bb2 I , 


Lfl 




6757 . . 6915, 


6759. 


. 6917 , 


7007 . 


.7087, 7008. ./Uoo, 


n i ah "7C*3c 
/34 / . . /OOO, 


fy 




7348 . . 7533, 


7 643. 


.77 98, 


~1 f~ C (Z 

7 656 . 


1"1 /Z ft H ft A H ft ft. ft A 

. / / 63, / 94 / . . oUo4 




fi 

r~= 


Seq. No. 


. 39380 








Seq. ID OJ000118 


ot ooio r> *z 

21 . U313 . C6 




Gene No. 


81283 








Strand - . 






Start 


16692 








End 20665 




i y 


Name 


OJ000118 21. 


0313 . 


C6 . ol . 


tm 


Method TBLASTX: 


Maize 




Start 


5841 








End 8090 






GI 


none 








Score 7 6 




~ = 


Exons 


C ft A ^ r AO A 

5841 . . 5930, 


COCA 

5854 . 


C ft. A ft. 


D y 4 J . 


.oybo, bUJl. .blJo, 


oU JO . . DlJ 0, 






/» a n / s~ a ft ft 

6274 . . 6429, 


6275 . 


f A ft T 

. 6421 , 


/"COO 

6522 . 


fztzftft. /"coo ezcftft 
.6620, 6522.. oo2U, 


CCOO CCOI 

bo2o. . bb2I, 






6757 . . 6918, 


f T C ft 

6759 . 


. 6917 , 


7 007. 


i n o t iaao moo 
. / Uo / , / UUo . . / Uo o , 


/o2o . . / jyj, 






7345 . .7470, 


T ft A 1 

7347 . 


. 7529, 


n o /i "7 

7 347 . 


TCOO TJ/tO 

.,/532, /34o. . /533, 


/ 4 . . / D ~5 4 , 






7644 . .7763, 


*7 c c o 

7 652 . 


T O ft 1 
. / O Ul , 


/ y 4 / . 


nnnn *7 Q /I "7 onQn 

. / y y / , / y 4 / . . o u yu 






Seq. No. 


39380 








Seq. ID OJ000118 


_21.0313.C6 




Gene No. 


81283 








Strand 






Start 


i c tz d ft 








bna zuddj 






Name 


*T A A A 1 1 n O 1 

OJ000118 21. 


ri o 1 o 

0313 . 


Co . Ol . 


tw 


Metnoa idladia: 


wnea l 




Start 


6814 








hna /Uoo 






GI 


none 








Score 121 






Exons 


68 14 . . 6918 , 


6816. 


(Z ft 1 "7 

. 691 / , 


■ / UU / . 


n ft Q H HftftQ n n o o 

./Uo/, ./UUo.. / Uoo 






Seq. No. 










Seq; ID OJ000118 






Gene No. 


81283 








Strand 






Start 


16692 








End 20665 






Name 


OJ000118 21. 


0313. 


C6.o2. 


tm 


Method TBLASTX: 


Maize 




Start 


13207 








End 13535 






GI 


none 








Score 252 






Exons 


13207. .13464 


[, 13209. .13325, 13314 .. 13358 , 13395 


. .13463, 



13497. .13535, 13498.. 13530 



39229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39380 




Seq. ID 


OJ000118 


81283 




Strand 




16692 




End 


20665 


OJ000118_21 . 0313 .C6 . 


OZ . tS 


Method 


TBLASTX: 


13384 




End 


13694 


none 




Score 


97 


13384 .. 134 67 , 13395. 


. 1 .34 oo, 


13500. .13694, 13528 






Seq. ID 


OJ000118 


81283 




Strand 




16692 




End 


20665 


OJ000118 21. 0313. C6. 


o3.np 


Method 


AAT/NAP 


16692 




End 


20665 


4539658 




Score 


105 


16692. .16713, 19199. 


.19339, 


20633. .20665 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 





o e q . ln u . 


39381 


Seq. ID 


OJ000118_21. 


0313. C7 




Gene No. 


■ 81284 


Strand 








Start 


820 


End 


1047 






Name 


OJ000118 21.0313.C7.ol.gs 


Method 


GENSCAN 






Start 


820 


End 


1047 




C j 


GI 


none 


Score 


.71 




^3 


Exons 


820. .897, 964. .1047 








L! 3 


Seq. No. 


39382 


Seq. ID 


OJ000118_21. 


0313. C8 




Gene No. 


81285 


Strand 


+ 






Start 


605 


End 


1451 






Name 


OJ000118 21-0313. C8.ol.np 


Method 


AAT/NAP 




SS. 


Start 


605 


End 


1451 






GI 


6721543 


Score 


103 






Exons 


605. .737, 1433. . 1451 








f*% 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39382 


Seq. ID 


OJ000118_21 


0313. C8 




Gene No. 


81285 


Strand 


+ 






Start 


605 


'End 


1451 




E 3 


Name 


OJ000118 21.0313.C8.ol.gp 


Method 


AAT/GAP 




- :=r 
T 


Start 


619 


End 


787 






GI 


7406 1.R1084 


Score 


220 






Exons 


619. .787 










GI Descrip. 


1 1122315/emb|CAA63901| 7 . Oe 


-10 (X94191) 


heat shock 


protein 



[Pennisetum glaucum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000118_21.0313.C8 

Strand + 

End 1451 

Method AAT/NAP 

End 1451 

Score 358 



39382 
81285 
605 

OJ000118_21.0313.C8.o2.np 
1224 
7228442 
1224. .1451 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 



39382 



Seq. ID OJ000118_21.0313.C8 



39230 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



81286 Strand 

535 End 700 

OJ000118_21 . 0313 . C8 . ol . gs Method GENSCAN 

535 End 700 

none Score .78 
535. .700 



Seq. ID OJ000118_21. 0313.C9 
Strand + 

1038 
AAT/NAP 
1038 
1739 



39383 
81287 
1 

OJ000118_21.0313.C9.ol.np 
1 

7228442 
1. .1038 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



End 

Method 

End 

Score 





C a rt Mm 
O q . tMU • 


39383 


Seq. ID 


OJ000118_21.0313. 


C9 




Gene No. 


81287 


Strand 


+ 






Start 


1 


End 


1038 






Name 


OJ000118 21.0313.C9.ol.gs 


Method 


GENSCAN 






OLaiL 


18 


End 


713 






r* t 


none 


Score 


.57 






Exons 


18. .713 








Li 1 


o e q . in o . 


39383 


Seq. ID 


OJ000118_21.0313. 


C9 


: br 


Gene No. 


81287 


Strand 


+ 






Start 


1 


End 


1038 




" 




OJ000118 21.0313.C9.ol.tm 


Method 


TBLASTX: Maize 






C +- -a -rt- 


468 


End 


1037 






TT 


none 


Score 


90 




i y 


F.xon s 


468.-596, 630.. 701, 731. .871, 


732. . 932, 


996. . 1037 






Seq. No. 


39383 


Seq. ID 


OJ000118_21.0313. 


C9 


* 


Gene No. 


81287 


Strand 


+ 






Start 


1 


End 


1038 






■ Name 


OJ000118 21.0313. C9.ol.gp 


Method 


AAT/GAP 




% =? 


Start 


511 


End 


945 






GI 


5701669 


Score 


798 




rr ^ 
: B 


Exons 


511. ,945 










GI Descrip. 


54 41880/dbj |BAA82378.1| 5.0e- 


75 (AP000367) EST C28952 (C6294 5 ) 




corresponds to a region of the predicted gene.; Similar 


to ma 






transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 






Seq. No. 


39383 


Seq. ID 


OJ000118_21.0313. 


C9 




Gene No. 


81287 


Strand 


+. 






Start 


1 


End 


1038 






Name 


OJ000118 21.0313.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


765 


End 


1037 






GI 


none 


Score 


200 






Exons 


765. .959, 774. .971, 965. .1036, 969. .1037 






Seq. No. 


39384 


Seq. ID 


OJ000118_21.0313. 


C10 




Gene No. 


81288 


Strand 


+ 






Start 


1 


End 


1309 






Name 


OJ000118 21.0313.C10.ol.np 


Method 


AAT/NAP 





39231 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1309 
908 



5441880 
1..999, 1076.. 1309 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



39384 Seq. ID 

81288 Strand 

1 End 

OJ000118_2 1.0313. C10. ol.gs Method 

12 9 End 

none Score 
129. .326, 7S6..999, 1076. .1219 

39384 Seq. ID 

81288 Strand 

1 End 

OJ000118_21 . 0313 . C10 . ol . gp Method 

827 End 

LIB3475-007-P1-K1-G8 Score 
827. .999, 1076. .1309 
'54 41880/dbj IBAA82378.1 
corresponds to a region 



OJ000118_21. 0313. C10 
+ 

1309 
GENSCAN 
1219 
.67 



OJ000118_ 
+ 

1309 
AAT/GAP 
1309 
755 



21. 0313. C10 



C28952(C62945) 
Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



5 
of 



0e-75 (AP000367) EST 
the predicted gene.; 



39385 Seq. ID 

81289 Strand 

1 End 

OJ000118_21.0313.Cll.ol.np Method 

1 End 

5441880 Score 
1..227, 343. .577 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000118_21.0313.C11 
+ 

1134 
AAT/NAP 
577 
546 



39385 
81289 



OJ000118_21 .0313.Cll.o2.np 



Seq. ID OJ000118_21.0313.C11 

Strand + 

End 1134 

Method AAT/NAP 

End 880 

Score 269 



7228442 
1..22, 696. .880 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

Seq. ID OJ000118_21.0313.C11 



39385 

81289 Strand 

1 End 
OJ000 11 8_21 .0313. CI 1. ol.gs Method 

97 End 

none Score 

97. .227, 291. .338, 343. .545, 696. .856 



+ 

1134 
GENSCAN 
856 
.71 



Seq. No. 



39385 



Seq. ID OJ000118_21.0313.C11 



39232 



Gene No. 


81289 


Strand 


+ 




Start 


1 


End 


1134 




Name 


OJ000118 21.0313.Cll.ol.gp 


Method 


AAT/GAP 




Start 


681 


End 


1134 




GI 


LIB3431-04 5-P1-N1-A10 


Score 


856 ■ 




Exons 


68"1. .1134 








GI Descrip. 


, 5441876/dbj IAP000367. 1 | AP000367 0.0e+00 Oryza 


odLlva y ciiUiLiiu 


DNA, chromosome 2, clone : P0437H03 (contig b) 1 




Seq. No. 


39386 


Seq. ID 


OJ000118 


_21.0313.C14 


Gene No. 


81290 


Strand 






Start 


103 


End 


618 




Name 


OJ000118 21.0313.C14 .ol.gs 


Method 


GENSCAN 




Start 


103 


End ' 


617 




GI 


none 


Score 


.73 




Exons 


103. .221, 306. .379, 468. .617 








Seq. No. 


39386 


Seq. ID 


OJ000118 




Gene No. 


81290 


Strand 






Start 


103 


End 


618 




Name 


OJ000118 21-0313. C14.ol.np 


Method 


AAT/NAP 




Start 


103 


End 


600 




GI 


7487460 


Score 


313 




Exons 


■ 103. .221; " 306. .399, 464.. 600 








GI Descrip. 


hypothetical protein T27D20. 


12 - Arabidopsis thaliana 


gi|3377842|gb|AAC28224.1| (AF076274) T27D20.12 


gene product 




[Arabidopsis thaliana] gi | 7267175 | emb | CAB77887 . 


1| (AL161499) 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39386 


Seq. ID 


OJ000118 


_21.0313.C14 


Gene No. 


81290 


Strand 






Start 


103 


End 


618 




Name 


OJ000118 21.0313.C14.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


322 


End 


618 




GI 


none 


Score 


81 




Exons 


322. .378, 324. .377, 466. .618 


, 468. .617 


, 469. .618 


Seq. No. 


39387 


Seq. ID 


OJ000il8 


_21.0313.C15 


Gene No. 


81291 


Strand 


+ 




Start 


4 


End 


2292 




Name 


OJ000118 21. 0313. C15. ol.gs 


Method 


GENSCAN 




Start 


4 


End 


2034 




GI 


none 


Score 


.61 




Exons 


4. .133, 148. .227, 326. .429, 


1123. .1211 


, 1561. .1680, 1689. .178 




2008. .2034 









Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



39387 Seq. ID 

81291 ' Strand 

4 End 

OJ000118_2 1 . 0313 . C15 . ol . gp Method 

332 End 

225_3.R1084 Score 
332.-429, 1123. .1211, 1561. .1789, 2008 



OJ000118_21.0313.C15 
+ 

2292 
AAT/GAP 
2292 
1259 
. .2292 



'899610 3.0e-22 (U29383) acidic ribosomal protein P2 [Zea mays]' 



39387 
81291 



Seq. ID OJ000118_21.0313.C15 
Strand + 



39233 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ0001 18_2 1.0313. C15 . ol . tw 

1114 

none 



End 

Method 

End 

Score 



2292 

TBLASTX: Wheat 

2043 

78 



1114. .1209, 1117. .1194, 1121. .1210, 1122. .1217, 1125. .1217, 
1541. .1681, 1548. .1682, 1552. .1683, 1552. .1683, 2005. .2043 



39387 
81291 
4 

OJ000118_21.0313.C15.ol. tm 

1120 

none 

1120. .1209, 1124. .1210, 1538, 
2008. .2085 

39387 
81291 
4 

OJ000118_21.0313.C15.ol.np 

1124 

1173073 

1124. .1211, 1561. .1789, 2008. 
60S ACIDIC RIBOSOMAL PROTEIN 
acidic ribosomal protein 60S 
acidic ribosomal protein P2 - 



Seq. ID OJ000118_21.0313.C15 

Strand + 

End 2292 

Method TBLASTX : Mai ze 

End 2085 

Score 111 

.1681, 1548. .1682, 1928. .2008, 



OJ000118 
+ 

2292 
AAT/NAP 
2031 
396 



21.0313.C15 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2031 

P2A (P2) gi|1076787-|pir| IS54179 
- maize gi | 2130117 | pir | | S65781 
maize gi | 790508 | emb | CAA60251 | 



(X86553) 60S acidic ribosomal protein [Zea mays] 



39388 Seq. ID 

81292 Strand 

567 End 
OJ000118_21 . 0313 . CI 6 . ol . gs Method 

567 End 

none Score 
567. .2993 



OJ000118_21.0313.C16 
+ 

6723 
GENSCAN 
2993 
.97 



39388 . . Seq. ID 

81292 Strand 
567 End 
OJ000118_21 . 0313 . C16 . ol . np Method 
567 End 
7228457 Score 
567. .933, 995. .2930, 2994. .3829, 3952 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000118__21.0313.C16 
+ 

6723 
AAT/NAP 
6720 
9233 

5103, 5170, 



6720 



39388 
81292 
567 

OJ000118_21 .0313.C16.o2 . gs 

3057 

none 

3057. .3462, 3467. .6723 

39388 
81293 



Seq. ID OJ000118__21.0313.C16 

Strand + 

End 6723 

Method GENSCAN 

End 6723 

Score .93 



Seq. ID OJ000118_21.0313.C16 
Strand + 



39234 




Start 


11715 


End 


19254 






Name 


OJ000118 21.0313.C16.o3.np 


Method 


AAT/NAP 






Start 


11715 


End 


19254 






GI 


5042454 


Score 


291 






Exons 


11715. .11865, 12193. .12287, 


19177. .19254 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


39388 


Seq. ID 


OJ000118_21 


.0313. 


C16 


Gene No. 


81294 


Strand 








Start 


7358 


End 


10597 






Name 


OJ000118 21.0313.C16.o3.gs 


Method 


GENS CAN 






Start 


7358 


End 


10597 






GI 


none 


Score 


.6 






Exons 


7358. .8551, 8581. .9241, 9336 


..9504, 9532.. 10597 






Seq. No. 


39388 


Seq. ID 


OJ000118_21 


. UJIJ . 




Gene No. 


81294 


Strand 








Start 


7358 


End 


10597 






Name 


OJ000118 21.0313.C16.o2.np 


Method 


AAT/NAP 






Start 


7361 


■ End 


10597 






GI 


6907089 


Score 


4099 






Exons 


7361.. 9241, 9336.. 10597 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq: No. 


39388 


Seq. ID 


OJ000118_21 


. UjIj 




Gene No. 


81295 


Strand 








Start 


12724 


End 


12866 






Name 


OJ000118 21.0313.C16.o4.np 


Method 


AAT/NAP 






Start 


12724 


End 


12866 






GI 


3914423 


Score 


166 






Exons 


12724 . . 12866 










GI Descrip. 


PROFILIN 4 gi 12642324 (AF032370) profilin [Zea mays] 




Seq. No. 


39388 


Seq. ID 


OJ000118_21 


.0313 


, LID 


Gene No. 


81296. 


Strand 








Start 


15822 


End 


17064 






Name 


OJ000118 -21.0313.C16.ol:gp 


Method 


AAT/GAP 






Start 


15642 


End 


17064 






GI 


10594 1.R1084 


Score 


2054 






Exons 


15642. .16077, 16398. .17064 










GI Descrip. 


! 3341443/emb|CAA11075| 2.0e- 


31 (AJ223074) acid phosphatase 




[Glycine max] 1 










Seq. No. 


39388 


Seq. ID 


OJ000118_21 


.0313 


.C16 


Gene No. 


81296 


Strand 








Start 


15822 


End 


17064 






Name 


OJ000118 21.0313.C16.o5.gs 


Method 


GENSCAN 






Start 


15822 


End 


17053 






GI 


none 


Score 


1 






Exons 


15822. . 16077, 16398. . 17053 










Seq. No. 


39388 


Seq. ID 


OJ000118_21 


.0313 


.C16 


Gene No. 


81296 


Strand 








Start 


15822 


End 


17064 






Name 


OJ000118 21.0313.C16.o5.np 


Method 


AAT/NAP 






Start 


15897 


End 


17047 






GI 


7442053 


Score 


474 







39235 




Exons 15897. .16077, 16398.. 17047 

GI Descrip. acid phosphatase (EC 3.1.3.-) - soybean 

gi I 3341443 | emb ICAA11075.il (AJ223074) acid phosphatase [Glycine 







max] 
















Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 








Strand 








Start 


17362 








End ' 


17800 






Name 


OJ000118_21 . 


0313. 


,C16.o6 


. tw 


Method 


TBLASTX: Wheat 






Start 


1221 








End 


1613 






GI 


none 








Score 


58 






Exons 


1221. .1268, 


1275. 


. .1373, 


1292. 


.1372, 1340. .1579, 1356. .1613 




Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 








Strand 


- 






Start 


17362 








End 


17800 






Name 


OJ000118_21 . 


0313, 


.CI6.06 


. tm 


Method 


TBLASTX: Maize 






Start 


1226 








End 


loll 






GI 


none 








Score 


193 






Exons 


1226. .1*510, 


1263, 


. .1511 












Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 








Strand 


- 






Start 


17362 








End 


17800 




%J 


Name 


OJ000118 21. 


0313, 


.C16.o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


2351 








End 


2837 




?; ; 


GI 


none 








Score 


411 






Exons 


2351. .2524, 


2352 


. .2837, 


2546. 


.2833 








Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 








Strand 


- 




f\ 1 


Start 


17362 








End 


17800 






Name 


OJ000118 21. 


0313 


.CI6.0I 


. tw 


Method 


TBLASTX: Wheat 






Start 


3002 








End 


O A A O 

o4 4 j 




[3 


GI 


none 








Score 


573 






Exons 


3002. .3442, 


3003 


. .3443 












Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313 


.C16 


f 1 ! 


Gene No. 


81297 








Strand 








Start 


17362 








End 


17800 




r ™H 


Name 


OJ000118_21 . 


0313 


.C16.o4 


. ts 


Method 


TBLASTX: Soybean 






Start 


3042 








End 


3407 






GI 


none 








Score 


116 






Exons 


3042. .3266, 


3273 


. .3407 












Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 








Strand 








Start 


17362 








End 


17800 






Name 


OJ000118 21. 


0313 


.C16.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


3132 








End 


3489 






GI 


none 








Score 


333 






Exons 


3132. .3437, 


3167 


. .3442, 


3445. 


. .3489 








Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 








Strand 








Start 


17362 








End 


17800 






Name 


OJ000118 21. 


0313 


.C16.o2 


.tm 


Method 


TBLASTX: Maize 





39236 




Start 


3516 








hna 


■3 Qfi n 
jyuu 




GI 


none 








Score 


"3 cn 

JoU 




Exons 


3olo . . 3ool , 


Jol / 


. . jyuu 










Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313. 


C16 


Gene No. 


81297 








Strand 






Start 


I / JbZ 










i 7 p no 




Name 


OJOUOllo zl. 


U Jl J 


. CI b . OZ 


. tw 


Method 


i i a . wnea u 




Start 


"0 C T A 

3574 








17 ^0 

tna 


jy yo 




GI 


none 








Score 


4 o 0 




Exons 


jo / 4 . . jy y j , 


jo / y 


. . j y y o 










Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313. 


C16 


Gene No. 


81297 








Strand 






Start 


1 / JbZ 








Hina 


i 7 son 




Name 


OJUUUllo zl. 


U Jl J 


. ci b . oz 


. lS 


Method 


TT3T ZiQTY • QAuhoan 




Start 


*3 C C O 

Jooz 








bna 


ff u z o 




GI 


none 








Score 


Z / o 




Exons 


Jooz . . 4UZ J, 


j boy 


. . Jo 1Z 










Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313. 


C16 


Gene No. 


81297 








Strand 






Start 


173bZ 








End 


17800 




Name 


OJ000118 21. 


0313 


. C16 . oo 


. tw 


Method 


TBLASTX: Wheat 




Start 


4624 








End 


5082 




GI 


none 








Score 


234 




Exons 


.4 624 . .4872, 


Vl f~ A Ct 

4 64 8 


. . 4o7z , 


/TIT 

4 / 1 J . 


.4886, 4942. .5082, 4944. .5081 


Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313. 


C16 


Gene No. 


81297 








Strand 






Start 


17362 








End 


17800 




Name 


OJUUUllo . 


AQ1 Q 
U Jl J 


.C16.o3 


,ts 


Method 


TBLASTX: Soybean 




Start 


4 / /I 








End 


5337 




GI 


56667 95 








Score 


68 




Exons 


4771 . . 4869, 


A n A c 

4 94o 


. .5082, 


5137. 


.5337 






GI Descrip. 


4 ZUo JU b z . ue 


s-lU 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313. 


C16 


Gene No. 


81297 








Strand 






Start 


1 / Jbz 








End 


17800 




Name 


OJUUUllo zl. 


U J 1 J 


.CI6.08 


. tw 


Method 


TBLASTX: Wheat 




Start 


• c n o c 

oUoo 








End 


5397 




GI 


none 








Score 


192 




Exons 


DUO 3 . . OZ bl , 


ou y o 


. .5286, 


5137. 


.5397 






Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313. 


C16 


Gene No. 


81297 








Strand 






Start 


1 / J bZ 








End 


17800 




Name 


r\ ta nm 1 o 01 
OJUUUllo zl . 


ATI O 

U Jl J 


.CI6.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


5o9U 








End 


5913 




GI 


none 








Score 


361 




Exons 


5590. .5913, 


5619 


. .5900 










Seq. No. 


39388 








Seq. ID 


OJ000118_21.0313. 


C16 


Gene No. 


81297 








Strand* 






Start 


17362 








End 


17800 




Name 


OJ000118 21. 


0313 


.C16.o4 


.tw 


Method 


TBLASTX: Wheat 





39237 





Start 


5727 


End 


blUo 






GI 


none 


Score 


O *7 C 






Exons 


5727.. 5783, 5728.. 6108, 5829 


c n H H 








Seq. No. 


39388 


Seq. ID 


OJ000118_21.0313. 


CI 6 




Gene No. 


81297 


Strand 








Start 


17362 


End 


17800 






Name 


OJ000118 21.0313.C16.o7.tw 


Method 


TBLASTX: Wheat 






Start 


6109 


End 


6711 






GI 


none 


Score 


265 






Exons 


6109.. 6393, 6114.. 6392, 6585 


. .6707, 6586. .6711 






Seq. No. 


39388 


Seq. ID 


OJ000118_21.0313. 


C16 




Gene No. 


81297 


Strand 








Start 


17362 


End 


17800 






Name 


OJ000118 21 . 0313 . C16 . o5 . tm 


Method 


TBLASTX: Maize 






Start 


6580 


End 


6762 






GI 


none 


Score 


201 






Exons 


6580 .. 67 62, 6585 .. 67 61 










Seq. No. 


39388 


Seq. ID 


OJ000118_21.0313, 


,C16 




Gene No. 


81297 


Strand 






f i 


Start 


17362 


End 


17800 






Name 


OJ000118 21. 0313.C16.o7'.'tm 


.Method 


TBLASTX: Maize 






Start 


8803 


End 


12859 




¥ l 


GI 


none 


Score 


138 




i lj 


Exons 


8803. .8874, 8871. .8927, 12688 .. 12819, 


12719. .12808, 12827. .12859 




Seq. No. 


39388 


Seq. ID 


OJ000118_21.0313. 


.C16 


iy 


Gene No . 


81297 


Strand 








Start 


17362 


End 


17800 




\ y 


Name 


OJ000118 21.0313.C16.ol.tc 


Method 


TBLASTX: Cress 




= 


Start 


15900 


End 


16882 






GI 


none 


Score 


76 






Exons 


15900. .16007, 15901. .16002, 


16397. .16462, 16475 .. 16699, 








16494. .16694, 16703 .. 16882 










Seq. No. 


39388 


Seq. ID 


OJ000118_21.0313, 


.C16 


- ~ 


Gene No . 


81297 


Strand 








Start 


17362 


End 


17800 






Name 


OJ000118 21.0313.C16.ol.ts 


Method 


TBLASTX: Soybean 






Start 


15900 


End 


16879 






GI 


none . 


Score 


98 






Exons 


15900. .16022, 15901, .16002, 


16442. . 166 


90, 16476. .16691, 








16757 .'.16879, 16782. .16874 










Seq. No. 


39388 


Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 


Strand 








Start 


17362 


End 


17800 






Name 


OJ000118 21.0313.C16.o4 .tm 


Method 


TBLASTX: Maize 






Start 


15940 


End 


16823 






GI 


none 


Score 


86 






Exons 


15940. .16002, 15942. .16010, 


15990. .16052, 164 43 164 75, 








16475. .16678, 16491. .16688, 


16757. .16822, 167 67. .16823 






Seq. No. 


39388 


Seq. ID 


OJ000118_21.0313 


.C16 




Gene No. 


81297 


Strand 







39238 



Start 


17362 








bna 


1 / o UU 


Name 


OJ000118 21.0313. 


CI6.06. 


gs 




Metnoa 




Start 


17362 








17 T1 J-i 

Lna 


1 / O UU 


GI 


none 








Score 




Exons 


17362... 17466, 17692.. 17800 








Seq. No. 


39389 








Seq. ID 


OJ000118_21.0313.C17 


Gene No. 


81298 








Strand 


+ 


Start 


5444 








End 


12734 


Name 


OJ000118 21.0313. 


,C17.o2. 


gs 




Method 


GEN SCAN 


Start 


M 4 4 








End 


12734 


GI 


none 








Score 


.81 


Exons 


5444. .5513, 6223. 


, .632^, 




! b . 


.6692, 7156. .7226, 8422. .8613, 




8814. .8943, 9482, 








2. . 1 1086 


, 12081. . 12209, 




12672. .12734 












Seq. No. 


39389 








Seq. ID 


OJOUw.,. 13.C17 


Gene No. 


81298 








Strand 




Start 


5444 








End 


12734 , | 


Name 


OJ000118 21.0313, 


,C17.o3. 


gp 




Method 


AAT/GAP 


Start 


7486 








End 


7965 i 


GI 


none 








Score 


312 


Exons 


7486.. 7508, 7761. 


. .7965 










Seq. No. 


39389 








Seq. ID 


OJ000118_2 ""L3.C17 


Gene No. 


81298 








Strand 


+ 


Start 


5444 








End 


12734 


Name 


OJ000118 21.0313, 


.C17.o4. 


gp 




Method 


AAT/GAP 


Start 


8245 








End 


9553 


GI 


41770 1.R1084 








Score 


918 


Exons 


8245. .8305, 8422, 


. .8613, 


8766. 


.8943, 9482. .9553 


GI Descrip. 


1 28424 93/emb|CAA168 90. 1 | 


6. 


,0e 


-37 (AL021749) predicted protein 


[Arabidopsis thaliana] 1 










Seq. No. 


39389 








Seq. 'ID 


OJ000118_21.0313.C17 


Gene No. 


81298 . 








Strand 


+ 


Start 


5444 








End 


12734 


Name 


OJ000118 21.0313 


.C17.o2. 


np 




Method 


AAT/NAP 


Start 


8488 








End 


11086 


GI 


7487112. 








Score 


911 


Exons 


8488. .8613, 8763 


. .8943, 


94* 


32. 


.10118, 


10838. .11086 



GI Descrip. hypothetical protein T17A13.50 - Arabidopsis thaliana 

(AL161574) putative protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



gi|7269821|emb|CAB79681. 1 | 
[Arabidopsis thaliana] 

39389 
81298 
5444 

OJ000118_21.0313.C17 .o5.gp 
10845 
3107511 

10845. .11086, 12126. .12225, 12596. .12614 



Seq. ID OJ000118_21.0313.C17 

Strand + 

End 12734 ' 

Method AAT/GAP 

End 12614 

Score 587 



39389 
81299 
1 

OJ000118 21.0313.C17.ol.np 



Seq. ID OJ000118_21.0313.C17 
Strand 

End 4778 

Method AAT/NAP 



39239 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



249. .426, 



End 
Score 
526. .692, 



2452 
828 
782. .1078, 



1170. .1374, 



2117355 

1..26, 94. .167, 
2385. .2452 

mitochondrial processing peptidase (EC 3.4.99.41) alpha-II chain 
precursor - potato gi I 587562 | emb | CAA5 6520 I (X80236) 
mitochondrial processing peptidase [Solanum tuberosum] 



39389 Seq. ID 

81299 Strand 

1 End 

OJ000118_21.0313.C17.ol. tm Method 

96 End 

none Score 



OJ000118_21.0313.C17 
4778 

TBLASTX: Maize 

1418 

105 



96. .179, 97. .183, 99. .179, 107. .187, 136. .183, 260. .373, 
261. .374, 262. .375, 375. .425, 376. .426, 377. .427, 496. .609, 
500. .613, 522. .650, 539. .652, 606. .680, 609. .692, 779. .1078, 
782. .1072, 784. .1080, 1173. .1418, 1177. .1413, 1226. .1417 



39389 Seq. ID 

81299 Strand 

1 End 

OJ000118_21.0313.C17 .ol.ts Method 

99 End 

none Score 



OJ000118_21.0313.C17 
4778 

TBLASTX: Soybean 

1367 

62 



99. .167, 122. .187, 251. .373, 285. .374, 376. .426, 380. .427, 
496. .609, 524. .661, 609. .692, 779. .820, 780. .815, 808. .987, 
818. .1063, 821. .1075, 822. .1076, 1170. .1367, 1171. .1341 



39389 
81299 
1 

OJ00011 
252 

4968869 
252. .42 
2117355 
(EC' 3.4 
>gi_587 
peptida 



21.0313.C17.ol.gp 



Seq. ID OJ000118_21.0313.C17 
Strand 

End 4778 
Method AAT/GAP 
End 688 
Score 610 

6, 526. .688 

/pir| IS51590 2.0e-31 mitochondrial processing peptidase 
.99.41) alpha-II chain precursor - potato 
562_emb_CAA56520_ (X80236) mitochondrial processing 
se [Solanum tuberosum] 



39389 Seq. ID 

81299 Strand 

1 End 

OJ000118_21. 0313.C17 .ol.tw Method 

275 End 

none Score 



OJ000118_21.0313.C17 
4778 

TBLASTX: Wheat 

816 

121 



275. .373, 279. .374, 280. .375, 376. .423, 380. .424, 496. .609, 
500. .613, 527. .661, 590. .694, 606. .701, 609. .692, 777. .815, 
778. .816, 778. .813 



39389 Seq. ID 

81299 Strand 

1 End 

OJ000118_21.0313.C17 .ol. tc Method 

609 End 

none Score 



OJ000118__21.0313.C17 
4778 

TBLASTX: Cress 

1346 

46 



39240 



Exons 


609. .692, 611. .694, 779. .1075, 782. .1063, 786. .1076, 1170. .1346, 










Seq. No.' 


39389 


Seq. ID 


OJ000118_21.0313.C17 


Gene No. 


81299 


Strand 




Start 


l 


End 


4778 


Name 


OJUUUllo z 1 . 0313 . CI / . ol . gs 


Method 


GENS CAN 


Start 


TOO 


End 


4778 


GI 


none 


Score 


.78 


Exons 


too imo iita 1/iic oocn 
/oz..lU/o, 11/0. .1410, ZZoU. 


.2312, 2713.. 2864, 3078.. 3209, 




ono*3 zitot a r c o ymo 

3933.. 41 q/, 4oOo..4//o 






Seq. No. 


0 y jo y 


Seq. ID 


OJ000118_21.0313.C17 


Gene No . 


81299 


Strand 




Start 


1 


End 


4778 


Name 


OJ000118 21.0313.C17.o2.gp 


Method 


AAT/GAP 


Start 


994 


End 


1417 


GI 


uC-osflM202061fl2bl 


Score 


568 


Exons 


994. .1078, 1170. .1417 






GI Descrip. 


f 2117355/pir| IS51590 6.0e-31 


mitochondrial processing peptidase 




(EC 3.4.99.41) alpha-II chain precursor - potato 




>gi 587562 emb CAA56520 (X80236) mitochondrial processing 




peptidase [Solanum tuberosum] ' 




Seq. No. 


39389 


Seq. ID 


OJ000118_21.0313.C17 


Gene No. 


81300 


Strand 




Start 


8759 


End 


8951 


Name 


OJ000118 21.0313.C17.o3.ts 


Method 


TBLASTX : Soybean 


Start 


8759 


End 


8951 


GI 


none 


Score 


263 


Exons 


8759. .8947, 8766. .8951 






Seq. No. 


39389 


Seq. ID 


OJ000118_21.0313.C17 


Gene No. 


81301 


Strand 




Start 


9489 


End 


9819 


Name 


OJ000118 21.0313.C17.o2.tm 


Method 


TBLASTX: Maize 


Start 


94 89 *-v. 


End 


9741 ' , . 


GI 


none 


Score 


288 


Exons 


9489.. 9731, 9492.. 9740, 9493 


. .9741 




Seq. No. 


39389 


Seq. ID 


OJ000118_21.0313.C17 


Gene No. 


81301 


Strand 




Start 


9489 . 


End 


9819 


Name 


OJ000118 21.0313.C17.o2.ts 


Method 


TBLASTX: Soybean 


Start 


9505 


End 


9819 


GI 


none 


Score 


108 


Exons 


9505.. 9576, 9510.. 9581, 9547 


. .9819, 9594. .9818 


Seq. No. 


39389 


Seq. ID 


OJ000118_21.0313.C17 


Gene No. 


81302 


Strand 




Start 


10026 


End 


11035 


Name 


OJ000118 21.0313.C17.o3.tm 


Method 


TBLASTX: Maize 


Start 


10026 


End 


11035 


GI 


none 


Score 


75 


Exons 


10026. .10067, 10027. .10083, 


10819. .11022, 10826. .11035, 




10829. .10870, 10831. .10881, 


10918. .11034, 10958.. 11035 



39241 



• 0 



Seq. No. 


39390 




Seq. ID 


OJ000118 


_21.0313.C18 


Gene No. 


81303 




Strand 






Start 


Zo 






on 

yu 




Name 


UJUUUllo Zx 


.Uj1j.L1o.01.CJS 


Method 






Start 


Zd 




hina 


y U 




GI 


none 




Score 






Exons 


z d . . y u 










Seq. No. 


39391 




Seq. ID 


OJ000208 


_28.0309.C2 


Gene No. 


81304 




Strand 


+ 




Start 


410 




T7 1 _ J 

tna 


o n "3 
oUj 




Name 


OJ000208 28 


.0309.C2.ol.gs 


Method 


LbNoLAiN 




Start 


410 




hina 


q n q 
oUj 




GI 


none 




Score 


. / z 




Exons 


410. .522, 712. .803 








Seq. No. 


39391 




Seq. ID 


OJ000208 


_28.0309.C2 


Gene No. 


81305 




Strand 


+ 




Start 


1400 




hna 


1 A Q R 




Name 


OJ000208 ' 28 


.0309.C2.ol.gp 


Method 


7\ 7\ m / 7\ T~> 

AA1 / bAr 




Start 


1400 




bna 


1 A Q R 
1 4 O 3 




GI 


none 




Score 


1 Id 




Exons 


1400. . 1485 










Seq. No. 


39392 




Seq. ID 


OJ000208 


_28.0309.C5 


Gene No. 


81306 




Strand 


+ 




Start 


320 . 




End 


" 3986 




Name 


OJ000208 28 


.0309.C5.ol.gs 


Method 


GEN SCAN 




Start 


320 




End 


3986 




GI 


none 




Score 


.99 




Exons 


320.. 436, 970.. 1143, 1223.. 1363, 1538. 


.3204, 3383. .3491, 




3606. .3986 










Seq. No. 


39392 




Seq. ID 


OJ000208 


_28.0309.C5 


Gene No. 


81306 




Strand ■ 


+ 




Start 


320 




End 


3986 




Name 


OJ000208 28 


.0309.C5.ol.np 


Method 


AAT/NAP 




Start 


991 




End 


3872 




GI 


2088657 




Score 


568 




Exons 


991. .1143, 


1223.. 1371, 1546. 


2536, 25E 


J8. .3207, 


3380. .3491, 




3606. .3872 










GI Descrip. 


(AF002109) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


39392 




Seq. ID 


OJ000208 


_28.0309.C5 


Gene No . 


81306 




Strand 


+ 




Start 


320 




End 


3986 




Name 


OJ000208 28 


.0309.C5.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1325 




End 


2221 




GI 


none - 




Score 


62 




Exons 


1325. .1366, 


1535.. 1666, 1535. 


.1666, 1536. .1667, 


1664 . . 1819, 




1669. .1842, 


1669.. 1836, 1671. 


. 1859, 1853. . 1894, 


1873. .1950, 




1874. .1951, 


1892. .1951, 1983. 


.2045, 1986. .2078, 


2090. .2221 


Seq. No. 


39392 




Seq. ID 


OJ000208 


_28.0309.C5 


Gene No. 


81306 




Strand 


+ 




Start 


320 




End 


3986 




Name 


OJ000208 28 


.0309.C5.ol.gp 


Method 


AAT/GAP 





39242 






otart 


1 1 

1 / DO 










90QQ 






pt 
bl 


none 








Score 


A Q1 
ft 3> X 






Exons 


1 icq 90QQ 
















Seq. No. 


39392 








Seq. ID 


OJ000208_28.0309 


C5 




Gene No. 


81306 








Strand 


+ 








790 








CjX 1L1 


7QR fi 






Name 


0700090^ 9ft 


0 70 Q 


PR r>9 


9P 


Mof or! 
ritr LllUU 


A AT /CAP 






Cf ^ >~f 


0 / Q C 
^ ft O D 








HiriCl 


9ft 4 7 






p t 


none 








Score 


667 






EjXOIIo 


94ft 9ft 4 7 
















Seq. No. 


39392 








Seq. ID 


OJ000208_28.0309 


C5 




Gene No. 


81306 








Strand 


+ 






Of a -y-f 


790 

O U 








End 


3986 






Name 


Pitooo90R 9 ft 


070Q 






Method 


TBLASTX: Soybean 






o tar i, 


77ft o — 








End 


3716 






P T 


none 








Score 


109 








77ft f| 74 Q7 


77ft 1 


74 Q4 


JUUJ 


..3694, 3606. .3716 






Seq. No. 


39392 








Seq. ID 


OJ000208_28.0309 


C5 




Gene No. 


81306 








Strand 


+ 






o Lair U 


790 
o c. U 








End', 


3986 






Naitie 


p Tnnno no oq 
UJUUU^Uo zo 


n 7 n q 


PR a9 


cm 


Method 


TBLASTX: Maize 






btart 


JJO 1 








End 


3748 






P T 


none 








Score 


153 




f jl 


Exons 


T5Q1 7 /I Q R 


7 7 Q A 


7 /I Q A 


7 7 QR 

jjyj 


..3493, 3605. .3748, 3606. .3746 




beq. no . 










Seq. ID 


OJ000208_28.0309 


C5 




Gene No. 


81306 








Strand 


+ 






Start 


320 








End 


3986 






Name 


n tooo9 or 9 ft 


.0309 


.C5.o3. 


np 


Method 


AAT/NAP 






Cf 2 >-f 


7 7Q 7 








End 


3773 






P T 
bl 


O JUDO 








Score 


170 




i. -J 


Exons 


-5-5Q-3 -3/1 Q1 


3606 


. .3773 












uescrip. 


/AT 1 -3 1 A \ 
\ /-ilj 1 J J Jl*l ) 


putative protein 


[Arabidopsis thaliana] 




. 


Seq. No. 


39392 








Seq. ID 


OJ000208_28.0309 


C5 




Gene No. 


81306 








Strand 


+ 






D Car 1_ 


790 
J u 








End 


3986 






Name 


n tooo9 or 9ft 


.0309 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 






C -f- -> vf 

o ua re 


J fi U ^ 








End 


3770 






P T 


none 








Score 


73 






Exons 


7409 74 Q4 


3606 


. .3770 












o e q . wo. 


39393 








Seq. ID 


OJ000208_28.0309 


C6 




Gene No. 


81307 








Strand 


+ 






Start 


526 








End 


4795 ' 






Name 


OJ000208 28 


.0309 


.C6.ol. 


gs . 


Method 


GENSCAN 






Of 3 v+- 


526 








End 


4754 






P T 
bl 


none 








Score 


.7 






Exons 


526.. 915, 1035.. 


1133, 1609.. 


1730, 2153 


..2230, 2275. .2398, 






3067. .3138, 


3258 


. .3386, 


4611 


. .4754 








Seq. No. 


39393 








Seq. ID 


OJ000208_28.0309, 


C6 




Gene No. 


81307 








Strand 


+ 






Start 


526 








End 


4795 





39243 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_28 . 0309.C6.ol.gp Method AAT/GAP 

670 End 2232 

LIB3434-038-P1-K1-C10 Score 461 

670. .744, 851. .915, 1035. .1133, 2183. .2232 

, 5730130/emb|CAB52464.1| 5.0e-14 (AL109796) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39393 
81307 
526 

OJ000208_28.0309.C6.ol.tw 

4631 

none 

4631. .4795, 4632. .4769, 4639, 



Seq. ID OJ000208_28.0309.C6 



Strand 
End 

Method 
End 
Score 
.4785 



+ 

4795 

TBLASTX: Wheat 

4795 * 

185 



Seq. No. 


39394 ' 








Seq. ID 


OJ000208 


_28.0309. 


C7 


Gene No. 


81308 








Strand 


+ 






Start 


1150 








End 


5611 






Name 


OJ000208 28 


.0309 


C7.ol. 


gs 


Method 


GENSCAN 






Start 


1150 








End 


4311 






GI 


none 








Score 


.59 






Exons 


1150. . 1380, 


1820 


.1881, 


2363. 


.2951, 3072. .3485, 


3790. .4311 


Seq. No. < 


39394 








Seq. ID 


OJ000208 


_28.0309. 


C7 


Gene No. 


81308 








Strand 


+ 






Start 


1150 








End 


5611 






Name 


OJ000208 28 


.0309 


C7.ol. 


np 


Method 


AAT/NAP 






Start 


2382 








End 


5608 






GI 


6907089 








Score 


4133 






Exons 


2382. .3643, 


3747 


.5608 












GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39394 - 








Seq. ID 


OJ000208 


_28.0309. 


C7 


Gene No. 


81308 








Strand 


+ 






Start 


1150 








End 


5611 






Name 


OJ000208 28 


.0309 


C7.o2. 


gs 


Method 


GENSCAN 






Start 


4378 








End 


5611 






GI 


none 








Score 


.61 






Exons 


4378. .5219, 


5290 


.5611 













Seq. No. 39394 

Gene No. 81309 

Start 6230 

Name • OJ000208_28 . 0309 . C7 . o3 . gs 

Start 6230 

GI none 

Exons 6230.. 7447, 7526.. 9053, 9134. 



OJ000208_28.0309.C7 

10127 
GENSCAN 
10109 
.62 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9858, 9876. .10109 



Seq. No. 39394 

Gene No. 81309 

Start 6230 

Name OJ000208_28 . 0309 . C7 . o3 . tm 

Start 6230 

GI none 

Exons 6230.. 6373, 6234.. 6368 



Seq. ID OJ000208_28.0309.C7 
Strand 

End 10127 

Method TBLASTX : Maize 

End 6373 

Score 125 



Seq. No. 



39394 



Seq. ID OJ000208_28.0309.C7 



39244 




Gene No. 


81309 






Strand 






Start 


6230 






End 


10127 




Name 


OJ000208 28. 


0309 


.C7 .o2 .np 


Method 


AAT/NAP 




Start 


6233 






End 


10127 




GI 


7228457 






Score 


4531 




Exons 


6233. .7783, 


7850 


. .10127 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon 


RetroSor 1 , polyprot ein 


. (AF098806) [Oryza 




sativa] 












Seq. No. 


39394 






Seq. ID 


OJ000208_28.0309. 


C7 


Gene No. 


81309 






Strand 






Start 


6230 






End 


10127 




Name 


OJ000208 28. 


0309 


. C7 .o4 . tw 


Method 


TBLASTX: Wheat 




Start 


6242 






End 


6844 




GI 


none 






Score 


72 




Exons 


6242 . . 6367, 


6249 


. . 6368, 6555. 


.6839, 6560. .6844 




Seq. No. 


39394 






Seq. ID 


OJ000208 28.0309 


C7 


Gene No. 


81309 






Strand 


- 




Start 


6230 






End 


10127 




Name 


OJ000208 28. 


0309 


.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6845 






End 


7226 




GI 


none 






Score 


217 




Exons 


6845. .7225,' 


6876 


. . 7226 








Seq. No. 


39394 






Seq. ID 


UJUUUzUo zo . uouy 


C7 


Gene No. 


81309 






Strand 






Start 


6230 






End 


10127 




Name 


OJ000208_28 . 


0309 


.C7 .ol.tm 


Method 


TBLASTX: Maize 




Start 


7031 






End 


7363 




GI 


none 






Score 


84 




Exons 


7031. .7243, 


7040 


. .7363, 7053 . 


.7319 






Seq. No. 


39394 






Seq. ID 


OJ000208_28.0309 


.C7 


Gene No. 


81309 






Strand 






Start 


.6230 






. End' 


10127 




Name 


OJ000208 28. 


0309 


.C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7565 






End 


7816 




GI 


none 






Score 


190 




Exons 


7565. .7816 












Seq. No. 


39394 






Seq. ID 


OJ000208_28;0309 


. C7 


Gene No. 


81309 






Strand 






Start 


6230 






End 


10127 




Name 


OJ000208 28. 


0309 


.C7.ol. ts 


Method 


TBLASTX : Soybean 




Start 


7616 






End 


8182 




GI 


5666795 






Score 


. 68 




Exons 


7616. .7816, 


7871 


..8008, 8084. 


.8182 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


39394 






Seq. ID 


OJ000208_28.0309 


C7 


Gene No. 


81309 






Strand 






Start 


6230 






End 


10127 




Name 


OJ000208 28. 


0309 


.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7871 






End 


8329 




GI 


none 






Score 


88 





39245 




Exons 


7871 . .8020, 


7872 . 


. 8009, 


8064. .8240, 8081. .8305, 8108. .8329 


Seq. No. 


39394 








Seq. ID 


OJ000208_28.0309. 


C7 


Gene No. 


81309 








Strand 






Start 


/T o o a 

6230 








End 


10127 




Name 


OJ000208 28. 


A 1 A A 

0309 . 


C7 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


8 684 








End 


9023 




GI 


none 








Score 


52 




Exons 


8684 . .8767, 


a r 0 c 

8 685 . 


0 1 0 0 
.0 /zi, 


87 


86. .9022, 8793. .9023 




Seq. No. 


39394 








Seq. ID 


OJ000208_28.0309. 


C7 


Gene No. 


81309 








Strand 


- 




Start 


6230 








End 


10127 




Name 


OJ000208__28 . 


a ^ a a 

0309 . 


C / . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8687 








End 


9022 




GI 


none 








Score 


98 




Exons 


OZ~OT A A A A 


O O O A 


on 0 n 

. yuzu 










Seq. No. 


39394 








Seq. ID 


OJ000208_28.0309. 


C7 


Gene No. 


81309 








Strand 


- 




Start 


6230 








End 


10127 




Name ' 


OJ000208 28. 


A O A A 

0309 . 


C / . 00 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9022 








End 


9282 




GI 


none 








Score 


96 , 




Exons 


AOO A A O A 

9022 . . 9282 , 


A A A O 

9023 . 


A O T A 

.9214 










Seq. No. 


39394 








Seq. ID 


OJ000208_28.0309. 


C7 


Gene No. 


81309 








Strand 






Start 


6230 








End 


10127 




Name 


OJ000208 28. 


0309 . 


C7.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


9894 








End 


10127 




GI 


none 








Score 


81 




Exons 


9894 . . 10127, 


992£ 


. .10083 








Seq. No. 


39395 








Seq. ID 


OJ000208_28.0309. 


C8 


Gene No. 


81310 








Strand 


+ 




Start 


A A O A 

4234 








End 


10816 




Name 


OJ000208 28. 


A a A A 

0309 . 


C8.o2. 


gs 


Method 


GENSCAN 




Start 


4234 








End 


10816 




GI 


none 








Score 


.46 




Exons 


4234 . . 4 3d 1 , 


"7 C 1 A 
/ 51U . 


.8197, 


9198. .9502, 9580. .10330, 10384.. 


10816 


Seq. No. 


39395 








Seq. ID 


OJ000208_28.0309. 


C8 


Gene No. 


81310 








Strand 


+ 




Start 


4234 








End 


10816 




Name 


OJ000208 28. 


0309. 


C8.0I. 


gp 


Method 


AAT/GAP 




Start 


6014 








End 


7687 




GI 


4878396 








Score 


424 




Exons 


6014. .6061, 


7510. 


.7687 










GI Descrip. 


5730130/emb | CAB524 64 . 1 1 


5. 


Oe-14 (AL109796) putative protein 




[Arabidopsis 


thaliana] 










Seq. No. 


39395 








Seq. ID 


OJ000208_28.0309. 


C8 


Gene No. 


81310 








Strand 


+ 




Start 


4234 








End 


10816 




Name 


OJ000208 28. 


0309. 


C8.o2. 


np 


Method 


AAT/NAP 




Start 


7491 








End 


10813 





3.9246 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7486763 Score 1004 

7491.. 8197, 9198.. 10268, 10428 10813 

hypothetical protein F9N11.50 - Arabidopsis thaliana 

gi|5730130|emb|CAB52464.1| (AL109796) putative protein 

[Arabidopsis thaliana] gi | 7269920 | emb | CAB81013 . 1 1 (AL161576) 

putative protein [Arabidopsis thaliana] 



39395 Seq. ID 

81310 Strand 

4234 End 

OJ000208_28 . 0309 . C8 . o2 . gp Method 

9286 End 

6633_1.R1084 Score 
9286. .9502, 9580. .9851 

, 5730130/emb ICAB52464.il 2.0e-12 (AL109796) putative protein 
[Arabidopsis thaliana] 1 



OJ000208_28.0309.C8 
+ 

10816 
AAT/GAP 
9851 
900 



Seq. No. 39395 Seq. ' ID 

Gene No. 81311 Strand 

Start 10755 End 

Name OJ000208_28 . 0309 . C8 . o3 . gp Method 

Start 10755 End 

GI . LIB3434-044-P1-K1-E8 Score 

Exons 10755.. 11270 '* 

GI Descrip. ' 3914598/sp | 024045 | RBS_MUSAC 4.0e-19 RIBULOSE BISPHOSPHATE 
CARBOXYLASE SMALL CHAIN PRECURSOR (RUBISCO SMALL SUBUNIT) 
>gi_2258433 (AF008214) ribulose-1, 5-bisphosphate carboxylase 
small subunit [Musa acuminata] 1 



OJ000208_28.0309.C8 
+ 

11270 
AAT/GAP 
11270 
1009 



39395 ' fc Seq. ID OJ000208_28 . 0309 . C8 

81312 Strand +' 

19817 End 20340 

OJ000208_28.0309.C8.o4.np Method AAT/NAP 

19817 End 20340 

7444451 Score 206 

19817. .20340 

probable - gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



39395 Seq. ID 

81313 Strand 

23522 End 

OJ000208_28.0309.C8.o6.gs Method 

23522 End 

none Score 
23522. .24721 



OJ000208_28.0309.C8 
+ 

24721 
GENSCAN 
24721 
. 99 



Seq. No. 39395 Seq. ID OJ000208_28 . 0309 . C8 

Gene No. 81314 Strand + 

Start 24973 End 28864 

Name OJ000208_28 . 0309 .C8 . o5 . np Method AAT/NAP 

Start 24973 . End 28864 

GI 3249105 Score 281 

Exons 24973. .24997, 26537 .. 26755 , 26886 .. 26949, 28845.. 28864 

GI Descrip. (AC003114) Contains similarity • to protein phosphatase 2C (ABI1) 

gb 1X78886 from A. thaliana. [Arabidopsis thaliana] 



39247 




Seq. No. 


39395 




Seq. ID 


OJ000208_ 


_28.0309 


.C8 


Gene No. 


O 1 O 1 A 

0 lol4 




otidnu 








Start 


24 31 3 




bnu 


OQO C.A 
Z 0 O Ofi 






Name 


OJOUUzUo zo.U^Uy.Co 


oo . gp 


ixier.noa 


a nT /nap 






Start 


2o4o / 




CjilU 


Z D / U U 






GI 


O O T C Q A C 

zz /oy4o 




Score 


JO " 






Exons 


26457 . . zo /UU 












Seq. No. 


39395 




Seq. ID 


OJ000208_ 


_28.0309 


.C8 


Gene No. 


o 1J14 




Strand 


+ 






Start 


2 4 y / o 




End 


28864 






Name 


OJUUUZUo Zo.UJUy.Oo 


06 . gp 


Method 


AAT/GAP 






Start 


o *7 c c\ n 
2 / oUU 




End 


28579 






GI 


none 




Score 


635 






Exons 


oocnn otcqq otiqc 
2/bUU. . Z / o y o , 2 / / oj 


. z / y ± z , 


28075. .28169, 28493 


9ft Q 




Seq. No. 


39395 




Seq. ID 


OJ000208 


_28.0309 


.C8 


Gene No. 


81315 




Strand 


+ 






Start 


29664 




End 


29981 






Name 


OJ000208 28. 0309. C8 


. o7 . gp 


Method 


AAT/GAP 






Start 


29664 




End 


29981 






GI 


none 




Score 


498 






Exons 


29664. .29981 













Seq. No. 39395 Seq. ID OJ000208_28 . 0309 . C8 

Gene No. 81316 Strand 

Start 1 - End 2550 

Name OJ000208_28 . 0309 . C8 . ol . np Method AAT/NAP 

Start 1 End 733 

GI 6721562 Score 881 

Exons 1 . .733 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
. sativa] 



Seq. ID OJ000208_28.0309.C8 



Seq. No. 39395 

Gene No. 81316 Strand 

Start 1 End 2550 

Name OJ000208_28 . 0309 . C8 . ol . gs Method GENSCAN 

Start 28 End 2550 

GI none Score .51 

Exons 28. .751, 805. .1011, 1605. .1676, 2527. .2550 



Seq. No. 


39395 




Seq. ID 


OJ000208 


Gene No. 


81317 




Strand ' 




Start 


12117 




End 


12973 


Name 


OJ000208 28. 0309. C8 


o3.gs 


Method 


GENSCAN 


Start 


12117 




End 


12973 


GI 


none 




Score 


.87 


Exons 


12117. .12380, 12526 


.12657, 


12818. .12973 


Seq. No. 


39395 




Seq. ID 


OJ000208 


Gene No. 


81317 




Strand 




Start 


12117 




End 


12973 



39248 



Name OJ000208_28 . 0309 . C8 . o4 . gp Method AAT/GAP 

Start 12202 End 12635 

GI 2280664 Score 850 

-Exons 12202.. 12635 

GI Descrip. 3914598 /sp | 024045 | RBS_MUSAC 4.0e-19 RIBULOSE BISPHOSPHATE 
CARBOXYLASE SMALL CHAIN PRECURSOR (RUBISCO SMALL SUBUNIT) 
>gi_2258433 (AF008214) ribulose-1 , 5-bisphosphate carboxylase 
small subunit [Musa acuminata] 



Seq. No. 


oy jy d 




Seq. ID 


OJ000208_ 


C.O . U -J U .7 . ^ O 


Gene No . 






Strand 






Start 


13171 




End 


18310 




Name 


OJ000208 28. 0309. C8 


. o3 .np 


Method 


AAT/NAP 




Start 


13171 




End 


18202 




GI 


4337196 




Score 


1058 




Exons 


13171. .13268, 14418 


. .15141, 


15588. .15866, 15963. 


.16149, 




16291. .16979, 17109 


. .17230, 


17487. .17533, 17949. 


.18202 


GI Descrip. 


(AC006403) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


39395 




Seq. ID 


OJ000208_ 


_28.0309.C8 


Gene No. 


81318 




Strand 






Start 


13171 




End 


18310 




Name 


OJ000208 28. 0309. C8 


.o4 .gs 


Method 


GENSCAN 




Start 


14190 




End ■ 


18310 




GI 


none 




Score 


.93 




Exons 


14190. .14264, 14401 


. .15141, 


15702. .15851, 16281. 


.16358, 



17487. .17608, 18013.. 18310 



Seq. No. 


39395 








Seq. ID 


OJ000208_28.0309.C8 


Gene No. 


81319 








Strand 




Start 


21699 








End 


22742 


Name 


OJ000208 28 


0309. 


C8.06. 


ts 


Method 


TBLASTX: Soybean 


Start 


7493 








End 


7721 


GI 


none 








Score 


212 


Exons 


7493. .7717, 


7509. 


.7721 








Seq. No. 


. 39395 








Seq. ID 


OJ000208_28.0309.C8 


Gene No. 


81319 








Strand 




Start 


21699 








End 


22742 


Name 


OJ000208 28 


.0309. 


C8.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


7508 








End 


7727 


GI 


none 








Score 


242 


Exons 


7508. .7540, 


7541. 


.7714, 


7551. 


.7721, 7551. .7727 


Seq. No. 


39395 








Seq. ID 


OJ000208_28.0309.C8 


Gene No. 


81319 








Strand 




Start 


21699 








End 


22742 


Name 


OJ000208 .28 


.0309. 


C8.06. 


tm 


Method 


TBLASTX: Maize. 


Start 


7767 








End 


8045 


GI 


none 








Score 


136 


Exons 


7767. .7874, 


7768. 


.7878, 


7769. 


.7918, 7860. .7946, 7895. .7948, 




7955. .8044, 


7956. 


.8045 








Seq. No. 


39395 








Seq. ID 


OJ000208_28.0309.C8 


Gene No. 


81319 








Strand 




Start 


21699 








End 


22742 


Name 


OJ000208 28 


.0309. 


C8.o5. 


ts 


Method 


TBLASTX: Soybean 



39249 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7923 End 9450 

none Score 174 

7923. .8045, 7925. .8044, 8055. .8135, 8060. .8134, 8144. .8203, 

8145. .8198, .9201. .9374, 9202. .9378, 9375. .9449, 9376. .9450 



39395 
81319 
21699 

OJ000208_28.0309.C8.o4 .tc 

8040 

none 

8040. .8135, 9184. .9375, 9189. 
9597. .9650, 9675. .9884 

39395 
81319 
21699 

OJ000208_28.0309.C8.o4 .tm 

9197 

none 

9197. .9469, 9201. .9473, 9201. 
9588. .9644 



Seq. ID OJ000208_28.0309.C8 
Strand 

End 22742 

Method TBLASTX : Cress 

End 9884 

Score 86 

.9269, 9288..9452, 9382. .9483, 



Seq. ID OJ000208_28 .0309.C8 
Strand 

End 22742 

Method TBLASTX : Mai ze 

End 964 9 

Score 288 

.9476, 9202. .9477, 9587. .9649, 



Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309. 




Gene No. 


81319 




Strand 






Start 


21699 




End 


22742 




Name 


OJOOOzOo Zo.UoUy.Lo 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


9880 




End 


10256 




GI 


none 




Score 


251 




Exons 


9880. .10233, 9884 . . 


10063, 9888. .10256, 


9904. . 10137, 






10065. .10235, 10112 


. .10252 








Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309. 


C8 


Gene No. 


81319 




Strand 






Start 


21699 




End 


22742 




■Name 


OJ000208 28. 0309. C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10340 




End 


11091 




GI 


none 




Score 


568 




Exons 


• 10340. .10771, 10345 


. .10767, 


10531. .10773, 1078 6. .10935, 






10787. .10930, 10788 


. .10955, 


10792. .10956, 11062. .11091 




Seq. No. 


39395 




Seq. ID 


OJ000208_28 .0309. 


C8 


Gene No. 


81319 




Strand 






Start 


21699 




End 


22742 




Name 


OJ000208 28. 0309. C8 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


10538 




End 


10821 




GI 


none 




Score 


322 




Exons 


10538. .10816, 10540 


. .10821, 


10540. .10812, 10562. .10813 ■ 




Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309. 


,C8 


Gene No. 


81319 




Strand 






Start 


21699 




End 


22742 




Name 


OJ000208 28. 0309. C8 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


10538 




End 


10828 




GI 


none 




Score 


234 




Exons 


10538. .10792, 10538 


. .10654, 


10561. .10752, 10781. .10828 





39250 




Seq. No. 






Seq. ID 


OJ000208 


28 . 0309. 


C8 


Gene No. 


81319 




Strand 








Start 


21699 




End 


22742 






Name 


n7nnn9nfi 9ft o?oq pr 


W X • L. W 


Method 


TBLASTX : 


Wheat 




Start 


1 9 1 4 R ~~ 
1 Z x 41 3 




End 


12640 






GI 


none 




Score 


150 






Exons 


i ni i oooi 1 9 1 fiR 


1 9*377 

• X ^ J / / / 


12523. .12636, 12524 


12640, 






1 9 R94 1 9 £"37 












Seq. No. 


j y o y d 




Seq. ID 


OJ000208 


28 0309. 


C8 


Gene No. 


81319 




Strand 








Start 


21699 




End 


22742 






Name 


OT00090R 9R 0^09 PR 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


1 9 1 £0 




End 


12655 






GI 


none 




Score 


72 






Exons 


191£0 1 994Q 191fi"3 
IZloU . .lZZfiy, J.Z1DJ . 


199^4 


12165. .12377, 12252 


12314, 






1 99QR 1 9?7ft 19S91 


12655 


12529. .12654 






Seq. No. 


39395 




Seq. ID 


OJ000208 


_28.0309. 


C8 


Gene No. 


81319 




Strand 








ot ar t 


9 1 fiQQ 

J. U .7 -7 




End 


22742 






Name 


PiT00090ft 9ft O^OQ PR 




Method 


TBLASTX: 


Cress 




Start 


1 9 1 £0 




End 


12654 f 






GI 


none . 




Score 


128 






Exons 


191 £0 19 ^7 ft 1 91 fis 


. 12377 , 


12535. .12654' 






Seq. No. 


39395 




Seq. ID 


OJ000208 


_28.0309 


C8 


Gene No. 


81319 




Strand 








btart 


9 1 £QQ 

z x o y y 




End 


22742 






Name 


nTnnnonp 9ft o^OQ pft 


- 

o / . tin 


Method 


TBLASTX: 


Mai ze 




Start 


l z ibu 




End 


12654 






GI 


none 




Score 


93 






Exons 


1 91 £0 19^ft1 1916S 
XZXOU. . IZOOl/ IZluJ i 


19^77 


12481. .12654 






Seq. No. 


39395 




Seq. ID 


OJ000208 


_28.0309 


.C8 


Gene No . 


81319 




Strand 








ot art 


9 1 &QQ 
Z J. O -7 -? 




End 


22742 






Name 


OT00090R 9ft 0^09 PR 


ol . t s 


Method 


TBLASTX: 


Soybean 




btart 


1/14 7 0 ~ 

X H fl / U 




End 


15003 






GI 


none 




Score 


143 






Exons 


14470 147Q0 14ft?0 


. 15003 










Seq. No. 


39395 




Seq. ID 


OJ000208 


_28.0309 


.C8 


Gene No. 


81319 




Strand 








otart 


91 fiQQ 
Z X O .7 -7 




End 


22742 






Name 


PiT00090ft 9R O^OQ Pft 


Ul • L.1LL 


Method 


TBLASTX: 


Maize 




Of-, 


1 4 4 7 "3 
X fl ft / J 




End 


15155 






GI 


none 




Score 


532 






Exons 


1 4 4 7^ 1S147 14477 


1 SI 4 9 

. X _/ X 1 , 


14644 . . 15150, 14742 


. . 15155 




o e q * in o . 






Seq. ID 


OJ00020S 


_28.0309 


,C8 


Gene No. 


81319 




Strand 








Start 


21699 




End 


22742 






Name 


OJ000208 28. 0309. C8 


.o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


14473 




End 


14827 






GI 


none 




Score 


107 






Exons 


14473. .14718, 14477 


. .14719, 


14719. . 14814, 14720. . 14827 





39251 






Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309 


.C8 




Gene No. 


O 1 O 1 ft 




Strand 








• Start 


21699 




End 


22742 






Name 


r\ Trtf\f\OnQ OO A "3 ft ft C Q 


oz . tw 


Method 


TBLASTX: Wheat 






Start 


14662 




End 


15003 






GI 


none 




Score 


59 






Exons 


14 662 . . 1 4 / yu , 1Q/UZ. 


1 A 1 Q1 

. 1 4 / y i , 


14827. .15003, 14846. .14908 






Seq. No. 


39395 




Seq. ID 


ujuuuzuo zo.uouy 


,C8 




Gene No. 


01 T1 ft 

o i ji y 




Strand 








Start 


21699 




End- 


22742 






Name 


OJUUU2UO Zo.UoUy.Uo. 


— 1 4- ~ 

oi . te 


Method 


TBLASTX: Cress 






Start 


14 875 




End 


15142 






GI 


none 




Score 


157 






Exons 


1 4 O / 0 . . 1 D 1 4 1 , IfiO/D. 


1 CI /JO 

. 1 O 1 ft z 










Seq. No. 


39395 




beq. lu 


UuUUUZUo zo.uouy 


.C8 




Gene No. 


o ioiy 




Strand 








Start 


O 1 ft ft 

21699 




End 


22742 






Name 


OJ0QQ20o Zo.UoUy.Co. 


ol 0 . tm 


Method 


TBLASTX: Maize 






Start 


15585 




End 


16361 






GI ... 


none 




Score 


69 




— : 


Exons 


15585 .. 15 / /U, 162bb. 










n ■ 


Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309 


.C8 


\ ; 


Gene No. 


81319 




Strand 








Start 


21699 




End 


22742 




== 


Name 


s\ -r /~\ o a o o o oo ft o ft ft o 

OJ000208 28.0309. Co. 


o5 . gs 


Method 


GEN SCAN 




y 


Start 


21699 




End 


22742 






GI 


none 




Score 


. 97 




y 


Exons 


O 1 /"OA O O T /I O 

21699 . .22/42 












Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309 


.C8 




Gene No . 


O 1 O O ft 

8132U 




Strand 








Start 


O vl ft "3 A 

24034 




End 


24565 






Name 


/*\ Tft ft ft ft ft O OO ft o ft o. r*Q 

OJ00U2U8 2o.UoUy.Oq. 


08 . tm 


"Method 


TBLASTX: Maize " 




*~ 


Start 


O yi ft O ^ 

24034 




End 


24565 






GI 


none 




Score 


243 




=: 


Exons 


0/lft*5yl O/iiOl O /l ft OC 

24034 . . 24 32 1 , 24UJD. 


o / o o o 
. 2 4 OZZ , 


24449. .24565 






-Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309 


.C8 




Gene No. 


81321 




Strand 








Start 


2 boob 




End 


26945 






Name 


/"\TftAftOftO OO ft O ft ft O 

OJUUU2U8 Zo.UoUy.Uo. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


26536 




End 


26945 






GI 


none 




Score 


330 






Exons 


2 6536 . . 2 6 / 5 / , 2653/. 


. 2 b / Do , 


26737. .26766, 26884 26943, 








O /" O O yl O ft ^ ft O^OOC 

26884 . . 26y4 U, 26885. 


O C ft. /I 1 

. 2 by4 1 , 


26886. .26945 






Seq. No. 


39395 




Seq. ID 


OJ000208_28.0309 


.C8 




Gene No. 


81321 




Strand 








Start 


26536 




End 


26945 






Name 


OJ000208 28. 0309. C8 . 


o3 . ts 


Method 


TBLASTX: Soybean 






Start 


26542 




End 


26924 






GI 


none 




Score 


281 






Exons 


26542. .26757, 26543. 


.26758, 


26886. .26924 





39252 




Seq. No. 


39396 


Seq. ID 


OJ000208 


_28. 


0309 


.C9 


Gene No. 


81322 


Strand 


+ 








Start 


1 


End 


1390 






» 


Name 


OJ000208 28.0309.C9.ol.gp 


Method 


AAT / GAP 








Start 


■1 


End 


1390 








GI 


none 


Score 


coo 








Exons 


i r\ /- i i /— i ft ft 

1 . . 96, 1166 . . 1390 












Seq. No. 


39396 


Seq. ID 


OJ000208 


_28. 


0309 


.C9 


Gene No. 


81322 


Strand 


+ 








Start 


1 


End 


i "3 ft. rv 

1390 








Name 


■OJ000208_28 . 0309 .C9 . ol .gs 


Method , 


GENSCAN 








Start 


41 


End 


78 6 








GI 


none 


Score 


. O / 








Exons 


4 1 . . 96, 702 .. 786 












Seq. No. 


39396 


Seq. ID 


OJ000208 


_28. 


0309 


.C9 


Gene No. 


81323 


Strand 










Start 


1459 


End 


loo y 








Name 


OJ000208 28 . 0309 . C9 . o2 . gp 


Method 


AAT / GAP 








Start 


1459 


End 


1559 








GI 


none 


Score 


181 








Exons 


1459. . 1559 




- 








Seq. No. 


39397 


Seq. ID 


OJ000208 


_28. 


0309 


.C10 


Gene No. 


81324 


Strand 


+ 








Start 


103 


End 


2751 








Name 


OJ000208 28.0309.C10.ol.gp 


Method 


AAT /GAP 








Start 


103 


End 


2751 








GI 


none 


Score 


1103 








Exons 


103. .178, 1728. .1902, 2382. 


.2751 











Seq. No. 


39397 


Seq. ID 


OJ000208_28. 


0309. C10 


Gene No. 


81325 


Strand 






Start 


2337 


End 


5772 




Name 


OJ000208 28 


. 0309. C10. ol .gs Method 


GENSCAN 




Start 


2337 


End 


5383 




GI 


none 


Score 


.49 




Exons 


2337. .2507, 


4451. .4498, 5051. .5116, 5212. .5383 




Seq. No. 


39397 


Seq. ID 


OJ000208_28. 


0309. C10 


Gene No. 


81325 


Strand 






Start 


2337 


End 


5772 




Name 


OJ000208 28 


.0309.C10.ol.np Method 


AAT /NAP 




Start 


3390 


End 


5772 




GI 


585312 


Score 


152 




Exons 


3390. .3529, 


5571. .5772 






GI Descrip. 


KETOL-ACID 


REDUCTOISOMERASE PRECURSOR 


(ACETOHYDROXY 


-ACID 



REDUCTOISOMERASE) { ALPHA- KETO-BETA-HYDROXYLACIL 
REDUCTOISOMERASE) gi | 288063 | emb | CAA4 8253 . 1 | (X68150) ketol-acid 
reductoisomerase [Arabidopsis thaliana] 

39397 Seq. ID OJ000208_28 . 0309 . C10 

81325 Strand 

2337 End 5772. 

OJ000208 28.0309.C10.ol.ts Method TBLASTX: Soybean 



Seq. No. 
Gene No. 
Start 
Name 



39253 




Start 


5561 


End 


5709 




GI 


none 


Score 


156 




Exons 


5561.. 5704, 55.63 . . 0/09 , 5564 


..5704, 5569.. 5709 




Seq. No. 


39397 


Seq. ID 


OJ000208_28.0309 


.CIO 


Gene No. 


81325 


Strand 


- 




Start 


Z 3 3 f 


End 


5772 




Name 


OJ000208 Zti . 0309 . CIO . ol . tc 


Method 


TBLASTX: Cress 




Start 


C C f Ci 

5569 


End 


5709 




GI 


none 


Score 


1 / Z 




Exons 


55by..5/0y, 55/U..5/U/ 








Seq. No. 


39397 


Seq. ID 


OJ000208_28.0309 


.CIO 


Gene No. 


81325 


Strand 






Start 


Z33 / 


End 


5772 




Name 


r»7AAAono oo *o n ft a ^ -i j_„ 

OJ000208 2o . 0309 . CIO . ol . tm 


Method 


TBLASTX: Maize 




Start 


5569 


End 


5709 




GI 


none 


Score 


o r\ n 
ZOO 




Exons 


5569. .5/09, 55/0. .5/0/ 








Seq. No. 


39398 


Seq. ID 


OJ000208_28.0309 


.Cll 


Gene No. 


81326 


Strand 


+ 




Start 


1836 


End 


2102 




Name 


OJ000208_28 .0309. Cll. ol.gs 


Method ' 


GEN SCAN 




Start 


1836 


End 


2102 




GI 


none 


Score 


.79 




Exons 


1836 . . 2102 








Seq. No. 


39398 


Seq. ID 


OJ000208_28.0309 


.Cll 


Gene No. 


81327 


Strand 


+ 




Start 


4215 


End 


5348 




Name 


OJ000208 28.0309.Cll.o2.np 


Method 


AAT/NAP 




Start 


4215 


End 


5348 




GI 


6478142 


Score 


122 




Exons 


4215. .4329, 5040. .5170, 5252 


. .5348 






GI Descrip. 


(AJ242801) putative translation initiation factor eIF-1 






[Sporobolus stapfianus] 








Seq. No. 


39398 


Seq. ID 


OJ000208_28.0309 


. Cll 


Gene No. 


81328 


Strand 


+ 




Start 


12313 


End 


21624 




Name 


OJ000208 28.0309.Cll.o3.gs 


Method 


GENSCAN 




Start 


12313 


End 


18377 




GI 


none 


Score 


.4 . 




Exons 


12313. .12396,. 14 367 .. 14377 , 


15352. .15461, 154 99 .. 15598 , 






16293. .16503, 16593 .. 16813, 


17061. .17178, 17731. .17985, 






18357.. 18377 








Seq. No. 


39398 


Seq. ID 


OJ000208_28.0309 


. Cll 


Gene No . 


81328 


Strand 


+ 




Start 


12313 


End 


21624 




Name 


OJ000208 28.0309.Cll.o3.np 


Method 


AAT/NAP 




Start 


16264 


End 


21590 




GI 


7484856 


Score 


1579 




Exons 


16264. .16503, 16593 .. 16805 , 


17084. .172! 


37, 17731. .17985, 






20884 . .21162, 21193. .21590 









GI Descrip. cellulase (EC 3.2.1.4} T21L14.7 - Arabidopsis thaliana 

39254 




gi|2702268|gb|AAB91971.1| (AC003033) putative glucanse 





[Arabidopsis thaliana] 










Seq. No. 


39398 




Seq. ID 


OJ000208 




Gene No. 


81328 




Strand 


+ 




Start 


12313 




End 


21624 




Name 


OJ000208 28.0309.Cll.o4. 


gp 


Method 


AAT/GAP ' 




Start 


20822 




End 


21600 




GI 


66629 1.R1084 




Score 


1505 




Exons 


20822. .21600 










GI Descrip. 


'2702268 3.0e-58 (AC003033) 


putative cellulase 


[Arabidopsis 




thaliana] 1 










Seq. No. 


39398 




Seq. ID 


OJ000208 


_28.0309.C11 


Gene No. 


81328 




Strand 


+ 




Start 


12313 




End 


21624 




Name 


OJ000208 28.0309.Cll.o4. 


gs 


Method 


GENSCAN 




Start 


20866 




End 


21624 




GI 


none 




Score 


.72 




Exons 


20866. .21624 










oeq * no . 


39398 




Seq. ID 


OJ000208 


_28.0309.C11 


Gene No. 


81329 




Strand 






Start 


1255 ' 




End 


1631 




Name 


OJ000208 28.0309.Cll.ol. 


np 


Method 


AAT/NAP 




Start 


1255 




End 


1631 




GI 


5731737 




Score 


86 




Exons 


1255. .1382, 1470. .1631 










GI Descrip. 


(AB021878) similar to yeast 


sodium/proton exchanger [Oryza 




sativa] 










Seq. No. 


39398 




Seq. ID 


OJ000208 


_28.0309.C11 


Gene No. 


81330 




Strand 






Start 


3045 




End 


7654 




Name 


OJ000208 28.0309.Cll.o2. 


gs 


Method 


GENSCAN 




Start 


3045 




End 


7654 




GI 


none 




Score 


• .78 




Exons 


3045. .3116, 3144. .3295, 


4126. .4265, 4494. .4970, 


7097. .7233, 




7331. .7654 










Seq. No. 


39398 




Seq. ID 


OJ000208 


_28.0309.C11 


Gene No. 


81330 




Strand 






Start 


3045 




End 


7654 




Name 


OJ000208 28.0309.Cll.ol. 


gp 


Method 


AAT/GAP 




Start 


3783 




End 


4715 




GI 


23897 1.R1084 




Score 


1594 




Exons 


3783. . 4406,. 4494. .4715 










GI Descrip. 


1 544187 6/dbj |AP000367.1| 


AP000367 5.-0e- 


58 Oryza 


sativa genom 




DNA, chromosome 2, clone : P04 37H03 (contig b) 1 




Seq. No. 


39398 




Seq. ID 


OJ000208 


_28.0309.C11 


Gene No. 


81331 




Strand 






Start 


7569 




End 


7915 




Name 


OJ000208 28.0309.Cll.o2. 


gp 


Method 


AAT/GAP 




Start 


. 7569 




End 


7915 




GI 


none 




Score 


618 




Exons 


7569. .7915 














39255 







# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39398 
81332 
10612 

OJ000208_28. 0309. Cll. o3.gp 
10612 

LIB3477-003-P1-K1-E9 
10612. . 10710 
, 2498586/sp|Q40638 |MP01_ORYSA 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_28.0309.C11 

10710 
AAT/GAP 
10710 
158 



2.0e-24 MAJOR POLLEN 



S 1 PRECURSOR 
sativa] 1 



(ORY S I) >gi_1173557 (U31771) Ory s 



ALLERGEN 
1 [Oryza 



ORY 



39398 
81333 
22296 

OJ000208_28.0309.Cll.o5.tm 

8906 

none 

8906. .9094, 9120. .9311 

39398 
81333 
22296 

OJ000208_28. 0309. Cll. o6.tm 

9521 

none . 

9521. .9790, 9642.. 9788 



39398 
81333 
22296 
OJ000208 
16375 
none 
16375 
16799 
20998 
21367 



28.0309.Cll.ol.tc 



16491, 
16900, 
21111, 
21453 



16587. 
17081. 



.16694, 
,17239, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208_28.0309.C11 
22577 

TBLASTX : Maize 

9311 

135 



OJ000208_28.0309.C11 
22577 

TBLASTX: Maize • 

9790 

77 



OJ000208 28.0309.C11 



21205. .21285, 



22577 

TBLASTX: Cress 
21453 
147 

16592. .16681, 1674 6 .. 16808 , 
17794. .17913, 20899 .. 20970, 
21213. .21326, 21354 .. 21452, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39398 
81333 
22296 

OJ000208_28 . 0309 . Cll . o2 . tm 
16378 
none 

16378. .16491, 164 08 .. 164 91 , 16592 .. 16789, 16593 .. 16808 , 
17081. . 17236 



Seq. ID OJ000208_28. 0309. Cll 
Strand 

End 22577 

Method TBLASTX : Mai ze 

End 17236 

Score 144 



OJ000208_28. 0309. Cll 
22577 

TBLASTX : Soybean 
16694 
191 

16378. .16500, 16395 .. 16475, 16592 16681,, 16593.. 16694 



Seq. No. . 39398 Seq. ID 

Gene No. 81333 Strand 

Start 22296 End 

Name OJ000208_28 . 0309 . Cll . o2 . ts Method 

Start 16378 End 

GI none Score 
Exons 



Seq. No. 



39398 



Seq. ID OJ000208_28. 0309. Cll 



39256 




Gene No. 


81333 




Strand 






Start 


22296 




End 


22577 




Name 


/ataaaaao oo a o a Q i i 
0J00020o ZO.UoUy.Ull 


. oi . tw 


Method 


TBLASTX: Wheat 




Start 


• 16381 




End ' 


16765 




GI 


none 




Score 


121 




Exons 


16381 .. 164 97, 16599. 


1 c c o o 

. 1 bbo o , 


16601. .16672, 16727. .16765, 






1 CI A C 1 CTd 

1 b / 4 0 . .Id/do 










Seq. No. 


39398 




Seq. ID 


OJ000208_28.0309 


.Cll 


Gene No. 


81333 




Strand 






Start 


22296 




End 


22577 




Name 


/->. -r r\ a a a a n 00 mnn oil 

OJ000208 2o.0309.Cll 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


17093 




End 


17886 




GI 


none 




Score 


182 




Exons 


i -j a a a i t o /i o 1 Ti m 
17 093 . . 1 /2 4 2 / 1/101. 


1 11 1Q 

. 1 / 1 / O / 


17728. .17886 




Seq. No. 


39398 




Seq. ID 


OJ000208_28.0309 


.Cll 


Gene No. 


81333 




Strand . 






Start 


0 a a n /" 

2229b 




End 


22577 




Name 


j^v to a a 0 a 0 00 a o a a 1 1 

OJ00020o 2o.0JU9.Cll 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17719 




End 


17966 




GI 


none 




Score 


377 




Exons 


17 /19 . . 1 / y 04 , I//O/. 


1 1 Q £ £ 

. i / y o o 








Seq. No. 


39398 




Seq. ID 


OJ000208_28.0309 


C\ 1 
.Lll 


Gene No. 


81333 




Strand 






Start 


22296 




End 


22577 - 




Name 


OJ000208_28.0309.C11 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


178 90 




End 


21521 




GI 


none 




Score 


109 




Exons 


-1 w —ir\r\r\ i t a a A a a a a a 

17890 . . 17 98 0 , 20899. 


A A A O C 

. zuybo, 


20916. .20969, 2097 1 .. 2 1135, 






/-\ -y r\ r\ ^\ 01 A —J *~) A 1 1 A A 

21003 .. 21077 , 21190. 


A 1 A A "7 

.214 4 / , 


21207. .21446, 214 65 .. 21521, 






A 1 VI ^"7 A 1 C 1 1 

214 67 .. 2151 / 










Seq. No. 


39398 




Seq. ID 


OJ000208_28.0309 


.Cll 


Gene No. 


81333 




Strand 






Start 


A O A A ei 

22296 




End 


22577 




Name 


/-\ *r A A A A A O. AO A O A A PI i 

OJ000208 2o.0309.Cll 


" _ n J__ , 

. oo . tm 


Method 


. TBLASTX: Maize 




Start 


A "1 A A 1 

21001 




End 


21263 




GI 


none 




Score 


187 




Exons 


0 1 a a 1 oiioc 01 nn^ 
zlUUl . . c. 1 1 jj , ZlUUo. 


. Z ± U 0 U , 


21187. .21261, 21207. .21263 




Seq. No. 


39398 




Seq. ID 


OJ000208_28.0309 


.Cll 


Gene No. 


81333- 




Strand 






Start 


O A A A £ 

222 9b 




End 


22577 




Name 


/*\tAAAAAO AO A O A O p 1 1 

OJ000208 28.0309.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


A 1 A A A 

21333 




End 


21542 




GI 


none 




Score 


183 




Exons 


o i o o o oi/Qc. o i "3 /i n 




21423. .21542, 21465. .21521 




Seq. No. 






Seq. ID 


OJ000208_28.0309 


. Cll 


Gene No. 


81333 




Strand 






Start 


22296 




End 


22577 




Name 


OJ000208 28.0309.C11 


. o5 . gs 


Method 


GENSCAN 




Start 


22296 




End 


22577 




GI 


none 




Score 


.72 




Exons 


22296. .22577 











39257 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



39399 
81334 
402 

OJ000208_28.0309.C12.ol.gs 

402 

none 



Seq. ID OJ000208_28.0309.C12 



Strand 
End 

Method 

End 

Score 



+ 

2321 
GENSCAN 
1970 
.96 



402. .471, 510. .566, 626. .1181, 1486. .1970 



39399 
81334 
402 

OJ000208_28.0309.C12.ol.np 
528 

7446408 

528.. 1160, 1475.. 1970, 2181 



OJ000208_28.0309.C12 
+ 



Seq. ID 
Strand 

End 2321 
Method AAT/NAP 
End 2321 
Score 594 
2321 

serine/threonine-specif ic protein kinase (EC 2.7.1.-) F27F23. 
Arabidopsis thaliana gi | 3135251 1 gb | AAC16451 . 1 1 (AC003058) 
putative receptor-like protein kinase [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 
' Method 
End 
Score 

624. .749, 625. .840, 795. .839, 841. .1098, 843. .1085, 1865. .1969, 
2158. .2271, 2162. .2305, 2186. .2308 



39399 
81334 
402 

OJ000208_28 . 0309 . C1'2 . ol . tc 
624 
none 



OJ000208_28.0309.C12 
+ 

2321 

TBLASTX: Cress 
•2308 
198 



39399 

81334 Strand 

402 End 
OJ000208_28 . 0309 . C12 . ol . ts Method 

625 End 

none Score 

625. .648, 760. .831, 841. .951, 979. .1053 



Seq. ID OJ000208_28.0309.C12 



+ 

2321 

TBLASTX : Soybean 
1053 
45 



39400 Seq. ID 

81335 Strand 

1 End 

OJ000208_28 .0309.C13.ol.np Method 

1 End 

7269844 Score 



OJ000208_28. 0309.C13 
+ 

2391 
AAT/NAP 
2277 
582 



1..296, 454. . 649, 865. .1040, 1404. .1466, 1599. .1785, 1929. 
(AL161575) serine/threonine-specif ic receptor protein 
kinase-like protein [Arabidopsis thaliana] 



.2277 



39400 • Seq. ID 
81335 Strand 
1 End 
OJ000208_28.0309.C13.ol.gs Method 
133 End 
none Score 



OJ000208_28.0309.C13 
+ 

2391 
GENSCAN 
2391 
.75 



133. .296, 442. .662, 914. .1040, 1599. .1785, 1929. .2391 



39400 
81335 



Seq. ID 
Strand 



OJ000208 28.0309.C13 



39258 




Start 


1 




End 


Zoy 1 




Name 


OJ000208 28 . 0309 . C13 . o2 


tm 


Method 


TBLASTX : Maize 




Start 


468 




End 


yoo 




GI 


none 




Score 


IOC 

loo 




Exons 


468.. 665, 486.. 662, 524 


. 664 , 


O / 4 . .ODD, 


yuz . . yoo 




Seq. No. 


39400 




Seq. ID 


OJ00020o ZO.0J09. 


CI J 


Gene No. 


81335 




Strand 


+ 




Start 


1 




End 


2391 




Name 


OJ000208 28.0309.C13.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


956 




End 


2034 




GI 


none 




Score 


147 




Exons 


956. .1039, 956. .1039, 957. .1043, 1334.. 


1468, 1388.. 1468, 






1597. .1776, 1598. .1819, 


1926 . 


.1997, 1929. .2033, 1930. .2034 


Seq. No. 


39400 




Seq. ID 


OJ000208_28.0309. 


C13 


Gene No. 


81335 




Strand 


+ 




Start 


1 




End 


2391 




Name 


OJ000208 28.0309.C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1597 




End 


2060 




GI 


none 




Score 


174 




Exons 


15 97.. 1770, 15 98.. 1813, 


1930 . 


.2013, 1950. .2060 




Seq. No. 


39400 




Seq. ID 


OJ000208_28.0309. 


C13 


Gene No. 


81335 




Strand 


+ 


- 


Start 


1 




End 


2391 




Name 


OJ000208 28.0309.C13.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1597 




End 


2010 




GI 


none 




Score 


180 




Exons 


1597. .1770, 1598. .1813, 


1 nod 

1930 . 


.2010, 1950. .2006 




Seq. No. 


39400 




Seq. ID 


OJ000208_28.0309. 


C13 


Gene No. 


81335 




Strand 


+ 




Start 


1 




End 


2391 




Name 


OJ000208 28.0309.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1598 




End 


2019 




GI 


none 




Score 


186 




Exons 


1598. .1786, 193U..^Uiy, 


i q c n 

i you . 


.2018 






Seq. No. 


39401 




Seq. ID 


OJ000208_28.0309. 


C14 


Gene No . 


81336 




Strand 






Start 


404 




End 


2240 




Name 


OJ000208 28.0309.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


392 




End 


695 




GI 


none 




Score 


155 




Exons 


•392.. 679, 392.. 682, 402 


. .683, 


492. .695, 


589. . 690 




Seq. No. 


39401 




Seq. ID 


OJ000208_28.0309. 


C14 


Gene No. 


81336 




Strand 






Start 


404 




End 


2240 




Name 


OJ000208 28.0309.C14.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


399 




End 


622 




GI 


none 




Score 


98 




Exons 


399. .611, 401. .622, 494 


. .622 








Seq. No. 


39401 




Seq. ID 


OJ000208_28.0309. 


C14 


Gene No. 


81336 




Strand 







39259 




Start 


404 










2240 


Name 


OJ000208 28 


.0309. 


C14 .ol. 








Start 


401 










940 


GI 


none 








Score 


1 ^7 

X -J 1 


Exons 


401. .667, 401. .928, 402. 


• _? £~ \> , 


/ O ■ • J T u 




Seq. No. 


39401 








UCLJ • J. u 


OJ000208 28 0309. C14 


Gene No. 


81336 








Strand 




Start 


404 








End 


2240 


Name 


OJ000208 28 


.0309. 


C14.ol. 


np 


Method 


AAT/NAP 


Start 


404 








End 


2240 


GI 


4587589 








Score 


1223 


Exons 


404. .2240 












GI Descrip. 


(AC007232 ) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


39401 








Seq. ID 


OJ000208_28. 0309.C14 


Gene No. 


81336 








Strand 




Start 


404 








End 


2240 ' 


Name 


OJ000208 28 


.0309 


C14.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


626 








End 


1162 


GI 


none 








Score 


67 


Exons 


626. .1162, 


627. .761, 701 


..1033, 921. .1127 


Seq. No. 


39401 








Seq. ID 


OJ000208_28.0309.C14 


Gene No. 


81336 








Strand 




Start 


404 








End 


2240 


Name 


OJ000208 28 


.0309 


.C14 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


704 








End 


2197 


GI 


none 








Score 


210 


Exons 


704. .1360, 


804. .1307, 1161. .1379, 1175 


. . 1333, 1208. .1366, 




1232. .1351, 


1373 


. .1510, 


1373. 


.1501, 1619. .2023, 1620. .1967, 




1691. .1942, 


1701 


. .1901, 


1829. 


.2104, 18 


30. .2102, 1928. .2101, 




1940. .2101, 


2033 


. .2197, 


2033. 


.2191, 2034. .2174, 2069. .2191 


Seq. No. 


39401 








Seq. ID 


OJ000208_28.0309.C14 


Gene No. 


81336 








Strand 




Start 


404 








End 


2240 


Name 


OJ000208" 28 


.0309 


.C14.o2 


tc 


Method 


TBLASTX: Cress 


Start 


1016 








End 


2233 


GI 


none 








Score 


57 


Exons 


1016. .1117, 


1016 


. .1120, 


1121. 


.1243, 1125. .1244, 1226. .1357, 




1241. .1363, 


1253 


. .1351, 


1352. 


.1888, 1352. .1501, 1385. .1459, 




1634. .1852, 


1637 


. .1792, 


1637. 


.2170, 1961. .2101, 1973. .2062, 




2033. .2233, 


2033 


. .2194 








Seq. No. 


39401 








Seq. ID 


OJ000208_28.0309.C14 


Gene No. 


81336 








Strand 




Start 


.404 








End 


2240 


Name 


OJ000208 28 


.0309 


.C14 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1095 








End 


2233 


GI 


none 








Score 


126 


Exons 


1095. .1319, 


1100 


. .1363, 


1160. 


.1276, 1361. .1567, 1637. .1963, 




1698. .1922, 


1856 


. .2113, 


2033. 


.2233, 2046. .2195 


Seq. No. 


39401 








Seq. ID 


OJ000208_28.0309.C14 


Gene No. 


81336 








Strand 




Start 


404 








End 


2240 



39260 




Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Desirip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method TBLASTX : Soybean 
End 2170 
none * Score 75 

1175. .1360, 1694. .2071, 1851. .2072, 2033. .2170, 2034. .2168 



OJ000208_28.0309.C14 .o3.ts 
1175 



39402 
81337 
1 

OJ000208_28 .0309.C15.ol.np 

1 

-1^:810 
1..645, 2026.. ^055 

hypothetical proU. -i F19I3.26 - Arabidop^ : 
gi| 3033399|gb|AAC1284. 
[Arabidopsis thaliana] 



Seq. ID OJ000208__28.0309.C15 
Strand 

End 2055 

Method AAT/NAP 

End 2055 

Score 381 



■ liana 



>tein 



39402 
81337 
1 

OJ000208_28 .0309.C15.ol.gs 

6 

none 
6.. 734 

39402 
81338 
3874 

OJ000208_28 . 0309. CIS. ol.tm 
72 

none 

72. .347, 73. .402, 124. .348, 132. .413, 132. .266, 159. .545, 
252. .599, 253. .402, 345.-644, 441. .569, 447. .569, 450. .587 



Seq. ID OJ000208_28 .030.3. C15 
Strand 

End 2055 

Method GFNSC7VN 



Seq. ID OJ000208_28.0309.O15 
Strand 

End 4788 

Method TBLASTX : Mai ze 

End 64 4 

Score 160 



39402 
81338 
3874 

OJ000208_28.0309.C15.o2.gs 

3874 

none 

3874. .3905, 4782. .4788 

39403 
81339 
1 

OJ000208_28.0309.C16.ol.gp 
1 

none 

1..128, 505. .710 

39403 
81339 
1 

OJ000208_28 . 0309.C16.ol.gs 
85 

none 

85. .128, 2278. .2407 



Seq. ID OJ000208_28.0309.C15 
Strand 

End 4788 

Method GENSCAN 

End 4788 

Score . 6 



Seq. ID OJ000208_28.0309.C16 

Strand + 

End 2407 

Method AAT/GAP 

End 710 

Score 612 



Seq. ID OJ000208_28.0309.C16 

Strand + 

End 2407 

Method GENSCAN 

End 2407 

Score .53 



39261 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39403 
81340 
2219 

OJ000208_28 .0309.C16.ol. tm 
2215 
none 



Seq. ID OJ000208_28.0309.C16 
Strand 

End 2638 

Method TBLASTX : Mai ze 

End 2410 

Score 162 



2215. .2403, 2217. .2402, 2233. .2406, 2264. .2410 



39403 
81340 
2219 

OJ000208_28 .0309.C16.ol.tc 
2217 
none 



Seq. ID OJ000208_28.0309.C16 
Strand 

End 2638 

Method TBLASTX : Cress 

End 2410 

Score 101 



2217. .2390, 2264. .2410, 2289.-2375 



39403 
81340 
2219 

OJ000208_28 . 0309.C16.ol. ts 
2217 
none 



Seq. ID OJ000208_28.0309.C16 
Strand 

End 2638 

Method TBLASTX : Soybean 

End 2410 

Score 110 



2217. .2399, 2264. .2410, 2282. .2350, 2292. .2375, 2302. .2400 



39403 
81340 
2219 

OJ000208_28 .0309.C16.ol.np 
2219 
6942045 
2219. .2638 

(AF216525) FKFl-like protein 2 [Arabidopsis thaliana] 



Seq. ID OJ000208_28.0309.C16 
Strand 

End 2638 

Method AAT/NAP 

End 2638 

Score 312 



39404 
81341 
170 

OJ000208_21 . 0330 . C3 . ol . np. 
170 

4680183 



Seq. ID OJ000208_21.0330.C3 
Strand 

End 3048 

Method AAT/NAP ■ - 

End 3048 

Score 194 



170. .259, 866. .936, 1399. .1463, 3010. .3048 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



39405 
81342 
568 

OJ000208_21. 0330.C4 .ol.gs 

568 

none 



Seq. ID OJ000208_21.0330.C4 

Strand + 

End 2551 

Method GENSCAN 

End 2551 

Score . 67 



568.. 733, 1608.. 1741, 2255. .2551 



39406 
81343 
5387 

OJ000208_21. 0330.C5.ol.np 

5387 

5852181 



Seq. ID OJ000208_21.0330.C5 

Strand + 

End 13054 

Method AAT/NAP 

End 10031 

Score 99 



5387.. 5410, 8631.. 8754, 9956.. 10031 



39262 



GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39406 Seq. ID 

81343 'Strand 

5387 End 

OJ000208_21 . 0330 . C5 . o3 . gs Method 

9506 End 

none Score 

9506. .9699, 10015. . 102 91 



OJ000208_21.0330.C5 
+ 

13054 
GEN SCAN 
10291 
.73 



39406 Seq. ID 

81343 Strand ^ 

5387 End 
OJ000208_2 1 . 0330 . C5 . o2 . np Method 
9554 End 
5295951 Score 
9554. .9781, 9937. .10117, 10163 .. 10297, 
(AB026295) Similar to Herpesvirus papip BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



OJ000208_21.0330.C5 
+ 

13054 
AAT/NAP 
13054 
190 

13035. .13054 



39406 Seq. ID 

81344 Strand 

20370 End 
OJ000208_21 . 0330 . C5 . o5 . gs \ Method 

20370 End 

none Score 

20370. .20953, 21680 .. 21738, 23238. .23317 



OJ000208_21.0330.C5 
+ 

23317 
GENSCAN 
23317 
.45 



Seq. No. 


39406 






Seq. ID 


OJ000208_21 . 0330 . C5 


Gene No. 


81345 






Strand 


+ 


Start 


27279 






End 


36386 


Name 


OJ000208 21. 0330. C5. 


o7 . gs 


Method 


GENSCAN 


Start 


27279 






End 


36386 


GI 


none 






Score 


.48 


Exons 


27279. 


.28066, 28097 


.29021, 


29255. .31374, 31570 .. 31800, 




33708. 


.33801, 33834 


.34022, 


34172. .34219, 34252 .. 34328 , 




34499. 


.34561, 35218 


.35354, 


36355. .363 


86 


Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330.C5 


Gene No. 


81345 






Strand 


+ 


Start 


27279 






End 


36386 


Name 


OJ000208 21. 0330. C5 


o4 . np 


Method 


AAT/NAP 


Start 


27343 






End 


32941 


GI 


451261 


8 




Score 


2035 


Exons 


27343. 


.28002, 28090 


> .28211, 


28319. .29921, 30129 .. 31774 , 




32874. 


.32941 








GI Descrip. 


(AC004793) Strong similarity 


to gi 13600044 T12H20.12 protease 


homolog from Arabidopsis thaliana BAC 


gb|AF080119 and is a 




member 


of the reverse transcriptase family PF | 00078. 


Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330.C5 


Gene No. 


81346 






Strand 




Start 


7143 






End 


8780 


Name 


OJ000208 21. 0330. C5 


. o2 .gs 


Method 


GENSCAN 


Start 


7143 






End 


8780 


GI 


none 






Score 


.94 


Exons 


7143. . 


7360, 7592.-7772, 7915 


. .8067, 8676. .8780 



39263 




Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330. 




Gene No. 


81347 




Strand 






Start 


10800 




End 


20162 




Name 


OJ000208__21 . 0330 . C5 . 


o4 . gs 


Method 


GENSCAN 




Start 


10800 




End 


20162 




GI 


none 




Score 


.74 




Exons 


10800. .11034, 12020. 


-i o o f\ n 

. 12309, 


1404 8. .14145, 15172. .15294, 






16959 .. 1724 6/ 17644. 


. 1 / by 1 , 


1778 6. .178 66, 18855. .19050, 






19863 . .20162 










Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330. 


C5 


Gene No. 


81347 




Strand 






Start 


10800 




End 


20162 




Name 


OJ000208 21. 0330. C5. 


, o3.np 


Method 


AAT/NAP 




Start 


14066* 




End 


19865 




GI 


6522532 




Score 


257 




Exons 


14066. . 14141, 15168 . 


. .15294, 


16959. .17178, 19825. .198 65 




GI Descrip. 


(AL132955) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330. 


C5 


Gene No. 


81347 




Strand 






Start . 


10800 




End 


20162 




Name 


•OJ000208 21. 0330. C5, 


. ol . qp- 


Method 


AAT/GAP 




Start 


14097 ■ ■ . ~ 




End 


17251 




GI 


none 




Score 


879 




Exons 


14097 . . 14145;, 15172 . 


. . 15294, 


16959. .17251 




Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330. 


, C5 


Gene No. 


81348 




Strand 






Start 


23841 




End 


25332 




Name 


OJ000208 21. 0330. C5, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13980 




End 


17211 




GI 


none 




Score 


133 




Exons 


13980. . 14129, 13988, 


. .14149, 


13992. .14102, 13993. .14145, 






15155. .15295, 15156, 


. .15296, 


15156. .15296, 16957 .. 16977 , 






16978. .17172, 16979, 


. .17155, 


17155. .17187, 17187. .17210., 






17191. .172H 










Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330, 


.C5 


Gene No. 


81348 




Strand 






Start 


23841 - 




End 


25332 




Name 


OJ000208 21. 0330. C5 


. 06 . tc 


Method 


TBLASTX: Cress 




Start 


14009 




End 


14149 




GI 


none 




Score 


92 




Exons 


14009. . 14149, 14010 


. .14099 








Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330, 


.C5 


Gene No. 


81348 




Strand 






Start 


23841 




End 


25332 




Name 


OJ000208 21. 0330. C5 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


15155 




End 


17146 




GI 


none 




Score 


87 




Exons 


15155. .15304, 16957 


. .17136, 


16958. .17146 




Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


.C5 


Gene No. 


81348 




Strand 







39264 




Start 


23841 




End 






Name 


OJ000208_21. 0330. C5. 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


16957 




End 


1714 b 




GI 


none 




Score 


172 




Exons 


16957. .17145, 16958, 


> . 17137 








Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330, 


.C5 


Gene No. 


81348 




Strand 






Start 


23841 




End 


O C *D *D O 

ZD 66Z 




Name 


OJ000208 21 . 0330 .C5 . 


. olO . tm 


Method 


TBLASTX : Maize 




Start 


18946 




End 


19296 




GI 


none 




Score 


117 




Exons 


18946 .. 19113, 19204, 


i n o o c 

. .19296 








Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


. Lj 


Gene No . 


81348 




Strand 






Start 


23841 




End 


25332 




Name 


OJ000208 21. 0330. C5 . 


. 08 . tm 


Method 


TBLASTX : Maize 




Start 


19495 




End 


19806 




GI 


none 




Score 


119 




Exons 


19495 . .19740, 19510 


. . 19719, 


19613. .19729, 19759 .. 1 9806, 






19760 . .19795 










Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


. CO 


Conp No 


81348 




Strand 






Start 


23841 




End 


25332 




Name 


OJ000208 21. 0330. C5 


.o2.gp 


Method 


AAT/GAP 




Start 


23841 




End 


25332 




GI 


20774 1.R1084 




Score 


1698 




Exons 


23841. .24195, 24516 


. .24708, 


24963.. 25332 




GI Descrip. 


f 1323742 6.0e-24 (U32427) unknown [Triticum aestivum] 1 




Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


.C5 


Gene No. 


81348 




Strand 






Start 


23841 




End 


25332 




Name 


OJ000208 21. 0330. C5 


.06. gs 


Method 


GENSCAN 




Start 


24 295 - 




End 


25078 




GI 


none 




Score 


.4 . 




Exons 


24295. .24303, 24516 


. .24708, 


24963. .25078 




Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


.C5 


Gene No. 


81349 




Strand 






Start 


27621 




End 


27923 




Name 


OJ000208 21. 0330. C5 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


27621 




End 


27923 




GI 


none 




Score 


194 




Exons 


27621. .27923, 27621- 


. .27821, 


27854. .27919 




Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


. Co 


Gene No. 


81350 




Strand 






Start 


28572 




End 


29117 




Name 


OJ000208 21. 0330. C5 


. o4 . tw 


Method 


TBLASTX; Wheat 




Start 


28572 




End 


29021 




GI 


none 




Score 


119 • 




Exons 


28572. .28757, 28632 


. .28775, 


28832. .28c 


J67, 28833..28874, 






28905. .29021, 28907 


. .29020 









39265 



OJ000208 21. 0330. C5 



Seq. No. 39406 Seq. ID 

Gene No. 81350 Strand 

Start 28572 End 

Name OJ000208_21 . 0330 . C5 . 06 . tm Method 

Start 28593 End 

GI none Score 

Exons 28593. .28754, 28596.-28784, 28784 28807 , 28815 .. 28925 , 
28832.. 28858 



29117 

TBLASTX: Maize 

28925 

213 



Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


Gene No. 


81350 




Strand 




Start 


O O C T O 

28572 




End 


29117 


Name 


OJ000208 21. 0330. C5. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


28824 




End 


29117 


GI 


none 




Score 


182 


Exons 


/-\ r*v A A a A r\ A A A A a a *i 

28824 29027 , 29031. 


. 29117 






Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


Gene No. 


81351 




Strand 




Start 


29207 




End 


29716 


Name 


OJ000208 21. 0330. C5. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


29207 




End 


29667 


GI 


none 




Score 


80 


Exons 


A A a A A A A A a a 1 *1 

29207 .. 29290, 29211. 


.29291, 


29294. .29665, 29314 .. 294 57 , 




29476 . .29667 








Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


Gene No. 


81351 




Strand 




Start 


29207 




End 


29716 


Name 


tA AAA A A A ^ A A A A y-i 1"" 

OJ000208_21 . 0330 . C5 . 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


A A A ^1 A 

29273 




End 


29674 


GI 


none 




Score 


256 


Exons 


29273 . . 29674 








Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


Gene No. 


0 1 3 51 




Strand 




Start 


29207 




End 


29716 


Name 


OJ000208 21. 0330. Co. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


29297 




End 


29697 


GI 


none 




Score 


336 


Exons 


29297 .. 29692 , 29476. 


o n c o t 

. 29523, 


29551.. 29697 


Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


Gene No. 


81351 




Strand 




Start 


29207 




End 


29716 


Name 


OJ000208 21. 0330. C5. 


o2 . tw 


Method 


TBLASTX: Wheat 


Start 


29342 




End 


29716 


GI 


none 




Score 


343 


Exons 


29342. .29716, 29344. 


.29685 






Seq. No. 


39406 




Seq. ID 


OJ000208_21.0330 


Gene No. 


81352 




Strand 




Start 


30257 




End 


31120 


Name 


OJ000208 21. 0330. C5 . 


o2. ts 


Method 


TBLASTX: Soybean 


Start 


30257 




End 


30751 


GI 


5509260 




Score 


418 


Exons 


30257. .30751, 30274. 


.30528, 


30580. .30735 



39266 




GI Descrip. 





Seq. No. 


394.06 






Seq. ID 


OJ000208_21.0330 






Gene No. 


81352 






Strand . 








Start 


30257 






End 


31120 






Name 


OJ000208 21. 0330. C5 


o / . tm 


Method 


TBLASTX: Maize 






Start 


30301 






End 


30547 






GI 


none 






Score 


257 






Exons 


30301. 


.30453, 30302 


.30547, 


30306. .30503 






Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330 






Gene No. 


81352 






Strand 








Start 


30257 






End 


31120 






Name 


OJ000208 21. 0330. C5 


oz . tc 


Method 


TBLASTX: Cress 






Start 


30359 






End 


30640 






GI 


none 






Score 


252 






Exons 


. 30359. 


.30640, 30409 


. oUoU / 










Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330 


,C5 




Gene No. 


81352 






Strand 








Start 


30257 






End 


31120 






Name 


OJ000208 21. 0330. C5 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


30422 






End 


31120 






GI 


none 






Score 


295 






Exons 


30422. 


.30766, 30439 


o n T /z o 

. 3U / bZ , 


30752. .30967, 30760 .. 30954 , 








30965. 


.31120 










~ : J 


Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330 






Gene No. 


81352 






Strand 








Start 


30257 






End 


31120 






Name 


OJ000208 21. 0330. C5 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


30553 






End 


31000 






GI 


none 






Score 


494 




= 


Exons 


30553. 


.30741, 30554 


. .31000, 


30760.. 30987 






Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330 






Gene No. 


81352 






Strand 








Start 


30257 






End 


31120 






Name 


OJ000208 21. 0330. C5 


. OD . tC 


Method 


TBLASTX: Cress 






Start 


30812 






End 


31105 






GI 


none 






Score 


200 






Exons 


30812. 


.31105 












Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330 


re. 




Gene No. 


81353 






Strand 








Start 


31052 






End 


31803 






Name 


OJ000208 21. 0330. C5 


. oZ . tm 


Method 


TBLASTX: Maize 






Start 


31052 






End ' 


31435 






GI 


none 






Score 


463 






Exons 


31052. 


.31435, 31054 


. .31116, 


31165. .31419, 31305. .31421 






Seq. No. 


39406 






Seq. ID 


OJ000208_21.0330 


.C5 




Gene No. 


81353 






Strand 








Start 


31052 






End 


31803 






Name 


OJ000208 21. 0330. C5 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


31121 






End 


31366 






GI 


none 






Score 


235 





39267 




Exons 


31121 . . 31366 








Seq. No. 


39406 


Seq. ID 


OJ000208_21.0330 


. Co 


Gene No . 


81353 


Strand 






Start 


31052 


End 


31803 




Name 


OJ000208 21 . 0330 . Co . ol . ts 


Method 


TBLASTX : Soybean 




Start 


31130 


-End 


' 31726 




GI 


none 


Score 


114 ' 




Exons 


31130.. 31264, 311 65.. 31248, 


31313. .31498, 31317 .. 31457 , 






ah i ni j rift I "1 C "I 1 T1 TMT 

31324 .. 31488, 31531 .. 31725, 


31550. .31726 




Seq. No. 


39406 


Seq. ID 


OJ000208_21.0330 


.C5 


Gene No. 


81353 


Strand 






Start 


31052 


End 


31803 




Name 


OJ000208 21 . 0330 . C5 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


31543 


End 


31771 




GI 


none 


Score 


286 




Exons 


31543 . . 31770, 31544. .31771 








Seq. No. 


39406 


Seq. ID 


OJ000208_21.0330 


-C5 


Gene No. 


81353 


Strand 






Start 


31052 


End 


31803 




Name 


OJ000208_21 . 0330 . C5 . o5 . tw 


Method 


TBLASTX: Wheat 




Start 


31592 


End 


31803 




GI 


none 


Score 


186 




Exons 


31592. .31768, 31609. .31803 








Seq. No. 


39407 


Seq. ID 


r>Tonn9na 9i n^^n 


. Co 


Gene No. 


81354 


Strand 


+ ~~ 




Start 


8 


End 


6730 




Name 


OJ000208 21 . 0330 . C6 . ol . gs 


Method 


GENSCAN 




Start 


8 


End 


6652 




GI 


none 


Score 


.66 




Exons 


8..58, 283. .414, 942. .986, 


1650. .1759, 


4259. .4429, 5838 


. . DjI / , 




6521 . . 6.652 








Seq. No. 


39407 


Seq. ID 


OJ000208._21.0330 


. Co 


Gene No. 


81354 


Strand 


+ 




Start 


8 


End 


6730 




Name 


OJ000208 21.0330.C6.ol.np 


Method 


AAT/NAP 




Start 


4572 


End 


6730 




GI 


4680203 


Score 


302 




Exons 


4572. .4650, 5834. .6730 








GI Descrip. 


(AF114171) TNP2-like protein [Sorghum 


bicolor] 




Seq. No. 


39407 


Seq,. ID 


OJ000208_21.0330 


. Co 


Gene No. 


81354 


Strand 


+ 




Start 


8 


End 


6730 




Name 


OJ000208 21.0330.C6.o2.np 


Method 


AAT/NAP 




Start 


6352 


End 


6730 




GI 


99922 


Score 


301 




Exons 


6352. .6730 








GI Descrip. 


hypothetical protein - soybean gi | 930025 | emb | CAA31883 I 


(X13528 




ORF (334 AA) [Glycine max] 








Seq. No. 


39407 


Seq. ID 


OJ000208_21.0330 


.C6 


Gene No. 


81354 


Strand 


+ 





39268 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene "No .■ ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8 End 

OJ000208_21 . 0330 . C6 . ol . tw Method 

64 4 4 End 

none Score 



6730 

TBLASTX: Wheat 

6725 

137 



6444. .6575, 6452. .6595, 6620. .6724, 6624. .6725 



39408 
81355 
1 

OJ000208_21.0330.C7.ol.np 
1 

4680203 



Seq. ID OJ000208_21.0330.C7 



Strand 
End 

Method 

End 

Score 



+ 

83*42 
AAT/NAP 
3214 
872 



1..401, 444. .543, 708. .929, 1204. .1956, 3134. .3214 
(AF114171) TNP2-like protein [Sorghum bicolor] 



21.0330.C7.ol.gs 



39408 
81355 
1 

OJ000208 
35 

none 

35. .167, 223.-597, 735. .1186 



39408 
81355 
1 

OJ000208_21.0330.C7.o2.np 

3105 

4680204 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_21.0330.C7 
+ 

8342 
GENSCAN 
1186 
.41 



OJ000208 
+ 

8342 
AAT/NAP 
8342 
228 



21. 0330. C7 



3105. .3151, 4467. .5221, 8312. .8342 

(AF114171) hypothetical protein [Sorghum bicolor] 



39408 
81355 
1 

OJ000208_21.0330.C7.o3.gs 

3908 

none 

3908. .4177, 4254. .4402, 4676. 
6516. .6658, 6734.-6844, 6932. 



Seq. ID OJ000208_21.0330.C7 

Strand + 

End 8342 

Method GENSCAN 

End 7 4 90 

Score .75 

.5132, 5199.. 5789, 5814.. 6323, 
.7010, 7305.. 7490 



Seq. No. 


39408 


Seq. ID 


OJ000208_21.0330 


-C7 


Gene No. 


81356 


Strand 


+ 




Start 


8535 


End 


18477 




Name 


OJ000208 21.0330.C7.ol.gp 


Method 


AAT/GAP 




Start 


8375 


End 


9923 




GI 


18268 1.R1084 


Score 


1833 




Exons 


8375..8848, 9006. .9201, 9604. 


.9923 






GI Descrip. 


'1323742 3.0e-26 (U32427) unknown [Triticum aestivum] 1 




Seq. .No. 


39408 


Seq. ID 


OJ000208_21.0330 


.C7 


Gene No. 


81356 


Strand 


+ 




Start 


8535 


End 


18477 




Name 


OJ000208 21.0330.C7.o4 .gs 


Method 


GENSCAN 




Start 


8535 


End 


15881 




GI 


none 


Score 


.54 




Exons 


8535.-8848, 9006. .9201, 10764 


. .10815, 


11000. .11150, 





39269 



11984. .12074, 12208. .12361, 13221 .. 13347 , 14087 .. 14281 , 
15010. .15262, 15316. .15502, 15784. .15881 



Seq. No. 39408 Seq. ID 

Gene No. 81356 . Strand 

Start 8535 End 

Name~ OJ000208_21 . 0330 . C7 . o3 . np Method 

Start 8542 End 

GI 7489383 Score 

Exons 8542.. 8848, 9006.. 9113 

GI Descrip. jacalin homolog - barley gi | 1167955 | gb IAAA87042 . 1 | (U43497) 

putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 
gi|2465428|gb|AAB72097.1| (AF021257) 32 kDa protein [Hordeum 
vulgare] 



OJ00020'8_21.0330.C7 
+ 

18477' 
AAT/NAP 
9113 
150 





* Seq. No.. 


39408 


Seq. ID 


OJ000208_21.0330.C7 




Gene No. 


81356 


Strand 


+ 




Start 


8535 


End 


18477 




Name 


OJ000208 21.0330.C7.o4.np 


Method 


AAT/NAP 




Start 


11966 


End 


18477 




GI 


6815109 


Score 


1058 




Exons 


11966. .12133, 14120. .14281 


, 17341. .18477 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


'39408 


Seq. ID 


OJ000208_21.0330.C7 




Gene No. 


81357 


Strand 






Start 


1387 


End 


3142 




. Name 


OJ000208 21-0330. C7.ol-tm 


Method 


TBLASTX: Maize 




Start 


797 


End 


1180 




GI 


none 


Score 


59 




Exons 


797'. .865, 865. . 1176, 866. . 


1180, 866.. 1177 


: LS 


Seq. No. 


39408 


Seq. ID 


OJ000208_21.0330.C7 


X Si 


Gene No. 


81357 


Strand 






Start 


1387 


End 


3142 




Name 


OJ000208 21.0330.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


821 


End 


2028 




GI 


none 


Score 


303 




Exons 


821. .1177, 946. .1005, 1066 


..1158, 1134 


..1349, 1177. .1575, 



1396. .1533, 1555. .1743, 1581. .1727, 1732. .1836, 1735. .1818, 
1849. .1947, 1912. .1947, 1960. .2028, 1968. .2027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39408 Seq. ID 

81357 Strand 

1387 End 

OJ000208_21.0330.C7 ,ol .tc Method 

1112 End 

none Score 

1112.. 1177, 1134 



OJ000208_21.0330.C7 
3142 

TBLASTX: Cress 

1536 

67 



1349, 1177. .1536, 1396. .1533 

OJ000208 21. 0330. C7 



39408 Seq. ID 

81357 Strand 

1387 • - End 3142 

OJ000208_21 . 0330 . C7 . o2 . gs Method GENSCAN 

1387 End 3142 

none Score .71 

1387. .1465, 1485. .1549, 1744. .1948, 3081. .3142 



39270 






Seq. No. 


39408 


Seq. ID 


OJ000208_21.0330.C7 




Gene No. 


Qi OCT 


Oil Ci 1 1 kJ. 






Start 


1 "3 O T 

1387 


Hi lid 






Name 


OJUUU^Uo Zl.UjjU.L/.OZ.Lin 


Mot - H nH 


TRT.A9TX • Ma i 7P 
l Diino l /v • na j_ c 




Start 


14 29 


i^na 


1 / Z *J 




GI 


none 




1 SI 

-L J -L 




Exons 


1/19Q 1 c;qq i cn^ 171Q 169? 


1724 






Seq. No. 


39409 


Seq. ID 


OJ000208_21.0330.C9 




Gene No. 


81358 


Strand 


+ 




Start 


1 




9?? s 

il. J J J 




Name 


OJUUUzUo zi.UooU.Ly .oi.np 




a a t /Map 




Start 


1 




OJJ 




GI 


4680203 


Score 


?77 




Exons 


1 . . OJJ 








GI Descrip. 


(AF1141/1) lJNrZ-llKe proiein 


O >-v >- /r V*i 1 1 m 

oorynum 


JjlCOlUI J 




Seq. No. 


39409 


Seq. iD 


OJ000208_21.0330.C9 




Gene No. 


81358 


Strand 


-}. 




Start 


1 


End 


L JJ J 




Name 


OJ000208 21.0330.C9.ol.gs 


Method 


O Hi LN o V_f riLN 




Start 


188 


End 


9 "3 "3 R 
ZjJJ 




GI 


none 


Score 


R7 


!i 


Exons 


188. .548, 699.-. 886, 1141. .1425, 1507.. 


0C\A1 99££ 9*}? c \ 


rii 


Seq. No. 


39409 


Seq. ID 


OJ000208_21.0330.C9 




Gene No. 


81358 


Strand 


i 




Start 


1 


End 


9 ^ ^ R 




Name 


OJ000208 21.0330.C9.ol.ts 


Method 


TRT aCTY- Qnuhpan 


Si 


Start 


265 


End 


JOJ 


ru 


GI 


none 


Score 


308 

JWU 


s 


Exons 


265. .288, 290. .568, 292. .558, 


323. .583 


, Jl J . . JO? 




Seq. No. 


39409 


Seq. ID 


OJ000208_21.0330.C9 




Gene No. 


81358 


Strand 


-i- 


r ^ 


Start 


1 • 


End 


l jjj 




Name 


OJ000208 21.0330.C9.ol.tw 


Method 


1 DlinO J. /\ • VV11CCLL. 


f =1 


Start 


272 


End 


S ? R 
j jj 




GI 


none 


Score 


*i J 


r ^ 


Exons 


272. .535, 313. .507 








Seq. No. 


39410 


Seq. ID 


OJ000208_21. 0330. C10 




Gene No. 


81359 


Strand 


+ 




Start 


482 


End 


794 




Name 


OJ000208 21.0330.C10.ol.gp 


Method 


AAT/GAP 




Start 


482 


End 


794 




GI 


77434 1.R1084 


Score 


88 




Exons 


482. .502, 740. .794 








GI Descrip. 


, 2827528/emb|CAA16536.1| 2.0e 


-10 (AL021633) predicted protein 






[Arabidopsis thaliana] ' 








Seq.' No. 


39411 


Seq. ID 


OJ000208_21.0330.C11 




Gene No. 


81360 


Strand 






Start 


15 


End 


312 




Name 


OJ000208 21.0330.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15 


End 


312 



39271 




GI 


none 


Score 


1 1 Q 

1 iy 




Exons 


i c one; i£T o 1 O 








Seq. No. 


39411 


Seq. ID 


OJ000208_21.0330 


.Cll 


Gene No. 


81361 


Strand 






Start 


O 1 A 




"7 0 C 
/JO 




Name 


ATfinnono 01 noon pi 1 —.0 f n 
UJUUUZUo £ X . U o JU . LI 1 . oz . tw 


.Method- 


TOT 7\ O T 1 V • TaTVi£m^i+- 




Start 


"3 1/1 

ol4 


bna 


Ojj 




GI 


none 


Score 






Exons 


01/1 R^c; 0/19 ROO 








Seq. No. 


39411 


Seq. ID 


OJ000208_21.0330 


Cll 


Gene No. 


81361 


Strand 






Start 


Ol4 


hjno 


/JO 




Name 


a TAnnofiQ 01 noon 1 /-o +-™ 


Method 


1 n L1A0 i A . LYta 1 2 e 




Start 


O CO 
J 0^ 


hna 


n 0 a 
i Jo 




GI 


none 


Score 


111 
111 




Exons 


0 co "7nn occ con clqh toc 
obz. . /UU, odd. . ooU; by/. . /Jo, 


/U4 . . Mo 






C y- . « XT _ 

Seq. No. 


O Q/l 1 O 


beq. ID 


nTnnnono 01 noon 
UJUUUZUo -il . UjjU 


m 0 
LI j 


Gene No . 




Strand 


+ ~~ 




Start 


1875 


End 


1977 




Name 


OJ000208_21.0330.C13.o2.np 


Method 


AAT/NAP 




Start 


lo / 0 


End 


1977 




GI 


/34Uo oU 


Score 


98 




Exons 


1875 . . 1977 








GI Descrip. 


(AP001551) EST D^40b4 (Rlloo) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


Jy4 1^ 


Seq. ID 


OJ000208_21.0330 


O "1 O 

Clo 


Gene No. 


81363 


Strand 






Start 


1 


End 


375 




Name 


OJ000208 21.0330.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


375 




GI 


2213608 


Score 


80 




Exons 


1. .375 








GI Descrip. 


(AC000103) F21J9.2 [Arabidopsis thaliana] 




Seq. No. 


39412 


Seq. ID 


OJ000208_21.0330 


CI J 


Gene No. 


81364 


Strand 






Start 


927 


End 


2087 




Name. 


OJ000208 21.0330.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


347 




GI 


none 


Score 


289 




Exons 


3. .347 









Seq. No. 39412 .Seq. ID 

Gene No. 81364 Strand 

Start 927 End 

Name OJ000208_21 . 0330 . C13 . ol . tm Method 

Start 15 End 

GI none Score 

Exons 15 . .458 



OJ000208_21.0330.C13 
2087 

TBLASTX: Maize 

458 

192 



Seq. No. 
Gene No. 
Start 



39412 
81364 
927 



Seq. ID 

Strand 

End 



OJ000208 21.0330.C13 



2087 



39272 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000208_2 1 . 0330 . C13 . ol . gs Method GENSCAN 

927 End 2087 

none Score .43 

927. .988, 1134. .1322, 1949. .2087. 



Seq. ID OJ000208_21.0330.C14 
Strand - 

805 

AAT/NAP 
805 
501 



39413 
81365 
1 

OJ000208_21.0330.C14.ol.np 
1 

6522592 
1. .805 

(AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



39413 
81365 
1 

OJ000208_21. 0330. CI 4 .ol. tc 
2 

none 



Seq. ID OJ000208_21.0330.C14 
Strand 

End 805 

Method TBLASTX : Cress 

End 805 

Score 65 



2. .211, 2. .211, 2. .226, 2. .235, 3. .188, 8. .157, 9. .155, 29. .211, 
83. .220., 224. .307, 239. .319, 248. .316, 305. .505, 311. .529, 
338. .541, 338. .541, 338. .448, 411. .506, 413. .505, 545. .805, 
54S..739, 548. .799, 557. .796, 630. .800, 692. .805, 701. .796 



39413 
81365 
1 

OJ000208_21.0330.C14 .ol.ts 
2 

none 



Seq. ID OJ000208_21.0330.C14 
Strand 

End 805 

Method TBLASTX : Soybean. 

End 805 

Score 54 



2. .151, 2. .88, 12. .128, 29. .301, 47. .220, 299. .541, 305. .460, 
308. .493, 311. .538, 335. .541, 348. .788, 353. .805, 557. .805 



39413 
.81365 
1 

OJ000208_21 .0330.C14 .ol.tm 
2 

none 



Seq. ID OJ000208_21.0330.C14 

Strand - 

End 805 

Method TBLASTX: Maize 

End 64 0 

Score 59 



2. .211, 29. .304, 47. .220, 75. .185, 311. .532, 332. .532, 338. .640 



39413 
81365 
1 

OJ000208_21.0330.C14 .ol.tw 
2 

none 
2. .391 

39413 
81365 
1 

OJ000208_21.0330.C14 .ol.gs 

127 

none 



Seq. ID OJ000208_21.0330.C14 
Strand 

End 805 

Method TBLASTX : Wheat 

End 391 

Score 227 



Seq. ID OJ000208_21.0330.C14 
Strand 

End 805 

Method GENSCAN 

End 757 

Score .64 



39273 



Exons 



127. .757 



Seq.. No; 
Gene" No. 
Start 
Name 
-Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39414 Seq. ID 

81366 Strand 
1 End 
OJ000208_21 . 0330 .CIS . o2 . np Method 
1 End 
5852181 Score 
1..31, 2384. .2634, 3748.-3828 
(AL117265) zhbOOll.l [Oryza sativa] 

39414 Seq. ID 

81366 Strand 

1 End 
OJ000208_21 . 0330 . C15 . ol . gs Method 

137 End 

none Score 

137. .232, 416. .441, 1323. .1458 



OJ000208_21.0330.C15 
■f 

5656 
AAT/NAP 
3828 
107 



OJ000208_21.0330.C15 
•f 

5656 
GENSCAN 
1458 
. 69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39414 Seq. ID 

81366 Strand 
1 End 
OJ000208_21.0330.C15.o3.np Method 
615 " V, End 

6691191 Score 
615. .653, 4183. .4918, 5638. .5656 
(AC007534) F7F22.15 [Arabidopsis thaliana] 



OJ000208_21.0330.C15 
+ 

5656 
AAT/NAP 
5656 
633 



39414 
81366 
1 

OJ000208_21.0330.C15.o2.gs 

3284 

none 



Seq. ID OJ000208_21.0330.C15 



Strand 
End 

Method 

End 

Score 



+ 

5656 
GENSCAN 
5637 
.83 



3284. .3694, 3744. .4020, 4284. .4586, 5522. .5637 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 21.0330.C15 



39414 
81367 
1 

OJ000208_21.0330.C15.ol.np 
1 

7434424 
1..460 

protein kinase Xa21 (EC 2.7.1.-) Al, receptor type - 
long-staminate rice gi | 258 6083 i gb | AAB82755 . 1 | (U72725) receptor 
kinase-like protein [Oryza longistaminata] 



460 

AAT/NAP 

460 

199 



Seq. No. 


39414 


Seq. ID 


OJ000208_21.0330 


C15 


Gene No. 


81368 


Strand 






Start 


5029 


End 


5656 




Name 


OJ000208 21.0330.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


271 




GI 


none 


Score 


103 




Exons 


2. .196, 5. .271, 18. .260 








Seq. No. 


39414 


Seq. ID 


OJ000208_21.0330 


.C15 


Gene No. 


81368 


Strand 







39274 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5029 End 
OJ000208_21 . 0330 . C15 . o2 . ts Method 
17 End 
none Score 

17. .229, 53. .223, 102. .230, 245. .358 



5656 

TBLASTX: Soybean 

358 

60 



39414 
81368 
5029 

OJ000208_21. 0330. CIS. ol;ts 

4400 

none 



Seq. ID OJ000208_21.0330.C15 
Strand 
End 

Method 
End 
Score 



5656 

TBLASTX: Soybean 

4824 

212 



4400. .4624, 4426. .4578, 4615. .4824, 4645. .4809 



Seq. No. 


39414 




Seq. ID 


OJ000208_21. 0330. CIS 


Gene No. 


81368 




Strand 




Start 


5029 




End 


5656 


Name 


OJ000208 21 


.0330.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4400 




End 


4803 


GI 


none 




Score 


164 


Exons 


4400. .4624, 


4417. .4578, 4618.. 


4803, 4620. .4700 


Seq. No. 


39414 




Seq. ID 


OJ000208_21.0330.C15 


Gene No. 


' 81368 




Strand 




Start 


5029 • 




End 


5656 


Name 


OJ000208 21 


.0330.C15.o4.np 


Method 


AAT/NAP 


Start 


5029 




End 


5656 


GI 


4539658 




Score 


165 


Exons 


5029. .5207, 


5249.. 5312, 5371.. 


5656 




GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


39415 




Seq. ID 


OJ000208_21.0330.C16 


Gene No. 


81369 




Strand 


+ 


Start 


1 




End 


4945 


Name 


OJ000208 21 


.0330..C16.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


4945 


GI 


6063554 




Score 


320 


Exons 


1..23, 3233 


..3438, 4106. .4136, 


4772. . 


4945 


GI Descrip. 


(AP000615) 


ESTs AU075609(C63344) ,C718 


50(E0464),C98611(E0464 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. . 39415 Seq. ID 

Gene No. 81369 Strand 

Start 1 End 

Name OJ000208_21 . 0330 . CI 6 . ol . gs Method 

Start . 939 End 

GI none Score 

Exons 939.. 2054 



OJ000208_21.0330.C16 
+ 

4945 
GEN SCAN 
2054 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39415 
81369 
1 

OJ000208 
939 

6983860 



21.0330.C16.ol.np 



Seq. ID OJ000208_21.0330.C16 

Strand + 

End 4 94 5 

Method AAT/NAP 

End 1982 

Score 1004 



39275 



Exons 


939 . . 1982 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AFUol2oz) [Oryza sativaj 








Seq. No. 


39415 


Seq. ID 


OJ000208_21.0330. 


C16 


Gene No. 


81370 - 


Strand 


+ 




Start 


5434 


End 


7742 




Name 


AT^onono oi noon a ^ o _ 
OJUUU^Uo £\ . U JoU . Clo . Oo . gs 


Method 


GENSCAN 




Start 


54 o4 


End 


7166 




GI 


none 


Score 


. 63 




Exons 


54J4..5455, 5/4U..5yzz / oyzo. 


.6074, 6087. .6224, 6319. .6400, 




f /-i a OO (COCO Hi 








Seq. No. 


on / 1 c 

^y4 15 


Seq. ID 


OJ000208_21.0330. 


C16 


Gene No. 


81370 


Strand 


+ 




Start 


5434 


End 


7742 




Name 


OJ000208 21.0330.C16.o3.np 


Method 


AAT/NAP 




Start 


5586 


End 


7742 




GI 


6691191 


Score 


1855 




Exons 


5586. .7742 








GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 




Seq. No. 


39415 


Seq. ID 


OJ000208_21.0330. 


C16 


Gene No. 


81371 


Strand 






Start 


101 


End 


378 




Name 


OJ000208 21.0330.C16.ol.gp 


Method 


AAT/GAP 




Start 


101 


End 


378 




GI 


61605 1.R1084 


Score 


475 




Exons 


101. .378 








GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 1 . Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


Seq. No. 


39415 


Seq. ID 


OJ000208_21.0330. 


C16 


Gene No . 


81372 


Strand 






Start 


1033 


End 


1520 




Name 


OJ000208 21.0330.C16.o2.gp 


Method 


AAT/GAP 




Start 


1033 


End 


1520 




GI 


uC-osflcypl62a07al 


Score 


675 




Exons 


1033. .1264, 1364. .1520 








GI Descrip. 


* 4680179/gb|AAD27547.1 IAF111709 1 2 . Oe 


-40 (AF111709) polyprot 




[Oryza sativa subsp. indica] 1 








Seq. No. 


39415 


Seq. ID 


OJ000208_21.0330. 


C16 


Gene No. 


81373 


•Strand 






Start 


3030 


End 


3581 




Name 


OJ000208 21.0330.C16.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1101 


. End 


1457 




GI 


none 


Score 


289 




Exons 


1101. .1457, 1109. .1279, 1316. 


.1456 






beq. no. 


39415 


Seq. ID 


OJ000208_21.0330. 


C16 


Gene No. 


81373 


Strand 






Start 


3030 


End 


3581 




Name 


OJ000208 21.0330.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


1338 


End 


1628 




GI 


none 


Score 


213 




Exons 


1338. .1601, 1364. .1525, 1566. 


.1628 







39276 



Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


C16 


Gene No. 


81373 








Strand 






Start 


3030 








End 


3581 




Name 


OJ000208_21 


0330 


.C16.o2 


. gs 


Method 


GENSCAN 




Start 


3030 








End 


3581 




GI 


none 








Score 


. 53 




Exons 


3030 . . 3581 














Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


C16 


Gene No. 


81374 








Strand 






Start 


5555 








End 


6214 




Name 


OJ000208_21 


0330 


-C16.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5555 








End 


5923 




GI 


none 








Score 


410 




Exons 


5555 . . 5923, 


5601 


. .5921 










Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


C16 


Gene No. 


81374 








Strand 






Start 


5555 








End 


6214 




Name 


OJ000208_21 


0330 


.CI6.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


5703 








End 


6091 




GI 


none 








Score 


175 




Exons 


5703. .5921, 


5771 


. . 5917, 


5921 . 


.6091, 5980., 6090 




Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


C16 


Gene No. 


81374 








Strand 






Start 


5555 








End 


6214 




Name 


OJ000208_21 


0330 


.C16.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


5805 








End 


6159 




GI 


none 








Score 


71 




Exons 


5805 . . 5870, 


5871 


. . 5921, 


5921 . 


.6157, 5930. .6091, 5944. .6159 


Seq-. No. 


39415 








Seq. ID 


OJ000208_21.0330 


C16 


Gene No. 


81374 








Strand 






Start 


5555 








End 


6214 




Name 


OJ000208_21 


0330 


,C16 .o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


5924 








End 


6214 




GI 


none 








Score 


350 




Exons 


5924 . .6214, 


5938 


. . 6213 










Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


C16 


Gene No. 


81375 








Strand 






Start 


6252 








End 


6818 




Name 


OJ000208_21 


0330 


,C16.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


6252 








End 


6721 




GI 


none 








Score 


186 




Exons 


6252 . .6452, 


6254 


. . 6436, 


6444 . 


.6515, 6530.. 6721 




Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


C16 


Gene No. 


81375 








Strand 






Start 


6252 








End 


6818 




Name 


OJ000208 21 


0330 


.C16.o4 


.ts 


Method 


TBLASTX : Soybean 




Start . 


6258 








End 


6392 




GI 


none 








Score 


195 




Exons 


6258. .6392, 


6258 


. .6374, 


6272. 


. 6379 







39277 




Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


.-C16 


Gene No. 


81375 








Strand 






Start 


6252 








End 


6818 




Name . 


/^tAAAOAO O 1 

OJ000208 21 


a o *3 a 

. 03.30 


. Clb . ol 


. tc 


Method 


TBLASTX : Cress 




Start 


d4jo 








End 


6818 




GI 


none 








Score 


52 




Exons 


b4 jD . . OOLZ f 


OOOi 




bb b / . 


.6723, 6717. . 6818," 6729. . 6818 


Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


.C16 


Gene No. 


81376 








Strand 






Start 


bo jy 








End 


7163 




Name 


/-\ t a a a o a o 01 
OJUUU20b_21 


. OooO 


. Clb . o J 


. t s 


Method 


TBLASTX : Soybean 




Start 


a o o n 

do jy 








End 


7163 




GI 


none 








Score 


66 




Exons 


DO . . DOOU , 


Oo4U 


rnni 

. . boo 1 , 


bo /o . 


.7162, 6879.. 7163 




Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


.C16 


Gene No. 


81376 








Strand 






Start 


bo jy 








End 


7163 




Name 


/"\taaaoao 01 


n *3 o n 


. Clb . ob 




Method 


TBLASTX: Wheat 




Start 


f O /I A 

oo4 0 








End 


7151 




GI 


none 








Score 


261 




Exons 


do4U . . /145, 


£ o a n 
bo4o 


n A *"7 c 


bo / J . 


.7151 






Seq. No. 


39415 








Seq. ID 


OJ000208_21.0330 


.C16 


Gene No. 


81377 








Strand 






Start 


7166 








End 


7622 




Name 


OJ000208 21 


. 0330 


. C16 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7166 








End 


7622 




GI 


none 








Score 


342 




Exons 


/lob . . /54 b, 


/ lb / 


. . /o4 / , 


T C r O 

/ 5b3 . 


.7622 






Seq. No. 


39.415 








Seq. ID 


OJ000208_21.0330 


.C16 


Gene No, 


81377 








Strand 






Start 


7166 








End 


7622 




Name 


OJ0Q0208 21 


. 0330 


. CI 6 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7175 








End 


7556 




GI 


none 








Score 


354 




Exons 


/175 . . 7iyy , 


717 b 


. .7556, 


n o c a 

7250 . 


...7555 






Seq. No. 


jy4 lb 








Seq. ID 


OJ000208_21.0330 


.C19 


Gene No. 


81378 








Strand 






Start 


1 








End 


722 




Name 


/^taaaoao oi 
OJUOUzUo 21 


.0330 


.C19.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


722 




GI 


C C O A C /I A 

do2254U 








Score 


391 




Exons 


1 TOO 

1 . . 722 














GI Descrip. 


/7\T 1 QOQCC\ 


receptor^kinase like protein [Arabidopsis thaliar 


Seq. No. 


39416 








Seq. ID 


OJ000208_21.0330 


C19 


Gene No. 


81378 








Strand 






Start 


1 








End 


722 




Name 


OJ000208 21 


.0330 


.C19.ol 


. gs 


Method 


GENSCAN 




Start 


72 








End 


530 




GI 


none 








Score 


.4 





Exons 72. .530 



39278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39417 
81379 
23 

OJ000208_22.0323.Cl.ol.gs 
23 

none 

23. .224, 352.. 791, 869. .967 

39417 
81379 
23 

OJ000208_22.0323.Cl.ol.tm 

620 
none 



Seq. ID OJ000208_22.0323.C1 
Strand 

End '970, 

Method GEN SCAN 

End 967 

Score .93 



Seq. ID OJ000208_22.0323.C1 
Strand 

End 970 

Method TBLASTX : Maize 

End 970 

Score 92 



620. .700, 627. .722, 638. .721, 646. .729, 723. .806, 723. .794, 
863. .970, 863. .970 



3-9418 
81380 
986 

OJ000208_22.0323.C4.ol.gs 

986 

none 



Seq. ID OJ000208_22.0323.C4 

Strand + 

End 3279 

Method GENSCAN 

End 3156 

Score .8 



986. .1561, 1700. .1866, 2210. .2253, 2493. .2544, 2760. .2832, 
2956. .3156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39418 
81380 
986 

OJ000208_22.0323.C4.ol.np 

1781 

6942190 



Seq. ID OJ000208_22.0323.C4 

Strand + 

End 3279 

Method AAT/NAP 

End 3279 

Score 218 



1781. .1904, 2046. .2122, 2210. .2253, 2494. .2544, 2760. .2832, 
2956. !3279 

(AF219972) CDPK substrate protein 1; CSP1 [Mesembryanthemum 
crystallinum] 



39418 
81381 
4450 

OJ000208_22 . 0323 . C4 . o2 . gs 

4450 

none 



Seq. ID OJ000208_22.0323.C4 
Strand 

End 5300 

Method GENSCAN 

End 5300 

Score . 66 



4450. .4533, 4602. .4818, 4925.-5257, 5281. .5300 



Seq. No. 39418 

Gene No. 81381 

Start 4450 

Name OJ000208_22 . 0323 . C4 . ol . gp 

Start 4695 

GI none 

Exons 4695.. 4818, 4925.. 4999 

Seq. No. 39418 

Gene No. 81382 

Start 5642 

Name OJ000208 22 . 0323 . C4 . ol . tm 



Seq. ID OJ000208_22.0323.C4 
Strand 

End 5300 

Method AAT/GAP 

End 4 999 

Score 328 



Seq. ID OJ000208_22.0323.C4 
Strand 

End 7473 

Method TBLASTX : Mai ze 



39279 




Start 


876 






End 


1298 




GI 


none 






Score 


56 




Exons 


876. .956, 876.-947, 955 


. . 1149 


, 958. .1182, 1137. . 


1 1 / o , 




1194 . . 1292, 


1200. .1298 










Seq. No. 


39418 






Seq. ID 


OJ000208_ 




Gene No. 


81382 






Strand 






Start 


5642 






End 


7473 




Name 


OJ000208_22. 


0323. C4 .o3. 


gs 


Method 


GEN SCAN 




Start 


5642 






End 


7473 




GI 


none 






Score 


.52 




Exons 


5642. .5767, 


5859. . 6078, 


6203 . 


.6291, 6436. .6635, 


/ loo . . / zoy , 




7399. .7473 












Seq. No. 


39418 






Seq. ID 


OJ000208_ 


22. 0323. C4 


Gene No. 


81382 






Strand 






Start 


5642 






End 


7473 




Name 


OJ000208 22. 


0323 . C4 . o2 . 


gp 


Method 


AAT/GAP 




Start 


5700 






End 


6090 




GI 


568192 






Score 


526 




Exons 


5700. .5767, 


5859. .6090 










Seq. No. 


39419 






Seq. ID 


OJ000208_ 


22. 0323. C5 


Gene No. 


81383 






Strand 


+ 




Start 


202. 






End 


3850 




Name 


OJ000208 22. 


0323.C5.ol. 


gs 


Method 


GEN SCAN 




Start 


202 






End 


3850 




GI 


none 






Score 


.7 




Exons 


202. .246, 1021. .1143, 1591. .1698, 3491 


..3635, 3739. .3850 


Seq. No. 


39419 






Seq. ID 


OJ000208_ 


22. 0323. C5 


Gene No. 


81384 






Strand 


+ 




Start 


5075 






End 


9356 




Name 


OJ000208 22. 


0323.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


5003 






End 


5347 




GI 


286517 






Score 


411 




Exons 


5003. .5134, 


5251. .5347 










Seq. No. 


39419 






Seq. ID 


OJ000208_ 


22. 0323. C5 


Gene No. 


81384 






Strand. 


+ 




Start 


5075 






End 


9356 




Name 


OJ000208 22. 


,0323.C5.ol. 


np 


Method 


AAT/NAP 




Start 


5075 






End 


8927 




GI 


1209703 






Score 


1591 




Exons 


5075. .5134, 


5251. .5477, 


5761. 


.6213, 6463. .6847, 


7009. .7116, 




7701. .7901, 


8008. .8106, 


8499. 


.8681, 8763. .8927 




GI Descrip. 


(U40489) maize gll homolog [Arabidopsis thaliana] 


Seq. No. 


39419 






Seq. ID 


OJ000208_ 


_22.0323.C5 


Gene No. 


81384 






Strand 


+ 




Start 


5075 






End 


9356 




Name 


OJ000208 22. 


,0323.C5.o2. 


gs 


Method 


GENSCAN 




Start 


5075 






End 


9356 




GI 


none 






Score 


.86 




Exons 


5075. .5134, 


5251. .5477, 


5761. 


.6213, 6463. .6847, 


7009. .7116, 




7701. .7901, 


8008. .8106, 


8343. 


.8681, 9225..93S6 





39280 






Seq. No. 


39419 




Seq. ID 


OJ000208_ 


00 a 0 0 0 
22 . 0323 . 


CO 




Gene No. 


81385 




Strand 


+ 








Start 


10430 




End 


18962 








Name 


OJ000208 22. 0323. C5 


. o3 . gs 


Method 


GENSCAN 








Start 


10430 




End 


18962 








GI 


none 




Score 


.8 








■ Exons 


-\ r\ a ~) r\ ir\/*OT i i o O O 

104 30 .. 10687 , 11222 


1 1 OCT 

. . lloO / , 


11731. .11860, 12297. 


1 O/ICC 
. 1 Z 4 DD , 








- 12542 12 618 , 1314 / 


1 0 o. a c\ 


13467. .13641, 13830. 


1 "5 Q O Q 

. 1 0 y z y , 








14028 14 12 6, 144/4 


1 a c c n 
. .14 03/, 


14863. .15031, 15304. 


1 C/l AQ 

. 1 0 4 Uo , 








16723 .. 16800, 17624 


1 om n 

. . lou 1 y , 


18099. .18 


222, 18311. 


. 1 0 y 






Seq. No. 


39419 




Seq. ID 


OJ000208_ 


00 a 0 0 0 
22 . U323 . 


CO 




Gene No. 


81385 




Strand 


+ 








Start 


10430 




End 


18962 








Name 




. o2 .np 


Method 


AAT/NAP 








Start 


•10451 




End 


15039 








GI 


4204287 




Score 


1762 








Exons 


1 A VI C 1 1 A ^ O *7 IIOOO 

10451 .. IO00 / , 112zz 


. .11357, 


11716. .11860, 12297. 


.12466, 








1 O C VI O 10/T10 101/11 

12542 .. 12 618 , 1314/ 


. .13353, 


13550. .13675, * 13804. 


.13929, 








i /i a o o i /i i o o i/ico^r 
14028 .. 14 122 , 14oUo 


. .14557, 


14629. .14712, 14848. 


.15039 






GI Descrip. 


(AC003027) lcl | prt_ 


seq No definition 


line found 


[Arabidops 






thaliana] 














Seq. No. 


39419 




Seq. ID 


OJ000208_ 


22.0323 


C5 




Gene No. 


81385 




Strand 


+ 






Li I 


Start 


10430 " 




End 


18962 






f '\ I 


Name 


OJ000208 22. 0323. C5 


. o4 . gp 


Method 


AAT/GAP 








Start 


17875 




End 


18507 






ij 


GI 


none 




Score 


771 








Exons 


17875 .. 18019, 18125 


. . 18222, 


18311. .18507 






w 

= if 


Seq. No. 


39419 




Seq. ID 


OJ000208_ 


22.0323 


.C5 




Gene No. 


81385 




Strand 


+ 








Start 


10430 




End 


18962 






O 


Name 


s-^ tAAA A AA 00 A O O O 

OJ000208 22. 0323. Co 


. o3 . np 


Method 


AAT/NAP 








Start 


18116 




End 


18.956 








GI 


6642 656 




Score 


715 








Exons 


10 11 /*" T A A A A 1 OT1 1 

18116. .18222, 18311 


. .18956 










LJ 


GI Descrip. 


(AC0123yo) unknown 


protein 


[Arabidopsis thaliana] 




f 1 


Seq. No. 


39419 




Seq. ID 


OJ000208_ 


22.0323 


.C5 




Gene No. 


81386 




Strand 


+ 








Start 


20716 




End 


21253 








Name 


/~\ tAA A A AO OO A A A O C 

OJ000208 22. 0323. Co 


. o4 . gs 


Method 


GENSCAN ■ 








Start 


20716 




End 


21253 








GI 


none 




Score 


.77 








Exons 


omi /■ a a *7 a i a a o a vi 

20716 .. 20727 , 20894 


. .21253 












Seq. No. 


39419 




Seq. ID 


OJ000208_ 


22.0323 


.C5 




Gene No. 


81387 




Strand 


+ 








Start 


O £ Q *7 O 

zoo /z 




End 


32176 








Name 


OJ000208 22. 0323. C5 


. 06 . gs 


Method 


GENSCAN 








Start 


25872 




End 


30341 








GI 


none 




Score 


.76 








Exons 


25872. .25921, 26098 


. .26232, 


26529. .26709, 27612. 


.27734, 








28661. .28956, 29066 


. .29141, 


29231. .29342, 29721. 


.29770, 








29856. .30060, 30210 


. .30341 











39281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exbns 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39419 
81387 
25872 

OJ000208_22 .0323.C5.o4 .np 

26413 

7486097 

26413. .26444, 26529. 
29065. .29141, 29231. 
30228. .30354, 32158. 
hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 

28473. 

29721. 



OJ000208 
+ 

32176 
AAT/NAP 
32176 
941 

28661 
29856 



22. 0323. C5 



gi|2914703|gb|AAC04 4 93.1| 
[Arabidopsis thaliana] 

39419 
81388 
8797 

OJ000208_22 .0323.C5.o2.gp 

8797 

none 

8797. . 9214 



26626, 28473.-28582, 
29342, 29721. .29770, 
32176 

F24L7.16 - Arabidopsis thaliana 



28952, 
30128, 



(AC003974) unknown protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_22.0323.C5 

9214 
AAT/GAP 
9214 
712 



OJ000208 22. 0323. C5 



Seq. No. 39419 Seq. ID _ 

Gene No. 81389 Strand - 

Start 16846 End 16936 

Name OJ000208__22 . 0323 . C5 . o3 . gp Method AAT/GAP 

Start 16846 End 16936 

GI LIB3477-003-P1-K1-E9 Score 119 

Exons 16846. .16936 

GI Descrip. 1 24 98586/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



39419 
31390 
22691 
OJ000208 
5072 
none 
5072. 
5377. 
6109. 
6776. 
8005. 
8856. 



22.0323.C5.o2.tc 



5140, 
5481, 
6216, 
6838, 
8124, 
8927 



5226 
5761 
6452 
7005 
8505 



.5303, 
.5853, 
.6628, 
.7115, 
.8681, 



5239. 
5762. 
6469. 
7006. 
8507. 



Seq. ID OJ000208_22.0323.C5 
Strand 

End 22929 

-Method TBLASTX : Cress . 

End 8927 

Score 84 
.5301, 5317. .5478, 
.58 63, 5367 .. 6217, 
. 6537, . . 5 0 If •! , 

.7116, 7674.. 7904, 
.8680, 8760. .8849, 



5f: l, 
? 7 0o 



.5399, 
.6048, 
6693, 
.18$ 5, 



ORY 



Seq. Ko. 39419 
Gene No. -31390 
Start 22691 

Name OJ000208_22 . 0323 . C5 . o2 . tm 

Start 5074 
GI none 
Exons 5074. 

5761. 

6449. 

7038. 

8760. 



3.C5 



Strand 
End 

Method 

End 

Score 



22929 

TBLASTX: Maize 

8909 

99 



,5124, 5075.. 5140, 5238. .5360, 5257. 

,6051, 5762.. 6055, 6101. .6217, 6109. 

,6634, 6595. .6693, 6608. .6709, 6776. 

,7127, 7674. .7904, 7698. .7901, 8523. 

,8909, 8762.. 8908 



5478, 5377. 
6213, 6448. 
6838, 7006. 



.5481, 
, 6528, 
,7116, 



8681, 8543. .8680, 



39282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



39419 
81390 
22691 

OJ000208_22.0323.C5.o2.ts 

5347 

none 

5347. .5478, 5377. .5481, 5761. 
6109. .6213, 6448. .6528, 6449. 

39419 
81390 
22691 

OJ000208_22.0323.C5.ol.tw 

8760 

none 

8760.. 8909, 8762.. 8917 

39419 
81390 
22691 

OJ000208_22.0323.C5.o4 .ts 

10552 

none . 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6051, 
.6586 



OJ000208_22.0323.C5 
22929 

TBLASTX : Soybean 
6586 
150 

5762. .6055,- 6101. . 6217, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_22.0323.C5 
22929 

TBLASTX: Wheat 

8917 

201 



OJ000208_22.0323.C5 
22929 

TBLASTX: Soybean 

11293 

224 



10552. .10689, 10553 .. 10690, 11212 .. 11289, 11219 .. 11293, 
11228. .11287, 11229.. 11288 



39419 
81390 
22691 

OJ000208_22.0323.C5.o5.tm 

11222 

none 

11222. .11359, 11228. .11359, 
11711. .11872, 11712. .11873 

39419 
81390 
22691 

OJ000208_22 .0323.C5.o6.tm 

13514 

none 

13514. .13642, 13527 13643, 
13831. .13869, 13851 .. 13931, 
13863. .13937, 14 027. .14122, 
14 4 95. . 14 560, 14 500. . 14559, 
14832. .14906, 14833 .. 14 913, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_22.0323.C5 
22929 

TBLASTX: Maize 

11873 

242 



11238. .11363, 11710. .11871, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13529. 

13858. 

14028. 

14628. 

14860. 



13642, 
13932, 
14123, 
14705, 
14913 



OJ000208__22.0323.C5 
22929 

TBLASTX: Maize 

14913 

164 

13810. .13857, 
13861. .13935, 
14028. .14105, 
14629. . 14700, 



39419 
81390 
22691 

OJ000208_22.0323.C5.ol.tc 

18110 

none 



Seq. ID OJ000208_22.0323.C5 
Strand 

End 22929 

Method TBLASTX : Cress 

End 18686 

Score 125 



18110. .18223, 18311. .18490, 18312 .. 18686, 18536. .18634 



39419 



Seq. ID OJ000208_22.0323.C5 



39283 



Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



81390 Strand 

22691 End 

OJ000208_22 . 0323 . C5 . ol . ts Method 

18122 End 

none Score 



18122. .18223, 18172. 
18791. .18937, 18792, 



,18219, 18311. .18658, 18312 
,18947 



22929 

T BLAST X : Soybean 

18947 

131 

18764, 



39419 Seq. ID 

81390 Strand 
22691 End 
OJ000208_22 .0323 .C5.ol.tm Method 
18434 End 
none Score 

18434. .18562, 184 35 .. 18563, 18554 

18602. .18706, 18774 .. 18956, 18797 



OJ000208 22. 0323. C5 



22929 

TBLASTX: Maize 
18956 
214 

18697, 18555. .18692, 
18937 



39419 Seq. ID 

81390 Strand 
22691 End 
OJ000208_22 . 0323 . C5 . o5 . gs Method 
22691 End 
none Score 
22691. .22710, 22812.. 22929 

39419 Seq. ID 

81391 Strand 
26400 End 
OJ000208_22 . 0323 . C5 . o3 . tm Method 
26400 End 
none Score 
26400. .26444, 26410 
28454 . .28582, 28465 
28473. .28586, 28659 
28747 . .28899 



OJ000208_22.0323.C5 

22929 
GEN SCAN 
22929 
.48 



OJ000208_22.0323.C5 
30161 

TBLASTX: Maize 

28899 

61 



26445, 26526. .26630, 26530 .. 26625, 
28584, 28471. .28581, 28472 .. 28582, 
28688, 28661. .28897, 28727 .. 288 97 , 



39419 
81391 
26400 

OJ000208_22.0323.C5.o4 .tc 

28454 

none 

28454 . .28582, 28471. .28569 

39419 
81391 
26400 

OJ000208_22.0323.C5.o3.ts 
28529 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_22.0323.C5 
30161 

TBLASTX: Cress 

28582 

206 



OJ000208_22.0323.C5 
30161 

TBLASTX: Soybean 

30143 

80 



28529.-28582, 28730 .. 28 957 , -28745 .. 28876, 28747 .. 28962 , 
29067. .29114, 29213 .. 29290 , 29289.-29342, 29719 .. 29763, 
29726.-29767, 29847 .. 29912, 29985 .. 30143, 30002.. 30127 



39419 
81391 
26400 



Seq. ID 

Strand 

End 



OJ000208 22. 0323. C5 



30161 



39284 



Name 

Start 

GI 

Exons 



OJ000208_22 . 0323.C5.o3.tc Method 
28730 End 
none ~ Score 



TBLASTX: Cress 

29767 

213 



28730. .28951, 28747 .. 28950, 29088 29135, 29088 29135, 
29231. .29344, 29236.-2934 6, 29237 .. 29359, 297 19 ., 2 97 66, 
29732. .29767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Ly Seq. No. 

Q Gene No. 

fjj Start 

' m Name 

L Start 

H GI 

""4 Exons, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39419 
81391 
26400 
OJ000208 
29722 
none 
29722 
29956 
29982 



22.0323.C5.o4.tm 



.29775, 
.30153, 
.30161, 



29729. .29770, 
29957. .30157, 
29985. .30161 



Seq. ID OJ000208_22.0323.C5 
Strand 

End 30161 

Method TBLASTX : Mai ze 

End 30161 

Score 78 
29850. .29915, 29855 .. 29914 , 
29968. .30159, 2998 1 .. 30157 , 



0323.C6.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

656, 756.. 867, 932.. 1071, 
2266. .2466, 2896. .3036 
hypothetical protein F24L7.16 - Arabidopsis thaliana 
gi|2914703|gb|AAC04493.1| (AC003974) unknown protein 
[Arabidopsis thaliana] 



39420 
81392 
1 

OJ000208_22 
1 

7486097 
■1..47, 428. 
' 1851. .1967, 



OJ000208_22.0323.C6 
+ 

3758 
AAT/NAP 
3036 
1166 

1148. .1297, 1581. . 1736, 



39420 Seq. ID 

81392 Strand 

1 End 

OJ000208_22. 0323.C6.ol.gs Method 

320 End 

none Score 



OJ000208_22 .0323.C6 
+ 

3758 
GENSCAN 
3758 
. 67 



320. .337, 435. .653, 759. .900, 962 .. 1071, - 1148 .. 1297, 1581. .1736, 
1851. .1967, 2269.-2466, 2896. .3035, 3575. .3758 



39420 
81392 
1 

OJ000208_22. 0323.C6.ol.tm 
452 
none 



Seq. ID OJ000208_22.0323.C6 

Strand + 

End 3758 

Method TBLASTX : Mai ze 

End 3414 

Score 76 



452. .505, 453. .506, 523. .654, 554. .670, 555. .653, 733. .900, 
743..928, 759. .908, 960. .1070, 961. .1071, 1146. .1292, 
1147. .1287, 1148. .1306, 1580. .1735, 1581. .1736, 1585. .1746, 
1848.". 1967, 1850. .1966, 2251. .2466, 2264. .2464, 2265.-2465, 
2893-. 3042, 2893. .3024, 2895. .3050, 3289. .3414 



39420 
81392 
1 

OJ000208_22.0323.C6.ol.ts 
551 
none 



Seq. ID OJ000208_22.0323.C6 

Strand + 

End 3758 

Method TBLASTX : Soybean 

End 1273 

Score 96 



551. .628, 552. .674, 758. .817, 759. .908, 772. .894, 942. .1073, 



39285 






960. .1073, 961. .1080, 1146. .1268, 1154. 


, X. f o t IX jO . .1^0:7 


Seq. No. 


39420 


Seq. ID 


OJ000208_22.0323.C6 


fipnp No. 


81392 


Strand 


+ 


Start 


1 


End 


3758 


Name 


OJ000208 22.0323.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


627 


End 


1706 


GI 


none 


Score 


37 


Exons 


627. .656, 755. .817, 756. .821, 


964. .1080, 1034. .1075, 1154. .130 




1159.. 1278, 1547.. 1699, 1581. 


.1706 




Seq. No. 


39420 


Seq. ID 


OJ000208_22.0323.C6 


CpriP No . 


81392 


Strand 


+ 


Start 


1 


End 


3758 


Name 


OJ000208 22.0323.C6.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1568 


End 


2958 


GI 


none 


Score 


192 


Exons 


1568. .1720, 1581. .1736, 1841. 


.1963, 1842.. 1967, 2218. .2355, 




2226.. 2369, 2266.. 2370, 2362. 


.2466, 2367. .2465, 2893.-2958 


Seq. No. 


39420 


Seq. ID 


OJ000208_22.0323.C6 


Gene No. 


81392 


Strand 


+ 


Start 


1 


End 


3758 


Name 


OJ000208 22.0323.C6.o2.tc 


Method 


TBLASTX: Cress 


Start 


1878 


End 


3042 


GI 


none 


Score 


69 


Exons 


1878.. 1967, 2266.. 2370, 2362. 


.2466, 2367. .2465, 2893. .3042 


Seq. No. 


39421 


Seq. ID 


OJ000208_22. 0323.C7 


Gene No. 


81393 


Strand 




Start 


723 


End 


998 


Name 


OJ000208 22.0323.C7.ol.gs 


Method 


GENSCAN 


Start 


723 


End 


998 


GI 


none 


Score 


.93 


Exons 


723. .998 






Seq. No. 


39422 


Seq. ID- 


OJ000208_22.0323.C9 


Gene No. 


81394 


Strand 


+ 


Start 


93 


End 


543 


Name 


OJ000208 22.0323.C9.o2.gp 


Method 


AAT/GAP 


Start 


93 


End 


543 


GI 


LIB3432-059-P1-K1-D8 


Score 


730 


Exons 


93. .543 






GI Descrip. 


1 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 


DNA, chromosome 6, clone : P0538C01 • 




Seq. No. 


39422 


Seq. ID 


OJ000208_22.0323.C9 


Gene No. 


81395 


Strand 




Start 


1 


End 


91 


Name 


OJ000208 22.0323.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


91 


GI 


LIB3477-003-P1-K1-E9 


Score 


158 



Exons 1 . . 91 

GI Descrip. * 2498586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



39286 





Seq. No. 


39423 








Seq. ID 


OJ000208_22. 0323. C10 




Gene No. 


81396 








Strand 






Start 












2543 




Name 


r\ Tri ri r\ o n o oo 
OJUUU^Uo . 


fi "5 O "3 


LIU . Ol . 


gs 


L v itr L I1UU 


\J i_i IN O V^iilN 




Start 












2543 




GI 


none 








Score 


7 Q 




Exons 
















Seq. No. 


394zo 








oeq . J. u 


Ol7000208 22 0323 C10 




Gene No. 


81396 








Strand 






Start 


1152 








End 


2543 




Name 


OJ000208 22. 


,0323. 


ClO.ol. 


np 


Method 


AAT/NAP 




Start 


1155 








End 


2543 




GI 


4580394 








Score 


1245 




Exons 


1155. .2543 














GI Descrip. 


(AC007171) putative fatty acid elongase [Arabidopsis thaliana 




Seq. No. 


39423 








Seq. ID 


OJ000208_22. 0323. C10 




Gene No. 


81397 








Strand 






Start 


4290 








End 


5038 




Name 


OJ000208 22, 


. 0323. 


ClO.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


1191 








End 


1682 




GI 


none 








Score 


104 


[Z, ■ 


Exons 


1191. .1400, 


1-191. 


, .1565, 


1192. 


.1551, 1641. .1682 




Seq. No. 


39423 








Seq. ID 


OJ000208_22. 0323. C10 


= : : 


Gene No. 


81397 








Strand 






Start 


4290 








End 


5038 




Name 


OJ000208 22 


. 0323. 


.ClO.ol, 


. tc 


Method 


TBLASTX : Cress 




Start 


" 1245 








End 


2063 


If. 


GI 


none 








Score 


144 


i 'J 


Exons 


1245. .1277, 


1305, 


. .1562, 


1318. 


.1560, 1641. .1745, 1786. .2058, 


= 




1806. .2063 














Seq. No. 


39423 








Seq. - ID 


OJ0002Q8_22. 0323. C10 




Gene No. 


81397 








Strand 






Start 


4290 








End 


5038 


* =1 


Name 


OJ000208 22 


.0323 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1419 








End 


2174 




GI 


none 








Score 


85 




Exons 


1419. .1562, 


1423 


. .1560, 


1641. 


.1739, 1750.. 2058, 1806.. 2174 




Seq. No. 


39423 








Seq. ID 


OJ000208_22. 0323. C10 




Gene No. 


81397 








Strand 






Start 


4290 








End 


5038 . 




Name 


OJ000208 22 


.0323 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




• Start 


1701 








End 


2174 




GI 


none 








Score 


149 




Exons 


1701. .1745, 


. 1732 


. .2058, 


1806. 


.2174, 2001.. 2060 




Seq. No. 


39423 








Seq. ID 


OJ000208_22. 0323. C10 




Gene No. 


81397 








Strand 






Start 


4290 








End 


5038 




Name 


OJ000208 22 


.0323 


.C10.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2067 








End 


2435 




GI 


none 








Score 


99 




Exons 


2067. .2174, 


2244 


. .2435, 


2248. 


.2430 





39287 



Seq. No. 


39423 


Seq. ID 


OJ000208_22.0323. 


C10 


Gene No. 


81397 


ocrano 






Start 


4290 


hjna 


c fi 7 R 




Name 


OJ000208 22 . 0323 . C1U . OZ . ts 




fpDT SQTY • Qnuhoan 
1 DixriO 1 A . OOyUfcSciil 




Start 


2244 


bna 


Z H JO 




GI 


none 


Score 






Exons 


2244. .2438, 2248. .z4JU 








Seq. No. 


39423 


Seq. ID 


OJ000208_22.0323. 


C10 


Gene No. 


81397 


Strand 






Start 


42 90 




DU jo 




Name 


OJ000208 22 . U323 . C1U . 00 . tm 


Method 


qipT QCTY'Ma-i 70 
1 D iiHO 1 A • L v ld lZc 




Start 


2244 




0 A C. 1 
Z 4 0 1 




GI 


none 


Score 


i / u 




Exons 


2244. .z4Jo, ZZ4o..Z4Zf, Zjyz. 








Seq. No. 


39423 


Seq. ID 


OJ000208_22.0323. 


C10 


Gene No. 


8139 / 


ourana 






Start 


i O Art 

4290 


knu 


DU JO 




Name 


OJ000208 22 . 0323 . C1U . oz . gs 


ixie rnoa 


P TT NT Q p Zi M 




Start 


4290 


End 


jUjo 




GI 


none 


Score 


. Dj 




Exons 


4290. .4361, 492o. .oU3o 








Seq. No. 


39424 


Seq. ID 


OJ000208_22.0323. 


Cll 


Gene No.. 


81398 


Strand 


■+■ 




Start 


250 


End 


a a q 




Name 


• OJ000208 22 . 0323 . Cll . ol . gs 


Method 






Start 


250 


End 


C A Q 




GI 


none 


Score 


. 0 




Exons 


OCA /"AO 

250 . . 648 








Seq. No. 


39424 


Seq. ID 


OJ000208_22.0323. 


■ Cll 


Gene No. 


81399 


Strand 






Start \ 


200 


End 


460 




Name 


OJ000208 22.0323.Cll.o2.gp 


Method 


AAT/GAP 




Start 


200 


End 


460 




GI 


20886 2.R1084 


Score 


369 




Exons 


200. .460 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 8.0e- 


■24 Oryza sativa genomic 


DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


39424 


Seq. ID 


OJ000208_22.0323. 


.Cll 


Gene No. 


81400 


Strand 






Start 


440 


End 


873 




Name 


OJ000208 22.0323.Cll.ol.np 


Method 


AAT/NAP 




Start 


440 


End 


873 




GI 


6907106 


Score 


216 






440. . 643, 853. .873 








GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 


predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


39425 


Seq. ID 


OJ000208_22.0323, 


.C12 


Gene No. 


81401. 


Strand 


+ 




Start 


1083 


End 


4367 




Name 


OJ000208 22.0323.C12.ol.gs 


Method 


GENSCAN 





39288 



SB? 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1083 
none 

1083. .1214, 4251. .4367 



End 
Score 



4367 
.52 



39425 Seq. ID OJ000208_22 . 0323 . C12 

81402 Strand 

4344 End 

OJ000208_22 . 0323 . C12 . ol . gp Method 

4 34 4 End 

2312838 Score 
4344. .4402 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ000208_22. 
+ 

4402 
AAT/GAP 
4402 
65 



39425 
81403 
4627 

OJ000208_22.0323.C12.o2.gs 

4627 . 

none 

4627. .4899, 5534. .5593, 5672, 
6818. .6882, 6984. .7091, 7314, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 22.0323.C12 



8012 
GENSCAN 
8012 
.86 

5725, 5822.. 5921, 6135. 
7387, 7721. .7834, 7949. 



.6248, 
.8012 



OJ000208 22.0323.C12 



39425 * Seq. ID 

81403 Strand 
4627 End 8012 

OJ0002.08_22 . 0323 . C12 . o2 . gp Method AAT/GAP 
5240 End 7985 

188_1.R1084 Score 1889 

5240. .5593, 5672. .5725, 5822. .5921, 6135. .6248, 6818. .6882, 
6984. .7091, 7314. .7387, 7721. .7802, 7896. .7985 

1 4106694/dbj | BAA36283. 1 1 0.0e+00 (D85751) glutathione reductase 
[Oryza sativa] >gi_4 153883_dbj_BAA37092 . 1_ (AB009592) cytosolic 
glutathione reductase [Oryza sativa] 1 



39425 
81403 
4627 

OJ000208_22.0323.C12.ol.tc 
5463 
none 

5463. .5606, 5498. .5593, 5660. 
5820. .5933, 5826. .5933, 6137. .6247, 6138. .6248, 6146. .6250, 
6818. .6883, 6818. .6892, 6915. .7091, 6988. .7092, 7285. .7398, 
7308. .7388, 7717. .7803, 7719. .7811, 7881. .7985, 7903. .7986 



OJ000208_22.0323.C12 
8012 

TBLASTX: Cress 
7986 
97 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,5731, 5661. .5729, 5786. .5917, 



39425 
81403 
4627 

OJ000208_22.0323.C12.ol.tm 

5491 

none 

5491. .5574, 5492. .5593, 



5786. .5917, 5805. .5924, 
6134. .6250, 6812. .6895, 



6984. 
7719. 



,7091, 
,7811, 



6988. .7092, 



5493. 
5820. 
6818. 
7308. 



7720.. 7803, 7722. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5594, 5660 
.5957, 6133 
.6880, 6819 
.7388, 7309 
.7805, 7822 



OJ000208 22.0323.C12 



8012 

TBLASTX: Maize 
7989 
131 

5731, 5670.. 5726, 

6243, 6134.. 6265, 

6881, 6820.. 6882, 

7398, 7309.. 7398, 

7989, 7886.. 7984, 



39289 



7890. .7985, 7891. .7986 



Seq. No. 39425 Seq. ID 

Gene No. 81403 Strand 

Start 4 627 End 

Name OJ000208_22 . 0323 . C12 . ol . ts Method 

Start 5498 End 

GI none Score 

Exons 5498.. 5524, 5510. .5593, 5532. .5606, 5660 

5674.. 5730, 5786. .5917, 5811. .5933, 6137 



OJ000208 22.0323.C12 



8012 

TBLASTX : Soybean 
6235 
79 

5731, 566.1.. 5729, 
6235 



Seq. No. 39425 

Gene No. 81403 

Start 4 627 

Name OJ000208_22 . 0323 . C12 . ol . np 

Start 5501 

GI 4106694 

Exons 5501.. 5593, 
6984. .7091, 

GI Descrip. 



5672. 
7314. 



Seq. ID OJ000208_22.0323.C12 
Strand 

End 8012 

Method AAT/NAP 

End 8005 

Score 1043 
.5921, 6135. .6248, 6818. .6882, 



5725, 5822. 

7387, 7721. .7802, 7896. .8005 
(D85751) glutathione reductase [Oryza sativa] 
gi|4153883|dbj IBAA37092.il (AB009592) cytosolic 
reductase [Oryza sativa] 



glutathione 



Seq. No. 39425. . Seq. ID 

Gene No.' 81403 Strand 

Start 4 627 End 

Name OJ000208_22 . 0323 . C12 . o2 . tw Method 

Start 5525 End 

GI none Score 
Exons 



OJ000208_22.0323.C12 
8012 

TBLASTX: Wheat 

6241 

87 



5525. .5593, 5526. .5594, 5660. .5731, 5670. .5729, 5671. .5730, 
5822. .5914, 5822. .5914, 5826. .5924, 6127. .6216, 6134. .6241, 
6136. .6231 



Seq. No. 39425 

Gene No. 81403 

Start 4627 

Name • OJ000208_22 . 0323 . C12 . o2 . ts . 

Start 6817'. 

GI none 

Exons 6817.. 6882, 6824.. 6880, 6984. 

7308. .7388, 7702. .7803, 7719. 

* 7903. .7986 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7091, 6988 
.7814, 7719 



OJ000208 22.0323.C12 



8012 

TBLASTX : Soybean 
7986 
54 

7092, 7285.. 7398, 
7811, 7893.. 7985, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39425 
81403 
4627 

OJ000208_22.0323.C12.ol.tw 

7050 

none 

7050.. 7115, 7050.. 7091, 7308, 
7719. .7811, 7886. .7981, 7890, 

39426 
81404 
'l 

OJ000208_22.0323.C13.ol.np 
1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 22.0323.C12 



8012 

TBLASTX: Wheat 
7989 
62 

,7388, 7309. .7389, 7719. 
,7982, 7890. .7985, 7891. 



,7805, 
,7989 



Seq. ID 

Strand 

End 

Method 
End 



OJ000208_22 . 0323 . C13 

9621 

AAT/NAP 

2668 



39290 



GI 

Exons 

GI Descrip; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4106694 Score 1021 

1..33, 255. .338, 437. .510, 1432. .1635, 1733. .1804, 2138. .2207, 
2361. .2425, 2528.-2668 

(D85751) glutathione reductase [Oryza sativa] 

gi | 4153883 | dbj I BAA37092.il (AB009592) cytosolic glutathione 

reductase [Oryza sativa] 



39426 
81404 
1 

OJ000208_22.0323.C13.ol.tw 

216 

none 



Seq. ID OJ000208_22.0323.C13 



Strand 
End 

Method 

End 

Score 



9621 

TBLASTX: Wheat 

513 

114 



216. .338, 250. .339, 254. .343, 254. .337, 430. .513, 434. .511 



39426 
81404 
1 

OJ000208_22.0323.C13.o2 
216 
none 
216. , 
434. , 
14 32, 
2136 
2360 
2632 



OJ000208 22.0323.C13 



tm 



338, 250.. 339, 254.. 337, 



9621 

TBLASTX: Maize 

2671 

118 



Seq. ID 
Strand 
End 

Method 
End 
Score 

257. .343, 423. .503, 430. .513, 
511, 1427. .1636, 1430. .1630, 1431. .1631, 1431. .1637, 
.1638, 1432. .1638, 1725. .1811, 1727. .1807, 2136. .2210, 
.2201, 2137. .2220, 2138. .2206, 2320. .2397, 2358.-2426, 
.2428, 2361. .2426, 2362. .2427, 2495. .2629, 2496.-2597, 
.2670, 2636.. 2671 



39426 
81404 
1 

OJ000208_22.0323.C13.ol. tc 

225 

none 

225. .338, 254. .337, 430. .510, 
1733. .1810, 2136. .2210, 2138. 
2495.. 2608, 2496.. 2597, 2546. 

39426 
81404 
1 

OJ000208_22.0323.C13.ol.ts 

225 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 22.0323.C13 



9621 

TBLASTX: Cress 
2689 
107 

434. .526, 1435. .1638, 1436. .1567, 
.2206, 2360. .2428, 2361. .2426, 
.2668,.. 2633. .2689 

Seq. ID OJ000208_22.0323.C13 
Strand 

End 9621 

Method TBLASTX : Soybean 

End 2692 

Score 85 



225..33S, 254. .337, 297. .341, 430. .513, 434. .532, 437. .514, 
1430. .1513, 1432.. 1638, 1436.. 1630, 1441.. 1638, 1733.. 1810, 
1737. .1805, 2136. .2210, 2138. .2206, 2358. .2426, 2360. .2428, 
2495. .2611, 2496. .2597, 2615. .2680, 2651. .2692 



39426 Seq. ID 

81404 Strand 
1 End 
OJ000208_22 . 0323 . C13 . ol . gp Method 
255 End 
188_1.R1084 Score 
2S5..338, 437. .510, 1432. .1635, 1733.. 
2361. .2425, 2528. .2694, 2899. .3014 



OJ000208_22.0323.C13 

9621 
AAT/GAP 
3014 
1541 

1804, 2138.. 2207, 



39291 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 4106694/dbj | BAA36283 . 1 | 0.0e+00 (D85751) glutathione reductase 
[Oryza sativa] >gi_4 153883_dbj_BAA37092 . 1_ (AB009592) cytosolic 
glutathione reductase [Oryza sativa] f 



Seq. ID 
Strand 
End 

Method 
End 
Score 

338, 437. .510, 1432. .1635, 1733.. 

.3087, 3750. .3973, 5106. .5720, 6558.. 6860, 8363. .8452, 



39426 
81404 
1 

OJ000208_22. 0323.C13.ol.gs 
255 • 
none 
255. . 
2899. 



OJ000208_22.0323.C13 

'9621 
GENSCAN 
9621 
.42 

1804, 2528.*. 2660, 



9550. .9621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ■* 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



39426 
81404 
1 

OJ000208_22.0323.C13.ol. tm 
4981 
none 
4981. 
5283. 
6313. 



OJ000208 22.0323.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5106, 5016.. 5180, 5021.. 5236, 5025.. 5309, 5265 
5510, 5311. .5511, 5354. .5515, 5355.. 5516, 6311 
6432, 6317. .6433.,. .'6541. .6813, 6588.. 6629, 6609 



9621 

TBLASTX: Maize 

6813 

128 



5297, 
,6433, 
,6812 



39426 
81404 
1 

OJ000208_22.0323.C13.o2.np 
5016 
3894168 

5016. .5190, 5280. .5508, 6314, 
(AC005312) putative phloem-specific lectin [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 22.0323.C13 



9621 
AAT/NAP 
6845 
425 



.6432, 6558. .6845 



39426 Seq. ID 

81404 Strand 

1 End 

OJ000208_22.0323.C13.o2.gp Method 

5421 End 

23451 1.R1084 Score 



OJ0.00208_22 . 0323 .C13 

9621 
AAT/GAP 
6943 
1123 



5421. .5508, 6314. .6432, 6558.-6943 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



39426 
81404 
1 

OJ000208_22.0323.C13.o3.gp 

8608 

2280831 

8608. .8883 

39427 
81405 
345 

OJ000208_22.0323.C14 .ol.gp 
345 



Seq. ID OJ000208_22.0323.C13 
Strand 

End 9621 

Method AAT/GAP 

End 8883 

Score 406 



Seq. ID OJ000208_22.0323.C14 

Strand + 

End 601 

Method AAT/GAP 

End 601 



39292 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3479-011-Q6-K1-B8 Score 470 

345. .6.01 

1 5441872/dbj | AP000366. 1 1 AP000366 6.0e-34 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 1 



Seq. ID OJ000208_22.0323.C14 
Strand 

End 7684 

Method TBLASTX : Mai ze 

End 1987 

Score 110 



39427 
81406 
454 

OJ000208_22 . 0323 . C14 . o5 . tm 
1 

none 

1..96, 2. .85, 3. .95, 175. .288, 178. .288, 179. .289, 1933. .1980, 
1934. .1981, 1943. .1987 



39427 
81406 
454 

OJ000208_22. 0323.C14.o2.tm 

452 

none 



Seq. ID OJ000208_22.0323.C14 
Strand 

End 7684 

Method TBLASTX : Mai ze 

End 754 

Score 64 



452. .517, 453. .749, 454. .747, 457. .753, 605. .754 





Seq. No. 


39427 




Seq. ID 


OJ000208_22.0323. 


C14 


•- 1 


Gene No. 


81406. 




Strand 






fn 


Start 


454 




End 


7684 






Name 


OJ000208 22.0323.C14 


. ol . gs 


Method 


GEN SCAN 




r; I 


Start 


454 




End 


7349 






GI 


none 




Score 


.59 






Exons 


454. .844, 984. .1132, 


2794. .2854, 3038.. 


3131, 4500.. 4777, 








4948. .5066, 5164. .54 


89, 5836 


..6179, 6931. .7046, 7347. .7349 




Seq. No. 


39427 




Seq. ID 


OJ000208_22.0323. 


C14 




Gene No. 


81406 




Strand 








Start 


454 




End 


7684 






Name 


OJ000208 22.0323.C14 


. o 1 . np 


Method 


AAT/NAP 






Start 


463 




End 


1808 






GI 


6967112 




Score 


•400 




% .-S 


Exons 


463. .1132, 1215. .1365, 1465. 


.1604, 1671 


..1808 






GI Descrip. 


(AL138652) putative 


protein 


[Arabidopsis thaliana] 




O 


Seq. No. 


39427 




Seq. ID 


OJ000208_22.0323. 


C14 




Gene No. 


81406 




Strand 








Start 


454 




End 


7684 






Name 


OJ000208 22.0323.C14 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


676 




End 


1085 






GI 


none 




Score 


87 






Exons 


676. .846, 704. .850, 


852. .1085, 854. .1081 






Seq. No. 


39427 




Seq. ID 


OJ000208_22.0323. 


C14 




Gene No. 


81406 




Strand 








Start 


454 




End 


7684 






Name 


OJ000208 22.0323.C14 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


754 




End 


1146 






GI 


.none 




Score 


70 






Exons 


754.. 849', 755.-847, 


817. .879, 846. .1058, 852. .1130, 854. 


.1135, 



854. .1129, 1030. .1146 



39293 




Seq. No. 


39427 








Seq. ID 


OJ000208_22.0323.C14 


Gene No. 


81406 








Strand 




Start 


454 








End 


7684 


Name 


OJ000208 22 


.0323 


C14 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


763 








End 


1235 


GI 


none 








Score 


43 


Exons 


763. .849, 854. .925, 935. 


.1130 


, 1215.. 1235 


Seq. No. 


39427 








Seq. ID 


OJ000208_22.0323.C14 


Gene No. 


81406 








Strand 




Start- 


454 








End 


7684 


Name 


OJ000208 22 


.0323 


.C14 .o3. 


tm 


Method 


TBLASTX :Maize 


Start 


1256 








End 


1538 


GI 


none 








Score 


144 


Exons 


1256. .1522, 


1257 


. . 1523, 


1257 . 


.1538, 1261. .1536 


Seq. No. 


39427 








Seq. ID 


OJ000208_22.0323.C14 


Gene No. 


81406 








Strand 




Start 


454 








End 


7684 


Name 


OJ000208 22 


.0323 


■C14 .o2. 


gp 


Method 


AAT/GAP 


Start 


3388 








End 


3761 


GI 


3767731 








Score 


658 


Exons 


3388. .3761 












GI Descrip. 


5441872/dbj IAP000366.il AP000366 6.0e-34 Oryza sativa genomi< 


DNA, chromosome 2, clone : P0437H03 (contig a) 


Seq. No. 


39427 








Seq. ID 


OJ000208_22 . 0323 . C14 


Gene No. " 


81406 








Strand 




Start 


454 








End 


7684 


Name 


OJ000208 22 


.0323 


.C14 .o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4399 








End 


7684 


GI 


none 








Score 


56 


Exons 


4399. .4467, 


4400 


. .4462, 


4468. 


.4563, 4468. .4608, 4574. .4735, 




4579. .4737, 


4605 


. .4739, 


4606. 


.4740, 4945. .5064, 4945. .5064, 




4947. .5066, 


4947 


. .5087, 


5167. 


.5310, 5174.. 5311, 5389.. 5457, 




5396. .5443, 


5744 


. .5779, 


5792. 


.5860, 5797. .5835, 5840. .5932, 




5863. .5934, 


5981 


. .6028, 


6044. 


.6187, 6044. .6196, 6099. .6197, 




6978. .7046, 


6987 


. .7043, 


6988. 


.7047, 6992.. 7048, 7046.'. 7117, 




7258. .7419, 


7259 


. .7417, 


7261. 


.7419, 7486.-7683, 7493.-7684 


Seq. No. 


39427 








Seq. ID 


OJ000208_22 .0323.C14 


Gene No. 


81406 . 








Strand 




Start 


454 








End 


7684 


Name 


OJ000208 22 


.0323 


.C14 .o3. 


gp 


Method 


AAT/GAP 


Start 


4468 








End 


5025 


GI 


22388 1.R1084 






Score 


711 


Exons 


4468. .4777, 


4948 


. .5025 








GI Descrip. 


'3894168 2. 


0e-14 


(AC005312) similar to 


phloem-specific lect 


[Arabidopsis thaliana] ' 








Seq. No. 


39428 








Seq. ID 


OJ000208_22.0323.C15 


Gene No. 


81407 








Strand 


+ 


Start 


4680 








End 


5153 


Name 


OJ000208 22 


.0323 


.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


4680 








End 


5153 


GI 


none 








Score 


901 



Exons 4680. .5153 



39294 



Seq. No. 


39428 


Seq. ID 


OJ000208 ZZ.03Z3.C1d 


Gene No. 


81408 


Strand 




Start 


1 


End 


3671 


Name 


OJ000208 22.0323.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3671 


GI 


4210322 


Score 


742 


Exons 


1..367, 442. .517, 615. .730, 821. .889, 


1045. .1253, 1345. .1427, 




1917. .2069, 2169. .2256, 3441. 


.3671 




GI Descrip. 


(AJ132544) Dl-processing protease [Arabidopsis thaliana] 


Seq. No. 


39428 


Seq. ID 


OJ000208_22.0323.C15 


Gene No. 


81408 


Strand 




Start 


1 


End 


3671 


Name 


OJ000208 22.0323.C15.ol.gs 


Method 


GEN SCAN 


Start 


326 


End 


2449 


GI 


none 


Score 


.74 


Exons 


326. .517, 615. .730, 821. .889, 


1045. .1177, 2169. .2296, 2406. .2449 


Seq. No. 


39428 


Seq. ID 


OJ000208_22.0323.C15 


Gene No. 


81409 


Strand 




Start 


6667 


End 


10189 


Name 


OJ000208 22.0323.C15.o2.gp 


Method 


AAT/GAP 


Start 


6454 ■ 


End 


10189 


GI 


17137 1.R1084 


Score 


2619 


Exons 


6454.. 6783, 6878. .7039, 7362. 


.7519, 8142. .8217, 8296. .8378, 




8703. .9028, 9118. .9164, 9796. 


.9932, 10080.. 10189 



GI Descrip. 1 3023271/ sp| P93436 | ADH3_ORYSA 0.0e+00 GLUTATHIONE-DEPENDENT 

FORMALDEHYDE DEHYDROGENASE (FDH) ( FALDH) (GSH-FDH) >gi_1675394 
(U77637) class III ADH enzyme [Oryza sativa] 1 



Seq. No. 39428 Seq. ID 

Gene No. 81409 Strand 

Start 6667 End 

Name OJ000208_22 . 0323 . C15 . o3 . gs Method 

Start. . 6667 End 

GI none Score 

Exons 6667.. 6783, 6878.. 7039, 7362.. 7519, 

8703. .8954, 9118. .9164, 9707. .9903 



OJ000208 22.0323.C15 



10189 
GENSCAN 
9903 
.69 
8142. .8217, 



8296. .8426, 



OJ000208 22.0323.C15 



Seq. No. 39428 Seq. ID 

Gene No. 81409 Strand 

Start 6667 End 

Name OJ000208_22 . 0323 . C15 . o2 . np Method 

Start 6670 End 

GI 3023271 Score 

Exons 6670. .6783, 6878. .7039, 7362. .7519, 8142. .8217, 8296. .8378, 

8703. .9028, 9118. .9164, 9796. .9932, 

GI Descrip. ALCOHOL DEHYDROGENASE CLASS III (GLUTATHIONE-DEPENDENT 
FORMALDEHYDE DEHYDROGENASE) (FDH) (FALDH) (GSH-FDH) 
gi I 7430933 | pir | | T04164 formaldehyde dehydrogenase (glutathione) 
(EC 1.2.1.1) - rice gi | 1675394 | gb | AAB191 17 . 1 | (U77637) class III 
ADH enzyme [Oryza sativa] 



10189 
AAT/NAP 
10119 
1771 
8142. .8217, 
10080. .10119 



Seq. No. 
Gene No. 
Start ■ 



39428 
81410 
11355 



Seq. ID 

Strand 

End 



OJ000208 22.0323.C15 



13866 



39295 




Name 


OJ000208_22 


. 0323. 


,C15.o3, 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


1044 








End 


1256 




GI 


none 








Score 


132 




Exons 


1044 . . 1256, 


1045 . 


, . 1254 










Seq. No. 


39428 








Seq. ID 


OJ000208 


_22. 0323. CIS 


Gene No. 


81410 








Strand 






Start 


11355 








End 


13866 




Name 


OJ000208_22 


. 0323 . 


, C15 . o2 . 


. tm 


Method 


TBLASTX : 


Maize 


Start- 


3707 








End 


4103 




GI 


none 








Score 


124 




Exons 


3707 . . 4072, 


3708 . 


, . 3839, 


3909. 


. 4103 






Seq. No. 


39428 








Seq. ID 


OJ000208 


_22. 0323. CIS 


Gene No. 


81410 








Strand 






Start 


11355 








End 


13866 




Name 


OJ000208 22 


. 0323 , 


, C15 . o2 , 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4233 








End 


4466 




GI 


none 








Score 


94 




Exons 


4233 . . 4292, 


4253 . 


, .4291, 


4329 . 


.4466, 4352. .4453 




Seq. No. 


39428 








Seq. ID 


OJ000208 


_2 2. 0323. CIS 


Gene No. 


81410 








Strand 






Start 


11355 








End 


13866 




Name 


OJ000208_22 


. 0323, 


,C15.o4 , 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4865 








End 


5015 




GI 


none 








Score 


228 




Exons 


4865. .4996, 


4869. 


. . 4997, 


4890 . 


.5015 






Seq. No. 


39428 








Seq. ID 


OJ000208 


22 . 0323 . CIS 


Gene No. 


81410 








Strand 






Start 


11355 








End 


13866 




Name 


OJ000208 22 


. 0323 , 


, CIS .ol . 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


6622 








End 


9921 




GI 


none 








Score 


115 




Exons . . 


6622 . . 6786, 


6623 . 


. . 6799, 


6683 . 


.6796, 6870. .6974, 


6873 . . 6980, 




6878 . . 7000, 


6974 . 


. . 7039, 


6978 . 


.7040, 7361. .7477, 


7 362 . . 7517 , 




7363 . . 7530, 


7373 . 


. . 7525, 


814 3. 


.8217, 8147. .8218, 


8287 . . 84 09, 




8294 . . 8380, 


8701 . 


. . 9012, 


8702 . 


.9001, 8702. .9013, 


8808 . . 9080, 




9106 . . 9165, 


9117 . 


. . 9167 , 


moo 

9782 . 


.9919, 9796.. 9921 




Seq. No. 


39428 








Seq. ID 


OJ000208 


_2 2. 0323. CIS 


Gene No. 


81410 








Strand 






Start 


11355 








End 


13866 




Name 


OJ000208 22 


. 0323 . 


.CIS.ol. 


. tc 


Method 


TBLASTX: 


Cress 


Start 


6667 








End 


9921 




GI 


- none 








Score 


115 




Exons 


- -6667. .6786, 


6668. 


. . 6796, 


6870. 


.7040, 6877. .6960, 


6878. .7042, 




6878 . . 7039, 


7358 . 


, .7489, 


7360 . 


.7431, 7362. .7517, 


7369 . . 7527 , 




74 65 . . 7518 , 


8146 , 


, . 8217 , 


814 7. 


.8218, 8 


151. .8228, 


o o n yi o —) o o 

8294 . . 8323, 




8297 . . 8314, 


8300 , 


, . 8380, 


8317 . 


.8379, 8 


701. .9012, 


8702 . . 9001 , 




8774 . . 9013, 


8901, 


. .9080, 


9106. 


.9165, 9117. .9167, 


9189. .9215, 




9782. .9919, 


9796. 


. .9921 










Seq. No. 


39428 








Seq. ID 


OJ000208 


_22.0323.C15 


Gene No. 


81410 








Strand 






Start 


11355 








End 


13866 





39296 



Name 

Start 

GI 

Exons 



OJ000208_22.0323.C15.ol. tm 

6677 

none 

6677. .6784, 6679. 
6878. .7039, 6895. 
7373. .7519, 8143. 
8294.. 8380, 8701. 
9119. .9166, 9189. 
10082. .10120 



.6786, 6682. 

,7041, 7361. 

,8217, 8144. 

.9012, 8702, 

.9215, 9782, 



Method TBLASTX : Mai ze 
End 10121 
Score 120 
.6786, 6873. .7040, 6877. 



,7489, 7362. 

,8218, 8287. 

,9001, 9106. 

9922, 9796. 



,7517, 7363. 

,8376, 8287. 

,9165, 9117. 

,9921, 10080 



.6957, 
.7530, 
.8379, 
.9167, 
. .10121, 



Seq. No. 39428 

Gene No. 81410 

Start 11355 

Name OJ000208_22 . 0323 . C15 . o3 . gp 

Start 11296 

GI none 
Exons 



Seq. ID OJ000208_22 . 0323 . CIS 
Strand 

End 13866 

Method AAT/GAP 

End ' 12375 

Score 741 



11296. .11471, 11568. .11658, 12140 .. 12210, 12290. .12375 



Seq. No. 39428 

Gene No. 81410 

Start 11355 

Name OJ000208_22 . 0323 . C15 . o5 . tm 

Start 11352 

GI none 

Exons 11352. .11468, 11352 .. 11474 , 
11572. .11640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_22.0323.C15 
13866 

TBLASTX: Maize 

11640 

98 



11353. .11472, 11571. .11639, 



Seq. No. 39428 
Gene No. 81410 
Start 11355 

Name OJ000208_22 . 0323 . C15 . o4 . gs 

Start 11355 
GI none 
Exons 11355. .11471, 

12810. .12891, 

13617. .13847 



11568. .11658, 
13107. .13177, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12140. .12210, 
13240. .13287, 



OJ000208 22.0323.C15 



13866 
GENSCAN 
13847 
.83 

12290. .12385, 
13484. .13543, 



Seq. No. 39428 
Gene No. 81410 
Start 11355 

Name OJ000208_22 . 0323 . C15 . o3 . tm 

Start 12807 
GI none 
Exons 12807 

12988 

13484 

13617 

13674 



.12920, 12817. 

.13119, 13226. 

.13543, 13486. 

.13670, 13644. 
.13709 



12894, 
13285, 
13545, 
13670, 



Seq. ID' 

Strand 

End 

Method 

End 

Score 



OJ000208_22.0323.C15 
13866 

TBLASTX: Maize 

13709 

93 



12821. .12922, 12 987. .13118, 

13234. .13293, 13478. .13543, 

134 86. .1354 5, 13615. .13656, 

13645. .13671, 13650. .13685, 



Seq. No. 39428 Seq. ID 

Gene No. 81410 Strand 

Start 11355 End 

Name OJ000208_22 . 0323 . C15 . o4 . ts Method 

Start 12807 End 

GI none Score 
Exons 



OJ000208_22.0323.C15 
13866 

TBLASTX: Soybean 

13113 

100 



12807. .12887, 128 11 .. 12894 , 12981 .. 13112, 12987 .. 13112, 
12988. .13113 



39297 



Seq. No. 


39428 


Seq. ID 


OJ000208_22.0323.C15 


Gene No. 


81410 


Strand 




Start 


11355 


End 


13866 


Name 


OJ000208 22 . 0323 . CI 5 . o4 . gp 


Method 


AAT/GAP 


Start 


13246 


End 


13866 


GI 


none 


Score 


588 


Exons 


13246.. 13287, 13484.. 13543, 


13617. .13866 


Seq. No. 


39429 


Seq." ID 


OJ000208_22.0323.C16 


Gene No. 


O 1 A 1 1 

81411 


Strand 


+ 


Start 


/"TOO 

6788 


End 


10105 


Name 


OJ000208 22.0323.C16.o4.np 


Method 


AAT/NAP 


Start 


6788 


End 


10105 


GI 


7491242 


Score 


178 


Exons 


6788..6829, 8588. .8662, 8788 


..8873, 8991. .9153, 9358. .9480, 




9613.. 9695, 9790.. 9848, 9964 


. .10105 




GI Descrip. 


hypothetical protein SPAC806 


.06c - fission yeast 




(Schizosaccharomyces pombe) 


gi| 5834 807 | emb | CAB55285 . 1 1 




(AL117212) hypothetical protein [Schizosaccharomyces pombe] 


Seq. No. 


39429 


Seq. ID 


OJ000208_22.0323.C16 


Gene No. 


81411 


Strand 


+ 


Start 


6788 


End 


10105 


Name 


OJ000208 22.0323.C16.o2.gp 


Method 


AAT/GAP 


Start 


8234 


End 


8966 


GI 


9281 1.R1084 


Score 


958 


Exons 


8234. .8489, 8580. .8662, 8788 


. .8966 




GI Descrip. 


, 5834807/emb|CAB55285.1| 2.0e-09 (AL117212) hypothetical protein 




[Schizosaccharomyces pombe] 1 






Seq. No. 


39429 


Seq. ID 


OJ000208_22.0323.C16 


Gene No. 


81411 


Strand 


+ 


Start 


6788 


End 


10105 


Name 


OJ000208 22.0323.C16.o4 . gs 


Method 


GENSCAN 


Start 


8236 


End 


9611 


GI 


none 


Score 


.95 


Exons 


8236. .8489, 8580., 8662, 8788 


..8873, 9157. .9241, 9595. .9611 


Seq. No. 


39429 


Seq. ID 


OJ000208_22.0323.C16 


Gene No. 


81412 


Strand 




Start 


1 


End 


8019 


Name 


OJ000208 22.0323.C16.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


5593 


GI 


2459415 


Score 


194 


Exons 


1..49, 5057. .5593 






GI Descrip. 


(AC002332) hypothetical protein [Arabidopsis thaliana] 


Seq. , No. 


39429 


Seq. ID 


OJ000208_22.0323.C16 


Gene No. 


81412 


Strand 




Start 


1 


End 


8019 


Name 


OJ000208 22.0323.C16.ol.gs 


Method 


GENSCAN 


Start 


296 


End 


775 


GI 


none 


Score 


1 


Exons 


296. .775 







Seq. No. 



39429 



Seq. ID OJ000208_22.0323.C16 



39298 



# 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



81412 Strand 
1 End 8019 

OJ000208_22 . 0323 . CI 6 . ol . np Method AAT/NAP 
1796 End 4902 

1076509 Score 600 

1796. .1852, 2194. .2466, 2562. .2663, 3153. .3365, 4864. .4902 
RNA-binding protein RNP1 precursor - kidney bean 
gi|558629|emb|CAA57551.1| (X82030) chloroplast RNA binding 
protein [Phaseolus vulgaris] 





Seq. No. 


O O A O Q 

o y4 2 y 






Seq. ID 


OJ000208_22.0323 






Gene No. 


O 1 A 1 O 

81412 






Strand 








Start 


1 






End 


8019 






Name 


OJ000208 22.0J2i. 


Clb . o2 


gs 


Method 


GENSCAN 






Start 


1 O A O 

1802 






End 


3602 






GI 


none 






Score 


.68 






Exons 


1802 . . 1930, 2194 . 


o a r c 

.24 66, 


n C d o 


2663, 3153.. 3602 






Seq. No. 


39429 






Seq. ID 


OJ000208_22.0323 


.C16 




Gene No. 


81412 






Strand 








Start 


1 






End 


8019 






Name 


OJ000208 22.0323. 


C16.o3 


gs 


Method 


GENSCAN 






Start 


4796 






End 


8019 




-a- 


GI 


none 






Score 


.68 






Exons 


4796. .5709, 6820. 


.6921, 


T T 1 1 
/ / / 1 . 


.7906, 8017.. 8019 






Seq. No. 


39429 






Seq. ID 


OJ000208_22.0323 


.C16 




Gene No. 


81412 






Strand 






f == 

^ EE? 


Start 


1 






End 


8019 






Name 


OJ000208 22.0323 


C16.ol 


.gp 


Method 


AAT/GAP 




SS. 

b. s 
r as 1 


Start 


6358 






End 


7906 




f i 3 


GI 


78765 1.R1084 






Score 


754 




£ 


Exons 


6358.. 6562, 6820 


.6921, 


7771. 


.7906 • 






5 

l „i 


GI Descrip. 


1 2500378 /sp | Q43292 |RL37_ 


_ARATH 


6.0e-24 


60S RIBOSOMAL PROTEIN 


V 3 


Seq. No. 


39429 






Seq.. ID 


OJ000208_22.0323 


.C16 


r ^ 


Gene No.- 


81412 






Strand 








Start 


1 






End 


8019 




t 

f 1 


Name 


OJ000208 22.0323 


,C16.o3 


.np 


Method 


AAT/NAP 






Start 


6519 






End 


7909 




f 1 


GI 


2500378 






Score 


359 






Exons 


6519.. 6562, 6820 


. .6921, 


7771. 


.7909 








GI Descrip. 


60S RIBOSOMAL PROTEIN L37 










Seq. No. 


39429 






Seq. ID 


OJ000208_22.0323 


.C16 




Gene No. 


81413 






Strand 








Start 


9952 






End 


10425 






Name 


OJ000208 22.0323 


.C16.o3 


.gp 


Method 


AAT/GAP 






Start 


9952 






End 


10425 






GI 


none 






Score 


920 






Exons 


9952. . 10425 














Seq. No. . 


39429 






Seq. ID 


OJ000208_22.0323 


.C16 




Gene No. 


81414 






Strand 








Start 


10939 






End 


11139 






Name 


OJ000208 22.0323 


.C16.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


1805 






End 


2666 





39299 






GI 


none 








Score 


102 




Exons 


1805 . . 1852, 


2197 . 


.2415, 


2300 . 


.2389, 2565. .2666 




Seq. No. 


39429 








Seq. ID 


OJ000208_22.0323.C16 




Gene No. 


81414 








Strand 






Start 


10939 








End 


11139 




Name 


OJ000208_22 , 


. 0323 . 


C16 . o2 , 


. tm 


Method 


TBLASTX : Maize 




Start 


2188 








End 


2666 




GI 


none 








Score 


80 




Exons 


2188 . .2295, 


2197 . 


. 2373, 


2197 . 


.2388, 2419.. 2469, 2553.". 2663, 






2554 . .2655, 


2565 . 


. 2 666 










Seq. No. 


39429 








Seq. ID 


OJ000208_22.0323.C16 




Gene No. 


81414 








Strand 






Start 


10939 








End 


11139 




Name 


OJ000208 22. 


> 0323 . 


C16 . ol , 


. ts 


Method 


TBLASTX: Soybean 




Start 


2197 








End 


3246 




GI 


none 








Score 


48 




Exons 


2197 . .2385, 


2200 . 


. 2334 , 


2213 . 


.2254, 2311. .2514, 2336. .2458, 






2560 . .2664 , 


2565 . 


. 2 681 , 


2568 . 


.2666, 3144. .3245, 3151. .3246 




Seq. No. 


39429 








Seq. ID 


OJ000208_22 . 0323 . C16 




Gene No. 


81414 








Strand 




fj 


Start 


10939 








End 


11139 


% 


Name 


OJ000208 22, 


. 0323 . 


C16 . o2 , 


. ts 


Method 


TBLASTX : Soybean 


f n 


Start 


6522 








End 


7937 




GI 


none 








Score 


117 


l y 


Exons 


6522 . . 6563, 


6813. 


. 6920, 


6816. 


.6917, 6818. .6919, 7761. .7937, 


~ ™ 




7772 . .7906 














Seq. No. 


39429 








Seq. ID 


OJ000208_22.0323.C16 


?: : 


Gene No. 


81414 








Strand 






Start 


10939 








End 


11139 


= 


Name 


OJ000208_22 , 


. 0323 . 


C16.o3, 


. tc 


Method 


TBLASTX: Cress 




Start 


. 6813 








End 


7913 


~- jj 


GI 


none 








Score 


115 




Exons 


6813. . 6917, 


6816. 


. 6926, 


6818 . 


.6925, 7761. .7913, 7775. .7912 




Seq. No. 


39429 








Seq. ID 


OJ000208_22 . 0323 . C16 


% J 


Gene No. 


81414 








Strand 






Start 


10939 








End 


11139 




Name 


OJ000208 22, 


. 0323 . 


C16 . o3 . 


. tm 


Method 


TBLASTX: Maize 




Start 


7761 








End 


7907 




GI 


none 








Score 


214 




Exons 


7761 . .7907, 


7772 . 


. 7906 










Seq. No. 


39429 








Seq. ID 


OJ000208_22. 0323.C16 




Gene No. 


81414 








■ Strand . 






Start 


10939 








End 


11139 




Name 


OJ000208_22 . 


. 0323 . 


C16 . o2 . 


, tc 


Method 


TBLASTX: Cress 




Start 


8604 








End 


9080 




GI 


none 








Score 


98 




Exons 


8604. .8660, 


8605. 


.8661, 


8608. 


.8670, 8786. .8881, 8787. .8882, 






8988. .9080, 


8990. 


.9073 










Seq. No. 


39429 








Seq. ID 


OJ000208_22.0323.C16 




Gene No. 


81414 








Strand 





39300 






Start 


10939 




End 


11139 






Name 


OJ000208 22 


.0323.C16.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


8989 




End 


9696 






GI 


none 




Score 


96 






Exons 


8989. .9090, 


8994. .9065, 9010 


..9075, 9156. .9242, 


9156 . . 9245, 






9157. .9243, 


9356.. 9469, 9357 


..9470, 9609. .9695, 


9615 . . 9695, 






9616. . 9696 












Seq. No. 


39429 . 




Seq. ID 


OJ000208 


_22.0323.C16 




Gene No. 


81414 




Strand 


~ 






Start 


10939 




End 


11139 






Name 


OJ000208 22 


.0323.C16.o5.gs 


Method 


GENSCAN 






Start 


10939 




End 


11139 






GI 


none 




Score 


.99 






Exons 


10939. .11139 










Seq. No. 


39430 




Seq. ID 


OJ000208 


22 . 0323. C17 




Gene No. s 


81415 




Strand 








Start 


1 




End 


1880 






Name 


OJ000208 22 


.0323.C17.ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


1880 






GI 


374 1.R1084 




Score 


661 






Exons 


1. .26/ 817. 


.ilOl, 1814. .1880 










GI Descrip. 


'2459420 2. 


Oe-75 (AC002332) 


putative 


ribosomal . 


protein L17 






[Arabidopsis thaliana] ' 








t ri 


Seq. No. 


39430 




Seq. ID 


OJ000208 


_22.0323.C17 


t~ ^ 


Gene No . 


81415 




Strand 








Start 


1 




End 


1880 




~z 


Name 


OJ000208 22 


.0323.C17.ol.np 


Method 


AAT/NAP 




W 


Start 


1 




End 


1114 




I LI 


GI 


2459420 




Score 


486 




= 


Exons 


1..26, 817. 


.1114 








r ^ 


GI Descrip. 


(AC002332) 


60S ribosomal protein L23 


[Arabidopsis thaliana] 




Sea. No. 


39430 




Seq. ID 


OJ000208 


_22.0323.C17 


M 


Gene No. 


81415 




Strand 








Start 


1 




End 


1880 






Name 


OJ000208 22 


.0323.C17.ol.tw 


Method 


TBLASTX: 


Wheat 


?g 


Start 


1 




End 


1099 






GI 


none 




Score 


69 






Exons 


1..33, 817. 


.909, 818. .1099, 


819. .1076 


, 967. .1080 




Seq. No. 


39430 




Seq. ID 


OJ000208 


_22.0323.C17 




Gene No. 


81415 




Strand 








Start 


1 




End 


1880 






Name 


OJ000208 22 


.0323.C17.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


798 




End 


1141 






GI 


none 




Score 


411 






Exons 


798. .1109, 


818. .1141, 819. .1076 








Seq. No. 


39430 




Seq. ID 


OJ000208 


_22.0323.C17 




Gene No. 


81415 




Strand 








Start 


1 




End • 


1880 






Name 


OJ000208 22 


.0323.C17.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


813 




End 


1109 






GI 


none 




Score 


374 





39301 




Exons 


813. .1076, 815. .1099, 815. 


. 1102, olo . . 


1109 




Seq. No. 


39430 


Seq. ID 


OJ000208_22.0323 


.C17 


Gene No. 


81415 


Strand 






Start 


1 


End 


1880 




Name 


OJ000208 22 . 0323 .C17 . ol . gs 


Method 


GEN SCAN 




Start 


817 


End 


1826 




GI 


none 


Score 


. 78 




Exons 


817.. 1101, 18 14.. 1826 








Seq. No. 


39430 


Seq. ID 


OJ000208_22.0323 


.C17 


Gene No. 


81415 


Strand 






Start 


1 


End 


1880 




Name 


OJ000208 22 . 0323 . C17 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


818 


End 


1123 




GI 


none 


Score 


342 




Exons 


818. .1123, 819. .1076, 976. 


. 1110 






Seq. No. 


39431 


Seq. ID 


OJ000208_22.0323 


.C18 


Gene No. 


81416 


Strand 


+ 




Start 


527 


End 


T H O 




Name 


OJ000208 22 . 0323 . C18 . ol . gs 


Method 


GENSCAN 




Start 


527 


End 


778- 




GI 


none 


Score 


■ . 73 




Exons 


527. .624, 710. .778 








Seq. No. 


39432 


Seq. ID 


OJ000118_11.0307 


.C3 


Gene No. 


81417 


Strand 






Start 


310 


End 


3049 




Name 


OJ000118_11 .0307 ,C3.ol . gs 


Method 


GEN SCAN 




Start 


310 


End 


304 9 




GI 


none 


Score 


. 56 




Exons 


310. .832, 984. .1247, 2305. 


oo-jo once 

.2378, 2955, 


, .304 9 




Seq. No. 


39433 


Seq. ID 


OJ000118_11.0307 


,C4 


Gene No. 


81418 


Strand 


+ 




Start 


869 


End 


*i n c c\ 
10 69 




Name 


OJ000118__11 . 0307 . C4 .ol . gs 


Method 


GENSCAN 




Start 


869 


End 


1069 




GI 


none 


Score 


. 41 




Exons 


869. . 1069 








Seq. No. 


39433 


Seq. ID 


OJ000118_11.0307 


.C4 


Gene No. 


81419 


Strand 






Start 


977 


End 


~\ n c o 
19 DZ 




Name 


OJ000118 11 . 0307 . C4 .ol . tw 


Method 


TBLASTX : Wheat 




Start 


977 


End 


1330 




GI 


none 


Score 


73 




Exons 


977 . . 1330, 978 . .107 6 








Seq. No. 


39433 


Seq. ID 


OJ000118_11.0307 


C A 


Gene No. 


81419 


Strand 






Start 


977 


End 


1962 




Name 


OJ000118 11.0307.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


1067 


End 


1538 




GI 


none 


Score 


97 




Exons 


1067. .1144, 1166. .1537, 1337. .1531, 1347. .1538 





39302 




Seq. No. 


39433 






Seq. ID 


OJ000118 


_11.0307 


.C4 


Gene No. 


81419 






btrand 








Start 


977 






End 


1 9 0<£ 






Name 


OJ000118 11. 


0307 . 


C4 . o2 . tw 


Method 


mnT 7\ o rp\7 . 

TBLASTX : 


Wheat 




Start 


1436 . 






End 


i o. a c 
1900 






GI 


none 






Score 


1 "7 A 






Exons 


1436 . . 1534 , 


1613 . 


. 1738 , 1690 . . 


19bo 








Seq. No. 


39433 






Seq. ID 


OJ000118 


_11.0307 


.C4 


Gene No. 


81419 






Strand 








Start 


977 






End 


1962 






Name 


OJ000118 11. 


AOA*l 

0307 . 


C4 . ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


1610 






End 


1957 






GI 


none 






Score 


■84 






Exons 


-1-7-1 A 

1610 . . 1714 , 


1690 . 


. 1797 , 1783 . . 


1950, 1811. .1957 






Seq. No. 


39433 






Seq. ID 


OJ000118 


_11.0307 


.C4 


Gene No. 


O 1 A 1 O 

814 ly 






Strand 








Start 


977 






End 


1962 






Name 


OJ000118 11. 


A O A 1 

0307 . 


C4 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


1742 






End 


1962 






GI 


none 






Score 


197 






Exons 


1742 . . I960, 


1759. 


. 1962 










Seq. No. 


39434 






Seq. ID 


OJ000118 


11 . 0307 


.C5 


Gene No. 


81420 






Strand 


+ 






Start 


6492 






End 


14678 






Name 


OJ000118_11 . 


0307 . 


C5 . o2 . gs 


Method 


GENS CAN 






Start 


6492 






End 


14678 






GI 


none 






Score 


.57 






Exons 


64 92 . . 6580, 


7371. 


T o ro TOO/ - 

.78 68, 7886 . . 


8446, 9158.. 9511, 


14597. . 


1 A C ' 

14 D 


Seq. No. 


39434 






Seq. ID 


OJ000118 


_11.0307 


.C5 


Gene No. 


81421 






Strand 








Start 


23 






End 


9445 






Name 


OJ000118 11. 


0307. 


C5 . ol . tm 


Method 


TBLASTX': 


Maize 




Start ' 


5 






End 


250 






GI 


none 






Score 


263 






Exons 


5. .250, 6. .242 












Seq. No. 


39434 






Seq. ID 


OJ000118 


_11.0307 


.C5 


Gene No. 


81421 






Strand 








Start 


23 






End 


9445 






Name 


OJ000118 11. 


0307. 


C5 . o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


10 






End 


286 






GI 


none 






Score 


115 






Exons 


10. .219, 11. 


.286, 


12 . .254 










Seq. No. 


39434 






Seq. ID 


OJ000118 


_11.0307 


.C5 


Gene No. 


81421 






Strand 








Start 


23 






End 


9445 






Name 


OJ000118 11. 


0307. 


C5.ol.gs 


Method 


GENSCAN 






Start 


23 






End 


5168 






GI 


none 






Score 


.5 






Exons 


23. .310, 485 


..1899, 2012. .4069, 4103.. 


4412, 4503.. 5168 





39303 




Seq. No. 


39434 






Seq. ID 


OJ000118_11.0307 


.C5 


Gene No. 


81421 






Strand 






Start 


23 






End 


qa a c; 

y 4 q o 




Name 


OJ000118_11 . 0307 .C5 


. o2 . 


tm 


Method 


lbLAbix : Maize 




Start 


425 






End. 


blU 




GI 


none 






Score 


~\ A A 

14 4 




Exons 


• 425 . . 610, 438 . . 602 












Seq. No. 


39434 






Seq. ID 


OJ000118_11.0307 


,C5 


Gene No. 


81421 






Strand 






Start 


23 






bnd 


Q /I A R 

y 4 4 o 




Name 


OJ000118 11. 0307. C5 


. o2 . 


tw 


Metnoa 


i BLAo i a : wneau 




Start 


617 






bna 


1 HOT 




GI 


none 






Score 


106 




Exons 


/"IT ir\OT "701 

617. .1027, 62/.. /y/ 












Seq. No. 


39434 






Seq. ID 


OJ000118_11.0307 


.C5 


Gene No. 


81421 






Strand 






Start 


23 








y 4 4 D 




Name 


OJ000118_11 . 0307 . C5 


. o3 . 


tm 


Metnoa 


i oLiAo i a . Mai ze 




Start 


716 






Lna 


iz 4 y 




GI 


none 






Score 


C A 

64 




Exons 


716. . 880, 732 . . 881, 


f\ f~ c 

965 


. . 11 / / 


i o n o 


1 O ^ Q 

y 




Seq. No. ■ 


39434 






Seq. ID 


OJ000118_11.0307 


.C5 


Gene No. 


81421 






Strand 






Start 


23 






End 


9445 




Name 


OJ000118 11. 0307. C5 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1248 






End 


1604 




GI 


none 






Score 


141 




Exons 


1248. .1430, 1250. .1474, 


1258. 


.1467, 1391. .1504, 1454. .1600, 



1488. .1604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39434 
81421 
23 

OJ000118_11 . 0307 . C5 . o2 . np 

4140 

7508657 

4140. .4253, 7808. .7988, 
hypothetical protein T28C6 
qi | 3880303,1 emb. | CAA90992 . 1 | 
elegans] 



Seq. ID OJ000118_11.0307.C5 
Strand 

End 94 4 5 

Method AAT/NAP 

End 9445 ■ 

Score 187' 
.8293, 9024.. 9153, 



9212. .9445 



8117, 

1 - Caenorhabditis elegans 
(Z54238) T28C6.1 [Caenorhabditis 



39435 Seq. ID 

81422 Strand 

.257 End 

OJ000118_11 . 0307 . C6 . ol . gs Method 

257 End 

none Score 

257. .456, 1468. .1606 



OJ000118_11.0307.C6 
+ 

1606 
GENSCAN 
1606 
.4 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39435 Seq. ID 

81423 Strand 

3453 End 

OJ000118_11 . 0307 . C6 . ol . np Method 

3453 End 



OJ000118_11.0307.C6 
+ 

7119 

AAT/NAP 

7119 



39304 




GI 7489779 Score 1003 

Exons 3453. .3641, 3675. .3871, 3974.-3999, 4120. .4150, 4234. .4321, 

4433. .4578, 5185. .5229, 5320. .5423, 5517. .5656, 6097. .6198, 
6913. .7119 

GI Descrip. indeterminate spikelet 1 - maize gi I 2944040 I gb I AAC05206. 1 1 
(AF048900) indeterminate spikelet 1 [Zea mays] 





Seq. No. 


39435 




beq. ±JJ 


n inn n i 1 R 

vj J UUU J.10 


11. 


0307 






Gene No. 


81424 




Strand 


T 










Start 


14080 






O "3 n A Q 

^ o u *± y 










Name 


OJ000118 11. 0307. C6. 


o4 . gs 


Method 


GENSCAN 










Start 


14080 




End' 


23049 










GI 


none 




Score 


.53 










Exons 


14080. .14096, 15804. 


.15968, 


16024. .161 


25, 16172. 


.16342, 








21407. .21641, 21763. 


.21858, 


22906. .230 


49 










Seq. No. 


39435 




Seq. ID 


OJ000118_ 


_11. 


0307 


.C6 




Gene No. 


81424 




Strand 


+ 










Start 


14080 




End 


23049 










Name 


OJ000118 11. 0307. C6. 


o2 .np 


Method 


AAT/NAP 










Start 


21245 




End 


21667 










GI 


3789948 




Score 


547 










Exons 


21245. .21667 














i a? 


GI Descrip. 


(AF094773) translation initiation factor 5A [Oryza 


sativa] 


%~ 

ii! 


Seq. No. 


39435 




Seq. ID 


OJ000118_ 


_11. 


0307 


.C6 




Gene No. 


81425 




Strand 


+ 










Start 


23380 




End 


24526 










Name 


OJ000118 11. 0307. C6. 


o5 .gs 


Method 


GENSCAN 










Start 


23380 




End 


24526 










GI 


none 




Score 


.83 










Exons 


23380. .23385, 24113. 


.24271, 


24446. .24526 








= 


Seq. No. 


39435 




Seq. ID 


OJ000118_ 


_11 


0307 


.C6 




Gene No. 


81426 




Strand 


+ 








" t-jj 


Start 


26012 




End 


33382 










Name 


.OJ000118 11. 0307. G6. 


06 . gs 


Method 


GENSCAN 










Start 


26012 




End 


30251 










GI 


none 




Score 


. 4 








f 1 


Exons 


26012. .26077, 26694. 


.26966, 


27229. .274 


80, 27510 


. .28366, 








28468. .29951, 29971. 


.30111, 


30184 . .302 


51 










Seq. No. 


39435 




Seq. ID 


OJ000118_ 


_11 


.0307 


.C6 




Gene No. 


81426 




Strand 


+ 










Start 


26012 




End 


33382 










Name 


OJ000118 11. 0307. C6. 


o4 .np 


Method 


AAT/NAP 










Start 


26759 




End 


30248 










GI 


4680180 




Score 


139 










Exons 


26759. .26786, 29886. 


.30248 














GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica 


1 






Seq. No. 


39435 




Seq. ID 


OJ000118 


_11 


.0307 


.C6 




Gene No. 


81426 




Strand 












Start 


26012 




End 


33382 










Name 


OJ000118 11. 0307. C6 


o3 . np 


Method 


AAT/NAP 










Start 


26780 




End 


33382 










GI 


4378066 




Score 


769 









39305 



Exons 

GI Descrip. 



26780. .26976, 2704 6 2717 6, 27 68 1 2 9923, 33362. .33382 
(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27 571 . 1 | AF114 17 1_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ000118_11.0307.C6 



Seq. No. 39435 

Gene No. 81427 Strand + 

Start 42472 End 45615 

Name OJ000118JL1 . 0307 . C6 . 08 . gs Method GENSCAN 

Start 42472 End 45615 

GI none Score .94 

Exons 42472. .42484, 42 621 .. 42993, 45456.. 45615 



Seq. ID OJ000118_11.0307.C6 



Seq. No. 39435 

Gene No. 81428 Strand + 

Start 45888 End 46767 

Name OJ000118_11 . 0307 . C6 . o9 . gs Method GENSCAN 

Start 45888 End 46767 

GI none Score .9 

Exons 45888. .45950, 4 6006 .. 46179, 46645. Z46767 





Seq. No. 


39435 


Seq. ID 


OJ000118_11 


. OoO / , 


. Co 


f 1 


Gene No. 


81429 


Strand 


+ 








Start 


47167 


End 


48261 








Name 


OJ000118 11.0307.C6.o7.np 


Method 


AAT/NAP 






f n 


Start 


47167 


End 


48261 






1 Li 


GI 


6815053 


Score 


666 






f ~- 


Exons 


47167. .47313, 47813 .. 47988, 4 


8025. .482 


61 






I < s 


GI Descrip. 


(AP001080) hypothetical prote 


in [Oryza 


sativa] 








Seq. No. 


39435 


Seq. ID 


OJ000118_11 


.0307 


.C6 




Gene No. 


81430 


Strand 


+ 








Start 


52481 


End 


53742 








Name 


OJ000118 11.0307.C6.oll.gs 


Method 


GENSCAN 








Start 


52481 


End 


53742 








GI 


none 


Score 


.41 








Exons 


52481. .52528, 5284 8.-52967, 53638.-537 


42 








Seq. No. 


39435 


Seq. ID 


OJ000118_11 


.0307 


.C6 


El 


Gene No. 


81431 


Strand 










Start 


6271 


End 


11014 








Name 


OJ000118 11.0307.C6.o3.gs 


Method 


GENSCAN 








Start 


6271 


End 


11014 








GI 


none 


Score 


.43 








Exons 


6271.. 6374, 6926.. 7036, 7165. 


.7361, 10386. .10576, 


10889 


. .11014 




Seq. No. 


39435 


Seq. ID 


OJ000118_11 


.0307 


.C6 




Gene No. 


81431 


Strand 










Start 


6271 


End 


11014 








Name 


OJ000118 11.0307.C6.ol.gp 


Method 


AAT/GAP 








Start 


7076 


End 


7393 








GI 


none 


Score 


610 








Exons 


7076. .7393 












Seq. ' No. 


39435 


Seq. ID 


OJ000118_11 


.0307 


.C6 




Gene No. 


81432 


Strand 










Start 


30847 


End 


41055 







39306 




Name 


OJ000118 11. 0307 ,C6 


. o7 . gs 


Method 


GENSCAN 






Start 


30847 




End 


40979 






GI 


none 




Score 


.52 






Exons 


30847 . . 30945, 31195 


. . 31284, 


31609. .31925, 31957 


. . 32114, 






32228. .32391, 32488 


. . 33449, 


33562. .33637, 33710 


. . 34102, 






■ 34118. .34447, 34882 


. . 34955, 


35548. .35598, 36606 


. . 36659, 






37359. .37594; v 40164 


. . 4027 6, 


40464. .40979 






Sea No. 


39435 




Seq. ID 


OJ000118 


_11.0307 


.C6 


Gene No. 


81432 




Strand 


- 






Start 


30847 




End 


41055 






Name 


OJ000118 11. 0307. C6 


.o3.gp 


Method 


AAT/GAP 






Start 


38496 




End 


38980 






GI 


none 




Score 


596 






Exons 


38496. . 38517, 38652 


. . 38980 










Seq. No. 


39435 




Seq. ID 


OJ000118 


11 . 0307 


. C6 


Gene No. 


81432 




Strand 








Start 


30847 




End 


41055 






Name 


OJ000118 11. 0307. C6 


. o4 . gp 


Method 


AAT/GAP 






Start 


39350 




End 


39784 






GI 


7727 1.R1084 




Score 


814 






Exons 


39350. .39784 












GI Descrip. 


■5295936/dbj I AB026295 . 2 | AB026295 3.0e- 


10 Oryza 


sativa genomic 




DNA, chromosome 6, < 


clone: P0681F10, complete sequence' 




Seq. No. 


39435 




Seq. ID 


OJ000118 


_11.0307 


.C6 


Gene No. 


81432 




Strand 








Start 


30847 




End 


41055 






Name 


OJ000118 11. 0307. C6 


.o5 .gp 


Method 


AAT/GAP 






Start 


40782 




End 


41055 






GI 


3061002 




Score 


462 






Exons 


40782. .41055 












GI Descrip. 


5295936/dbj | AB02 6295 . 2 | AB026295 3.0e-10 Oryza sativa genomic 




DNA, chromosome 6, 


clone : P0 681F10, complete sequence 




Seq. No. 


39435 




Seq. ID 


OJ000118 


_11.0307 


.C6 


Gene No. 


81433 




Strand 








Start 


40990 




End 


43023 






Name 


OJ000118 11. 0307. C6 


. o5 . np 


Method 


AAT/NAP 






Start 


40990 




End 


43023 






GI 


5852080 




Score 


555 






Exons 


40990. .41039, 42624 


. .43023 










GI Descrip. 


(AL117264) zwh0003. 


1 [Oryza 


sativa] 








Seq. No. 


39435 




Seq. ID 


OJ000118 


_11.0307 


.C6 


Gene No . 


81434 




Strand 








Start 


44462 




End 


47658 






Name 


OJ000118 11. 0307. C6 


. 06 . np 


Method 


AAT/NAP 






Start 


44462 




End 


47658 






GI 


7339701 




Score 


41 






Exons 


44462. .44533, 45635 


. .45718, 


47617. .47658 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39435 




Seq. ID 


OJ000118 


_11.0307 


.C6 


Gene No. 


81435 




Strand 








Start 


47884 




End 


51566 







'39307 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000118 11.0307.C6.ol.tc 



Method TBLASTX : Cress 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



3779 End 5437 

none Score 91 

3779. .3874, 3828. .3872, 3974. .4000, 3975. .4001, 4115. .4147, 

4128. .4151, 4232. .4324, 4232. .4315, 424 0 .. 4320, 4 4 10 .. 4580, 

4430. .4582, 4432. .4584, 4433. .4579, 4444. .4581, 5183. .5230, 

5183. .5230, 5185. .5229, 5276. .5413, 5309. .5437, 5317. .5409 



39435 
81435 
47884 

OJ000118_1 1.0307 .C6.o2.ts 
3779 
none 

3779. .3874, 3828. .3872, 3974. 



Seq. ID OJ000118_11.0307.C6 
Strand 

End 51566 

Method TBLASTX : Soybean 

End 5427 

Score 91 

.4000, 3975. .4001, 4115. .4150, 



4128. .4151, 4231. .4389, 4232. .4324, 4232. .4315, 4432. .4560, 
4432. .4581, 4433. .4579, 5170. .5229, 5183. .5230, 5183. .5230, 
5276. .5422, 5309. .5401, 5317. .5427 



39435 
81435 
47884 

OJ000118_11.0307.C6.o2.tm 
3782 
none 
3782. 
4128. 
4432, 



3874, 3828. 

,4151, 4231. 

,4581, 4433. 

5276.. 5404, 5309. 



Seq. ID OJ000118_11.0307.C6 
Strand' 

End 51566 
Method TBLASTX : Mai ze 
* End 5566 
Score 91 
3872, 3974. .4000, 3975. .4001, 4115. .4150, 
4320, 4232. .4324, 4232. .4315, 4416. .4580, 
4579, 5170. .5229, 5183 .. 5230, 5183 .. 5230, 
5401, 5317. .5415, 5531. .5566 



39435 
81435 
47884 

OJ000118_11.0307.C6.ol. ts 

21227 

none 

21227. .21265, 21232 .. 21291, 

21286. .21411, 21368. .21490, 

21490. .21627, 214 92 .. 21638 , 

21626. .21664, 26023 .. 26055, 

26092. .26121, 26093 .. 26122 , 

35443. .35484, 354 4 4 .. 354 94 , 

35531. .35590, 35531 .. 35590, 



39435 
81435 
47884 

OJ000118_11.0307.C6.. 

21230 

none 

21230. .21289, 21284, 
21404 . .21445, 21406, 
21446. .21490, 21449, 
21625. .21666, 21626, 
26093. .26122, 35443. 
35488. .35526, 35531. 



■o2.tc 



.21439, 
.21441, 
.21487, 
.21664, 
.35484, 
.35590, 



Seq. ID OJ000118_11.0307.C6 
Strand 

End 51566 

Method TBLASTX : Soybean 

End 35680 

Score 36 
21257. .21292, 21284 .. 214 12 , 
21404. .21445, 2144 1 .. 21530, 
21492. .21629, 21 625 .. 21666, 
26024. .26056, 26058 .. 26102 , 
3538 6. .354 51, 35405. .35440, 
35479.-35529, 35480 .. 35569, 
35615. .35680, 35639.. 35680 

Seq. ID OJ000118_11.0307.C6 
Strand 

End 51566 

Method TBLASTX : Cress 

End 35680 

Score 35 
21286. .21411, 21296. .21412, 
21408. .21446, 21441 21488, 
21492. .21638, 21508 .. 21588 , 
26009. .26044, 26058 .. 26102 , 
35447. .35485, 35480 .. 35527 , 
35615. .35680 



39308 




Seq. No. 


"3 Q A "3 C 








Seq. 


ID OJ000118 


JL1.0307 


Gene No. 


O 1 /IOC 

o 14 Jo 








Strand 






Start 


A H QQ A 

4 /oo4 








End 


51566 




Name • 


/"\ T A A A 1 

OJUUul 


18 11. 0307. C6. 


ol . tm 


Method TBLASTX: Maize 


Start 










End 


35686 




GI 


none 








Score 7 9 






Exons 


£ l^OO . 


.21291, 


21237. 


9 1 O Q A 


21238. 


.21291, 


21239 


. .21292, 




9 1 9S 4 


.21412, 


21286. 


91411 


21404. 


.21445, 


21406 


. .21447, 




21435. 


.21530, 


21441. 


.21530, 


21490. 


.21627, 


21491 


. .21628, 




21492. 


.21638, 


21492. 


.21629, 


21572. 


.21661, 


21625 


. .21666, 




21626. 


.21664, 


26008. 


.26055, 


26009. 


.26056, 


26058 


. .26102, 




26092. 


.26121, 


26093. 


.26122, 


35385. 


.35450, 


35386 


. .35478, 




35443. 


.35484, 


35447. 


.35485, 


35480. 


.35569,- 


35531 


. .35590, 




35531. 


.35590, 


35630. 


.35686, 


35639. 


.35683 







Seq. No. 


39435 








Seq. 


ID OJ000118 


JL1.0307 


Gene No. 


81435 








Strand 






Start 


47884 








End 


51566 




Name 


OJ0001 


18 11. 0307. C6. 


ol . tw 


Method TBLASTX : Wheat 


Start 


21245 








End 


35635 




GI 


none 








Score 63 






Exons 


21245. 


.21292, 


21284. 


.21412, 


21286. 


.21411, 


21404 


. .21445, 




21406. 


.21441, 


21441. 


.21488, 


21478. 


.21627, 


21483 


. .21638, 




. 21566. 


v 21 628, 


21625. 


.21657, 


21626. 


.21658, 


25985 


. .26056, 




26008. 


.26052, 


26047. 


.26091V 


26048. 


.26089, 


26092 


. .26121, 




26093. 


.26122, 


35402. 


.35443, 


35443. 


.35484, 


35444 


. .35485, 




35479. 


.35526, 


35480. 


.35527, 


35522. 


.35608, 


35576 


. .35635, 




35606. 


.35635 















Seq. No. 39435 
Gene No. . 81435 

Start 47884 

Name OJ000118_11 . 0307 . C6 . o4 . tw 

Start 27879 

GI none 

Exons 27879. .28169 



Seq. ID OJ000118_11.0307.C6 
Strand 

End 51566 

Method TBLASTX : Wheat 

End 28169 

Score 182 



Seq. No. 39435 

Gene No. 81435 

Start 47884 

Name OJ000118_11 . 0307 . C6 . o3 . tw 

Start 29018 

GI none 

Exons 29018. .29149, 29155 .. 29376, 

Seq. No. 39435 

Gene No. 81435 

Start .47884 

Name OJ000118_11 . 0307 . C6 . o2 . tw 

Start 29582 

GI none 

Exons 29582. .29929, 29608.. 29925 

Seq. No. 39435 

Gene No. 81435 

Start 47884' 

Name OJ000118 11 . 0307 . C6 . o3 . tm 



Seq. ID OJ000118_11.0307.C6 
Strand 

End 51566 

Method TBLASTX : Wheat 

End 29377 

Score 84 
29156. .29377 

Seq. ID OJ000118_11.0307.C6 
Strand 

End 51566 

Method TBLASTX : Wheat 

End 29929 

Score 341 



Seq. ID OJ000118_11.0307.C6 
Strand 

End 51566 

Method TBLASTX : Mai ze 



39309 



Start 


297 10 




End 


29 32.3 






GI 


none 




Score 


O H C 

2/0 






Exons 


o m 1 a o a a o a ofm 1 

29710 .. 2 9922 , 29711. 


O A A O A 










Seq. No. 


39435 




Seq. ID 


OJ000118 


JL1.0307. 


.C6 


Gene No. 


81435 




Strand 








Start 


A "7 O O A 

. 47884 




bna 


OlDOO 






Name 


/-\taaaiio i i a *) ri i /-! s~ 

OJ00Q118 11. 0307. Co. 


o5 . tm 


Method 


1 BLAb I A : 1 


Maize 




Start 


A A A O T 

29937 




End 


*3 A 1 QT 

jui y / 






GI 


none 




Score 


i on 
1 90 






Exons 


Z33o 1 . . JUiy / / 3UUUO. 


. 3U1 / z 










Seq. No. 


39435 




Seq. ID 


OJ000118 


11 A O A "7 
11.030/, 


. Co 


Gene No. 


81435 




Strand 








Start 


47884 




End 


51566 






Name 


OJOOOllo 11. 030/. Co. 


o4 . tm 


Method 


TBLASTX : 1 


Mai ze 




Start 


4 1202 




End 


42190 






GI 


none 




Score 


66 






Exons 


>i 1 o a o /i 1 t in /i 1 o o o 

4 1202 4 1330 , 41222. 


A 1 O C O 

. 4 13o2 , 


41225. .41329, 41225 


A 1 o o o 
. . 4 133o , 






4 1232 4 1321, 41240. 


. 4 1332 , 


41243. .41362, 41253 


. . 4 132 / , 






4 1300 .. 4 1359, 41351. 


/I 1 VI T A 

.41470, 


41355. .41477, 41358 


A 1 A Q A 

. . 4 14 oO, 






4 1367 .. 4 1480, 41373. 


/ 1 AAA 

.41480, 


41375. .41488, 41385 


A 1 A O A 

. . 4 14 oO, 






/ 1 >5 A/* yllvlOO >1 1 O A "7 

4 1396 .. 4 1488 , 41397. 


A 1 VI O A 

.41480, 


41401. .41484, 41404 


A 1 A A O 






41495. .41653, 41530. 


.41640, 


41534. .41638, 41534 


. .41641, 






41564. .41641, 41564. 


.41641, 


41697. .41765, 41702 


. .41854, 






* 1 T A r VI 1 O C VI A 1 T 1 A 

4 1705 .. 4 1854 , 41714. 


.41863, 


41716. .41853, 41717 


a i o a a 






41729 . . 4 1848 , 41741. 


.41887, 


41748. .41858, 41758 


A 1 O C O 

. . 4 loo2, 






4187 6 . . 42031, 41879. 


. 42028 , 


41910. .41984, 41911 


A O A 1 O 

. . 42012, 






4 1911 .. 42018 , 41917. 


. 42003, 


42025. .42180, 42059 


A O 1 O ~1 

..4218/, 






42062 . . 4^ly0 












Seq. No. 


39435 




Seq. ID 


OJ000118 


11 A Q A 1 

11 . U3U / , 


. Co 


Gene No. 


81435 




Strand 








Start 


47884 




End 


51566 






Name 


r\ t a a a i i o i i nom c* c 
OJOOOllo 11. 030/. Co. 


olO . gs 


Method 


GENSCAN 






Start 


47884 




End 


51566 






GI 


none 




Score 


.74 






Exons 


A 1 Q O A yinnci A A £T O C 

4 /o o 4 . . 4 / 95 / , 4yboo. 


A Q1 1 Q 

.49/19, 


49810. .50034, 50172 


C A O 1 A 






504 82 . . 50do2 , oUbyb. 


. DO OD 1 , 


51516. .51566 






Seq. No. 


394 3o 




Seq. ID 


OJ000118 


ii n^m 
11 . U JU / , 


. U / 


Gene No. 


81436 




Strand 


+ 






Start 


1 




End 


5832 






Name 


OJ000118 11. 030.7. C7. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1634 






GI 


7339719 




Score 


82 






Exons 


1..65, 1530.-. 1634 












GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39436 




Seq. ID 


OJ000118 


11 . U JU / , 


CI 


Gene No. 


81436 




Strand 


+ 






Start 


1 




End 


5832 






Name 


OJ000118 11. 0307. C7. 


ol .gs 


Method 


GENSCAN 






Start 


217 




End 


5832 






GI 


none 




Score 


.86 






Exons 


217. .320, 2632..2768, 5293. 


.5433, 5702, 


. .5832 







39310 



Seq. No. 39436 Seq. ID OJ000118_11 . 0307 . C7 

Gene No. 81437 Strand + 

Start 6521 End 7007 

Name . " OJ000118_11 . 0307 . C7 . ol . gp Method AAT/GAP 

Start 6521 End 7007 

GI uC-osflcypl34h05al Score 974 

Exons 6521.. 7007 

GI Descrip. » 417 6420/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No. 


J94 jb 










Seq. ID OJ000118 


11. 0307. C7 


Gene No. 


O 1 A O O 










Strand 








Start 


6031 










End 


7937 






Name 


OJ000 


118 11 


. 0307 


C / . oZ . 


tm 


Method 


TBLASTX: 


Maize 




Start 


1685 










End 


2468 






GI 


none 










Score 


43 






Exons 


1685. 


.1774, 


1687 


. 1809, 


1692 . 


.1808, 


1693. .1809, 


1693. 


. 1830, 




1694. 


.1816, 


1788 


.1919, 


1795. 


.1917, 


1806. .1925, 


1807. 


.1920, 




1813. 


.1920, 


1821 


.1928, 


1821. 


.1925, 


1848. .1913, 


1955. 


.2095, 




1961. 


.2080, 


1961 


.2080, 


1973. 


.2074, 


1975. .2076, 


1977. 


.2129, 




1977. 


.2126, 


1983 


.2078, 


2064. 


.2156, 


2118. .2210, 


2118. 


.2180, 




2153. 


.2311, 


2154 


.2303, 


2157. 


.2297, 


2159. .2305, 


2168. 


.2302, 




2175. 


.2312, 


2190 


.2303, 


2191. 


.2319, 


2192. .2323, 


2195. 


.2302, 




2324. 


.2431, 


2346 


.2447, 


2346. 


.2447, 


2349. .2468, 


2351. 


.2434, 




2355. 


.2432, 


2355 


.2450, 


2356. 


.2433 








Seq. No. 


39436 










Seq. ID OJ000118 


11. 0307. C7 


Gene No. 


81438 










Strand 








Start 


6031 










End 


7937 






Name 


OJ000 


118JL1 


.0307 


C7.o2. 


np 


Method 


AAT/NAP 






Start 


6031 










End 


7937 






GI 


2130125 








Score 


399 






Exons 


6031. 


.6103, 


7401 


.7937 












GI Descrip. 


DNA-b 


inding 


protein Dof3 - maize (fragment) 







gi | 1061308 | emb | CAA56288 | (X79935) Dof3gene [Zea mays] 



Seq. No. 39436 Seq. ID 

Gene No. 81438 Strand 

Start 6031 End 

Name OJ000118_11 . 0307 . C7 . ol . ts Method 

Start 7652 End 

GI none Score 

Exons 7652.. 7909, 7761.. 7910 



OJ000118_11.0307.C7 
7937 

TBLASTX : Soybean 

7910 

139 



Seq. No. 39436 Seq. ID 

Gene No. 81438 Strand 

Start 6031 End 

Name OJ000118_11 . 0307 . C7 . ol . tc Method 

Start 7655 End 

GI none Score 

Exons 7655.. 7933, 7761.. 7895 



OJ000118_11.0307.C7 
7937 

TBLASTX: Cress 

7933 

104 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39436 
81438 
6031 

OJ000118 
7658 



11.0307.C7.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000118_11.0307 .C7. 
7937 

TBLASTX: Maize 
7906 



39311 



GI 

Exons 

Seq-. jNo. 

Gene' "NoV 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

7658.. 7906, 7761.. 7862 

39437 
81439 
749 

OJ000118_11 . 0307 . C8 . ol . gs 

749 

none 

749. .800, 2464. .2595, 4514 



Score 



81 



Seq. ID OJ000118_11.0307.C8 
Strand + 

4611 
GENSCAN 
4611 
.61 



End 

Method 
End 
Score 
,4611- 



39437 Seq. ID OJ000118_11 . 0307 . C8 

81439 Strand + 

749 End 4611 

OJ000118_11.0307.C8.ol.gp Method AAT/GAP 

1326 End 1413 

LIB3477-003-P1-K1-E9 Score 124 

1326. .1413 

' 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


39437 


Seq. ID 


OJ000118_11.0307.C8 


Gene No. 


81440 


Strand 




Start 


5013 


End 


8328 


Name 


OJ000118 11.0307.C8.o2.gs 


Method 


GENSCAN 


Start 


5013 


End 


8328 


C T 


none 


Score 


.55 


Exons 


5013. .5041, 8289. .8328 






Seq. No. 


39438 


Seq. ID 


OJ000208JL5.0313.C1 


Gene No. 


81441 


Strand 


+ 


Start ■ 


311 


End 


605 


Name 


OJ000208 15.0313.Cl.ol.'gp 


Method 


AAT/GAP 


Start 


311 


End 


574 


GI 


LIB3433-055-P1-K1-B12 


Score 


474 


Exons 


311. .574 






GI Descrip. 


1 5670155/gb| AF1612 69.1 |AF1 61269 O.Oe+OC 


Oryza sativa subsp. 




japonica BAC clone 34K24, 


complete sequence 1 


Seq. No. 


39438 


Seq. ID 


OJ000208_15.0313.C1 


Gene No. 


81441 


Strand 


+ 


Start 


311 


End 


605 


Name 


OJ000208 15.0313.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


372 


End 


605 


GI 


none 


Score 


192 


Exons 


372. .605, 431. .568 






Seq. No. 


39439 


Seq. ID 


OJ000208_15.0313.C2 


Gene No. 


81442 


Strand 


+ 


Start 


681 


End 


7574 


Name 


OJ000208 15.0313.C2.o2.np 


Method 


AAT/NAP 


Start 


681 


End 


4889 


GI 


5295966 


Score 


491 


Exons 


681. .708, 3349. .3464, 4076 


..4648, 4700. 


.4889 


GI Descrip. 


(AB026295) Similar to Glycine max gmsti 


mRNA. (X79770) [Oryza 



sativa] 



39312 



Seq. No. 


39439 






Seq. ID 


OJ000208_ 


_15 


.0313. 


C2 


Gene No. 


81442 






o trana 


T 








Start 


68 1 






T n 


1 D I H. 








Name 


OJOUUzUo lo 


. Uolo . . Ol . 


gs 


Method 


*jCjLN oLnlN 








Start 


1165 






hna 


1 / J J 








GI 


none 






Score 


Q Q 








Exons 


1165 . .1183, 


1303 . . 14 bU, 


1 C3 1 
1 DJl . 


1 7 q c 










Seq. No. 


39439 






Seq. ID 


OJ000208_ 


_15 


.0313 


C2 


Gene No. 


O 1 A A O 

814 42 






Strand 


+ 








Start 


681 






End 


7574 








Name 


OJ000208 15 


. 0313 . C2 . oz . 


gs 


Method 


GEN SCAN 








Start 


2504 






End 


5960 








GI 


none 






Score 


.4 








Exons 


2504 . . 2578 , 


3009 . . 34 b4 , 


4 lb D . 


.4783, 5599. .5799, 


5900. .5960 


Seq. No. 


39439 






Seq. ID 


OJ000208_ 


_15 


.0313 


C2 


Gene No. 


81442 






Strand 


+ 








Start 


a o i 
DO 1 






End 


7574 








Name 


OJ000208_15 


ATI n 

. 0313 . CZ . 03 . 


np 


Method 


AAT/NAP 








Start 


5591 






End 


7574 








GI 


/" IT ^ C "J A 

6539570 






Score 


238 








Exons 


5591 . . 57 91, 


oybl .. . bUzb, 


6647. 


.6951, 7544. .7574 








GI De scrip. 


(AP000836) 


hypothetical 


protein ' [Oryza 


sativa] 








Seq. No. 


39439 






Seq. ID 


JOJ000208_ 


_15 


.0313 


.C2 


Gene No. 


81443 






Strand ' 


+ 








Start 


8694 






End 


9557 








Name 


OJ000208 15 


. 0313.C2.o4 . 


gs 


Method 


GENSCAN. 








Start 


8694 






End 


9557 








GI 


none 






Score 


.88 








Exons 


8694. .9557 

















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39439 Seq. ID OJ000208_15 . 0313 . C2 

81444 Strand 
984 End • 5795 

OJ000208_15.0313.C2.ol.np Method * AAT/NAP 

984 End 5795 

6069646 Score 200 

984. .1239, 5739. .5795 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



39439 Seq. ID 

81445 Strand 

6643 End 

OJ000208_15 . 0313 . C2 . ol . tm Method 

4066 End 

none Score 



OJ000208_15.0313.C2 
7026 

TBLASTX: Maize 

4790 

154 



4066. .4176, 4067. .4228, 4230. .4607, 4250. .4585, 4710. .4790 



39439 
81445 



Seq. ID 
Strand 



OJ000208 15. 0313. C2 



39313 




Start 


6643 








End 


7026 


Name 


OJ000208_15 


. 0313 . 


C2 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


4107 








End 


4580 


GI 


none 








Score 


36 


Exons 


4107 . .4160, 


A T A O 

4148. 


A O O O 


A O *3 A 

4 2oU . 


.4385, 4434. .4580 


Seq. No. 


39439 








Seq. ID 


OJ000208_15.0313.C2 


Gene No. 


81445 








Strand 




Start 


6643 








End 


7026 


Name 


OJ000208_15 


. 0313 . 


C2 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4148 








End 


4571 


GI 


none 








Score 


61 


Exons 


414 8. . 4210 , 


4zUU . 






.4381, 4394. .4540, 4395. .4571 


Seq. No. 


39439 








Seq. ID 


OJ000208_15.0313.C2 


Gene No. 


81445 








Strand 


- 


Start 


6643 








End 


7026 


Name 


OJ000208 15 


. 0313 . 


C2 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


4230 








End 


4559 


GI 


none 








Score 


251 


Exons 


/Tin A C C Ck 

4230 . .4559, 


4 4 2/. 


y| n c c 








Seq. No. 


39439 








Seq. ID 


OJ000208_15.0313.C2 


Gene No. 


:: - 81445 








Strand 


- 


Start 


6643 








End 


7026 


Name 


OJ000208_15 


. 0313 . 


C2.o3. 


gs 


Method 


GEN SCAN 


Start 


6643 








End 


7026 


GI 


none 








Score 


.91 


Exons 


6643 . .7026 












Seq. No. 


39440 








Seq. ID 


OJ000208 15. 0313. C3 


Gene No. 


81446 








Strand 


- 


Start 


1 665 








End 


1796 


Name 


OJ000208_15 


. 0313 . 


C3 . o2 . 


gs 


Method 


TT 1 XT O /~i 7\ XT 

GENSCAN 


Start 


1665 








End 


1796 


GI 


none 








Score 


.5 


Exons 


1665 . .1796 












Seq. No. 


39441 








Seq. ID 


OJ000208_15.0313.C6 


Gene No. 


81447 








Strand 


+ 


Start 


595 








End 


690 


Name 


OJ000208 15 


. 0313 . 


C6 . ol . 


gs 


Method 


GENSCAN 


Start 


595 








End 


690 


GI 


none 








Score 


.43 


Exons 


595 . . 690 












Seq. No. 


39442 








Seq. ID 


OJ000208_15.0313.C7 


Gene No. 


81448 








Strand 


+ 


Start 


124 








End 


980 


Name 


OJ000208_15 


. 0313. 


C7 . ol . 


gs 


Method 


GENSCAN 


Start 


124 








End 


927 


GI 


none 








Score 


.95 


Exons 


124. .927 












Seq. No. 


39442 








Seq. ID 


OJ000208_15.0313.C7 


Gene No. 


81448 








Strand 


+ 


Start 


124 








End 


980 



39314 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



0 J000208_15 . 0313 . C7 . ol . np Method AAT/NAP 

147 End 643 

5295966 Score 137 

147. .643 

(AB026295) Similar to Glycine max gmsti mRNA. (X7 9770) [Oryza 
sativa] , 



39442 
81448 
124 

OJ000208_15.0313.C7.ol.gp 

479 

none 

479. .980 

39442 
81449 
2192 

OJ000208_15.0313.C7.ol.tm 

103 

none 

103. .219, 277. .447, 303. .446 

39442 
81449 
2192 

OJ000208_15.0313.C7 .o2.gs 

2192 

none 

2192. .2617 



Seq. ID OJ000208_15.0313.C7 

Strand + 

End 980 

Method AAT/GAP 

End 980 

Score 950 



Seq. ID OJ000208_15. 0313.C7 
Strand 

End 2617 

Method TBLASTX : Maize 

End 447 

Score 75 



Seq. ID OJ000208_15.0313.C7 
Strand 

End 2617 

Method GENSCAN 

End 2617 

Score .96 



Seq. ID OJ000208_15. 0313.C8 
Strand + 

2097 
AAT/NAP 
1745 
167 



39443 
81450 
1 

OJ000208_15.0313.C8.ol.np 
1 

5295966 
1..51, 1444. .1745 

(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 
sativa] 



End 

Method 
End . 
SSfcre 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000208_15. 0313.C8 

Strand + 

End 2097 

Method GENSCAN 

End 2097 

none Score .82 

479. .531, 673. .862, 1004. .1149, 1193. .1236, 1442. .2097 



39443 
81450 
1 

OJ000208_15.0313.C8.ol.gs 
479 



Seq. ID OJ000208_15. 0313.C8 

Strand + 

End 2097 

Method AAT/GAP 

End 1764 

Score 839 



39443 
81450 
1 

OJ000208_15.0313.C8.ol.gp 
1101 

LIB34 33-058-P1-K1-D2 
1101. .1236, 1456. .1764 

' 5295966/dbj | BAA81867.il 2.0e-21 (AB026295) Similar to Glycine 



39315 




max gmsti mRNA. (X79770) fOryza sativa] ' 



t- —3 



Seq. No. 


39443 


Seq. ID 


OJ000208_15.0313 


. C8 


Gene No. 


81451 


Strand 


+ 




Start 


2045 


End 


2145 




Name 


OJ000208 15 . 0313.C8 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1429 


End 


1845 ■ 




GI 


none 


Score 


98 




Exons 


1429. .1572, 1578. .1736, 1579.. 


1737, 1792.. 1845 




Seq. No. 


39443 


Seq. ID 


OJ000208_15.0313 


. Go 


Gene No. 


81451 


Strand 


+ 




Start 


2045 


End 


2145 




Name 


OJ000208 15 . 0313 .C8 . o2 . gp 


Method 


AAT/GAP 




Start 


2045 


End 


2145 




GI 


3107036 


Score 


' 158 




Exons 


2045... 2145 








Seq. No. 


39444 


Seq. ID 


OJ000208_15.0313 


. C9 


Gene No. 


81452 


Strand 






Start 


94 


End 


1424 




Name 


OJ000208 15.0313.C9.ol.gs 


Method 


GENSCAN 




Start 


94 


End 


1369 




GI 


none 


Score 


.47 * 




Exons 


94. .191,' 393. .1369 








Seq. No. 


39444 


Seq. ID 


OJ000208_15.0313 


.C9 


Gene No . 


81452 


Strand 






Start 


94 


End 


1424 




Name 


OJ000208 15.0313.C9.ol.np 


Method 


AAT/NAP 




Start 


125 


End 


1424 




GI 


5032279 


Score 


411 




Exons 


125. .369, 489. .705, 769. .1424 








GI Descrip. 


(AF147264) may be a pseudogene [Arabidopsis thaliana] 






gi | 7267351 1 emb I CAB81124 . 1 1 ' (AL161506) 


putative transposon 




protein [Arabidopsis thaliana] 








Seq. No. 


39444 


Seq. ID 


OJ000208_15.0313 


.C9 


Gene No. 


81452 


Strand 






Start 


94 


End 


1424 




Name 


OJ000208 15.0313.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


146 


End 


430 




GI 


none 


Score 


41 




Exons 


146. .196, 192. .362, 368. .430 








Seq. No. 


39444 


Seq. ID 


OJ000208_15.0313 


.C9 


Gene No. 


81452 


Strand 






Start 


94 


End 


1424 




Name 


OJ000208 15.0313.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


155 


End 


1423 




GI 


none 


Score 


80 




Exons 


155. .196, 192. .356, 220. .357, 


1022. .1336, 1373. .1423 




Seq. No. 


39444 


Seq. ID 


OJ000208_15.0313 


.C9 


Gene No. 


81452 


Strand 






Start 


94 


End 


1424 




Name 


OJ000208 15.0313.C9.ol.tw 


Method 


TBLASTX: Wheat 





39316 



Start 
GI 

Exons 



1058 
none 

1058. .1315, 1058.. 1315 



End 
Score 



1315 
76 



Seq. No. 39445 Seq. ID OJ000208_ 

Gene No. 81453 Strand + 

Start 1574 End 1806 

Name OJ000208_15 . 0313 . Cll . ol . gs Method GEN SCAN 

Start 1574 End 1806 

GI none Score .42 

Exons 1574.. 1693, 1698.. 1806 



15. 0313. Cll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39446 Seq. ID OJ000208_15 . 0313 . C12 

81454 Strand + 

1 End 3868 

OJ000208_15. 0313.C12.ol.np Method AAT/NAP 
1 End 2122 

6069646 Score 152 

1..20, 1729. .2122 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] . . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39446 
81454 
1 

OJ000208_15.0313.C12.ol.gs 
13 

none 



Seq. ID OJ000208_15.0313.C12 



Strand 
End 

Method 

End 

Score 



+ 

3868 
GENSCAN 
3861 
. 69 



13. .64, 1712. .1929, 2463. .2844, 2941. .3107, 3226. .3861 



39446 
81454 
1 

OJ000208_15.0313.C12 .ol.tm 

1728 

none 

1728. .1889, 1730. .1888, 1890. 



Seq. ID OJ000208_15.0313.C12 



Strand 
End 

Method 
End 
Score 
.2087 



+ 

3868 

TBLASTX: Maize 

2087 

137 



Seq. No. 


39446 


Seq. ID 


OJ000208_15. 


0313 


C12 


Gene No. 


81454 


Strand 


+ 






Start 


1 


End 


3868 






Name 


OJ000208 15.0313.C12.o2.np 


Method 


AAT/NAP 






Start 


3319 


End 


3868 






GI 


7340723 


Score 


188 






Exons 


3319. .3868 










GI Descrip. 


(AL162507) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


39447 


Seq.' ID 


OJ000208_15. 


0313 


C13 


Gene No. 


81455 


Strand 


+ 






Start 


569 


End 


673 






Name 


OJ000208 15.0313.C13.ol.gs 


Method 


GENSCAN 






Start 


569 


End 


673 






GI 


none 


Score 


.87 






Exons 


569. .673 











39317 



Seq. No. 


39447 




Seq. ID 


OJ000208_ 


15.0313. 


C13 


Gene No . 


81456 




Strand 








Start 


1 




End 


629 






Name 


OJ000208_15 . 0313 .CI 3 . 


ol.np 


Method 


AAT/NAP ' 






Start 


1 




End 


629 - 






GI 


5295966 




Score 


64 






Exons 


1 . . 23, 498 . . 629 












GI Descrip. 


(AB026295) Similar tc 


Glycine max gmsti 


. mRNA. (X79770) [Oryza 




sativa] 












Seq. No. 


39448 




Seq. ID 


OJ000208_ 


15,0313. 


C15 


Gene No. 


81457 




Strand 


+ 






Start 


15756 




End 


16477 






Name 


OJ000208 15.0313.C15. 


ol.gp 


Method 


AAT/GAP 






Start 


15756 




End 


16477 






GI 


71605 1.R1084 




Score 


1406 






Exons 


15756. . 16477 












GI Descrip. 


1 4 680339/gb| AAD27630. 


1|AF128457_4 6.0e- 


-16 (AF128457) 






hypothetical protein 


[Oryza 


sativa subsp. indica 


] 1 




Seq. No. 


39448 




Seq. ID 


OJ000208_ 


15.0313 


C15 


Gene No. 


81458 




Strand 


+ 






Start 


19892 




End 


27945 






Name 


OJ000208 15.0313.C15. 


o6.np 


Method 


AAT/NAP 






Start 


19892 




End 


24591 






GI 


4680186 




Score 


365 






Exons 


19892. . 19970, 21955.. 


22112, 


22701. .22870, 24564. 


.24591 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


39448 




Seq. ID 


OJ000208_ 


15. 0313 


C15 


Gene No . 


81458 




Strand 


+ 






Start 


19892 




End 


27945 






Name 


OJ000208 15.0313.C15. 


o5 . gs 


Method 


GENSCAN 






Start 


22669 




End 


27945 






GI 


none 




Score 


.66 






Exons 


22669.-22695, 23046.. 


23284, 


23917. .24014, 24402. 


.24586, 






24806. .24987, 25080.. 


25303, 


25392..26278, 26471. 


.27296, 






27596. .27685, 27795.. 


27877, 


27934 . .27945 






Seq. No . 


39448 




Seq. ID 


OJ000208_ 


15.0313 


.C15 


Gene No. 


81459 




Strand 


+ 






Start 


35968 




End 


36679 






Name 


OJ000208 15.0313.C15. 


o9 . np 


Method 


AAT/NAP 






Start 


35968 




End 


36679 






GI 


5852175 




Score 


184 






Exons . 


35968. .36311, 36460. . 


36679 










GI Descrip. 


(AL117265) zhbOOOS. 1 


[Oryza 


sativa] 








Seq. No. 


39448 




Seq. ID 


OJ000208_ 


15.0313 


.CIS 


Gene No. 


'81459 




Strand 


+ 






Start 


35968 




End 


36679 






Name 


OJ000208 15.0313.C15. 


olO . np 


Method 


AAT/NAP 






Start 


35977 




End 


36679 






GI 


4680184 




Score 


476 






Exons 


35977. .36679 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 







39318 



m 



Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313. 


CIS 


Gene No. 


81460 




Strand 






Start 


3469 




End 


5683 




Name 


OJ000208 15.0313.C15.o2 


.np 


Method 


AAT/NAP 




Start 


3469 




End 


5637 




GI 


7302108 




Score 


57 




Exons 


3469.. 3493, 5399.. 5637 










GI Descrip. 


(AE003780) CG2094 gene product [Drosophila melanogaster ] 




Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313. 


CIS 


Gene No. 


81460 




Strand 






Start 


3469 




End 


5683 




Name 


OJ000208 15. 0313. CIS. o2 


. as 


Method 


GENSCAN 




Start 


3651 ~~ 




End 


5683 




GI 


none 




Score 


.63 




Exons 


3651. .3850, 4 376. .4502, 


5083. . 


5286, 5342.. 5683 




Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313. 


CIS 


Gene No. 


81461 




Strand 






Start 


15733 




End 


17952 




Name 


OJ000208 15. 0313. CI 5. o4 


.gs 


Method 


GENSCAN 




Start 


15733 ~ 




End 


17952 




GI 


none 




Score 


■■73 




Exons 


15733 17952 










Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313. 


CIS 


Gene No. 


81461 




Strand 






Start 


15733 




End 


17952 




Name 


OJ000208 15. 0313. CIS. o4 


.np 


Method 


AAT/NAP 




Start 


15742 




End 


16031 




GI 


4680339 




Score 


232 




Exons 


15742. . 16031 










GI Descrip. 


(AF1284 57) hypothetical 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


39448 




Seq. ID 


,OJ000208_15.0313. 


CIS 


Gene No. 


- 81461 




Strand 






Start 


15733 • 




End 


17952 




Name 


OJ000208 15. 0313. CIS. oS 


.np 


Method 


AAT/NAP 




Start 


15742 




End 


17311 




GI 


4680339 




Score 


242 




Exons 


15742. .16051, 17271. .17311 








GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313. 


CIS 


Gene No. 


81462 




Strand 






Start 


28679 




End . 


36508 




Name 


OJ000208 15. 0313. CIS. o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2408 




End 


29898 




GI 


none 




Score 


133 




Exons 


2408. .2623, 29632 .. 29898 , 29633. .29791 






Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313. 


CIS 


Gene No. 


81462 




Strand 






Start 


28679 




End 


36508 




Name 


OJ000208 15.0313.C15.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


2408 




End 


29790 





39319 



GI 


none 


Score 


87 




Exons 


2408.. 2566, 2603.. 2707, 2702 


..2755, 29401. .29790, 29486 


. 29524, 




29579 . .29746 








Seq. No. 


39448 


Seq. ID 


OJ000208 15.0313 


C15 


Gene No. 


81462 


Strand 






Start 


28679 


End 


36508 




Name 


OJ000208 15.0313.C15.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2597 


End 


29628 




GI 


none 


Score 


68, 




Exons 


2597.. 2683, 2702.. 2923, 29254 .. 29478 , 


2948'5. .29628 




Seq. No. 


39448 


Seq. ID 


OJ000208 15.0313 


C15 


Gene_ No . 


81462 


Strand 






Start 


28679 


End 


36508 




Name 


OJ000208 15.0313.C15.o3.tm 


Method 


TBLASTX : Maize 




Start 


2663 


End 


z9ool 




GI 


none 


Score 


141 




Exons 


2663.. -2902, 29269 .. 29631, 29270.. 29539 






Seq. No. 


3944 8 


Seq. ID 


OJ000208_15.0313 


C15 


Gene No. 


81462 


Strand 






Start 


28679 


End 


36508 




Name, 


OJ000208 15.0313.C15.o5.tm 


Method 


TBLASTX: Maize 




Start 


8206 


End 


16284 




GI 


none 


. Score 


35 




Exons 


8206.. 8229, 8257 .. 8391, ' 8407 


..8487, 8576. .8737, 8590. .8727, 




15802. .15966, 16060 .. 16131 , 


16180. .16284 




Seq. No. 


39448 


Seq. ID 


OJ000208_15.0313 


C15 


Gene No. 


81462 


Strand 






Start 


28679 


End 


36508 




Name 


OJ000208 15.0313.C15.o7.np 


Method 


AAT/NAP 




Start 


28679 


End 


32599 




GI 


7489805 


Score 


3095 




Exons 


28679. .32599 








GI Descrip. 


polyprotein - maize retrotransposon Cinful-1 






gi|4206306|gb| AAD11615.il (AF049110) prpol [Zea mays] 




Seq. No. 


39448 


Seq. ID 


OJ000208_15.0313 


C15 


Gene No. 


81462 


Strand 






Start 


28679 


End 


36508 




Name 


OJ000208 15.0313.C15.o8.tw 


Method 


TBLASTX: Wheat 




Start 


28691 


End 


29283 




GI 


none 


Score 


90 




Exons 


28691. .28813, 2894 0 .. 29137 , 


29164. .29283 




Seq. No. 


39448 


Seq. ID 


OJ000208_15.0313 


C15 


Gene No. 


81462 


Strand 






Start 


28679 


End 


36508 




Name 


OJ000208 15.0313.C15.o6.tm 


Method 


TBLASTX: Maize 




Start 


28730 


End 


28993 




GI 


none 


Score 


85 




Exons 


28730. .28993, 28755.. 28889 








Seq. No. 


39448 


Seq. ID 


OJ000208_15.0313. 


C15 


Gene No. 


81462 


Strand 







39320 




Start 


28679 








JO JUO 




Name 


OJ000208 15. 0313. CIS. 


o3 . tw 




1 Curio 1 A * Wiled U 




Start 


30098 












GI 


none 






Score 


Ij / 




Exons 


30098. 


.30529, 30105.. 


jU jo" 








Seq. No. 


39448 






Seq. ID 


OJ000208JL5.0313. 


CIS 


Gene No. 


81462 






Strand 






Start 


28679 






End 


36508 




Name 


OJ000208 15.0313.C15. 


Oj . IS 


Method 


TBLASTX : Soybean 




Start 


30173 






End 


30532 




GI 


none 






Score 


99 




Exons 


30173. 


.30394, 30174.. 




30434. .30532 




Seq. No. 


39448 






Seq. ID 


OJ000208_15.0313. 


,C15 


Gene No. 


81462 






Strand 






btart 


28679 






End 


36508 




Name 


OJ000208 15.0313.C15. 


r\ 1 -Ho 
Ol.LS 


Method 


TBLASTX: Soybean 




Start 


30780 






End 


31180 




GI 


none 






Score 


47 




Exons 


30780. 


.30872, 30797.. 


O 1 1 0 u , 


30987. .31130 




Seq. No. 


39448 






Seq. ID 


OJ000208_15.0313. 


.CIS 


Gene No. 


81462 






Strand 






Start 


28679 






End 


36508 




Name 


OJ000208 15.0313.C15. 


~ (2 4- T I 

oo . tw 


Method 


TBLASTX: Wheat 




Start 


30812 






End 


31021 




GI 


none 






Score ' 


71 




Exons 


30812. 


.31021, 30912.. 


jIUIo 








Seq. No. 


39448 






Seq. ID 


OJ000208_15.0313. 


.CIS 


Gene No. 


81462 






Strand 






Start 


28679 






End 


36508 




Name 


OJ000208 15.0313.C15. 




Method 


TBLASTX: Maize 




Start 


30899 






End 


31282 




GI 


none 






Score 


191 




Exons 


30899. 


.31282, 30912.. 


, J 1 1 / Z , 


30947.. 31261 




Seq. No. 


39448 






Seq. ID 


OJ000208_15.0313, 


.CIS 


Gene No. 


81462 






Strand 








28679 






End 


36508 




Name 


OJ000208 15.0313.C15. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


31022 






End 


31439 




GI 


none 






Score 


110 




Exons 


31022. 


.31438, 31023.. 


, o 1 1 f Z. , 


31025. .31429, 31272. .31439 




Seq. No. 


39448 






Seq." ID 


OJ000208_15.0313, 


.CIS 


Gene No. 


81462 






Strand 






btart: 


28679 






End 


36508 




Name 


OJ000208 15.0313.C15. 


, ol . tm 


Method 


TBLASTX: Maize 




otart 


31310 






End 


31667 




GI 


none 






Score 


237 




Exons 


31310. 


.31666, 31311.. 


,31667 








Seq. No. 


39448 






Seq. ID 


OJ000208_15.0313 


.CIS 


Gene No. 


81462 






Strand 






Start 


28679 






End 


36508 





39321 



Name 


-r rt rt rt rt rt rt -1 i— rt "1 /-* 1 t~ 

OJ000208 15.0313.C15. 


o2 . tw 


Method 


TBLASTX : Wheat 




Start 


31440 




End 


31771 




GI . 


none 




Score 


225 




Exons 


31440 .. 31769, 31442.. 


31771, 


31442 . . 31 / 


"7 1 

7 1 




Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313 


.CIS 


Gene No. 


81462 




Strand 


— ■ 




Start 


28679 




End 


36508 




Name 


OJ000208_15 . 0313 . CI 5 . 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


rt rt rt rt rt 

32000 




End 


32359 




GI 


none 




Score 


107 




Exons 


•^rtrtrtrt oooot -) o n n 1 

32000 32221 , 32001.. 


o o o o o 
3ZZZZ, 


32228.. 32359 




Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313 


. C15 


Gene No. 


81462 




Strand 






Start 


28679 




End 


36508 




Name 


OJ000208_15. 0313.C15. 


ol . gs 


Method 


GENSCAN 




Start 


32108 




End 


36508 




GI 


none 




Score 


.72 




Exons 


rt rt i rt rt ""^ rt ^~ rt rt *1 ^ T >l » 

32108 .. 32689, 32744.. 


32833, 


32884 . .33138, 33401 .. 33483, 






33592 33802, 33937.. 


34206, 


34241. .34377, 34 529 .. 34756, 






35190 .. 35327 , 35973.. 


3613o, 


36314 . .36508 




Seq. No. 


39448 




Seq. ID 


OJ000208JL5.0313 


.CIS 


Gene No. 


81462 




Strand 






Start 


28679 




End 


36508 




Name 


OJ000208 15. 0313. CI 5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


33200 




End 


33574 




GI 


none 




Score 


192 




Exons 


— ^ ~% rt rt rt *"» *■» r~ —i a 

33200 . . 33574 










Seq. No. 


39448 




Seq. ID 


OJ000208_15.0313 


.CIS 


Gene No. 


81462 




Strand 






Start 


28679 




End 


36508 




Name 


y-v -rrtrtrtrtrtrt 1 f rtOI -1 /-t 1 (~ 

OJ000208_15 . 0313 . CI 5 . 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


—i rt *-» ■-i 
33287 




End 


33556 




GI 


none 




Score 


188 




Exons 


33287 . . 33556 










Seq. No. 


39449 




Seq. ID 


OJ000208_15.0313 


.C16 


Gene No. 


81463 




Strand 






Start 


3176 




End 


6056 




Name 


OJ000208 15.0313.C16. 


ol . np 


Method 


AAT/NAP 




Start 


3176 




End 


6056 




GI 


6539570 




Score 


136 




Exons 


3176. .3210, 4726. .488 


8, 5034 


..5293, 5626. .5712, 5847. .6056 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39450 




Seq. ID 


OJ000208_15.0313 


.C17 


Gene No. 


81464 




Strand 


+ 




o tare 


196 




End 


2369 




Name 


OJ000208 15.0313.C17. 


ol . gs 


Method 


GENSCAN 




Start f 


196 




End 


2369 




GI 


none 




Score 


.64 




Exons 


196. .1485, 1518. .2369 








Seq. No. 


39450 




Seq. ID 


OJ000208_15.0313 


.C17 



39322 




Gene No. 


81465 




Strand 


- 


Start 


2778 




End 


3331 


Name 


OJ000208 15.0313.C17.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


510 




End 


852 


GI 


none 




Score 


65 


Exons 


510.. 611, 51 3 . . 5 9 3 , 514 


cm 

. . 59 / , 




-j a r Q A C\ TOO OCT 

/Ub..o4U, /U0..0DI 


Seq. No. 


39450 




Seq. ID 


OJ000208_15.0313.C17 


Gene No. 


81465 




Strand 




Start 


2778 




End 


3331 


Name 


OJ000208__15 .0313.C17.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


1432 




End 


1889 


GI 


. none 




Score 


87 


Exons 


1432.. 1503, 1620.. 1889, 


167 9 . 


1000 

. 1888 




Seq. No. 


"3 O /I C A 

39450 




beq. ID 


UJUUU^Uo 1j.Uj1j.L1/ 


Gene No. 


81465 




Strand 




Start 


2778 




End 


3331 


Name 


OJ000208 15.0313.C17.62 


.gs 


Method 


GENSCAN 


Start 


2778 




End 


3331 


GI 


none 




Score 


.49 


Exons 


2778.. 2981, 3196.. -3331 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39451 
81466 
104 

OJ000208 

104 

none 

104. .301 



15.0313.C19.ol.gs 



Seq. ID OJ000208_15.0313.C19 

Strand + 

End 301 

Method GENSCAN 

End 301 

Score .95 



5 15? 



Seq. No. 


39451 


Seq. ID 


OJ000208 


Gene No. 


81467 


Strand 


+ 


Start 


536 


End 


1844 


Name 


OJ000208 15.0313.C19.ol.np 


Method 


AAT/NAP 


Start 


536 


End 


1844 


GI 


5777617 


Score 


77 


Exons 


536. .566, 1747. .1844 < 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


39451 


Seq. ID 


OJ000208 


Gene No. 


81468 


Strand 


+ 


Start 


2124 


End 


2651 - 


Name 


OJ000208 15.0313.C19.ol.gp 


Method 


AAT/GAP 


Start 


2124 


End 


2504 


GI 


2442584 


Score 


434 


Exons 


2124. .2342, 2442. .2504 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39451 
81468 
2124 

OJ000208 

2270 

2442584 



15.0313.C19.o2.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_ 
+ 

2651 
AAT/GAP 
2651 
299 



15.0313.C19 



2270. .2342, 2442. .2478, 2576. .2651 



Seq. No. 39452 Seq. ID OJ000208_15 . 0313 . C20 

39323 



Gene No. 


81469 




Strand 


+ 




Start 


686 




End 


O A —J T 

2071 




Name 


OJ000208 15.0313.C20.ol 


.gs 


Method 


GEN SCAN 




Start 


686 




End 


Z U / 1 




GI 


none 




Score 


. 97 




Exons 


68 6. . 11 60, 14 4 3. . 1500, 


1651 . . 


2071 






Seq. No. 


39452 




Seq. ID 


OJOOOzOo 15. 


031.3 . C^U 


Gene No. 


81470 




Strand 


+ 




Start 


3753 




End 


3847 




Name 


OJ000208 15.0313.C20.ol 




Method 


AAT/GAP 




Start 


3753 


End 


3847 




GI 


LIB3477-003-P1-K1-E9 




Score 


130 




Exons 


3753. .3847 










GI Descrip. 


'24 9858 6/sp|Q4 0638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


7VT T TT" T~> r~* T? M 

ALLERGEN 


S 1 PRECURSOR (ORY S I)" 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] f 










Seq. No. 


39452 




Seq. ID 


OJ000208_15 




Gene No. 


81471 




Strand 


+ 




Start 


4370 




End 


7588 




Name 


OJ000208_15 . 0313 .C20 . o2 


.np. 


Method 


AAT/NAP 




Start 


4370 




End 


7588 




GI 


4680501 




Score 


269 




Exons 


4370. .4469, 5721. . 6681, 


7451. 


.7588 






GI Descrip. 


(AF119222 ) hypothetical 


protein [Oryza sativa] 




Seq . No . 


39452 




Seq. ID 


OJ000208JL5 


.0313. C20 


Gene No. 


81472 




Strand 


+ 




Start 


8167 




End 


8689 




Name 


OJ000208 15. 0313.C20.o4 


. gs 


Method 


GENSCAN 




Start 


8167 




End 


8689 




GI 


none 




Score 


.4 




Exons 


81 67.. 8274, 8528.. 8 68 9 










Seq. No. 


39452 




Seq. ID 


OJ000208_15 


.0313. C20 


Gene No. 


81473 




Strand 






Start ' 


1899' 




End . ' 


6421 




Name 


OJ000208__15 . 0313.C20.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1590 




End 


6421 




GI 


none 




Score 


108 




Exons 


1590. . 1661, 1591 .. 1662, 


1594. 


.1665, 1673. .1777, 1673. .1768, 




6284 . . 6421 










Seq. No. 


39452 




Seq. ID 


OJ000208_15 


.0313. C20 


Gene No. 


81473 




Strand 






Start 


1899 




End 


6421 




Name 


OJ000208 15.0313.C20.ol 


.np 


Method 


AAT/NAP 




Start 


1899 




End 


6234 




GI 


4539658 




Score 


249 




Exons 


1899. .2055, 4493. .4671, 


4713. 


.4839, 6166.. 6234 




GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 










Seq. No. 


39452 




Seq. ID 


OJ000208_15 


.0313. C20 


Gene No. 


81473 




Strand 






Start 


1899 




End 


6421 





39324 



Name 
Start 

-Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_15 . 0313 . C20 . o2 . gs Method GENSCAN 

3902 End 4625 

none Score .76 
3902. .4096, 4623. .4625 



39452 Seq. ID 

81473 Strand 
1899 End 
OJ000208_15 . 0313 . C20 . ol . tm Method 
4180 End 
none Score 

4180. .4305, 4180. .4308, 4184. .4321, 4301 

4347. .4451, 4693. .4809, 4694. .4819, 4694 

4807. .4923, 4808. .4936, 4815. 



OJ000208 15.0313.C20 



6421 

TBLASTX: Maize 
4937 
96 

4324, 4334, 
4822, 4698. 



,4438, 
,4835, 



4937, 4815. .4937 



39453 Seq. ID 

81474 Strand 
1319 ' End 
OJ000208_15 . 0313 . C2 1 . o2 . gs Method 
1319 End 
none Score 
1319. .1357, 2044. .2109 

39453 Seq. ID 

81475 Strand 
14 End 
OJ000208_15 . 0313 . C21 . ol . gs Method 
14 End 
none Score 
14. .307 

39454 Seq. ID 

81476 Strand 
1678 End 
OJ000208_15 . 0313 . C22 . ol . gp Method 
167£. End 
30(fil74 - Score 
1678. .1836, 1962. .2265 

39454 Seq. ID 

81476 Strand 

1678 End 
OJ000208_15 . 0313 . C22 . ol . gs Method 

2010 End 

none Score 

2010.. 2526, 2950.. 3445 



OJ000208_15.0313.C21 
+ 

2109 
GENSCAN 
2109 
.84 



OJ000208_15;0313.C21 
307 

GENSCAN 

307 

.99 



15.0313.C22 



OJ000208 
+ 

3445 
AAT/GAP 
2265 
856 



OJ000208_15.0313.C22 
+ 

3445 
GENSCAN 
3445 
.48 



OJ000118 16. 0317. CI 



39455 Seq. ID 

81477 Strand 
1 End 2262 

OJ000118_16 . 0317 . CI . ol . np Method AAT/NAP 

1 End 2262 

7228442 Score 1389 

1..1849, 1931. .2262 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



39325 



Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 



39455 



81477 ■ Strand 

1 End 

OJ000118_16 . 0317 .CI . ol . tw Method 

507 End 

none Score 

507. .704, 584. .670, 603. .692, 649. .696, 717 
745. .894 



Seq. ID OJ000118_16.0317.C1 



2262 

TBLASTX: Wheat 
894 
71 

893, 744.. 893, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39455 Seq. ID 

81477 Strand 

1 End 

OJ000118_16 . 0317 . CI . ol . tm Method 

603 End 

none Score 



OJ000118_16.0317.C1 
2262 

TBLASTX: Maize 

1185 

44 



603. .683, 655. .681, 723. .1031, 727. .1032, 1032. .1184, 1063. .1185 



39456 Seq. ID 

81478 Strand 

1 End 

OJ000118_16. 0317 .C2.ol.np Method 

1 End 

5852171 ■ " Score * 
1. .24, 1843. .3976. 

(AL117265) zhbOOOl.l [Oryza sativa] 



OJ000118_16.0317.C2 

3976 
AAT/NAP 
3976 
1710 



39456 Seq. ID 

81478 Strand 
1 End 
OJ000118_16 . 0317 . C2 . o2 . np Method 
926 End 
7486968 Score 
926.. 957, 2003.. 2264, 2414.. 2656, 2810 
hypothetical protein T13K14.100 - Arabidopsis thaliana 
gil 5262784 | emb | CAB45889 . 1| (AL080282) putative protein 
[Arabidopsis thaliana] gi | 72688 91 | emb | CAB79094 . 1 | (AL161554) 
putative protein [Arabidopsis thaliana] 



OJ000118_16.0317.C2 

3976 
AAT/NAP 
3858 
384 

,.3474, 3637. .3858 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 16. 0317. C2 



39456 
81478 
1 

OJ000118_16.0317 .C2.ol.gp 
1790 
2801240 
1790. .2400 

5852171/embJCAB55409.1| 8.0e-48 (AL117265) zhbOOOl.l [Oryza 
sativa] 



3976 
AAT/GAP 
2400 
1105 



39456 Seq. ID 

81478 Strand 

1 End 

OJ000118_16 . 0317 . C2 . ol . gs Method 

1791 End 

none Score 
1791. .3866 



OJ000118_16.0317.C2 

3976 
GENSCAN 
3866 
.95 



39326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



39456 
81478 
1 

OJ000118_16.0317 .C2.ol. tm 

1908 

none 

1908.. 2264, 2010.. 2264, 2074. 
2739..2924, 2739. .2921, 2808, 

39456 
81478 
1 

OJ000118_16.0317 ,C2 .ol .tc 
1953 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2169, 2154 
.2921, 3105 



OJ000118 16. 0317. C2 



3976 

TBLASTX: Maize 
3215 
48 

2264, 2598.-2858, 
3215 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_16.0317.C2 
3976 

TBLASTX: Cress 

3854 

88 



1953. .2264, 2004. .2264, 2004. .2201, 2148. .2273, 2436.-2564, 

2598. .2681, 2598. .2675, 2718. .2924, 2739. .2921, 2739. .2921, 

2742. .2831, 3096. .3215, 3105. .3224, 3108. .3311, 3390. .3449, 

3398. .3430, 3639. .3680, 3696. .3830, 3699. .3854 



Seq. ID OJ000118_16.0317.C2 
Strand 

End 3976 
Method TBLASTX : Soybean 
End 3842 
none Score 105 

1959. .2264, 1963. .2265, 2154. .2273, 2433. .2564, 2721. .2924, 
2814. .2924, 3105. .3227, 3105. .3215, 3384. .3446, 3711. .3842 



39456 
81478 
1 

OJ000118_16.Q317 .C2.ol.ts 
1959 



39456 
81478 
1 

OJ000118_16.0317 .C2.ol.tw 
1959 
none 



Seq. ID OJ000118_16.0317.C2 
Strand 

End 397 6 

Method TBLASTX : Wheat 

End 3227 

Score 82 



1959. .2282, 2011. .2268, 2721. .2921, 2814. .2921, 2979. .3077, 
3096.. 3224, 3105.. 3227 



39457 
81479 
1 

OJ000118_16. 0317 .C3.ol.np 
1 

5852171 
1..24, 1855. .2080 

(AL117265) zhbOOOl.l [Oryza sativa] 



Seq. ID OJ000118_16.0317.C3 
Strand 

2080 
AAT/NAP 
2080 
190 



End 

Method 
End 
Score 



39458 
81480 
54 

OJ000118_16.0317 .C4 .ol.gs 
54 

none 

54 . .2234 

39458 
81480 



Seq. ID OJ000118_16. 0317. C4 

Strand + 

End 4752 

Method GENSCAN 

End 2234 

Score .96 



Seq. ID OJ000118_16.0317.C4 
Strand + 



39327 



Start 
Name 
Start 
GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54 End 4752 

OJ000118_16.0317.C4 .ol.np Method AAT/NAP 

54 End 4752 , 

6016874 ' ' Score 2204 

54. .132, 216. .353, 418. .650, 1041. .1200, 1594. .1773, 1891.. 2230, 
2707. .2981, 4576. .4613, 4701. .4752 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



39458 Seq. ID 

81480 Strand 
54 End 
OJ000118_16.0317.C4 .ol.gp Method 
74 3 End 
uC-osflcypll0c07bl Score 
743. .1251 

■ 4 680178 /gb | AF111709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ000118_16.0317.C4 
+ 

4752 
AAT/GAP 
1251 
966 



39458 
81481 
8384 

OJ000118_16.0317.C4.o3.gs 

8384 

none 



Seq. ID OJ000118_16.0317.C4 



Strand 
End 

Method 

End 

Score 



+ 

14716 
-GENSCAN 
14481 
.54 



8384.. 8944, 9048.. 9132, 10110. . 10282, 10422 .. 10637 , 
10976. .11070, 12243. .12464, 12540 .. 13533 , 14239. .14481 



39458 
81481 
8384 

OJ000118_16.0317.C4.o3.np 
10937 
6730733 



Seq. ID OJ000118__16.0317.C4 

Strand + 

End 14716 

Method AAT/NAP 

End 14478 

Score 2000 



10937. .11070, 12243. .12464, 1254 0 .. 12744 , 12772 13533, 
14239. . 14478 

(AC018849) "putative glycerol kinase [Arabidopsis thaliana] 



39458 Seq. ID 

81481 Strand 

8384 End 

OJ000118_16 . 0317 . C4 . o2 . gp Method 

12581 End 

LIB34 33-02 3-P1-K1-H3 Score 
12581.. 13024 

, 5852172/emb|CAB55410.1| 2.0e-74 (AL117265) zhb0002.1 [Oryza 
sativa] 1 



OJ000118_16.0317.C4 
+ 

14716 
AAT/GAP 
13024 
812 



39458 Seq. ID 

81481 Strand 

8384 End 

OJ000118_16.0317.C4 .o3.gp Method 

13123 End 

427852 Score 
13123. .13544 



OJ000118_16.0317.C4 
+ 

14716 
AAT/GAP 
13544 
782 



39328 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852 172 /emb I CAB55410 . 1 1 2.0e-74 (AL117265) zhb0002.1 [Oryza 
sativa] 



Seq. ID OJ000118_16.0317.C4 
Strand + ' * 
14716 
AAT/GAP 
14716 
833 



39458 
81481 
8384 

OJ000118_16.0317.C4 .o4 . gp 
14264 

10742_1.R1084 
14264. .14716 

, 5852172/emb|CAB55410.1| 1.0e-10 (AL117265) zhb0002.1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



39458 
81482 
11 

OJ000118_16.0317.C4.o2.np 
11 

5852171 



Seq. ID OJ000118_16.0317.C4 
Strand 

End 9146 

Method AAT/NAP ' 

End 9146 

Score 5122 



11. .64, 2766. .2990, 3120. .3185, 3893. .5706, 5982. .6092, 
6317. .6468, 6552. .6888, 7426. .7475, 8415. .8607, 8661. .8748, 
8787. .9146 



GI Descrip. 


(AL117265). zhbOOOl.l [Oryza 


sativa] 








Seq. No. 


39458 


Seq. ID 


OJ000118 


JL6.0317. 


C4 


Gene No. 


81482 


Strand 








olalL 


1 1 

X J- 


End 


9146 






Name 


OJ000118_16.0317.C4 . o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


402 


hna 


848 






GI 


none 


Score 


69 






Exons 


402. .488, 473. .682, 474. .722 


, 759. .815, 


810. .848 




Seq. No. 


39458 


Seq. ID 


OJ000118 


_16.0317. 


,C4 


Gene No. 


81482 


Strand 








Start 


11 


End 


9146 






Name 


OJ000118 16. 0317. C4 .06. tm 


Method 


TBLASTX: 


Maize 




Start 


942 


End 


1256 






GI 


none 


Score 


65 






Exons 


942. .1016, 1029. .1256, 1037. 


.1255 








Seq. No. 


39458 


Seq. ID 


OJ000118 


i_16.0317, 


.04 


Gene No. 


81482 


Strand 








Start 


11 " 


End 


9146 






Name 


OJ000118 16.0317.C4.o7.tm 


Method 


TBLASTX: 


Maize 




Start 


1461 


End 


1813 






GI 


none 


Score 


235 






Exons 


1461. .1742, 1472. .1813 










Seq. No. 


39458 


Seq. ID 


ojooone 


t_16.0317 


.04 


Gene No. 


81482 


Strand 








Start 


11 


End 


9146 






Name 


OJ000118 16.0317.C4.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


1925 


End 


2168 






GI 


none 


Score 


276 






Exons 


1925. .2083, 1935. .2168 










Seq. No. 


39458 


Seq. ID 


OJ000118_16.0317 


.04 



39329 



Gene No. 
Start 
Name 
Start " 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



81482 
11 

OJ000118_16. 

3974 

none 

3974. .4366, 
4067. .4258, 
4484 . .4636, 
4781. .4963, 
4856. .4972, 
5414. .5506, 

39458 
81482 
11 

OJ000118_16. 

4010 

none 

4010. .4132, 
4064 . .4321, 



0317.C4.o3.ts. 



4023.. 4226, 4064. 

4070.. 4345, 4070. 

4502.. 4639, 4775. 

4781. .4951, 4781. 

5135.. 5260, 5138. 

5738.. 5893, 5744. 



0317.C4.o3.tc 



Strand 
End 

-Method 
End 
Score 



9146 

TBLASTX: Soybean 

5893 

74 



.4321, 4067.. 4315, 4067. .4249, 

.4339, 4142. .4366, 4148. .4258, 

.4885, 4778. .4861, 4781. .4975, 

.4828, 4782. .5000, 4784.. 4975, 

.5272, 5141. .5257, 5147.. 5260, 

.5884, 5744. .5884, 5747. .5872 



4067, 
4265. 
4646. 
4781. 



.4258, 
,4321, 
.4711, 
.5008, 



4781. .4972, 
4988. .5113, 
5138. .5257, 
5699. .5872, 
5993. .6031, 



4019. 
4067. 
4070. 
4481. 
4650. 
4781. 
4781. 
4988. 
5138. 
5741. 
6318. 



.4258, 
.4330, 
.4330, 
.4702, 
.4742, 
.4963, 
.4984, 
.5113, 
.5248, 
.5866, 
.6455, 



4061. 
4067. 
4076. 
4481. 
4778. 
4781. 
4781. 
4991, 
5141. 
5744. 
6650. 



Seq. ID OJ000118 
Strand 

End 9146 
Method TBLASTX: 
End 6760 
Score 70 
.4321, 4061. .4321, 
.4189, 4067. .4321, 
.4321, 4145. .4288, 
.4630, 4487. .4621, 
.4963, 4781. .4957, 
.4975, 4781. .4903, 
.4978, 4784. .4972, 
.5119, 5129. .5257, 
.5263, 5141. .5260, 
.5896, 5744. .5854, 
.6760 



16. 0317. C4 



Cress 



4061 
4067 
4211 
4646 
4781 
4781 
4784 
5135 
5669 
5744 



.4261, 
.4321, 
.4318, 
.4711, 
.4972, 
.4963, 
.4957, 
.5260, 
.5719, 
.5884, 



39458 
81482 
11 

OJ000118_16.0317.C4 .ol.tw 

4013 

none 

4013;. 4333, 4778.-4963, 4781. 
6531:. 6611 

39458 
81482 
11 

OJ000il8_16. 0317 . C4 . 08 . tm 
4022 
none 



OJ000118__16.0317.C4 
9146 

TBLASTX: Wheat 

6611 

39 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4972, 5138.. 5260, 6324.. 6443, 



Seq. ID OJ000118_16. 0317.C4 
Strand 

End 9146 

Method TBLASTX : Mai ze 

End 64 4 6 

Score 98 



4022. .4321, 4061. .4315, 4205. .4330, 4487. .4624, 4781. .5002, 
4781. .4972, 4781. .4957, 4853.-4972, 6324. .6446 



39458 
81483 
10945 

OJ000118_16. 0317 .C4 . o2 . ts 
10945 
none 



Seq. ID OJ000118_16.0317.C4 
Strand 

End 14484 

Method TBLASTX : Soybean 

End 12620 

Score 128 



10945. .11076, 10946. .11071, 1224 4 .. 124 65, 1224 4 .. 124 65 , 
12245. .12466, 12320 .. 12466, 12518 .. 12598 , 12518 .. 12598 , 
12534. .12620, 12538.. 12615 



39330 




Seq. No. 


39458 






Seq. ID 


OJ000118_16.0317 


. C4 


Gene No. 


81483 






Strand 






Start 


10945 






End 


14484 




Name 


OJ000118 16. 0317. C4. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


10946 






End 


13218 




GI 


none 






Score 


164 




Exons 


10946. 


.11071, 10963. 


. 11076, 


12243. .124 64, 12243. .124 64, 






12244. 


.12465, 12305. 


. 12466, 


12534. .12719, 12538. .1274 4, 






12538. 


.12738, 12756. 


. 13145, 


12772. .13218, 12778. .13059, 






12780. 


.13202 










Seq. No. 


39458 






Seq. ID 


OJ000118_16.0317 


.C4 


Gene No. 


81483 






Strand 






Start 


10945 






End 


14484 




Name 


OJ000118 16. 0317. C4. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12621 






End 


12828 




GI 


none 






Score 


79 




Exons 


12621. 


.12722, 12621. 


. 12716, 


12622. .1274 4, 12771. .12827, 






12772. 


.12828 










Seq. No. 


39458 






Seq. ID 


OJ000118_16.0317 


.C4 


Gene No. 


81483 






Strand 






Start' 


10945 






End 


14484 




Name 


OJ000118 16. 0317. C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12913 






End 


13203 




GI 


none 






Score 


464 




Exons 


12913. 


.13203, 12913. 


. 13191, 


12915. .13202 




Seq. No. 


39458 






Seq. ID 


OJ000118_16.0317 


.C4 


Gene No. 


81483 






Strand 






Start 


10945 






End 


14484 




Name 


OJ000118 16. 0317. C4. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


13020 






End 


14481 




GI 


none 






Score 


626 




Exons 


13020. 


.13475, 13021. 


. 13464, 


13444. .13533, 13473 .. 13529, 






13494 . 


.13535, 14113. 


. 14157, 


14217. . 14288, 14233. .14352, 






14237. 


.14359, 14368. 


.14 481, 


14370. .14477 




Seq. No. 


39458 






Seq. ID 


OJ000118_16.0317 


.C4 


Gene No. 


81483 






Strand 






Start 


10945 






End 


14484 




Name 


OJ000118 16. 0317. C4. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13203 






End 


13419 




GI 


none 






Score 


340 




Exons 


13203. 


.13418, 13204. 


. 13419 








Seq. No. 


39458 






Seq. ID 


OJ000118_16.0317 


C A 


Gene No. 


81483 






Strand 






Start 


10945 






End 


14484 




Name 


OJ000118 16. 0317. C4. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


13346 






End 


14484 




GI 


none 






Score 


252 




Exons 


13346. 


.13432, 13348. 


. 13545, 


13350. .13529, 13475 .. 13534 , 






14229. 


.14288, 14233. 


. 14352, 


14353. . 14' 


184, 14355. .14483 





Seq. No. 39458 Seq. ID OJ000118_16 . 0317 . C4 

39331 



• 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



81483 
10945 

OJ000118_16.0317.C4 .o3. tm 

13419 

none 

13419. .13532, 13420 .. 13545 , 
14229. .14477, 14230 .. 14481, 

39459 
81484 
20768 

OJ000118_16.0317 .C9.o3.np 
20768 
5922623 

20768. .20852, 21230 .. 21384 , 



Strand 
End 

Method 

End 

Score 
13420 
14233 



13533, 
14481 



14484 

TBLASTX: Maize 

14481 - 

191 

13421. .13534, 



Seq. ID OJ000118_16.0317.C9 
Strand + 
End 23236 
Method AAT/NAP 
End 23236 
Score 218 
21552. .21627, 23211. .23236 
(AP000492) hypothetical protein [Oryza sativa] 
gi | 6016856 | dbj | BAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



39459 Seq. ID 

81485 Strand 

1 End 

OJ000118_16.0317.C9.ol.np Method 

1. End 

7486157 Score 

1. .270,- 1602. .2165, 2212. .2855, 3057.'. 



OJ000118_16.0317.C9 

8241 
AAT/NAP 
3197 
550 
3197 



hypothetical protein F26B6.1 - Arabidopsis thaliana 
gi | 3242728 | gb | AAC23780 . 1 1 (AC003040) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


39459 


Seq. ID 


OJ000118 


_16.0317.C9 


Gene No. 


81485 


Strand 






Start 


1 


End 


8241 




Name 


OJ000118 16.0317.C9.ol.gs 


Method 


GENSCAN 




Start 


882 


End 


8241 




GI 


none 


Score 


.51 




Exons 


882. .2845, 3026. .3158, 4946. 


.5028, 5195. .5339, 


5700. .5780, 




6110. .6243, 6540. .6814, 7253 


..7367, 8012. .8152, 


8157. .8241 


Seq. No. 


39459 


Seq. ID 


OJ000118 


_16.0317.C9 


Gene No. 


81486 


Strand 






Start 


11331 


End 


15010 




Name 


OJ000118 16.0317.C9.ol.gp 


Method 


AAT/GAP 




Start 


10942 


End 


11357 




GI 


702296 


Score 


622 




Exons 


10942. .11357 








Seq. No. 


39459 


Seq. ID 


OJ000118 


__16.0317.C9 


Gene No. 


81486 


Strand 






Start 


11331 


End 


15010 




Name 


OJ000118 16.0317.C9.o2.gs 


Method 


GENSCAN 




Start 


11331 


End 


15010 




GI 


none 


Score 


.91 




Exons 


11331. .11612, 11907. .12109, 


12206. .12297, 12444 


. .12733, 




12850. .12937, 13056 .'. 1308 6, 


13244. .13269, 13574 


. .14041, 




14149. .14192, 14772. .14791, 


14977 . . 15010 





39332- 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons-- 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39459 
81486 
11331 

OJ000118_16.0317.C9.o2.np 
11334 
5081555 

11334. .11528, 11724 . .12106, 12206 .. 12297 , 124 4 4 .. 124 88 , 
12588. .12733, 12850 12937 , 13056 .. 13086, 1324 4 .. 13269, 
13574. .13662 

(AF132001) PHAP2A protein [Petunia x hybrida] 



Seq. ID 


OJ000118 


Strand 




End 


15010 


Method 


AAT/NAP 


End 


13662 


Score 


683 



39459 
81486 
11331 

OJ000118_16.0317.C9.o2.gp 
11451 

25592 1.R1084 



Seq. ID OJ000118_16.0317.C9 
Strand 

End 15010 

Method AAT/GAP 

End 12735 

Score 1350 



11451. .11612, 11728. .11811, 11907 .. 12109, 12206 .. 12297 , 
12444. .12488, 12588. .12735 

, 5081555/gb|AAD39439.1|AF132001_l 4.0e-27 (AF132001) PHAP2A 
protein [Petunia x hybrida] 1 





Seq. No.. 


39459 








Seq. ID 


OJ000118_16.0317.C9 




Gene No. 


81487 








Strand 






Start 


17894 








End 


17980 




Name 


OJ000118 16. 


0317 


.C9.o4 . 


tm 


Method 


TBLASTX: Maize 


z . , 


Start 


753 








End 


1352 




GI 


none 








Score 


39 




Exons 


753. .800, 754. .801, 885 


. . 341, 


886. .954 


, 999.. 1067, 1000.. 1083, 






1205. .1345, 


1209 


. .1352, 


1210. 


.1335 






Seq. No. - 


39459 








Seq. ID 


OJ000118_16.0317.C9 




Gene No. 


81487 








Strand 






Start 


17894 








End 


17980 




Name 


OJ000118 16 


0317 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1275 








End 


1649 




GI 


none 








Score 


99 




Exons 


1275. .'1490, 


1276 


. . 1497, 


1569. 


.1649 






Seq. No. 


39459 








Seq. ID 


OJ000118_16.0317.C9 




Gene No. 


81487 








Strand 






Start 


17894 








End 


17980 




Name 


OJ000118 16 


0317 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1795 








End 


2531 




GI 


none 








Score 


179 




Exons 


1795. .1938, 


1795 


. .1878, 


1799. 


.1939, 1930. .2178, 1938. .2177, 






1942. .2529, 


1944 


. .2531, 


2241. 


.2531 






Seq. No. 


39459 








Seq. ID 


OJ000118_16.0317.C9 




Gene No. 


81487 








Strand 






Start 


17894 








End 


17980 




Name 


OJ000118 16 


.0317 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2223 








End 


2537 




GI 


none 








Score 


99 




Exons 


2223. .2459, 


2241 


. .2537, 


2242. 


.2508 






Seq. No. 


39459 








Seq. ID 


OJ000118_16.0317.C9 



39333 



s. 3 



5 ; 



Gene No. 


81.4.87 






Strand 






Start 


17894 ' 






End 






Name 


OJ000118_16. 


0317 


. C9 . o2 . tc 


Method 


mnT 7\ CT V. . 


Cress 


Start 


2229 






i—i _^ _j 
End 


Z 4 Do 




GI 


none 






Score 


2Uo 




Exons 


2229. .2468, 


2242 


. . 24 63 








Seq. No. 


39459 






Seq. ID 


OJ000118 


IDiUjI / . 


Gene No. 


81487 






Strand 






Start 


17894 






End 


17980 




Name 


OJ000118 16 


0317 


.C9.o3. tm 


Method 


TBLASTX: 


Maize 


Start 


2769 






End 


5067 




GI 


none 






Score 


82 


3280. .3342, 


Exons 


2769. .2852, 


2770 


..2844, 3027. 


.3164, 3028. .3159, 




4982. .5017, 


5038 


. .5067 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39459 Seq. ID 

81487 Strand 

17894 End 

OJ000118__16.0317 .C9.ol.ts Method 

12033 End 

none Score 



OJ000118_16.0317.C9 
17980 

TBLASTX: Soybean 

13087 

91 



12033. .12104, 12217. .12300, 12219 .. 12299, 12443 .. 124.90, 

12444. .12488, 12444 .. 12491, 12575 .. 12736, 12582 .-. 12737 , 

12585. .12737, 12601 .. 12738 , 12839 .. 12931, 12844 .. 12975, 

12847. .12939, 12856 .. 12939, 13061.. 13087 



39459 
81487 
17894 

OJ000118_16.0317 .C9.ol.tc 
12217 
none 
12217 
12575 

12856. .12939, 13055 



12300, 12219. 
12736, 12582. 



Seq. ID OJ000118_16.0317.C9 
Strand 

17980 

TBLASTX: Cress 
13663 
85 

12488, 
12939, 
13663 



End 

Method 
End 
Score 

12299, 12443. . 12490, 12444 
12737, 12844. .12933, 12847 
13093, 13573. .13617, 13583 



39459 
81487 
17894 

OJ000118_16.0317 .C9.o'2.tm 

12434 

none 

12434. .12487, 12439 .. 12486, 
12575. .12736, 12581 12736, 
12844 . .12951, 12847. .12945, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_16.0317.C9 
17980 

TBLASTX: Maize 

12988 

66 



12443. .12490, 12445 .. 12489, 
12582. .12737, 1258 6. .12738, 
12851. .12988, 12851. .1297 9 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 16. 0317. C9 



39459 
81487 
17894 

OJ000118_16.0317.C9.o3.gp 
17894 

LIB34 77-003-P1-K1-E9 
17894. .17980 

»2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



17980 
AAT/GAP 
17980 
109 



39334 





Seq. No. 


39460 




Seq. ID 


OJ000118 


_16.0317 


.C10 




Gene No. 


81488 




Strand 


+ 








Start 


270 




End 


400 








Name 


OJ000118_16. 0317 . CIO . 


ol . gs 


Method 


GEN SCAN 








Start 


270 




End 


400 








GI 


none 




Score 


.42 








Exons 


270 . .400 














Seq. No. 


39461 




Seq. ID 


OJ000118 


_16.0317 


.Cll 




Gene No. 


81489 




Strand 


+ 








Start 


14244 




End 


17544 








Name 


OJ000118 16.0317.C11. 


ol . np 


Method 


AAT/NAP 








Start 


14244 




End 


17541 








GI 


5803259 




Score 


4970 








Exons 


14244 . .15505, 15601. . 


15832, 


15875. .17541 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


39461 




Seq. ID 


OJ000118 


_16.0317 


.Cll 




Gene No. 


81489 




Strand 


+ 








Start 


14244 




End 


17544 








Name 


OJ000118 16.0317.C11. 


o2 . gs 


Method 


GENSCAN 








Start 


14244 




End 


17544 








GI- 


none 




Score 


.76 








Exons 


14244 . .15505, 15601.. 


17398, 


17431. .17544 








Seq. No. 


39461 




Seq. ID 


OJ000118 


_16.0317 


.Cll 




Gene No. 


81490 




Strand 








|y 


Start 


18170 




End 


21245 






; "a 


Name 


OJ000118 16.0317.C11. 


o3 . gs 


Method 


GENSCAN 








Start 


18170 




End 


21056 








GI 


none 




Score 


.65 






- 


Exons 


18170. .20782, 20851.. 


21056 












Seq. No. 


39461 




Seq. ID 


OJ000118 


16 . 0317 


. Cll 




Gene No. 


81490 




Strand 








- 1 


Start 


18170 




End 


21245 








Name 


OJ000118 16.0317.C11. 


o2 .np 


Method 


AAT/NAP 








Start 


18173 




End 


21245 








GI 


7228457 




Score 


4682 








Exons 


18173. .19723, 19790.. 


20955, 


21041. .21245 








GI Descrip. 


(AP001366) Similar tc 


Sorghum bicolor 


Gypsy-Ty3 


type 








retrotransposon RetroSorl, 


polyprotein 


. (AF0988 


06) [Oryza 






sativa] 














Seq. No. 


39461 




Seq. ID 


OJ000118 


_16.0317 


.Cll 




Gene .No. 


81490 




Strand 










Start 


18170 




End 


21245 








Name 


OJ000118 16.0317.C11. 


o4 . tw 


Method 


TBLASTX: 


Wheat 






Start 


18182 




End 


18761 








GI 


none 




Score 


81 








Exons 


18182. .18307, 18186.. 


18308, 


18474 . .18644, 18500 


. .18760, 








18501. .18644, 18681. . 


18758, 


18693. .18761 








Seq. No. 


39461 f ' 




Seq. ID 


OJ000118 


_16. 031.7 


.Cll 




Gene No. 


81490 




Strand 










• Start 


18170 




End 


21245 







39335 




Name 


OJ0001 


18_16.0317.C11 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


18765 






End 


19166 




GI 


none 






Score 


171 




Exons 


18765 . 


.19064, 18785. 


.19165, 


18824. .19069,- 19110. .19166 




Seq. No. 


39461 






Seq. ID 


OJ000118_16.0317 


.Cll 


Gene No. 


. 81490 






Strand 






Start 


18170 






End 


21245 




Name 


OJ0001 


18_16. 0317 .Cll 


.ol . tm 


Method - 


TBLASTX: Maize 




Start 


18980 






End 


19303 




GI 


none 






Score 


204 




Exons 


18980. 


.19303, 18993. 


.19274 








Seq. No. 


39461 






Seq. ID 


OJ000118_16.0317 


.Cll 


Gene No. 


81490 






Strand 






Start 


18170 






End 


21245 




Name 


OJ0001 


18_16. 0317 .Cll 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19496 






End 


19808 




GI 


none 






Score 


60 




Exons 


19496. 


.19756, 19710. 


.19808 








Seq. No. 


39461 






Seq. ID 


OJ000118_16.0317 


.Cll 


Gene No. 


81490 






Strand 






Start 


18170 






End 


21245 




Name 


OJ0001 


18_16. 0317. Cll 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


19556 






End 


20122 




GI 


5666795 




Score 


68 




Exons 


19556. 


.19756, 19811. 


.19948, 


20024. .20122 




GI Descrip. 


420630 


6 2.0e-10 (AF0 


49110) 


prpol [Zea mays] 




Seq. No. 


39461 






Seq. ID 


OJ000118_16.0317 


.Cll 


Gene No . 


81490 






Strand 






Start 


18170 






End 


21245 




Name 


OJ0001 


18_16. 0317. Cll 


.o3 . tw 


Method 


TBLASTX: Wheat 




Start 


19811 






End 


20245 




GI 


none 






Score 


88 




Exons 


19811. 


.19960, 19812. 


.19949, 


19994. .202 


45, 20004. .20180, 






20021. 


.20245 










Seq. No. 


39461 






Seq. ID 


OJ000118_16.0317 


.Cll 


Gene No. 


81490 






Strand 






Start 


18170 






End 


21245 




Name 


OJ0001 


18_16. 0317. Cll 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


20869 






End 


21202 




GI 


none 






Score 


85 




Exons 


20869. 


.21051, 21041. 


.21202, 


21042. .211 


85 




Seq. No. 


39461 






Seq. ID 


OJ000118_16.0317 


.Cll 


Gene No. 


81490 






Strand 






Start 


18170 






End 


21245 




Name 


OJ0001 


18_16. 0317. Cll 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


20899 






End 


21238 




GI 


none 






Score 


82 




Exons 


20899. 


.21054, 20906. 


.21046, 


21027. .21227, 21047.. 21238 




Seq. No. 


39461 






Seq. ID 


OJ000118_16.0317 


Cll 


Gene No. 


81490 






Strand 







39336 



be* 



Start 


18170 


End 


21245 




Name 


OJ000118 16.0317.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


20992 


End 


21244 




GI 


none 


Score 


174 




Exons 


20992. .21057, 21027 21227 , 21056.. 21244 




Seq. No. 


39462 


Seq. ID 


OJ000118_16.0317 


.C12 


Gene No. 


81491 


Strand 


+ 




Start 


3115 


End 


3692 




Name 


OJ000118 16.0317.C12.o2.np 


Method 


AAT/NAP 




Start 


3115 


End 


3692 




GI 


5922623 


Score 


125 




Exons 


3115.. 3195, 3574.. 3692 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856|dbj |BAA85199.1| (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


39462 


Seq. ID 


OJ000118_16.0317 


.C12 


Gene No. 


81492 


Strand 






Start 


1 


End 


3643 




Name 


OJ000118 16.0317.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3037 




GI 


7228457 


Score 


4656 




Exons 


1..609, 673. .2604, 2666. .3037 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] • 








O C ■ J-iU t 


39462 


Seq. ID 


OJ000118_16.0317 


.C12 


Gene No. 


81492 


Strand 






Start 


1 


End 


3643 




Name 


OJ000118 16.0317.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


115 


End 


471 




GI 


none 


Score 


121 




Exons 


115. .420, 115. .471, 125. .436 








Sea No 


39462 


Seq. ID 


OJ000118_16.0317 


.C12 


Gene No. 


81492 


Strand 






Start 


1 


End 


3643 




Name 


OJ000118 16.0317.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


139 


End 


601 




GI 


none 


Score 


223 




Exons 


139. .600, 145. .600, 146. .601 








Seq. No. 


39462 


Seq. ID 


OJ000118_16.0317 


.C12 


Gene No. 


81492 


Strand 






Start 


1 


End 


3643 




Name 


OJ000118 16.0317.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


196 


End 


561 




GI 


none 


Score 


117 




Exons 


196. .330, 337. .561 








Seq. No. 


39462 


Seq. ID 


OJ000118_16.0317 


.C12 


Gene No. 


81492 


Strand 






Start 


1 


End 


3643 




Name 


OJ000118 16.0317.C12.o2.gs 


Method 


GENSCAN 




Start 


610 


End 


3643 





39337 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



none 



Score 



610. .1955, 2031. .2085, 2228. .3055, 3112. .3216, 3557. .3643 



39462 
81492 
1 

OJ000118_16.0317.C12.o2.tw 

793 

none 



Seq. ID OJ000118_16.0317.C12 
Strand 

End 3643 

Method TBLASTX : Wheat 

End 1252 

Score 75 



793. .987, 793. .1251, 797. .1057, 1115. .1252 



39462 
81492 
1 

OJ000118_16.0317.C12.o3. tw 

1991 

none 



Seq. ID OJ000118_16.0317.C12 
Strand 

End 3643 

Method TBLASTX : Wheat 

End 2383 

Score 94 



1991. .2248, 2025. .2264, 2231. .2329, 2232... 2324, 2336. .2383 



39462 
81492 
1 

OJ000118_16.0317.C12.o2.tm 

2093 

none 

2093. .2341, 2094. .2378 



Seq. ID OJ000118_16.0317.C12 
Strand 

End 3643 

Method TBLASTX : Maize 

End 2378 

Score 91 



39463 
81493 
1 

OJ000118_16.0317.C13.ol.np 
1 

5091503 



Seq. ID OJ000118_16.0317.C13 
Strand + 

2060 
AAT/NAP 
2060 
401 



End 

Method 
End 
Score 

1..68, 1441. .1506, 1538. .1922, 2002. .2060 

(AB023482) EST AU05577 6 (S20048 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana AP2 domain 
containing protein RAP2.10 mRNA, partial cds . (AF003103 ) [Oryza 
sativa] 



Seq. ID OJ000118_16.0317.C13 

Strand + 

End 2060 

Method AAT/GAP 

End 1567 

Score 620 



39463 
81493 
1 

OJ000118_16.0317 .C13.ol.gp 
1240 
702723 
1240. .1567 

39463 
81494 
3003 

OJ000118_16.0317.C13.ol.ts 
1520 
none 

1520. .1630, 1545. .1718, 1682. .1714, 1784. .1855, 1785. .1880 



Seq. ID OJ000118_16.0317.C13 
Strand 

End 6378 

Method TBLASTX : Soybean 

End 1880 

Score 290 



39463 
81494 



Seq. ID OJ000118_16.0317.C13 
Strand 



39338 




otart 


jUUj 










6^7 ft 
Dj / o 


Name 


UJUUUllo JL 0 


n^i i 

. Uj 1 / . 


tlj . Ol 


. tw 


Me tnou 


1 Dlir\0 1 A • Wiled L 


Start 


1 C J) 1 

10*3 1 








C" nr l 

tinu 


171 c 
1/10 


GI 


none 








Score 


1 7Q 

1 / y 


Exons 


1 Oft 1 . .1/14, 


J. D 4 O . 


.1/10 








Seq. No. 


39463 








Seq. ID 


OJ000118_16.0317.C13 


Gene No. 


81494 








Strand 




Start 


jUUj 








End 


6378 


Name 


UdUUUl 10 10 


0^1 7 
. U O 1 / . 






Method 


TBLASTX: Cress 


Start 


104 *} 








End 


1850 


GI 


none 








Score 


286 


Exons 


i c/yi 1714 
104*1.. J. /1ft/ 


1 R 


. 1 / 1 0 , 


1 7ft 1 
1 / Ol 


..1849, 1782. .1850 


Seq. No. 


o y fi dj 








Seq. ID 


OJ000118_16.0317.C13 


Gene No. 


81494 








Strand 




Start 


3003 








End 


6378 


Name 


UJ UUUllo ID 


n^i i 
. u o i / 


PI "3 a9 


■i-rr\ 


Method 


TBLASTX: Maize 


Start 


1 con 
1 OZ r 








End 


2086 


GI 


none 








Score 


153 


Exons 


1 con 1"70/1 

i ozy . . i / zfi , 


ID / D 


. 1 / o U , 


1 CQO 


..1729, 1781. .1873, 1782. .1874, 




i yo 0 . . ZUfiZ / 


1 QQR 


.zu / o , 


zuuu 


..2056, 2015.. 2086 


Seq . No . . 


oyfi bo 








Seq. ID 


OJ000118_16.0317.C13 


Gene No. 


81494 








Strand 




Start 


3003 








End 


6378 


Name 


OJUUUllo 10 


. Uol / 


pi o — o 

uio . oz 


. gs 


Method 


GENSCAN 


Start 


oOUo 








End 


6375 


GI 


none 








Score 


.71 


Exons 


JUUo . . ol OO, 


Ol Q1 

oiy i 




4 Z y Z 


..4549, 5581. .5724, 5798. .5875, 




OOZ 0 . . Dj / 0 












Seq. No. 


39463 








Seq. ID 


OJ000118_16.0317.C13 


(^ene ino . 


81494 








Strand 




Start 


3003 








End 


6378 


Name 


OJ000118 16 


.0317 


C13.o2 


• gp 


Method 


AAT/GAP 


btart 


4715 








End 


. 637 5 




43821 1.R1084 






Score 


1193 


Exons 


4715. .5098, 


5581 


.5724, 


5798 


..5875, 6325.. 6375 


GI Descrip. 


'3413712 1. 


0e-47 


(AC004747) 


hypothetical protein [Arabidops 




thaliana] ' 












Seq. No. 


39463 








Seq. ID 


OJ000118_16.'0317.C13 


Gene No . 


81494 








Strand 




Start 


3003 








End 


6378 


Name 


OJ000118 16 


.0317 


.C13.ol 


.tm 


Method 


TBLASTX: Maize 


otart 


4737 








End 


6378 




none 








Score 


63 


Exons 


4737. .4763, 


4763 


. .4801, 


4766 


..4801, 4885. .5103, 4943. .5101, 




5579. .5725, 


5579 


. .5725, 


5580 


..5732, 5581. .5730, 5796. .5882, 




5797. .5883, 


5798 


. .5881, 


6289 


..6378, 6325. .6378 


Seq. No. 


39463 








Seq. ID 


OJ000118_16.0317.C13 


Gene No. 


81494 








Strand 




Start 


3003 








End 


6378 


Name 


OJ000118 16 


.0317 


.C13.o2 


.np 


Method 


AAT/NAP 


Start 


4970 








End 


6375 



39339 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7486285 Score 353 

4970.. 5098, 5581.. 5724, 5798.. 5896, 6325.. 6375 
hypothetical protein F28A23.200 - Arabidopsis thaliana 
gi|2911058|emb|CAA17568.1| (AL021961) putative protein 
[Arabidopsis thaliana] gi | 7270353 | emb | CAB80121 . 1 | (AL161584) 
putative protein [Arabidopsis thaliana] 



39463 
81494 
3003 

OJ000118_16.0317.C13.o2.ts 

4982 

none 



Seq. ID OJ000li8_16.0317.C13 
Strand 

End 6378 

Method TBLASTX : Soybean 

End 5902 

Score 69 



4982. .5101, 4996. .5100, 5581. .5670, 5629. .5730, 5633. .5725, 
5670. .5732, 5785. .5850, 5796.-5864, 5796. .5867, 5798. .5872, 
5798. .5902 



OJ000118 16.0317.C13 



Seq. No. 39463 Seq. ID 

Gene No. 81494 Strand 

Start 3003 End 

Name OJ000118_16 . 0317 . C13 . o2 . tc Method 

Start 5051 End 

GI none Score 

Exons 5051.--.5101, 5581.. 5607; 5629.. 5730, 5639.. 5725, 5798.. 5848, 
5798.. 5890 



6378 

TBLASTX: Cress 

5890 

73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



39464 Seq. ID OJ000118JL6 . 0317 . C14 

81495 Strand + 

2520 End 2658 

OJ000118_16.0317 .C14 .ol.gp Method AAT/GAP 

2520 End 2658 

LIB3474-009-P1-K1-F11 Score 230 
2520. .2658 

f 4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



39464 Seq. ID 

81496 Strand 

25 End 
OJ000118_16.0317 .C14 .ol.gs Method 

25 End 

none Score 
25. .415 



OJ000118_16.0317.C14 
415 

GEN SCAN 

415 

.41 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



39464 
81497 
8157 

OJ000118_16.0317.C14.ol.tm 
3 

none 



Seq. ID OJ000118_16.0317.C14 
Strand 

End 18550 

Method TBLASTX : Maize 

End 418 

Score 58 



3. .59, 46. .189, 52. .132, 114. .416, 123. .416, 125. .418 



39464 
81497 
8157 

OJ000118_16.0317.C14.o3.gs 
8157 



Seq. ID OJ000118_16.0317.C14 
Strand 

End 18550 

Method GENSCAN 

End 18550 



39340 



GI 


none 


Score 


.87 






Exons 


8157.. 8592, 8695.. 8797, 9570 


..9696, 10032. . 10113, 10213 


. . 10334 , 




10709 10804 , 11455 1167 6, 


11841. .11939, 12575. 


1 o coo 






13482 13571, 14 561 .. 14 7 3 6, 


15693. .15802, 15873. 


. 1604 1, 






16638 .. 16735, 16881 .. 17108, 


17865. .18550 






Seq. No. 


394 64 


Seq. ID 


OJ000118_ 


1 C C\ "3 1 "7 

Id.UjI/ 


. C14 


Gene No. 


814 97 


Strand 








Start 


8157 


End 


18550 






Name 


OJ000118 16.0317.C14 .ol.np 


Method 


AAT/NAP 






Start 


12304 


End 


18288 






GI 


4567209 


Score 


605 






Exons 


12304. .12489, 12575 12 689, 


13725. .13843, 13915. 


.13981, 






14 561. . 14729, 15686. .15787, 


15873. .16041, 16120. 


.16179, 






16865. .17046, 17940. .18288 










GI Descrip. 


(AC007168) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39465 


Seq. ID 


OJ000118_ 


16.0317 


.CI 5 


Gene No. 


81498 


Strand 


+ 






Start 


106 


End 


361 






Name 


OJ000118 16.0317.C15.ol.gs 


Method 


GENSCAN 






Start 


106 


End 


361 






GI 


none 


Score 


.62 




• 


Exons 


106.. 276, 350.. 361 










Seq. No. 


39465 


Seq. ID 


OJ000118_ 


16.0317 


.C15 


Gene No. 


81499 


Strand 








Start 


1012 


End 


1541 






Name 


OJ000118 16.0317.C15.o2.gs 


Method 


GENSCAN 






Start 


1012 


End 


1541 






GI 


none 


Score 


.77 






Exons 


1012.. 1196, 1202.. 1400, 1429 


. .1541 








Seq. No. 


39466 


Seq. ID 


OJ000118_ 


16.0317 


.C16 


Gene No. 


81500 


Strand 


+ 






Start 


4439 


End 


9296 






Name 


OJ000118 16.0317.C16.o2.gs 


Method 


GENSCAN 






Start 


4439 


End 


9296 






GI 


none 


Score 


. 91 






Exons 


4439. .4798, 4883. .4998, 5081 


..5212, 7866. .8115, 


8208. .8261, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8385. .8528, 8620. .8684, 8999. .9053, 9135. .9296 



39466 
81500 
4439 

OJ000118_16.0317.C16.ol.gp 

6256 

2427855 



Seq. ID OJ000118_16.0317.C16 

Strand + 

End 9296 

Method AAT/GAP 

End 8039 

Score 671 



6256. .6356, 7640. .7746, 7866. .8039 

3413712 1.0e-47 (AC004747) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 39466 

Gene No. ' 81501 
Start 15208 

Name OJ000118_16 . 0317 . CI 6 . o2 . np 

Start 14997 



Seq. ID 
Strand 

End 16058 

Method AAT/NAP 

End 16016 



OJ000118_16.0317.C16 
+ 



39341 




GI 


7340909 


Score 


150 






Exons 


14 997. .15248, 15278. .15370, 


15865. .16016 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39466 


Seq. ID 


OJ000118 


_16.0317 


.C16 


Gene No. 


81501 


Strand 


+ 






Start 


15208 


End ■ 


16058 






Name 


OJ000118 16.0317.C16.o4.gs 


Method 


GEN SCAN 






Start 


15208 


End 


16058 






GI 


none 


Score 


.62 






Exons 


15208. .15542, 15631. .15803, 


15910. .16058 






Seq. No. 


39466 


Seq. ID 


OJ000118 


lb . U 31 I 


. Clo 


Gene No. 


81501 


Strand 


+ 






Start 


15208 


End 


16058 






Name . 


OJ000118 16.0317.C16.o3.np 


Method 


AAT/NAP 






Start 


15335 


End 


15937 






GI 


5091528 


Score 


119 






Exons 


15335. .15379, 15542.. 15937 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


39466 


Seq. ID 


OJ000118 


_16.0317 


.C16 


Gene No. 


81502 


Strand 








Start 


1432 


End 


3390 






Name 


OJ000118 16.0317.C16.ol.gs 


Method 


GENSCAN 






Start 


1432 


End 


3390 






GI 


none 


Score 


.85 






Exons 


1432.. 2109, 2199.. 2287, 2964 


. .3115, 3329. .3390 






Seq. No. 


39466 


Seq. ID 


OJ000118 


_16.0317 


. C16 


Gene No. 


81503 


Strand 








Start 


4660 


End 


16305 






Name 


OJ000118 16.0317.C16.ol.np 


Method 


AAT/NAP 






Start 


4660 


End 


16305 






GI 


5852171 


Score 


1975 






Exons 


4660. .4774, 9634. .11446, 11722 118 4 9, 


12467. .12597, 






12685. .13004, 16201. .16305 










GI Descrip. 


(AL117265) zhbOOOl.l [Oryza 


sativa] 








Seq. No. . 


39466 


Seq. ID 


OJ000118 


_16.0317 


. CI O 


Gene No. 


81503 


Strand 








Start 


4660 


End 


1,6305 






Name 


OJ000118 16.0317.C16.o3.gs 


Method 


GENSCAN 






Start 


9541 


End 


13872 






GI 


none 


Score 


.47 






Exons 


9541. .11624, 11723. .11849, 12452 .. 12597 , 12685. 


. 12880, 






13334. .13366, 13789.. 13872 










Seq. No. 


39466 


Seq. ID 


OJ000118 


_16.0317 


.C16 


Gene No . 


81504 


Strand 








Start 


17163 


End 


20123 






Name 


OJ000118 16.0317.C16.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


5371 


End 


7995 






GI 


none 


Score 


63 






Exons 


5371.. 5412, 6257.. 6358, 6258 


..6359, 7640. .7750, 


7644 . .7742, 




7660. .7749, 7664. .7726, 7835 


..7993, 7840. .7995, 


7863. .7994, 



7891. .7995 



39342 



Seq. No. 39466 

Gene No. 81504 

Start 17163 

Name OJ000118_16 . 0317 . C16 . ol 

Start 6191 

GI none ' 

Exons 6191.. 6358, 6255.. 6359, 
7633.. 7740, 7640.. 7750, 

Seq. No. 39466 

Gene No. 81504 

Start 17163 

Name OJ000118_16 . 0317 . CI 6 . o3 

Start 8020 

GI none 

Exons 8020.. 8121, 8022.. 8114, 
8208.. 8261, 8377.. 8511, 



Seq. ID OJ000118_16.0317 .C16 
Strand 

End 20123 
,tm Method TBLASTX: Maize 

End 7969 

Score 119 
6256.-6378, 6257. .6358, 7594. .7749, 
7840. .7968, 7844. .7969 

Seq. ID OJ000118_16.0317 .C16 
Strand 

End 20123 

. tm Method TBLASTX : Mai ze 

End 8511 

Score 142 
8026. .8115, 8207. .8260, 8208. .8267, 
8391. .8510 



Seq. No. 39466 Seq. ID 

Gene No. 81504 Strand 

Start 17163 End 

Name OJ000118_16 . 0317 . C16 . o4 . tm Method 

Start 8619 - End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000118_16.0317.C16 
20123 

TBLASTX: Maize 

9305 

94 



8619. .8684, 8620. .8685, 8997. .9056, 8 997 .. 9056, . 9107 .. 9184 , 
9132. .9185, 9133. .9192, 9134. .9193, 9188. .9244, 9196. .9294, 
9201. .9305, 9212. .9298 



39466 

81504 

17163 

OJ0001 

9691 

none 

9691. . 

9781. . 

9784. . 

10210. 

10561. 

10591. 

10879. 

10882. 

11470. 

11796. 

12153. 



18 16.0317.C16.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 16.0317.C16 



9849, 972 
10047, 97 
9975, 978 
.10458, 1 
.10710, 
.10719, 
.10989, 
.11001, 
.11616, 
.11930, 
.12272, 



7. .991 
81. .10 
7. .100 
0216. . 
0561. . 
0867. . 
0879. . 
1017. . 
1473. . 
1808/. 
2153. . 



5, 9727 

038, 97 

47, 992 

10347, 

10707, 

10989, 

10998, 

11136, 

11607, 

11933, 

12263, 



20123 

TBLASTX: Cress 
12961 
65 

..10032, 9733.. 10038, 9778.. 
84. .10047, 9784. .9978, 9784. 
8.. 10035, 9982.. 10038, 10159 
10219. .10344, 10385. . 10612, 
10561. .10692, 10561. .10710, 
10870. .11001, 10879. . 10998, 
10879. .11001, 10882. .11013, 
11017. .11133, 11119. .11247, 
114 85. .11616, 11485. . 11595, 
12144. .12275, 12150 .. 12257 , 
12794. .12961 



10065, 
.10047, 
. . 10353, 



Seq. No. 39466 Seq. ID 

Gene No. 81504 Strand 

Start 17163 End 

Name OJ000118_16 . 0317 . C16 . ol . tw Method 

Start 9709 End 

GI none Score 

Exons 9709.. 9975, 9730.. 10050, 10591 .. 10719, 
11808. .11918, 12150.. 12263 



OJ000118_16.0317.C16 
20123 

TBLASTX: Wheat 

12263 

66 

10879. .11001, 



Seq. No. 



39466 



Seq. ID OJ000118_16.0317.C16 



39343 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



81504 Strand 

17163 End 

OJ000118_16.0317 .C16.o2.tm Method 

9727 End 

none Score 
9727. .10035, 9784. .9981, 9856. .10050, 9922. .10050, 1Q21.6 .. 10338 , 

10234. .10353, 10235 .. 10330, 10561 .. 10740, 1 14 13 . . 114?5 , 

11485. .11604, 11808. .11939, 11808 .. 11903, 12150 12260, 
12464. .12589, 12704. .12742 



20123 

TBLASTX: Maize 

12742 

74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39466 
81504 
17163 
OJ00011 
9736 
none 
9736. 
9784. 
10306. . 
10870. . 
11368. . 
11485. . 
12153. . 



Seq. ID 
Strand 
End 

8JL6.0317 .C16.ol.ts Method 

End 
Score 

10059, 9775. .10056, 9778. .10038, 
9975, 10216. . 10344, 10225 .. 10356, 10231 .. 1028 1, 



OJ000118_16.0317.C16 
20123 

TBLASTX: Soybean 
12263 
78 

9778.. 10032, 9784.. 10032, 



10377, 
10989, 
11607, 
11616, 
12263, 



10372. 
10879. 
11464. 
11772. 
12153. 



,10458, 
,11007, 
,11616, 
,11897, 
,12260 



10561. 
10882. 
11479. 
11802. 



.10686, 
.10998, 
,11613, 
,11930, 



10591. 
11029. 
11479. 
11811. 



10707, 
11130, 
11607, 
12002, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39466 Seq. ID 

81504 Strand 

17163 End 

OJ000118_16.0317 .C16.o4 .np Method 

16865 End 

7228438 Score 



OJ000118_16.0317.C16 

20123 
AAT/NAP 
20123 
525 



16865. .16917, 18899 1 9129, 19228 .. 19534 , 19627. .20123 
(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 39466 

Gene No, 81504, 

Start 17163 

Name OJ000118_16 . 0317 . CI 6 . o5 . gs 

Start 17163 

GI none 

Exons 17163. .17221, 17 823 .. 17 990, 
18390. .18621, 18876. .19143, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18088 

19236 



OJ000118 16.0317.C16 



20123 
GENSCAN 
19770 
.7 

18207, 18244. 
19534, 19627. 



18324, 
19770 



Seq. No. 39467 Seq. ID 

Gene No. 81505 Strand 

Start 425 End 

Name OJ000118_18 . 0322 . CI . ol . gs Method 

Start 425 End 

GI none Score 

Exons 425.. 456, 1318.. 1381 



OJ000118_18.0322.C1 

1381 
GENSCAN 
1381 
.56 



Seq. No. 39468 Seq. ID 

Gene No. 81506 Strand 

Start 1186 End 

Name OJ000118_18 . 0322 . C2 . o2 . gs Method 

Start 1186 End 



OJ000118_18.0322.C2 
+ 

5774 

GENSCAN 

5774 



39344 



GI 


none 


Score 


.62 




Exons 


110c icon i cqq i oon "3 1 7 1 
Hob. . IbZU, Ibyo . . looU, oi/i. 


.3305, 4530. .4640, 


4734 4775. 




a QHf\ /Q<:c; cnTfi c s'\01 ^9^1 


.5346, 5450. .5482, 


5700 5774 


Seq. No. 


J J D O 


Seq. ID 


OJ000118 


18 . 0322 . C2 


Gene No. 


81507 


Strand 


- 




Start 


676 


End 


977 




Name 


OJ000118 18.0322.C2.ol.np 


Method 


AAT/NAP 




Start 


676 


End 


977 




GI 


6063539 


Score 


156 




Exons 


676. .780, 816. .977 








GI Descrip. 


(AP000615) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39468 


Seq. ID 


OJ000118 


_18.0322.C2 


Gene No. 


81508 


Strand 


- 




start 


5697 


End 


6064 




Name 


OJ000118 18.0322.C2.ol.gp 


Method 


AAT/GAP 




Start 


5697 


End 


6064 




GI 


none 


Score 


712 




Exons 


5697. .6064 








Seq. No. 


39468 


Seq. ID 


OJ000118 


18 0322 C2 


Gene No. 


81509 


Strand 






Start 


6445 


End 


9236 




Name 


OJ000118 18.0322.C2.o3.gs 


Method 


GENSCAN 




Start 


6445 


End 


9236 




GI 


none 


Score 


.9 




Exons 


6445. .6489, 7372. .7458, 7545. 


.8112, 8199. .8353, 


ft d ^6 ft S Sfi 




8664. .8742, 8830. .8999, 9134. 


.9236 






Seq. No. 


39468 


Seq. ID 


OJ000118 


± O ■ U _> * ^ 


Gene No. 


81509 


Strand 






Start 


64 45 


End 


9236 




Name 


OJ000118 18.0322.C2.o2.gp 


Method 


AAT/GAP 




Start 


6765 


End 


7613 




GI 


27919 2.R1084 


Score 


819 




Exons 


6765.-6946, 7054. .7134, 7226. 


.7305, 7372. .7458, 


7545, .7613 


GI Descrip. 


1 6016736/gb|AAF01562.1 |AC009325_32 2.0e-15 (AC009325) unknown 


protein [Arabidopsis thaliana 


] ' 






Seq. No. 


39468 


Seq. ID 


OJ000118 


_18.0322.C2 


Gene No. 


81509 


Strand 






Start 


6445 


End 


9236 




Name 


OJ000118 18.0322.C2.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


7872 


End 


8905 




GI 


none 


Score 


135 




Exons 


7872. .8114, 7876. .8121, 8231. 


.8299, 8235.. 8297, 


8684. .8743, 




8837. .8905 








oeq . no . 


39469 


Seq. ID 


OJ000118 


_18.0322.C3 


Gene No. 


81510 


Strand 


+ 




Start 


195 


End 


1675 




Name 


OJ000118 18. 0322.C3.ol.gs 


Method 


GENSCAN 




Start 


195 


End 


1675 




GI 


none 


Score 


.79 




Exons 


195. .473, 1166. .1368, 1408. .1675 







39345 



Seq. No. 


39469 








Seq. ID 


OJ000118 


Gene No. 


81511 








Strand 


+ 


Start 


3221 








hna 




Name 


OJ000118_18 . 


0322 


. C3 . ol . 


gp 


Method 




Start 


3221 








End 


jo y l 


GI 


none 








Score 


/14 


Exons 


3221 . . 3591 












Seq. No. 


394 69 








Seq. ID 


OJ000118 


Gene No. 


81512 








Strand 




Start 


4460 








End 


6479 


Name 


OJ000118 18. 


0322 


.C3.o3. 


gs 


Method 


GEN SCAN 


Start 


4460 








End 


6479 


GI 


none 








Score 


.48 


Exons 


4460. .4474, 


4507 


. .4608, 


4694 


..4997, 5078.. 5237, 



6316. . 6479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39470 

81513 Strand 
9584 End 
OJ000118_18 . 0322 . C4 . o2 . gs Method 
9584 End 
none Score 
9584.. 9914, 9987.. 10086, 10560.. 10614 

39470 Seq. ID 

81514 Strand 
14527 End 
OJ000118_18 . 0322 . C4 . o4 . gs Method 
14527 End 
none Score 
14527. .14937 



Seq. ID OJ000118_18.0322.C4 



+ 

10614 
GEN SCAN 
10614 
.5 



OJ000118_18.0322.C4 
+ 

14937 
GENS CAN 
14937 
.48 



Seq. No. 


39470 




Seq. ID 


OJ000118_18. 


.0322 


.C4 


Gene No. 


81515 




Strand 


+ 






Start 


15779 




End 


18508 






Name. 


OJ000118 18. 0322. C4 


. o2 . np 


Method 


AAT/NAP 






Start 


154 63 




End 


- 18493 






GI 


6996268 




Score 


965 






Exons 


15463. . 15568, 15759 


. .15976, 


17004. .17535, 17631. .18493 




GI Descrip. 


(AL138 657) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


39470 




Seq. ID 


OJ000118_18, 


.0322 


.C4 


Gene No. 


81515 




Strand 


+ 






Start 


15779 




End 


18508 






Name 


OJ000118 18. 0322. C4 


. o5 . gs 


Method 


GEN SCAN 






Start 


15779 




End 


16250 






GI 


none 




Score 


.61 






Exons 


15779. . 15976, 16143 


. .16250 










Seq. No. 


39470 




Seq. ID 


OJ000118_18, 


.0322 


.C4 


Gene No. 


81515 




Strand 


+ 






Start 


15779 




End 


18508 






Name 


OJ000118 18. 0322. C4 


.06. gs 


Method 


GENSCAN 






Start 


16992 




End 


18508 






GI 


none 




Score 


.73 






Exons 


16992. .17584, 17656 


. .17830, 


17852. .18508 







39346 



Seq. No. 39470 

Gene No. 81516 

Start 18722 

Name OJ000118_18 . 0322 . C4 . 67 . gs 

Start 18722 

GI none 

Exons 18722. .18785, 18905 .. 19226, 
20827. .20946 



Seq. ID OJ000118_18.0322.C4 

Strand + 

End 20946 

Method GENSCAN 

End 20946 

Score . 5 
19273. .19454, 20553 .. 20683, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39470 
81517 
892 

OJ000118_18.0322.C4.ol.gs 
892 
none 



Seq. .ID 
Strand 
End 

Method 
End 
Score 



OJ000118 18. 0322. C4 



5611 
GENSCAN 
5611 
.72 

892. .966, 1407. .1547, 2219. .2295, 2608. .2707, 3252. .3318, 
3457. .3570, 3649. .3727, 3845. .4015, 4353. .4485, 4830. .4992, 
5130.. 5382, 5521.. 5611 



39470 
81517 
892 

OJ000118 18.0322.C4.ol.np 



Strand 
End 

Method 

1377 ~ End 
7529719 Score 
1377. .1547, 1645. .1734, 2207 .. 22 95 ,■ 2393 
2900. .2972, 3042. .3146, 3252. .3318, 3457 



Seq. ID OJ000118_18.0322.-C4 



5611 
AAT/NAP 
5281 
1091 

2514, 2604. .2697, 
3570, 3649.-3727, 



3845. .4015, 4353. .4485, 4830. .4992, 5112. .5281 
GI Descrip. (AL132969) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39470 Seq. ID 

81517 Strand 

8 92 End 

OJ000118_18. 0322.C4 .ol.gp Method 

2252 End 

2312957 Score 



OJ000118_18.0322.C4 

5611 
AAT/GAP 
2968 
588 



2252. .2295, 2393. .2514, 2604. .2707, 2913. .2968 
4581150/gb|AAD24634 . 1 1 AC006919_l-2. 2 . Oe-21 (AC006919) 
hypothetical protein [Arabidopsis * thaliana] 



39470 
81518 
12365 

OJ000118_18 .0322.C4 . o2 . tm 
2394 
none 
2394. 
3042. 
3655. 



OJ000118 18. 0322. C4 



Seq. ID 
Strand 
End 

Method 

~~ End 

Score 

2456, 2603.. 2674, 2901.. 2972, 2902.. 2982, 3042.. 3179, 
3149, 3043. .3159, 3250. .3324, 3420. .3539, 3648. .3737, 
3738, 3843. .4067, 3844. .4017, 3920. .4042, 4346. .4471, 



13273 

TBLASTX: Maize 

4986 

39 



4351. .4473, 4822. .4986, 4836. .4985 

39470 Seq. ID 

81518 Strand 

12365 End 

OJ000118_18.0322.C4 .o2.ts Method 

2601 End 

none Score 



OJ000118_18.0322.C4 
13273 

TBLASTX: Soybean 

3312 

80 



39347 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2601.. 2678, 2612.. 2686, 2887. 
3034.. 3150, 3249.. 3311, 3250. 

39470 
81518 
12365 

OJ000118_18.0322.C4 .o3. ts 

3483 

none 

3483.-3533, 3493... 3570, 3648, 
3852.. 4067, 3859.;4017, 4337, 





4819. .4986, 4836. .4985 


Seq. No. 


39470 


Gene No. 


81518 


Start 


12365 


Name 


OJ000118 18 . 0 512. . C4 . o J . tc 


Start 


4834 


GI 


none 


Exons 


4834. .4986, 4836. .4985 


Seq. No. 


39470 


Gene No. 


81518 


Start 


12365 


Name 


OJ000118 18 . 0322 . C4 . o2 . gp 


Start 


12228 


GI 


1632454 


Exons 


12228. .12333 


Seq. No. 


39470 


Gene No. 


81518 


Start 


12365 


Name 


OJ000118 18 . 0322 . C4 . o3 . gs 


Start 


12365 


GI 


none 


Exons 


12365 .. 12661, 13178.. 13273 


Seq. No. 


39470 


Gene No. 


81519 


Start 


17256 


Name 


OJ000118 18.0322.C4.ol.ts 


Start 


17256 


GI 


none 


Exons 


17256. .17450, 17723. .17908 




18317.. 18445 


Seq. No. 


39470 


Gene No. 


81519 


Start 


17256 


Name 


OJ000118 18.0322-.C4.o2.tc 


Start 


17671 


GI 


none 


Exons 


17 671. .17 916, 17 672. .17911 



.2976, 2901.. 2972, 3033.. 3149, 
.3312 

Seq. ID OJ000118_18.0322.C4 
Strand 

End 13273 

Method TBLASTX : Soybean 

End 4986 

Score 72 

.3719, 3652. .3714, 3852. .4016, 
.4501, 4351. .4485, 4776. .4976, 



Seq. ID OJ000118_18.0322.C4 
Strand 

End 13273 

Method TBLASTX : Cress 

End 4 98 6 

Score 141 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C4 

13273 
AAT/GAP 
12333 
186 



OJ000118_18.0322.C4 

13273 
GENSCAN 
13273 
.95 



OJ000118_18.0322.C4 
18466 

TBLASTX : Soybean 

18445 

102 



,18073, 18122. .18331, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C4 
18466 

TBLASTX: Cress 

17916 

193 



Seq. No, 
Gene No. 
Start 



39470 
81519 
17256 



Seq. ID 

Strand 

End 



OJ000118 18. 0322. C4 



18466 



39348* 



Name 

Start 

GI 

Exons 



OJ000118_18.0322.C4 .ol. tm Method 
17701 End 
none Score 



TBLASTX: Maize 

18445 

151 



17701. . 17913, 17708. .17911, 17999 .. 18073, 18122 .. 18328, 
18332. .18445 



Seq. No. 


39470 






Seq. ID 


OJ000118_18.0322 


. C4 


Gene No. 


81519 






Strand 






Start 


17256 






End 


18466 




Name 


OJ000118 18. 0322. C4 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


18001 






End 


18295 




GI 


none 






Score 


68 




Exons 


18001. . 


18030, 18002 


. . 18073, 


18121. .18294, 18122. .18295 




Seq. No. 


39470 






Seq. ID 


OJ000118JL8.0322 


. C4 


Gene No. 


81519 






Strand 






Start 


17256 






End 


18466 




Name 


OJ000118 18. 0322. C4 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


' 18122 






End 


18466 




GI 


none 






Score 


'298 




Exons 


18122. . 


18466, 18127 


. . 18234, 


18289. .18420 




Seq. No. 


39470 






Seq. ID 


OJ000118JL8.0322 


.C4 


Gene No. 


81520 






Strand 






Start 


19366 






End 


21045 




Name 


OJ00011 


8_18.0322.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


19366 






End 


20855 




GI 


none 






Score 


107 




Exons 


19366. . 


19569, 19367 


. . 19483, 


2054 8. .20679, 2054 9. .20698, 






20552. . 


20701, 20553 


. .20699, 


20823. .20855 




Seq. No. 


39470 






Seq. ID 


OJ000118_18 .0322 


.C4 


Gene No. 


81520 






Strand 






Start 


19366 






End 


21045 




Name 


OJ00011 


8_18.0322.C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19366 






End 


21045 




GI 


none 






Score 


.116 




Exons 


19366. . 


19461, 19367 


. .19483, 


20548. .20694, 20549. .20698, 






20552. . 


20701, 20553 


. .20699, 


20797. .20934, 20819. .20959, 






20821. . 


20937, 20826 


. .20975, 


20989. .21045 





Seq. ID OJ000118_18.0322.C5 
Strand + 
End 10092 
Method GENS CAN 
End 10092 
Score .76 

741. .1007, 1155. .1340, 1509. .1610, 1690. .1746, 1845. .1940, 
2018. .2110, 2227. .2352, 2459. .2491, 2576.-2626, 2762. .2840, 
3594. .3679, 5105. .5281, 5468. .5798, 6068. .6274, 6791. .6936, 
7155. .7239, 7363. .7503, 7599. .7712, 8329.-8393, 8468.-8544, 
9139. .9283, 9341. .9442, 9642. .9721, 9744. .9797, 9975.-10092 



Seq. No. 39471 

Gene No. 81521 

Start 741 

Name OJ000118_18 . 0322 . C5 . ol . gs 

Start 741 

GI none 
Exons 



Seq. No. 
Gene No. 
Start 
Name 



39471 
81521 
741 

OJ000118 



18.0322.C5.ol.np 



Seq. ID 

Strand 

End 

Method 



OJ000118_ 
+ 

10092 
AAT/NAP 



18. 0322. C5 



39349 



Start 
GI 

Exons 



5117 End 9719 

6016736 Score 829 

5117. .5401, 6904. .6927, 7146. .7239, 7363. .7503, 7599. .7712, 

8296. .8396, 8468.-8544, 8613. .8718, 8924. .9051, 9139. .9283, 

9379.-9442, 9642. .9719 



GI Descrip. (AC009325) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39471 Seq. ID 

81521 Strand 
741 End 
OJ000118_18 . 0322 .C5 .ol .gp Method 
6067 End 
3061082 Score 
6067. .6274, 6791. .6938, 7158. .7261 

3869066/dbj | ABO 192 2 7 . 1 | ABO 192 2 7 9.0e-09 Arabidopsis thaliana 
genomic DNA, chromosome 5, PI clone: MBM17, complete sequence 



OJ000118_18.0322.C5 
+ 

10092 
AAT/GAP 
7261 
804 



394,71 Seq. ID 

81521 Strand 
741 End 
OJ000118_18 . 0322 . C5 . o2 . gp Method 
9377 End 
2429020 Score 
9377.. . 9442, 9642. . 9998 

6016736/gb|AAF01562.1 |AC009325_32 2.0e-15 (AC009325) unknown 
protein [Arabidopsis thaliana] 



OJ000118_18.0322.C5 
+ 

10092 
AAT/GAP 
9998 
776 



39471 
81522 
13700 

OJ000118_18.0322.C5.o2.np 

13700 

7329668 

13700. .13850, 14978. .15121, 
15796. .15870, 1 6791 .. 16859, 
17532. .17618, 17704 .. 17772, 
21549. .21832,- 22313 .. 22364 , 



Seq. ID OJ000118_ 
Strand + 
End 23853 
Method AAT/NAP 
End 23412 
Score 1789 
15205. .15276, 15353 
16981. .17049, 17160 
19249. .19749, 21285 
22621. .22871, 23275 



18. 0322. C5 



.15424, 
.17231, 
.21425, 
.23412 



GI Descrip. (AL162351) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39471 
81522 
13700 

OJ000118_18 .0322.C5.o4 .gs 

17452 

none 

17452. .17465, 17532 
21549. .21842, 22705 



Seq. ID 
Strand 
End 

Method 
End 
Score 



17618, 19249. 
22871, 23275, 



OJ000118_ 
+ 

23853 
GENSCAN 
23853 
.83 

19739, 21276 
23409, 23776 



18. 0322. C5 



.21425, 
.23853 



39471 Seq. ID 

81522 Strand 

13700 End 

OJ000118_18 . 0322 . C5 . o3 . gp Method 

19230 End 

none Score 
19230. .19673 



OJ000118_18.0322.C5 
+ 

23853 
AAT/GAP 
19673 
834 



Seq. No. 



39471 



Seq. ID OJ000118_18.0322.C5 



39350 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



81522 Strand + 

13700 End 23853 

OJ000118_18.0322.C5.o4.gp . Method AAT/GAP 
22321 End 23399 

LIB3431-023-P1-K1-A1 Score 759 

22321. .22364, 22 621 . . 2287 1 , 23275.. 23399 
M581150/gb|AAD24634.1|AC006919_12 2.0e-21 (AC006919) 
hypothetical protein [Arabidopsis thaliana] 1 

Seq. ID OJ000118_18.0322.C5 
Strand 

End 11620 

Method GENSCAN 

End 11620 

Score .79 



Seq. No. 


39471 










Gene No. 


81523 










Start 


10952 










Name 


OJ0001 


18 18 . 


0322, 


.C5.o2. 


gs 


Start 


10952 










GI 


none 










Exons 


10952. 


.11142 


, 11608. .11 


620 


Seq. No. 


39471 










Gene No. 


81524 










Start 


11829 










Name 


OJ0001 


18 18 . 


0322, 


.C5.o2. 


tm 


Start 


6799 










GI 


none 










Exons 


. 6799.. 


6942, 


6807, 


. .6944, 


7147 




7361. . 


7501, 


7362 


. .7538, 


7560 




8292 . . 


8396, 


8294, 


. .8401, 


O O O. A 




8467 . . 


8544, 


8468, 


. .8542, 


8 604 




8918 . . 


9043, 


8921 


. . 9052 , 


8923 




9200 . . 


9253, 


9211 


. .9285, 


9212 




9385 . . 


9441, 


9615 


. .9725, 


9o4 1 


Seq. No. 


39471 










Gene No. 


81524 










Start 


11829 










Name 


OJ0001 


18_18. 


0322 


.C5.ol. 


tc 


Start 


-7152 










GI 


none 










Exons 


7152 . . 


7241 , 


7152 


. '.1235, 


7153 




7362 . . 


7538 








Seq. No. 


*D n A "7 1 

jy4 / 1 










Gene No. 


81524 










Start 


11829 










Name 


OJ0001 


.18_18. 


0322 


,C5.ol. 


ts 


Start 


7152 










GI 


none 










Exons 


7152. . 


7241, 


7154 


. .7240, 


7361 




7556. . 


7735, 


7597 


. .7695, 


8291 




8482. . 


8544, 


8598 


. .8717, 


8611 




8921. . 


9049 








Seq. No. 


39471 










Gene No. 


81524 










Start 


11829 










Name 


OJ0001 


.18_18. 


0322 


.C5.o2. 


tc 


Start 


7598 










GI 


none 











Seq. ID 
Strand' 
End 

Method 
End 
Score 

.7239, '7152 
.7712, 7594 
.8398, 8295 
.8717, 8611 
.9054, 9169 
.9286, 9354 
. 9721 



OJ000118 18. 0322. C5 



15232 

TBLASTX: Maize 
9725 
191 

724.1, 7154.. 7240, 

7734, 7598. .7735, 

8399, 8466. .8540, 

8724, 8907.. 9044, 

9219, 9170.. 9223, 

9437, 9383.-9442, 



OJ000118_18.0:22.C5 
15232 

TBLASTX: Cress 
7538 
126 - 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7239, 7154. .7240, 7361. .7501, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 It. 12. .05 



15232 . < J 

TBLASTX: Soybean 
9049 
124 

7540, 7362. .7' ■ ,7530, 

8398, 8292. . c .396, 8480.. 8542, 

872'4, 8918.. 9028, 8920. .9036, 



Seq. L. 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C5 
15232 

TBLASTX: Cress 

8742 

153 



39351 




Exons 7598.. 7735, 8291.. 8398, 8292.. 8396, 8292.. 8417, 8480.. 8542, 

8482. .8544, 8611. .8742, 8619. .8714 



Seq. No. 


jy 4 / 1 






OJ000118 18.0322. 


C5 


Gene No. 


Q1 cOyl 
ol3z4 




Cf rand 






Start 


llozy 






1 S?7? 

1 Jl Jt 




Name 


mnnm t Q i q 0799 PS 
UJUUUllo lo.UOZZ.^O. 


o j . qs 




GENSCAN 




Start 


iib^y 




Hi I LKJ. 


14731 




GI 


none 




Score 


.62 




Exons 


X lo £ y . . 1 d. 4 4 0 , 14D1<£ 


. 14 / Jl 








Seq. No. 


39471 




Seq. ID 


OJ000118_18.0322. 


C5 


Gene No. 


o 10Z 4 




Strand 






Start 


1 1 QOQ 

iiozy 




End 


15232 




Name 


UJUUUllo lo . Uj^^ .UJ 




Method 


TBLASTX: Soybean 




Start 


i obyy 




End 


15232 




GI 


none 




Score 


162 




Exons 


iobyy . . i joji / uoyy 


1 S4 

. . 1JO J 1 !/ 


14290. .14355, 14478 .. 14 54 9, 








1 SI 1 9 
. . 10116/ 


14978. .15112, 14979. .15113, 






1/1QQ1 1 CI fi/l 1 CI / "3 

14 y yi . . 10 1U4 , 1D14J 


1 S 9 79 








Seq. No. 


39471 




Seq. ID 


OJ000118_18.0322. 


C5 


Gene No. 


Q 1 coc 
olO^D 




Strand 






Start 


i r "i a ~i 

16787 




End 


17232 




Name 


UJUUUllo lo.Uji^.tO 


. o4 . tm 


Method 


TBLASTX: Maize ' 




Start 


16787 




End 


17232 




GI 


none 




Score 


51 




Exons 


1 67 87 . . 1 oooo , Ib/oo 


. . i oooy , 


1678 9. . 168 69, 16970. .17050, 






16981 .. 1704 9, lbyoz 


. . 1 / UZU , 


17 092. .17118, 17161. .17232, 






17172 .. 17195 , 1/1/3 


. . i / 1 y b 








Seq. No. 


39471 




Seq. ID 


OJ000118_18 .0322 


.C5 


Gene No. 


81526 




Strand 






Start 


i yz 01 




End 


23431 




Name 


UJUUUllo lo . UoZz . ^0 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


i yzoi 




End 


22798 




GI 


none 




Score 


549 




Exons 


i qoci 1 Qin 1Q9£9 

lyzoi. . i y / 4 j / izzzoz 


1 Q7 7S 


21269. .21409, 21273 .. 214 10 , 






zl jl j . . zioz // ziozy 


91 R99 


21529. .21831, 21548 .. 21838, 






21647. .21835, 22303 


. .22362, 


22310. .22363, 22611 .. 227 96, 






22631. .22798, 22634 


. .22798 








Seq. No. 


jy4 / i 




Seq. ID 


OJ000118_18.0322 


,C5 


Gene No. 


Q1 COC 

O lDZ D 




Strand 






Start 


iyz oi 




End 


23431 




Name 


UJUUUllo lo . Uj^Z . Lj 




Method 


TBLASTX: Cress 




Start 


Ol COT 

ZlOO / 




End 


22706 




P T 


none 




Score 


224 




Exons 


21587. .21838, 21637 


. .21762, 


22617. .22706 




Seq. No. 


39471 




Seq. ID 


OJ000118_18.0322 


.C5 


Gene No. 


81526 




Strand 






Start 


19261 




End 


23431 




Name 


OJ000118 18. 0322. C5 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


21590 




End 


21811 




GI 


none 




Score 


244 




Exons 


21590. .21811, 21598 


. .21795 









39352 




Seq. No. 


39471 






Seq. ID 


OJ000118_18.0322 


C5 


Gene No. 


81526 






Strand 






Start 


19261 






bna 


O *5 A T 1 
Z JH O 1 




Name 


OJ000118 18. 0322. C5. 


o J . ts 


Method 


1 DJjH.0 1 A . oOyDcail 




Start 


21590 






End 


Z loZ D 




GI 


none 






Score 


Z H 3 




Exons 


21590. 


21826, 21598. 


. zl /9b 








Seq. No. 


39471 






Seq. ID 


OJ000118_18.0322 




Gene No. 


81526 






Strand 






Start 


19261 






End 


23431 




Name 


OJ000118 18. 0322. C5. 


Ol . tw 


Method 


TBLASTX: Wheat 




Start 


22306 






End 


23400 




GI 


none 






Score 


93 




Exons 


22306. 


.22362, 22308. 


. 22364 , 


22310. .22363, 22310 .. 22384 , 






22611. 


.22871, 22631. 


. ZZ o /Of 


22631. .228 


70, 23274. .23396, 






23274 . 


.23396, 23275. 


. Z (JU 








Seq. No. 


39471 






Seq. ID 


OJ000118_18.0322 


.C5 


Gene No. 


81526 






Strand 






Start 


19261 






End 


23431 




Name 


OJ000118 18. 0322. C5 . 


OZ . tS 


Method 


TBLASTX : Soybean 




Start 


22611 






End 


23431 




GI 


none 






Score 


359 




Exons 


22611. 


.22871, 22625. 


. ZZo 1 U, 


22628. .22E 


73, 23273. .23431, 






23274. 


.23411, 23275. 


. 23412, 


23318. .23431 




Seq. No. 


39471 






Seq. ID 


OJ000118_18.0322 


-C5 


Gene No. 


81526 






Strand 






Start 


19261 






End 


23431 




Name 


OJ000118 18. 0322. C5 


o J . tm 


Method 


TBLASTX: Maize 




Start 


22800 






End 


23424 




GI 


none 






Score 


92 




Exons 


22800. 


.22871, 22802 


. ZZo / U , 


23274 . .23414, 23275 .. 23424 , 






23276. 


.23416 










Seq. No. 


39472 






Seq. ID 


OJ000118_18.0322 


.C6 


Gene No. 


81527 






Strand 


+ 




Start 


1 






End 


709 




Name 


OJ000118 18. 0322. C6 


.ol -np 


Method 


AAT/NAP 




Start 


1 






End 


706 




GI ■ 


7523712 




Score 


241 




Exons 


1. .43, 


339. .598, 629. .706 








GI Descrip. 


(AC011001) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39472 






Seq. ID 


OJ000118_18.0322 


.C6 


Gene No. 


81527 






Strand 


+ 




Start 


1 






End 


709 




Name 


OJ000118 18. 0322. C6 


. ol . gs 


Method 


GENS CAN 




Start 


332 






End 


709 




GI 


none 






Score 


.88 




Exons 


332. .709 










Seq. No. 


39472 






Seq. ID 


OJ000118_18.0322 


.C6 


Gene No. 


81528 






Strand 


+ 




Start 


1445 






End 


7839 





39353 



Name 

Start 

GI 

Exons 



OJ000118_18.0322.C6.o2.np 

1425 

4733959 

1425. .1639, 1754. .1873, 2377. 
4123. .4302, 4449.-4529, 4794. 
6154. .6377, 6754. .6846, 7196. 



Method AAT/NAP 
End 7387 
Score 2435 . 

.2468, 2616. .2729, 3203. .3533, 
.5012, 5095.. 5237, 5862. .6028, 
.7387 



GI Descrip. (AC007294) GIDA-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39472 
81528 
1445 

OJ000118_18.0322.C6.o2.gs 

1445 

none 



Seq. ID OJ000118_18.0322.C6 



Strand 
End 

Method 

End 

Score 



+ 

7839 
GENSCAN 
7393 
.85 



1445. .1873, 2377. .2468, 2616. .2729, 3203. .3356, 3429. .3533, 
4123. .4302, 4794. .5012, 5095. .5237, 5862. .6028, 6160. .6377, 
6754. .6846, 7196. .7393 

39472 Seq. ID 

81528 Strand 
1445 End 
OJ000118_18 . 0322 . C6 . o2 . gp Method 
4804 ' End 
uC-osflcyp002c03bl Score 
4804. .5012, 5095. .5237, 5862. .5946 

M733959/gb|AAD28643.1 |AC007294_2 2.0e-70 (AC007294) putative 
glucose inhibited division protein A [Arabidopsis thaliana] ' 



OJ000118_18.0322.C6 
+ 

7839 
AAT/GAP 
5946 
806 



Seq. No. 39472 Seq. ID 

Gene No. 81528 Strand 

Start 1445 End 

Name OJ000118JL8 . 0322 . C6 . o3 . gp Method 

Start 6762 End 

GI 14054_1.R1084 Score 

Exons 6762.. 6846, 7196.. 7839 

GI Descrip. 1 4733959/gb | AAD28643 . 1 | AC007294_2 5.0e-18 (AC007294) putative 
glucose inhibited division protein A [Arabidopsis thaliana] 1 



OJ000118__18.0322.C6 
+ 

7839 
AAT/GAP 
7839 
1278 



Seq. No. 39472 

Gene No. 81529 

Start 514 

Name OJ000118_18 . 0322 . C6 . ol . gp 

Start 514 

GI 15736_1.R1084 

Exons 514.. 846 

GI Descrip. 1 6015437/db j | AB008112 . 1 | AB008112 7.0e-12 Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 84 6 

Method AAT/GAP 

End 84 6 

Score 570 



Seq. No. 39472 

Gene No. 81530 

Start 8495 

Name OJ000118_18 . 0322 . C6 . 06 . ts 

Start 331 

GI none 

Exons 331.. 555, 332.. 538, 646.. 738 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 25114 

Method TBLASTX : Soybean 

End 738 

Score 195 



Seq. No. 



39472 



Seq. ID OJ000118_18.0322.C6 



39354 



Gene No. 


81530 






Strand 


- 


Start 


8495 






End 


25114 


Name 


OJ000118 


18. 0322. C6. 


. o5 . tm 


Method 


TBLASTX : Maize 


Start 


350 






End 


531 


GI " 


none 






Score 


100 


Exons 


350. . 415 


, 352 . .411, 


410.. 523/ 


4 lz . . bol 




Seq. No. 


39472 






Seq. ID 


OJ000118_18.0322.C6 


Gene No. 


81530 






Strand 




Start 


8495 






End 


25114 


Name 


OJ000118 


_18.0322.C6. 


. o3 . ts 


Method 


TBLASTX : Soybean 


Start 


1745 






End 


3481 


GI 


none 






Score 


102 


Exons 


1745. .18 


73, 1748. .It 


388, 1762. 


.1887, 2367. .2462, 2374. .2466, 



2376. .2471, 2377. .2469, 264 1 . . 2727 ,. 264 6 . . 2729, 3188. .3481, 
3201. .3479 



Seq. No. ■ 39472 

Gene No. 81530 

Start 8495 

Name OJ000118_18 . 0322 . C6 . o2 . tm 

Start 2611 

GI none 

Exons 2611.. 2727, 2613 .. 2729/' 2 61 6 . 

3201. .3497, 3201. .3497 



OJ000118_18.0322.C6 
25114 ■ 

TBLASTX: Maize 

3497 

175 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2729, *3196. .3486, 3200.. 3493, 



Seq. No. 39472 
Gene No. 81530 
Start 8495 

Name OJ000118JL8 . 0322 . C6 . ol . ts 

Start 4109 
GI none 

Exons 4109.. 4303, 4119.. 4322, 4120. 

4447. .4530, 4448. .4531, 4777. 
4791. .5012, 4819. .5028, 5092. 
5860.. 5916 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 18. 0322. C6 



25114 

TBLASTX : Soybean 
5916 
120 

4305, 4446. .4529, 4446. .4529, 
4905, 4790. .5008, 4791. .5012, 
5217, 5092.. 5193, 5094.. 5216, 



Seq. No. 39472 
Gene No. 81530 
Start 8495 

Name OJ000118_18 . 0322 . C6 . ol . 

Start 4797 
GI none 

Exons 4797.. 5012, 4797.. 5012, 

5093.. 5236, 5094.. 5237, 
6157. .6369, 6158. .6376, 

Seq. No. 39472 

Gene No. 81530 

Start 8495 

Name OJ000118_18 . 0322 . C6 . ol . 

Start 5923 

GI none 

Exons 5923.. 6024, 5925.. 6011, 
6162.. 6383, 6162.. 6383, 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 25114 
tm Method TBLASTX : Maize 

End 6383 

Score 324 
4798. .5016, 4799. .5017, 5092. .5235, 
5859. .6029, 5860.-. 6030, 5861.. 6028, 
6158. .6373, 6159.. 6383, 6159.. 6377 

Seq. ID OJ000118JL8.0322.C6 
Strand 

End 25114 

tc Method TBLASTX : Cress 

End 6819 

Score 141 
5933. .6031, 6161. .6376, 6161. .6376, 
6745. .6819 



Seq. No. 39472 Seq. ID OJ000118_18 . 0322 . C6 

39355 



Gene No. 
Start 
Name 
Start " 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



81530 Strand 
8495 End 
OJ000118__18.0322.C6.o5.ts Method 
6189 End 

none - Score 



25114 

TBLASTX : Soybean 

7366' 

260 



6189. .6383, 6200. .6379, 6219. .6386, 6709. .6849, 6745.-6849, 
7044. .7100, 7195. .7278, 7196. .7366 



39472 
81530 
8495 

OJ000118_18 . 0322.C6.o6.tm 

6754 

none 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 25114 

Method TBLASTX : Maize 

End 7378 

Score 52 



6754. .6786, 6763. .6852, 6790. .6849, 6794. .6853, 7193. .7378, 
7195. .7359, 7196. .7375 



39472 
81530 
8495 

OJ000118_18 .0322.C6.o3.np 

8494 

5263327 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 25114 

Method AAT/NAP 

End 25114 

Score 659 



8494.. 9272, 9372.. 9595, 9712.. 9920, 10033 .. 101 66, 10194 .. 10522 , 
11542. .11636/ "24 982. .25114 

(AC007727) EST gb|T20649 comes from this gene. [Arabidopsis 
thaliana] 



39472 
81530 
8495 

OJ000118_18. 0322.C6.o3.gs 

8495 

none 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 25114 

Method GENS CAN 

End 11322 

Score .77 



3495. .9272, 9372. .9595, 9712. .9923, 10033 .. 10988 , 11099. .11322 



.39472 
81530 
8495 

OJ000118_18 . 0322.C6.o3.tm 

8888 

none 



Seq. ID OJ000118_lfi-.0322.C6 
Strand 

End 25114 

Method TBLASTX: Maize 

End 9550 

Score 110 



8888. .9016, 8889. .9017, 9050. .9139, 9203. .9289, 9371. .9550 



39472 
81530 
8495 

OJ000118_18 . 0322.C6.o2. ts 

8900 

none 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 25114 

Method TBLASTX : Soybean 

End 10192 

Score 99 



8900. .9022, 8901. .9017, 9038. .9151, 9200. .9271, 9371. .9592, 
9712. .9780, 10064. .10192 



39472 
81530 
8495 

OJ000118_18 . 0322 .C6.o5 .gs 



Seq. ID OJ000118_18.0322.C6 
Strand 

End 25114 

Method GENSCAN 



39356 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19114 
none 



End 
Score 



24924 
.66 



19114. 


.19337, 


19781. 


.19927, 


21552. 


.21740, 23991. 


.24087, 


24129. 


.24242, 


24286. 


.24318, 


24478. 


.24533,' 24684. 


.24924 


39472 








Seq. 


ID OJ000118_ 


18. 0322. C6 



81530 
8495 

OJ000118_18 .0322.C6.o4 .tm 
19723 
none 

19723. .19926, 19730 
21601. .21732, 21608 



Strand 
End 

Method 
End 
Score 

19900, 19764. .19925, 19767 
21739, 21808.. 21867 



25114 

TBLASTX: Maize 
21867 
243 

19928, 



39472 Seq. ID 

81530 Strand 

8495 End 

OJ000'118_18 . 0322 . C6 . o4 . ts Method 

23861 End 

none Score 



OJ000118_18.0322.C6 
25114 

TBLASTX: Soybean 

24537 

45 



23861. 


.23905, 


23862. 


.23894, 


23991. 


.24050, 23991. 


.24059, 


23992. 


.24051, 


24123. 


.24173, 


24130. 


.24171, 24283. 


.24372, 


24284. 


.24349, 


24286. 


.24357, 


24478. 


.24537, 24479. 


.24532 


39472 








Seq. 


ID OJ000118_ 


18. 0322. C6 



81530 
8495 

OJ000118_18 . 0322 . C6 . o4 . np 

23867 

5882735 

23867. .23893, 23991 .. 24050, 



Strand 

End 25114 
Method AAT/NAP 
End 24930 
Score 285 
24129. .24170, 24286 .. 24351, 
24478.-24533, 24684. .24930 

(AC008263) ESTs gb|AA042183 and gb|R86825 come from this gene, 
[Arabidopsis thaliana] gi | 664 677 6 | gb | AAF21088 . 1 | AC013258_26 
(AC013258) unknown protein [Arabidopsis thaliana] 





Seq. No. 


39472 






Seq. ID 


OJ000118_18.0322 




Gene No. 


81530 






Strand 






Start 


8495 






End 


25114 




Name 


OJ0001 


18_18.0322.C6. 


ol . tw 


Method 


TBLASTX: Wheat 


it=F 


Start 


23991 






End 


24537 




GI 


none 






Score 


87 




Exons 


23991. 


.24056, 23991. 


.24059, 


. 24123. .24 


149, 24147. .24173, 






24148. 


.24177, 24149. 


.24178, 


24283..24372, 24284 .. 24349, 






24286. 


.24357, 24478. 


.24537, 


24479. .24532 




Seq. No. 


39472 






Seq. ID 


OJ000118_18.0322 




Gene No. 


81530 






Strand 






Start 


8495 






End 


25114 




Name 


OJ0001 


18_18.0322.C6. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


24000 






End 


• 24537 . 




GI 


none 






Score 


35 




Exons 


24000. 


.24050, 24129. 


.24158, 


24133. .24153, 24283 .. 24372 , 






24284 . 


.24349, 24286. 


.24357, 


24478. .24537,. 24479.. 24532 




Seq. No. 


39473 






Seq. ID 


OJ000118_18.0322 




Gene No. 


81531 






Strand 


+ 



39357 



Start 


658 






End 


3461 


Name 


OJ000118 18 


.0322.C7.ol. 


np 


Method 


AAT/NAP 


Start 


658 






End 


2483 


GI 


6721512 






Score 


74 


Exons 


658. .748, 776. .912, 973 


. .1139, 


2441. .2483 


GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


39473 






Seq. ID 


OJ000118 


Gene No. 


81531 






Strand 


+ 


Start 


658 




■ 


End 


34 61 


Name 


OJ000118 18 


. 0322 .C7 .o3. 


np 


Method 


AAT/NAP 


Start 


1581 






End 


34 61 


GI 


CflfiOyl AQ 
oyUz4 4 o 






Score 




Exons 


1581. .2090, 


3418. .3461 








GI Descrip. 


(AB030283) 


orf3 [Oryza 


sativa] 






Seq. No. 


39473 






Seq. ID 


OJ000118 


Gene No. 


81531 






Strand 


+ 


Start 


658 






End 


3461 


Name 


OJ000118 18 


.0322.C7.o2. 


np 


Method 


AAT/NAP 


Start 


1602 






End 


2604 


GI 


6721558 






Score 


92 


Exons 


1602. .1715, 


2545. .2604 








GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 



18. 0322. C7 



gi | 6815083 | dbj | BAA90369. 1 | 
[Oryza sativa] 



(AP001081) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 18. 0322. C7 



39473 
81532 
5486 

OJ000118_18.0322.C7 .o4 .np 
5486 
2583130 
5486. .5685 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



5685 
AAT/NAP 
5685 
45 



39474 Seq. ID 

81533 Strand 
1 End 
OJ000118_18 . 0322 . C8 . ol . gp Method 
1 End 
none Score 

1..149, 685. .844, 1134. .1261 



OJ000118_18.0322.C8 

1927 
AAT/GAP 
1261 
764 



OJ000118 18. 0322. C8 



39474 Seq. ID 

81533 Strand , - 

1 End 1927 

OJ000118_18 . 0322 . C8 . ol . np Method AAT/NAP 

597 End 1927 

6714327 Score 637 
597. .844, 1134. .1255, 1349. .1470, 1847. .1927 

(AC016972) unknown protein [Arabidopsis thaliana] 



39474 
81533 
1 



Seq. ID 

Strand 

End 



OJ000118 18. 0322. C8 



1927 



39358 



Name 

Start 

GI 

Exons 



OJ000118_18. 0322.C8 .ol.tc Method 
631 End 
none Score 
631.. 846, 672.. 845, 1121.. 1234, 1134. 
1135. .1257, 1216. .1266, 1348. .1395 



TBLASTX: Cress 

1395 

165 

,1256, 1134. .1235, 



Seq. No. 39474 

Gene No. 81533 

Start 1 

Name OJ000118_18 . 0322 . C8 . ol . tm 

Start 652 

GI none 
Exons 



Seq. ID OJ000118_18.0322.C8 
Strand 

End 1927 

Method TBLASTX : Mai ze 

End 1927 

Score 178 



652. .846, 678. .845, 829. .885, 1108. .1251, 1127. .1252, 
1133. .1258, 1134. .1253, 1216. .1257, 1346. .1471, 1348. 
1828. .1926, 1841. .1927 



1470, 





Seq. No. 


39474 




Seq. ID 


OJ000118_18.0322 


C8 




Gene No. 


81533 




Strand 








Start 


1 




End 


±yz i 






Name 


OJ000118 18 . 0322 . C8 . ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


675 




End 


O A C 

o 4 b 






GI 


none 




Score 


165 






Exons 


675 . .845, 676 .. 84 6 










\2 


Seq. No. 


39474 




Seq. ID 


OJUUUllo lo . U J/^ 






Gene No . 






Strand 








Start 


1 




End 


1927 






Name 


OJ000118 18.0322.C8.ol 


.gs 


Method 


GENS CAN 






Start 


685 




End 


1255. 






GI 


none 




Score 


.8 




vJ 


Exons 


685. .844, 1134. .1255 












Seq. No. 


39475 




Seq. ID 


OJ000118_18.0322 


.C9 




Gene No. 


81534 




Strand 


+ 






Start 


297 




End 


1989 






Name 


OJ000118 18.0322.C9.ol 


.gs 


Method 


GENSCAN 






Start 


297 




End 


1989 






GI 


none 




Score 


. 9 






Exons 


297. .340, 1020. .1144, 


1571. . 


1989 






^ en? 


Seq. No. 


39475 




Seq. ID 


OJ000118_18.0322 


.C9 




Gene No. 


81534 




Strand 


+ 






Start 


297 




End 


1989 






Name 


OJ000118 18.0322.C9.ol 


.np 


Method 


AAT/NAP 






Start 


1066 




End 


1986 






GI 


137476 




Score 


667 






Exons 


1066. .1144, 1571. .1986 












GI Descrip. 


VACUOLAR ATP SYNTHASE 


16 KD 


PROTEOLIPID SUBUNIT 





gi | 82334 Ipir | | A40814 H+-transporting ATPase (EC 3.6.1.35) 
proteolipid chain, vacuolar - oat gi | 166549 | gb IAAA32712 . 1 1 
(M73232) H+-ATPase [Avena sativa] 



Seq. No. 39475 Seq. ID OJ000118_18 . 0322 . C9 

Gene No. 81535 Strand + 

Start ■ 12028 End 12088 

Name OJ000118_18 . 0322 . C9 . o5 . gp Method AAT/GAP 

Start 12028 End 12088 



39359 



GI 


2312838 


Score 


73 






Exons 


12028. .12088 










GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. 0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


39475 


Seq. ID 


OJ000118_18. 


0.322 


. C9 


Gene No. 


81536 


Strand 


+ 






Start 


12870 


End 


15800 






Name 


OJ000118 18.0322.C9.o6.gp 


Method 


AAT/GAP 






Start 


12757 


End 


13271 






GI 


26491 1.R1084 


Score 


1011 






Exons 


12757. .13271 










GI Descrip. 


1 82410/pir | IS22505 8 . Oe-33 peroxidase 


(EC 1.11.1.7) 


BP1 






precursor - barley >gi 167081 (M73234) 


peroxidase BP 1 


[Horde 




vulgare] ' 










Seq. No. 


39475 


Seq. ID 


OJ000118_18. 


0322 


.C9 


Gene No. 


81536 


Strand 


+ 






Start 


12870 


End 


15800 






Name 


OJ000118 18.0322.C9.o4.gs 


Method 


GENSCAN 






Start 


12870 


End 


15616 






GI 


none 


Score 


.65 






Exons 


12870. .13325, 14 975. . 15616 










Seq. No. 


39475 


Seq. ID 


OJ000118_18. 


0322 


.C9 , 


Gene No. 


81536 


Strand 


+ 






Start 


12870 


End 


15800 






Name 


OJ000118 18.0322.C9.o4.np 


Method 


AAT/NAP 






Start 


12882 


End 


15613 






GI 


82410 


Score 


963 






Exons 


12882. .13325, 14975. .15613 










GI Descrip. 


peroxidase (EC 1.11.1.7) BP1 


precursor 


- barley gi | 


167081 




(M73234) peroxidase BP 1 [Hordeum vulgare] 






Seq. No. 


39475 


Seq. ID 


OJ000118_18. 


0322 


.C9 


Gene No. 


81536 


Strand 


+ 






Start 


12870 


End 


15800 






Name 


OJ000118 18.0322.C9.o7.gp 


Method 


AAT/GAP 






Start 


14976 


End 


15800 






GI 


16611 1.R1084 


Score 


1580 






Exons 


14976. .15800 










GI Descrip. 


' 1402914/emb|CAA66962| 3.0e- 


09 (X98318) peroxidase 


[Arabidops 




thaliana] f 










Seq. No. 


39475 


Seq. ID 


OJ000118_18. 


0322 


.C9 


Gene No. 


81537 


Strand 


+ 






Start 


18791 • 


End 


21068 






Name 


OJ000118 18.0322.C9.o6.gs 


Method 


GENSCAN 






Start 


18791 


End 


21068 






GI 


none 


Score 


.8 






Exons 


187 91. .18 909, 19890. .20082, 


20295. .21068 






Seq. No. 


39475 


Seq. ID 


OJ000118_18. 


0322 


.C9 


Gene No. 


81538 


Strand 








Start 


23857 


End 


24351 






Name 


OJ000118 18.0322.C9.o7.gs 


Method 


GENSCAN 






Start 


23857 


End 


24351 







39360 




GI none Score . 62 

Exons 23857. .24002, 24219.. 24351 



Seq. No. 


39475 


Seq. ID 


OJ000118_ 


18 


.0322 


.C9 


Gene No. 


81539 


Strand 


+ 








Start 


24970 


End 


26040 








Name 


OJ000118 18.0322.C9.o5.np 


Method 


AAT/NAP 








Start 


24964 


End 


26037 








GI 


82410 


Score 


974 








Exons 


24964. .26037 












GI Descrip. 


peroxidase (EC 1.11.1.7) BP1 


precursor 


- barley 


gi 11670 


31 




(M73234) peroxidase BP 1 [Hordeum vulgare] 








Seq. No. 


39475 


Seq. ID 


OJ000118_ 


18 


. 0322 


. C9 


Gene No. 


81539 


Strand 


+ 








Start 


24970 


End 


26040 








Name 


OJ000118 18.0322.C9.o8.gs 


Method 


GENSCAN 








Start 


24970 


End 


26040 








GI 


none 


Score 


.57 








Exons 


24970. .26040 












Seq. No. 


39475 


Seq. ' ID 


OJ000118_ 


_18 


.0322 


. C9 


Gene No. 


81540 


Strand 


+ 








Start 


29247 


End 


30711 








Name 


• OJ000118 18.0322.C9.o'10.gs 


Method 


GENSCAN 








Start 


29247 


End 


30705 








GI 


none 


Score 


.91 








Exons 


29247. .29699, 30082.. 30705 












Seq. No. 


39475 


Seq. ID 


OJ000118_ 


_18 


.0322 


.C9 


Gene No. 


81540 


Strand 


+ 








Start 


29247 


End 


30711 








Name 


OJ000118 18.0322.C9.o6.np 


Method 


AAT/NAP 








Start 


29256 


End 


30711 








GI 


82410 


Score 


1191 








Exons 


29256. .29699, 30082.. 30711 












GI Descrip. 


peroxidase (EC 1.11.1.7) BP1 


precursor 


- barley 


gil 167081 




(M73234) peroxidase BP 1 [Hordeum vulgare] 








Seq. No. 


39475 


Seq. ID 


OJ000118_ 


_18 


.0322 


.C9 


Gene No. 


81541 


Strand 


+ 








Start 


34407 


End 


36315 








Name 


OJ000118 18.0322.C9.o8.np 


Method 


AAT/NAP 








Start 


34407 


End 


36315 








GI 


5080763 


Score 


336 








Exons 


34407. .34687, 34 77 9 .. 34 905, 


35275. .35363, 35957, 


.36134, 






36253. .36315 












GI Descrip. 


(AC007203) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39475 


Seq. ID 


OJ000118_ 


_18 


.0322 


.C9 


Gene No. 


81542 


Strand 


+ 








Start 


39751 


End 


39815 








Name 


OJ000118 18.0322.C9.ol0.gp 


Method 


AAT/GAP 








Start 


39751 


End 


39815 








GI 


LIB3477-003-P1-K1-E9 


Score 


83 








Exons 


39751. .39815 












GI Descrip. 


'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 



39361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



39475 Seq. ID 

81543 Strand 

40007 End 
OJ000118_18.0322.C9.ol3.gs Method 

40007 End 

none . Score 
40007. .40723 



39475 Seq. ID 

81544 Strand 

2799 End 

OJ000118_18.0322.C9.ol.gp Method 

2681 End 

11600_1 .R1084 Score 
2681. .2878, 3368. .3400, 4168. .4265, 
M66160/sp| P34661 | YOY3_CAEEL 



OJ000118_18.0322.C9 
+ 

40723 
GENSCAN 
40723 
.47 



OJ000118_18 .0322.C9 

4613 
AAT/GAP 
4613 
1006 
4391. .4613 



3.0e-34 HYPOTHETICAL 9.8 KD PROTEIN 

ZK652.3 IN CHROMOSOME III >gi_63077 l_pir S44903 ZK652.3 protein 

- Caenorhabditis elegans >gi_289769 (L14429) putative 
[Caenorhabditis elegans] ' 



J 


Seq. No. ^.i; 


"-39475 








Seq. ID 


OJ000118_18 


.0322. 


C9 




Gene No. 


81544 








Strand 










Start 


2799 








End 


4613 






n 


Name 


OJ000118 18 


.0322 


.C9.o2. 


gs 


Method 


GENSCAN 








Start 


2799 








End 


4488 








GI 


none 








Score 


.98 






i-H 


Exons 


2799. .2878, 


3368 


. .3400, 


4168. 


.4265, 4391. .4488 








Seq. No. 


39475 








Seq. ID 


OJ000118_18 


.0322. 


C9 




Gene No. 


81544 








Strand 










Start 


2799 








End 


4613 






-3 


Name 


OJ000118 18 


.0322 


.C9.o2. 


np 


Method 


' AAT/NAP 






-1 


Start 


2799 








End 


4458 








GI 


6437521 








Score 


315 








Exons 


2799. .2878, 


.•3368 


. .3400, 


4168. 


.4265, 4391. .4458 






er 


GI Descrip. 


(AC012193) 


unknown protein [Arabidopsis thaliana] 








Seq. No. 


39475 








Seq. ID 


OJ000118_18 


.0322. 


C9 




Gene No. 


81545 








Strand 










Start 


5237 








End 


10651 








Name 


OJ000118 18 


.0322 


.C9.o3. 


gs 


Method 


GENSCAN 








Start 


5.237 








End 


10651 








GI 


none 








Score 


.67 








Exons 


5237. .6220, 


6311 


. . 6443, 


6831. 


.6899, 7351. .7564, 7682. .7976, 






9098. .9233, 


9717 


. .9999, 


10350 


. .10398, 


10505. .10651 








Seq. No; 


39475 








Seq. ID 


OJ000118_18 


.0322. 


C9 




Gene No. 


81545 








Strand 










Start 


5237 








End 


10651 








Name 


OJ000118 18 


.0322 


.C9.o2. 


gp 


Method 


AAT/GAP 








Start 


6813 








End 


7565 








GI 


286400 








Score 


456 








Exons 


6813. .6899, 


7351 


. .7565 













39362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39475 Seq. ID 

81545 Strand 

5237 End 

OJ000118_18 . 0322 . C9 . o3 . gp Method 

8426 End 

LIB3477-003-P1-K1-C10 Score 
8426. .8741, 9098. .9177 
'1420932/gb|U61383|ORU61383 ' 
4-coumarate-CoA ligase gene, 



OJ000118_18.0322.C9 

10651 
AAT/GAP 
9177 
768 



' .Oe-21 Oryza rufipogon 
intron 1, partial sequence 1 



39475 Seq. ID 

81545 Strand 

5237 End 

OJ000118_18 . 0322 . C9 . o3 . np Method 

8670 End 

7440314 Score 

8670. .8741, 9092. .9233, 9717. .9999, 



OJ000118_18.0322.C9 

10651 
AAT/NAP 
10401 
599 

10350. .10401 



ribosomal protein S10, cytosolic - Arabidopsis thaliana 
gi | 4539292. | emb | CAB39595.il (AL049480) putative ribosomal protein 
S10 [Arabidopsis thaliana] gi I 7269424 | emb | CAB81384 . 1 1 (AL161563) 
putative ribosomal protein S10 [Arabidopsis thaliana] 



39475" 
8154 5 
5237 

OJ000118_18.0322.C9.o4 . gp 

9738 

2428870 

9738. .9999, 10350. .10398, 
4539292/emb|CAB39595.1| 2 



Seq. ID 
Strand 
End ; - 
Method 
End 
Score 
10505. . 10557 
,0e-43 (AL049480) 



OJ000118 18. 0322. C9 



10651 
AAT/GAP 
10557 
657 



putative ribosomal 



protein S10 [Arabidopsis thaliana] 



39475 
81546 
17149 

OJ000118_18.0322.C9.o5.gs 

17149 

none 

17149. .17502 

39475 
81547 
26863 

OJ000118_18.0322.C9.o9.gs 

26863 

none 

26863. .27189 



39475 
81548 
31293 
OJ000118 
31293 
none 
31293 
32563 
34177 



18.0322.C9.oll.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C9 

17502 
GENSCAN 
17502 
.99 



OJ000118_18.0322.C9 

27189 
GENSCAN 
27189 
1 



OJ000118_18.0322.C9 

34732 
GENSCAN 
34732 
.59 



31403, 
32575, 
34732 



31653. 
32711. 



,31718, 
.32824, 



31883. .31973, 32230 .. 32437, 
32985. .33098, 33987 34 129, 



39363 



Seq. No. 


39475 


Seq. ID 


OJ000118 


lo . 03ZZ . cy 


Gene No. 


81548 


Strand 






Start 


31293. 


End 


34732 




Name 


OJ000118 18.0322.C9.o7.np 


Method 


AAT/NAP 




Start 


31623 


End 


34040 




GI 


6560768 


Score 


438 




Exons 


31623. .31718, 31883, . 31973, 


32230. .32307, 32601 






32964. .33103, 33965.. 34040 








GI Descrip. 


(AC010155) F3M18.7 [Arabidbpsis thaliana] 




Seq. No. 


39475 


Seq. ID 


OJ000118 


_18.0322.C9 


Gene No. 


81549 


Strand 






Start 


38878 


End 


39747 




Name 


OJ000118 18.0322.C9.ol2.gs 


Method 


GENSCAN 




Start 


38878 


End 


39729 




GI 


none 


Score 


.81 




Exons 


38878. .38993, 39711.. 39729 








Seq. No. 


39475 


Seq. ID 


OJ000118 




Gene No. 


81549 


Strand 






Start 


38878 


End 


39747 




Name 


OJ000118 18.0322.C9.o9.gp 


Method 


AAT/GAP 




Start ' 


39295 


End 


39747 




GI 


LIB34 32-059-P1-K1-D8 


Score 


706 




Exons 


39295. .39747 








GI Descrip. 


, 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 






Seq. No. 


39475 


Seq. ID 


OJ000118 


_18.0322.C9 


Gene No. 


81550 


Strand 






Start 


41221 


End 


41372 




Name 


OJ000118 18.0322.C9.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


1053 


End 


1992 




GI 


none 


Score 


114 




Exons 


1053. .1148, 1054. .1146, 1563 


..1799, 1564.. 1-776, 


ioo4 . . iyxu, 




1855. .1992 








Seq. No. 


39475 


Seq. ID 


OJ000118 


_18.0322.C9 


Gene No. 


81550 


Strand 






Start 


41221 


End 


41372 




Name 


OJ000118 18.0322.C9.o3.tw 


Method 


TBLASTX: 


Wheat 


Start 


1054 


End 


1799 




GI 


none 


Score 


111 




Exons 


1054. .1146, 1065. .1148, 1563 


. . 1799, 1564 . . 1776 . 




Seq. No. 


39475 


Seq. ID 


OJ000118 


_18.0322.C9 


Gene No. 


81550 


Strand 






Start 


41221 


End 


41372 




Name 


OJ000118 18.0322.C9.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


1062 


End 


1992 




GI 


none 


Score 


109 




Exons 


1062. .1148, 1063.. 1146, 1563 


..1910, 1564. .1776, 


1855. .1992, 




1867. .1923 








Seq. No. 


39475 


Seq. ID 


OJ000118 


_18.0322.C9 


Gene No. 


81550 


Strand 







39364 




Start 


41221 








End 


41372 


Name 


OJ000118_18 . 


0322 . 


C9. o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1072 








End 


• 1-983: • 


GI 


none 








Score 


98 


Exons 


1072. . 1146, 


1080 . 


. 1148, 


1563 . 


1799, 1564. .1776, 1854. .1910, 




1855 . . 1983 












Seq. No. 


39475 








Seq. ID 


OJ000118_18.0322.C9 


Gene No. 


81550 








Strand 




Start 


41221 








End 


41372 


Name 


OJ000118 18. 


0322 , 


C9 . o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


2814 








End 


4444 


GI 


none 








Score 


109 


Exons 


2814 . . 2882, 


2818 


. 2880, 


3367 . 


3402, 4169. .4264, 4170. .4265, 




il *** f"i ("\ A A A A 

4388 . . 4444 , 


4 388 


. 4444 








Seq. No. 


39475 








Seq. ID 


OJ000118_18.0322.C9 


Gene No. 


81550 








Strand 




Start 


41221 








End 


41372 


Name 


OJ000118_18. 


0322 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8570 








End 


10408 


GI 


none 








Score 


54 


Exons 


8570. . 8599, 


8651 


.8743, 


9089. 


.9247, 9096.. 9236, 9127.. 9258, 




9614 . . 9646, 


9690 


.10001 


, 9700 


. .9837, - 


9717.. 9998, 9764.. 10009, 




10339. . 10407 


, 10352.-. 10408 






Seq. No. 


39475 








Seq. ID 


OJ000118_18.0322.C9 


Gene No. 


81550 








Strand 




Start 


41221 








End 


41372 


Name 


OJ000118_18 . 


0322 


.C9.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


9098 








End 


10404 


GI 


none 








Score 


292 


Exons 


9098 . . 9139, 


9735 


. .10034 


, 9764 


. .10009, 


10354. .10404 


Seq. No. 


39475 








Seq. ID 


OJ000118_18.0322.C9 


Gene No. 


81550 








Strand 




Start 


41221 








End 


41372 ' 


Name 


OJ000118 18. 


0322 


.C9.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


9101 








End 


10422 


GI 


none 








Score 


258 


Exons 


9101. .9139, 


9215 


. .9235, 


9744 . 


.10040, 


9764.. 10009, 10352. .10399, 




10354. .10422 










Seq. No. 


39475 








Seq. ID 


OJ000118_18.0322.C9 


Gene No . 


81550 








Strand 




Start 


41221 








End 


41372 


Name 


OJ000118 18. 


0322 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9106 








End 


10404 


GI 


none 








Score 


72 


Exons 


9106. . 9186, 


9119 


. .9139, 


9129. 


.9224, 9130.. 9225, 9690.. 10031, 




9700. . 9837, 


9717 


. .10001 


, 9764 


. .10009, 


10339. . 10404, 10352. . 1039 


Seq. No. 


39475 








Seq. ID 


OJ000118_18.0322.C9 


Gene No. 


81550 








Strand 




Start 


41221 








End 


41372 


Name 


OJ000118 18. 


0322 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


12957 








End 


30636 



39365 




GI none 

Exons 12957. .13172, 12974 .. 13171, 

14 969. .15067, 14 977. .15066, 

19935. .20084, 19936. .20088, 

20433. .21047, 25051 .. 254 16, 

25357. .25965, 29337 .. 2964 8 , 

30069/. 30137,' 30082 .. 30159, 
30393. .30635 




Score 212 
13175. .13318,- 13176. . 13325, 
15139. .15519, 1514 0. . 15529, 
20289. .20441, 20432 21037 , 
25152. .25292, 25356 .. 25955, 
29348.-29656, 2964 6 .. 29696, 
30237. .30368, 30238 .. 30636, 



Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 



39475 
81550 
41221 

OJ000118_18.0322.C9.ol.ts 

12971 

none 

12971. .13039, 12972. .13172, 
13176. .13325, 14 975 154 09, 
•19932. .20084, 19933. .20088, 
20433. .20921, 25053 .. 2528 9, 
25357. .25842, 29343 29648, 
30081. .30155, 30082. .30156, 
30238. .30510 



Seq. ID OJ000118__18.0322.C9 
Strand 

End 41372 
. Method TBLASTX: Soybean 

End 30510 

Score 215 
13067. .13171, 13175. . 13318, 
14 977. .15066, 15139. . 154 08, 
20289. .20441, 20432 20920, 
25057. .25359, 25353 .. 2584 1, - 
29345. .29656, 2964 6 2 9693, 
30217. .30348, 30237 30509, 



fy 



•5 cr 
V 3 



Seq. No. 39475 
Gene No. 81550 
Start 41221 

Name OJ000118_18 . 0322 . C9 . o2 . tw 

Start 12981 
GI none 

Exons 12981. .13172, 13094 .. 13279, 

19942. .20088, 19951 .. 20097 , 
20421. .20552, 2044 1 20554 , 
25107. .25190, 2517 9 .. 25283, 
25566. .25607, 29358 .. 29636, 
29628. .29693, 30082 .. 30123 , 
30238. .30288 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14975 

20288 

20562 

25357 

29364 



OJ000118 18. 0322. C9 



41372 

TBLASTX: Wheat 
30288 
153 

15040, 15026. .15196, 
20314, 20289. .20441, 
20699, 25066. .25359, 
25461, 25465. .25617, 
29414, 29471. .29653, 



30085. .30126, 30220 .. 30288, 



Seq. No. 39475 

Gene No. 81550 

Start 41221 

Name OJ000118_18 . 0322 . C9 . o4 . tm 

Start 13020 

GI none 

Exons 13020. .13184, 1307 9 .. 13183 , 13175 
13266. .13328, 1998 1 .. 20097 , 19.981 



Seq. ID OJ000118_18.0322.C9 
Strand 

41372 

TBLASTX : Maize 
29702 
131 

13294, 13176. 
20127, 20289. 



End 

Method 
End 
Score 



25105. .25350, 25111 .. 25347, 29394 .. 29702 , 29405. 



.13277, 
.20438, 
.29662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39475 
81550 
41221 

OJ000118_18 . 0322 . C9 . ol . tm 
14977 



OJ000118 18. 0322. C9 



none 

14977. 

20439. 

25357. 

30084. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15267, 14978. .15268, 15272 .. 15391 , 15274 15390, 
20786, 20441. .20785, 207 90 .. 20909, 20792 20881, 
25710, 25359. .25709, 25708 .. 25827 , 25710 .. 25826, 
30152, 30085. .30159, 302 1 1 .. 30327 , 30237 .. 30374 , 



41372 

TBLASTX: Maize 

30498 

275 



39366 



30238. .30375, .30384 .. 304 4 6, 30384 304 97 , 30385. .30498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39475 
81550 
41221 

OJ000118_18.0322.C9.o6. tm 
15392 
none 
15392. 
20918. 
30499. 



.15559, 15394. .15558, 
.21052, 25828. .26001, 
.30660, 30564. .30629 



39475 
81550 
41221 

OJ000118_18. 0322.C9.o8.tm 

32706 

none 

32706. .32825, 327 11 .. 32830 , 
32982. .33095, 32983 .. 33099, 
33988. .34047, 33989 .. 34 036, 

39475 
81550 . 
41221 

OJ000118_18.0322.C9.o4.ts 

35273 

none 

35273. .35365, 35275 .. 35364 , 
36253. .36318 

39475 
81550 
41221 

OJ000118_18.0322.C9.o4 .tc 

35287 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C9 
41372 

TBLASTX: Maize 

30660 

209 



15661. . 15699, 20910 .. 21062 , 
25830. .26003, 25992 .. 26036, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C9 
41372 

TBLASTX: Maize 

34230 

125 



32711. .32830, 32982 .. 33098, 
32983. .33099, 33984 .. 34043, 
34156. .34230 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C9 
41372 

TBLASTX : Soybean 

36318 

134 



35957. .36136, 35958 36134 , 



Seq. ID OJ000118_18.0322.C9 
Strand 

End 41372 

Method TBLASTX : Cress 

End 36318 

Score 110 



35287. .35364, 35923 .. 36120, 35957 ;. 36136, 35958 .. 36134 , 
36253. .36318 



Seq. No. 39475 

Gene No. 81550 

Start 41221 

Name OJ000118_18 . 0322 . C9 . o5 . tm 

Start 35985 

GI none 

Exons 35985.. . 36134, 35986. .36135, 
36253. .36330 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_18.0322.C9 
41372 

TBLASTX: Maize 

36330 

228 



35987. .36136, 36252 .. 36329, 



Seq. No. 39475 Seq. ID 

Gene No. 81550 Strand 

Start 41221 End 

Name OJ000118_18 . 0322 . C9 . ol4 . gs Method 

Start 41221 End 

GI none Score 

Exons 41221. .41372 



OJ000118_18.0322.C9 

41372 
GENSCAN 
41372 
.85 



39367 



Seq. No. 


39476 




Seq. ID 


OJ000118__18.0322 


.Cll 


Gene No. 


81551 




Strand 






Start 


b 1 




sltio. 


9 m 




Name ■ 


a Tnnm 1 o to moo pi i 
OJOOUllo lo.UJ^z.LlJ. 


. ol . gs 


Method. 






Start 


b 1 






9 01 
Z U 1 




GI 


none 




Score 


Q 




Exons 


D / . . ZUl 










Seq. No. 


39477 




oeq. id 


UUUUUllO It) . Uj^Z 


n 9 


Gene No. 


81552 




Strand 






Start 


1 




End 


757 




Name 


OJ000118 18.0322.C12 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


757 




GI 


6721517 




Score 


910 




Exons 


1..65, 114. .757 










GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


39477 




Seq. ID 


OJ000118_18 . 0322 


. C12 


Gene No. 


81552- 




Strand 






Start 


1 




End 


757 




Name 


OJ000118 18.0322.C12 


. ol . gs 


Method 


GENSCAN 




Start 


118 




End 


647 




GI 


none 




Score 


.66 




Exons 


.118.. 212, 431.. 647 










Seq. No. 


39477 




Seq. ID 


OJ000118 18.0322 


. C12 


Gene No. 


81552 




Strand 






Start 


1 




End 


757 




Name 


OJ000118 18.0322.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


354 




End 


719 




GI 


none 




Score 


125 




Exons 


354. .434, 426. .719, 


538. .714 








Seq. No. 


39477 




Seq. ID 


OJ000118_18.0322 


.C12 


Gene No. 


81552 




Strand 






Start 


1 




End 


757 




Name 


OJ000118 18.0322.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


447 




End 


716 




GI 


none 




Score 


64 




Exons 


447. .716, 510. .632, 


535. .699 








Seq. No. 


39478 




Seq. ID 


OJ000208_10.0331 


.C2 


Gene No. 


81553 




Strand 


+ 




Start 


5. 




End 


268 




Name 


OJ000208 10. 0331. C2. 


ol . gs 


Method 


GENSCAN 




Start 


5 




End 


268 




GI 


none 




Score 


.85 




Exons 


5. .268 










Seq. No. 


39478 




Seq. ID 


OJ000208_10.0331 


.C2 


Gene No. 


81554 




Strand 






Start 


2159 




' End 


2846 




Name 


OJ000208 10. 0331. C2. 


o2 .gs 


Method 


GENSCAN 




Start 


2159 




End 


2737 




GI 


none 




Score 


.98 




Exons 


2159. .2737 











39368 



Seq. No. 39478 Seq. ID OJ000208_10 . 0331 . C2 

Gene No. 81554 Strand 

Start 2159 End 2846 

Name OJ000208_10 . 0331 . C2 . ol . np Method AAT/NAP 

Start 2162 End 2846 

GI 6006375 Score 856 

Exons 2162.. 2846 

GI Descrip. (AP000559) Similar to ORF3 protein - rice tungro bacilliform 

virus &RTUORFS 2 (C40785) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39479 Seq. ID 

81555 Strand 

1 End 

OJ000208_10.0331.C3.ol.gp Method 

1 End 

25874 1.R1084 Score 



OJ000208_10.0331.C3 
+ 

762 

AAT/GAP 

699 

477 



1..69, 149. .256, 345. .438, 673. .699 

'3258569 5.0e-14 (U89959) Similar to yeast general negative 
regulator of transcription subunit 1 [Arabidopsis thaliana] ■ 



39479 
81555 
1 

OJ000208_10.0331.C3.ol.gs 

149 

none 

149. .256, 345. .431, 655. .762 



Seq. ID OJ000208_10.0331.C3 

Strand + 

End 7 62 

Method GENSCAN 

End 7 62 

Score .79 



Seq. No. 39480 
Gene No. 81556 
Start 342 

Name OJ000208_10 . 0331 . C4 . ol . tm 

Start 324 
GI none 

Exons 324.. 485, 331.. 507, 343.. 492 

873. .971, 875. .982, 877. .1005, 1163 
1179. .129.2, 1180. .1296, 1180. .1326 



Seq. ID 
Strand 
End 

Method 
End 
Score 
586. .771, 



OJ000208_10.0331.C4 
+ 

1838 

TBLASTX: Maize 

1326 

253 

593. .823, 600. .788, 



,1291, 1173. .1292, 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39480 Seq. ID 

81556 Strand 
34 2 End 
OJ000208_10 . 0331 . C4 . ol . np Method 
342 End 
3258569 Score 
342. .495, 594. .785, 878. .980, 1160. .1300, 1583. .1838 
(U89959) Similar to yeast general negative . regulator of 
transcription subunit 1 [Arabidopsis thaliana] 



OJ000208_JL0.0331.C4 
+ 

1838 
AAT/NAP 
1838 
625 



39480 
81556 
342 

OJ000208_10.0331.C4 .ol.gs 

379 

none 



Seq. ID OJ000208_10.0331.C4 



Strand 
End 

Method 

End 

Score 



+ 

1838 
GENSCAN 
1296 
.89 



379. .495, 594. .785, 878.-982, 1168. .1296 



Seq. No. 



39480 



Seq. ID OJ000208_10.0331.C4 



39369 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

- Exons 

•GI Descrip. 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



81556 
342 

OJ000208_10 . 0331 . C4 . ol . tc 

433 

none 

433. .507, 435. .497, 594. .788, 
1195: .1269 

39480 
81556 
342 

OJ000208_10.0331.C4 .ol.tw 

435 

none 

435. .497, 436. .507, 581. .784, 
875. .937, 876. .974, 877. .981, 



Strand 
End 

Method 
End 
Score 
599. .784, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
594. .788, 



+ 

1838 

TBLASTX: Cress 

1269 

90 

875. .952, 877, 



,951, 



OJ000208_10.0331.C4 
+ 

1838 

TBLASTX: Wheat 

1218 

82 

598. .792, 875. 



.982, 



1179. .1217, 1180. .1218 



Seq. ID 
Strand 
End 

Method 
End 
Score 

686... 785, 878.. 982, 1168.. 1309 

1 3258569 1.0e-41 (U89959) Similar to yeast general negative 
regulator of transcription subunit 1 [Arabidopsis thaliana] 1 



39480 
81556 
342 

OJ000208_10.0331.C4 .ol.gp 
686 

60824 1.R1084 



OJ000208 
+ 

1838 
AAT/GAP 
1309 
620 



10. 0331. C4 



39480 Seq. ID 

81556 Strand 

342 End 

OJ000208JL0. 0331. C4 .ol .ts Method 

698 End 

none Score 

698. .784, 699. .788, 875. .982, 877. .981, 
1227. . 1298 



OJ000208_10.0331.C4 
+ 

1838 

TBLASTX : Soybean 

1301 

151 

1156. .1296, 1185. .1301, 



39481 Seq., ID 

81557 Strand 

1 End 

OJ000208_10 . 0331 . C8 . ol . np Method 

1 End 

4836877 Score 
1. .250 

(AC007260) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



OJ000208_10.0331.C8 
+ 

1026 
AAT/NAP 
250 
168 



39481 
81557 
1 

OJ000208_10.0331.C8.ol.gs 

116 

none 

116. .152, 938. .1026 

39481 
81558 
1429 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000208_10.0331.C8 
+ 

1026 
GENSCAN 
1026 
.49 



OJ000208 
2244 



10. 0331. C8 



39370 




Name OJ000208_10 . 0331 . C8 . o2 . np Method AAT/NAP 

Start 1423 End 2244 

GI 629561 Score 262 
Exons 1423.. 1682, 1910.. 2244 

GI Descrip. SRG1 protein - Arabidopsis thaliana gi | 47 9047 | emb | CAA55654 | 
(X79052) SRG1 [Arabidopsis thaliana] 

gi | 5734767 | gb| AAD50032.il AC007651_27 (AC007651) SRG1 Protein 
[Arabidopsis thaliana] 



Seq. No. 39481 Seq. ID 

Gene No. 81558 Strand 

Start 1429 End 

Name OJ000208_10 . 0331 . C8 . o2 . gs Method 

Start 1429 End 

GI none Score 

Exons 1429.. 1572, 1910.. 2161 



OJ000208_10.0331.C8 
+ 

2244 
GENSCAN 
2161 
.49 



Seq. No. 39481 ' Seq. ID 

Gene No. 81559 Strand 

Start 982 End 

Name OJ000208_10 . 0331 . C8 . o2 . tm Method 

Start 5 End 

GI none Score 

Exons * 5.. 253, 13.. 252 



OJ000208_10.0331.C8 
2227 

TBLASTX: Maize 

253 

243 





Seq. No. 


39481 


Seq. ID 


OJ000208_10.0331.C8 


~~ '■ - 


Gene No. 


81559 


Strand 






Start 


982 


End 


2227 




Name 


OJ000208 10. 


0331.C8 .ol. tc Method 


TBLASTX: Cress 




Start 


8 


End 


2158 




GI 


none 


Score 


102 




Exons 


8. .160, 1551 


..1691, 1895. .2158, 1909.. 


2157 


s 


Seq. No. 


39481 


Seq. ID 


OJ000208_10.0331.C8 




Gene No. 


81559 


Strand 






Start 


982 


End 


2227 




Name 


' OJ000208 10. 


0331 . C8, ol . gp Method 


AAT/GAP • 




Start 


982 


End 


1379 




GI 


none 


Score 


762 




Exons 


982. .1379 








Seq. No. 


39481 


Seq. ID 


OJ000208_10.0331.C8 




Gene No. 


81559 


Strand 






Start 


982 


End 


2227 




Name 


OJ000208 10. 


0331 . C8 . ol . tm Method 


TBLASTX: Maize 




Start 


1452 


End 


2163 




GI 


none 


Score 


70 




Exons 


1452. .1520, 


1453. .1518, 1498. .1677, 1535. .1678, 1536. .1691, 



1666. .1734, 1859. .2158, 1907. .2158, 1909. .2163 



Seq. No. 39481 Seq. ID 

Gene No. 81559 Strand 

Start 982 End 

Name . OJ000208_10 . 0331 . C8 . ol . ts Method 

Start 1584 End 

GI none Score 
Exons 



OJ000208_10.0331.C8 
2227 

TBLASTX: Soybean 

2227 

44 



1584. .1637, 1635. .1691, 1895. .2227, 1907. .2122, 1909. .2172 



39371 



Seq. No. 39482 Seq. ID OJ000208_10 . 0331 . C9 

Gene No. 81560 Strand + 

Start 454 End 1322 

Name OJ000208_10 . 0331 . C9 . ol . np Method AAT/NAP 

Start 454 End 1322 

.GI 1175647 Score 153 

Exons 454.. 679, 1263.. 1322 

GI Descrip. CYTOCHROME C BIOGENESIS PROTEIN CCSA gi | 1363550 | pir | | S58614 

cytochrome c-type synthesis protein homolog - maize chloroplast 
gi I 902283 | emb| CAA60348.il (X86563) ORF321 [Zea mays] 



Seq. No. 39482 Seq. ID 

Gene No. 81561 Strand 

Start ~ 623 End 

Name OJ000208_10 . 0331 . C9 . ol . gs Method 

Start 623 End 

GI none Score 

Exons 623.. 645, 779.. 836 



OJ000208_10.0331.C9 
836 

GENSCAN 

836 

.66 



Seq. No. 


39483 


Seq. ID 


OJ000208JL0. 0331. C10 


Gene No. 


81562 


Strand 




Start 


379 


End 


464 


Name ■ 


OJ000208 10.0331.C10.ol.gp 


Method 


AAT/GAP 


Start ' 


379 


End 


464 


GI 


none 


Score 


170 


Exons 


379. .464 






Seq. No. 


39483 


Seq. ID 


OJ000208_10. 0331. C10 


Gene No. 


81563 


Strand 


+ 


Start 


1052 


End 


1377 


Name 


OJ000208 10.0331.C10.ol.np 


Method 


AAT/NAP 


Start 


1052 


End 


1377 


GI 


7287999 


Score 


48 


Exons 


1052. .1117, 1205. .1377 






GI Descrip. 


(AL138646) enoyl-CoA-hydratase-like protein [Arabidopsis 




thaliana] 






Seq. No. 


39484 


Seq. ID 


OJ000208_10.0331.C11 


Gene No. 


81564 


Strand 


+ 


Start 


298 


End 


888 


Name 


OJ000208 10.0331.Cll.ol.gp 


Method 


AAT/GAP 


Start 


298 


End 


888 


GI 


23551 1.R1084 


Score 


864 


Exons 


298. .685, 709. .888 






GI Descrip. 


, 11957/emb|X15901|CHOSXX 1. 


Oe-166 Rice 


complete chloroplast 




genome 1 






Seq. No. 


39484 


Seq. ID 


OJ000208_10.0331.C11 


Gene No. 


81564 


Strand 


+ 


Start 


298 


End 


888 


Name 


OJ000208 10-0331. Cll.ol.gs 


Method 


GENSCAN 


Start 


466 


End 


515 


GI 


none 


Score 


.58 


Exons 


466. .515 







Seq. No. 39484 Seq. ID OJ000208_10 . 0331 . Cll 



39372 



Gene No. 81565 Strand 

Start 1237 End 1602 

Name OJ000208_10 . 0331 .Cll . o2 . gp Method AAT/GAP .-. . . 

Start 1237 " End 1602 

GI 3409_1.R1084 Score 505 

Exons 1237.. 1602 

GI Descrip. 1 32818 68/emb I CAA19764 | 7.0e-47 (AL031004) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39484 Seq. ID OJ000208_10 . 0331 . Cll 

81565 Strand 

1237 End 1602 

OJ000208_10 . 0331 . Cll . o3 . gp Method AAT/GAP 

1237 End 1602 

3409JL.R1084 Score 503 

1237.. 1602 

1 328 18 68/emb | CAA197 64 | 7.0e-47 (AL031004) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 39484 Seq. ID 

Gene No. 81566 Strand 

Start 2726 End 

.Name OJ000208_10 .0331 . Cll . o2 . gs Method 

Start 2726 End . 

GI none Score 

Exons 2726.. 3118 



OJ000208_10. 0331. Cll 

3118 
GENSCAN 
3118 
.72 - 



Seq. No. 39484 
Gene No. 81567 
Start 3902 

Name OJ000208_10 . 0331 . Cll . ol . np 

Start 3902 
GI 7444451 
Exons 3902.. 8163 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ000208_10. 0331. Cll 
Strand 

8163 
AAT/NAP 
8163 
4276 



End 

Method 

End 

Score 



Seq. No. 


39484 








Seq. ID 


OJ000208_10. 0331. Cll 


Gene No. 


81567 








Strand 




Start 


3902 








End 


8163 


Name 


OJ000208 10. 


0331, 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3917 








End 


4549 


GI 


none 








Score 


52 


Exons 


3917. .4549, 


3960, 


. .4127, 


.4031. 


.4351, 4179. .4355, 4422. .4547 


Seq. No. 


39484 








Seq. ID 


OJ000208_10. 0331. Cll 


Gene No. 


81567 








Strand 




Start 


3902 








End 


8163 


Name 


OJ000208 10. 


0331, 


.Cll.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


3926 








End 


4375 


GI 


none 








Score 


66 


Exons 


3926. .4120, 


4154. 


. .4276, 


4155. 


.4277, 4286. .4375 


Seq. No. 


39484 








Seq. ID 


OJ000208_10. 0331. Cll 


Gene No. 


81567 








Strand 




Start 


3902 








End 


8163 



39373 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 



OJ000208_10. 

3959 

none 

3959. .4126, 
4361. .4423 

39484 
81567 
3902 

OJ000208_10, 

4313 

none 

4313. .4750, 

39484 
81567 
3902 

OJ000208_10. 

4424 

none 

4424 . .4615, 

39484 
81567 
3902 

OJ000208_10. 

4616 

none 

4616. .4864 



0331.Cll.ol.tm 



3959.. 4246, 4197, 



0331.Cll.o2.tw 
4314. .4745 

0331.Cll.o5.tm 
4425. .4616 

0331.Cll.o4.tc 



Method TBLASTX : Maize 
End 4423 
Score 105 

.4247, 4248.. 4382, 4253.. 4381, 



Seq. ID OJ000208_10.0331.C11 
Strand 

End 8163 

Method TBLASTX : Wheat 

End 4750 

Score 218 



Seq. ID OJ000208_10.0331.C11 
Strand 

End 8163 

Method TBLASTX: Maize 

End 4616 

Score 210 



Seq. ID OJ000208_10.0331.C11 

Strand - • 

End 8163 

Method TBLASTX : Cress 

End 4864 

Score 194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



39484 
81567 
3902 

OJ000208_10. 

4685 

none 

4685. .5011, 

39484 
81567 
3902 

OJ000208_10. 

4754 

none 

4754. .4927, 

39484 
81567 
3902 

OJ000208_10. 
4928 
5509260 
4928. .5023, 



39484 
81567 



0331.Cll.o2.tm 



Seq. ID OJ000208_10.0331.C11 
Strand 

End 8163 

Method TBLASTX: Maize 

End 5125 

Score 38 

4731. .4778, 4821. .5012, 5018. .5125, 5034. .5102 



Seq. ID OJ000208_10.0331.C11 
Strand 

End 8163 

Method TBLASTX : Wheat 

End 5257 

Score 61 

.5257, 5034.. 5099, 5160.. 5240 



0331.Cll.o3.tw 



4919. .5011, 5015. 



0331.Cll.o2.ts 



4956. .5015, 5018. 



Seq. ID OJ000208__10. 0331.C11 
Strand 

End 8163 

Method TBLASTX : Soybean 

End 5440 

Score 68 
.5440, 5034. .5288 



Seq. ID OJ000208_10.0331.C11 
Strand 



39374 




Start 












PI 6^ 




Name 


OJUUUzUo 1U, 


n q q i 


CI 1 . O^ 


tc 


Method 


i dlao i a : cress 




Start 










Lna 


JJUO 




GI 


none 








Score 


i 

X DU 




Exons 


OUJy . . JJUO , 


3 U4 U . 


. y 4 










Seq. No. 


39484 








Seq. ID 


OJ000208_10.0331 


.Cll 


Gene No. 


81567 








Strand 






Start 


*3 QflO 

jyuz 










OIOj 




Name 


(JJUUUZUo 1U 




r*i 1 

CI 1 . O / 


tm 


Method 


TRT Z1QTY • Ma -i *7d 




Start 


CI OQ 














GI 


none 








Score 


XU j 




Exons 


o izy . . o j yo , 


CI 


COOT 
. 0 JO 1 










Seq. No. 


39484 








Seq. ID 


OJ000208_10.0331 


.Cll 


Gene No. 


81567 








Strand 






Start 










Lna 


p 1 fi^ 

0 X D J 




Name 


UJUUUZUo 1U 


n *3 ^ i 


PI 1 r\ A 
Lil .04 




L v iei,nou. 


TRT Z\ CTY • Whoaf 




Start 


o y yu 








Lna 


Dj^D 




GI 


none 








Score 


p n 




Exons 


oy yu . . do4 b, 


CQQ1 

o y y i . 


CI A *3 
. b X 4 J , 


£ 1 R c 


{TOOC 

. DjZD 






Seq. No. 


39484 








Seq. ID 


OJ000208_10.0331 


.Cll 


Gene No. 


81567 








Strand 






Start 


o q n o 










pi (T-i 
o X D j 




Name 


/■\ t r\ n n o n o i n 
OJOOOzUo 1U 


n t o i 
UJJI . 


CI 1 . Ol 


tc 


Method 


•"POT 7\ O T 1 V . f~* v t~t r~* 

i oiiAo x a . cress 




Start 


60uz 








hna 


b4 b b 




GI 


none 








Score 


y j 




Exons 


oOOZ . . o4 DO, 


DXoU . 


. b4 4 b 










Seq. No. 


39484 








Seq. ID 


OJ000208_10.0331 


.Cll 


Gene No. 


81567 








Strand 






Start 


jyuz 








LllQ 


Q1 (TO 

O ID j 




Name 


OJUUU^Uo iu 




pi 1 — A 

CI 1 . 04 


. tin 


Method 


rppT Zi CTY 'Man va 

i dXj/\o i a . i v ia l z e 




Start 


oUl / 








T? v-\ r\ 


DjjU 




GI 


none 








Score 


lie 
x x b 




Exons 


DUl / . . OJ4J , 


en o /i 
bU<£4 . 


. DjjU 










Seq. No. 


39484 








Seq. ID 


OJ000208_10.0331 


.Cll 


Gene No. 


81567 








Strand 






btart 


o y uz 








UtilCl 


pi £^ 

0 X D J 




Name 


UJUUU^Uo IU 


n ^ "3 1 


C X X ■ O j 


. u S 




rprjT 7\ CTY • Qr\\ a a n 
1 dLHo X A . o OyjJed.il 




Start 


buZu 










b 4 j X 




GI 


none 








Score 


& 1 J 




Exons 


DU*cU . . D4 Dl 














Seq. No. 


"3 C\ A Q A 

jy4y 4 








Seq. ID 


OJ000208_10.0331 


.Cll 


Gene No. 


81567 








Strand 






Start 


3902 








End 


8163 




Name 


UJUUUZUo 1U 




pi 1 —.1 
CX X . O X 


. LW 


Method 


TBLASTX: Wheat 




Start 


booU 








End 


7265 




GI 


none 








Score 


77 




Exons 


6880. .7260, 


6897. 


.7028, 


6898. 


.7215, 6899. .7261, 7077. .7265, 




7085. .7261 














Seq. No. 


39484 








Seq. ID 


OJ000208_10.0331 


.Cll 


Gene No. 


81567 








Strand 







39375 



Start 
Name 
Start 
GI 

Exons 



3902 End 

OJ000208_10. 0331. CI I.06. tm Method 

6880 End 

none Score 
6880. .7170, 6881. .7096 



8163 

TBLASTX: Maize 

7170 

99 



Seq. No. 


394 84 








beq. lu 


r\ ir\r\no no in n^^i 
UJUUU^Uo IU.UjjI. 




Gene No. 


8IS0 / 








btirana 






Start 


O Q A O 










O X DO 




Name 


OJ000208 10. 


.0331 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


7636 








End 


8067 




GI 


none 








Score 


149 




Exons 


7636. .7914, 


7636 


. .7938, 


7987. 


.8067 






Seq. No. 


39484 








Seq. ID 


OJ000208_10.0331. 


.Cll 


Gene No. 


81567 








Strand 






Start 


3902 








End 


8163 




Name 


OJ000208 10. 


.0331 


.Cll.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


7636 








End 


8070 




GI 


none 








Score 


60 




Exons 


7636. .7815, 


7840 


. .8070, 


7844 . 


..7939 







Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'39485 Seq. ID OJ000208_10 . 0331 . C14 

81568 - - • Strand + 
2951 End 3031 
OJ000208_10.0331.C14 .ol.gp Method AAT/GAP 
2951 End 3031 
38012_1.R1084 Score 105 
2951. .3031 

■4097947/gb|U72255 IOSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 

39485 Seq. ID OJ000208_10 . 0331 . C14 

81569 Strand + 
3374 End 3493 
OJ000208_10.0331.C14 .o3.np Method AAT/NAP 
3374 End 3493 
6815067 Score 61 
3374.. 3493 

(AP001080) ESTs AU082210 (C53655 ) , AU05654 6 { S20 67 1 ) , 
AU056545 (S20671) correspond to a region of the predicted gene, 
Similar to putative RNA-binding protein (AC004261) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39485 Seq. ID 

81570 Strand 

3977 End 

OJ000208_10.0331.C14 .o3.gs Method 

3977 End 

none Score 



OJ000208_10.0331.C14 
+ 

7062 
GENSCAN 
7062 
.52 



3977. .4066, 4198. .4360, 5162. .5550, 5558. .5868, 6001. .6334, 
6793. .7062 



Seq. No. 39485 .• Seq. ID 

Gene No. 81570 Strand 

Start 3977 End 

Name OJ000208 10 . 0331 . C14 . o4 . np Method 



OJ000208_10.0331.C14 
+ 

7062 
AAT/NAP 



39376 



• 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5237 End 7038 

4836877 Score 535 

5237. .5486, 5621. .5868, 6001. .6334, 6793. .7038 

(AC0072 60*) lcl|prt_seq No definition line found [Arabidopsis 

thaliana] 

39485 Seq. ID OJ000208_10 . 0331 . C14 

81571 Strand 

1 End 7038 

OJ000208_10 . 0331 . C14 . ol . np Method AAT/NAP 

1 End "3505 

5923669 Score 1013 

1..1983, 3431. .3505 

(AC009326) hypothetical protein [Arabidopsis thaliana] 



39485 
81571 
1 

OJ000208_10.0331.C14 .ol. tm 
6 

none 



Seq. ID OJ000208_10.0331.C14 
Strand 

End 7038 

Method TBLASTX : Mai ze 

End 1946 

Score 65 



6. .458, 9. .275, 132. .452, 160. .321, 168. .548, 184 . .315, 
360. .761, 426. .755, 459. .863, 523. .756, 660. .1085, 808. .1035, 
828.. 1100, 963.. 1325, 1266.^.1670, 1366.. 1689, 1368.. 1670, 
1380. .1541, 1495. .1689, 1545. .1844, 1572. .1760, 1623. .1847, 
1672. .1914, 1785. .1946, 1905. .1946 



Seq. No. 39485 

Gene No. 81571 

Start 1 

Name OJ000208_10 . 0331 . C14 . ol . tw 

Start 24 

GI none 
Exons 



Seq. ID OJ000208_10.0331.C14 
Strand 

End 7038 

Method TBLASTX: Wheat 

End 1712 

Score 106 



24. .494, 28. .321, 381. .785, 415. .759, 714. .1109, 1017. .1406, 
1021. .1302, 1290. .1712, 1449. .1535 



Seq. No. 39485 Seq, ID OJ000208_10 . 0331 . C14 

Gene No. 81571 Strand 

Start 1 End 7038 

Name OJ000208_10 . 0331 . C14 . ol . tc Method TBLASTX : Cress 

Start 51 End 1973 

GI none Score 65 

Exons 51. .176, 99. .278, 117. .512, 136. .330, 159. .596, 177. .386, 

360. .467, 471. .752, 471. .899, 511. .732, 537. .692, 663. .761, 
771. .1004, 774. .890, 774. .1208, 774. .1079, 907. .1056, 
1077. .1505, 1122. .1349, 1377. .1973, 1413. .1661, 1683. .1838, 
1743. .1967 



Seq. No. 39485 Seq. ID OJ000208_10 . 0331 . C14 

Gene No. 81571 Strand 

Start 1 End 7038 

Name OJ000208_10 . 0331 . C14 . o2 . ts Method TBLASTX : Soybean 

Start 90 End 1844 

GI none Score 82 

Exons 90. .461, 115. .318, 393. .764, 693. .1085, 1023. .1349, 1302. .1673, 
1369. .1674, 1608. .1844 



39377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq'. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



39485 
81571 
1 

OJ000208_10.0331 .C14.ol. 

264 

none 

264. .2111, 2653. .2718 

39485 
81571 
1 

OJ000208_10.0331.C14.o2. 

2483 

7242910 

2483. .2574, 3052. .3110, 
(AP001383) hypothetical 

39485 
81571 
1 

OJ000208_10.0331.C14 .o2. 

3087 

none 

3087.. 3196, 3276.. 3594 

39485 
81571 
1 

OJ000208_10.0331.C14 .o2. 

5230 

none 

5230.. 5316, 5250. .5297, 
5618. .5881, 5618. .5869, 
5999. .6175, 6137. .6232, 

39485 
81571 
1 

OJ000208_10.0331.C14.ol, 

5439 

none 

5439.-5489, 5618. .5881, 
6272.. 6337, 6289.. 6339, 

39485 
81571 
1 

OJ000208_10.0331.C14.o2, 

5439 

none 

5439..5489, 5618. .5896, 
6127.. 6261, 6278.. 6337, 

39485 
81571 
1 

OJ000208 10.0331.C14.o3. 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 

End 7038 
np Method AAT/NAP 
End 6030 
Score 65 
3216. .3497, 5995. .6030 
protein [Oryza sativa] 



OJ000208_10.0331.C14 

.7038 
GEN SCAN 
2718 
.66 



OJ000208 10.0331.C14 



gs 



tm 



5398. 
5620. 
6146. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208_10.0331.C14 

7038 
GENSCAN 
3594 
..8 



OJ000208 10.0331.C14 



7038 

TBLASTX: Maize 
6232 
82 

5481, 5398. .5481, 5436. 
5880, 5996. .6160, 5998. 
6229 



.5489, 
.6162, 



Seq. ID OJ000208_10.0331.C14 
Strand 

End 7038 - 

,ts Method TBLASTX: Soybean 

End 6834 

Score 62 
5620. .5868, 5999. .6262, 6121. .6261, 
6787. . 6834 

Seq. ID OJ000208_10.0331.C14 
Strand 

End 7038 

.tc Method TBLASTX : Cress 

End 7038 

^Score 67 
5620. .58 68, 6010. .6114, 6113. .6262, 
6787. .6879, 6946. .7038 

Seq. ID OJ000208_10.0331.C14 
Strand 

End 7038 

. tm Method TBLASTX : Maize 



39378 



Start 


6787 






End 


7038 


GI 


none 






Score 


144 


Exons 


6787 . . 6888, 


6792 . . 6887, 


6923 . 


.7006, 6946.. 7014, 6951.. 7010, 




7012 . . 7038 










Seq. No. 


39486 






Seq. ID 


OJ000208 10.0331.C20 


Gene No. 


81572 






Strand 




Start 


1 






End 


256 


Name 


OJ000208_10 


. 0331 .C20.ol 


• gp 


Method 


AAT/GAP 


Start 


1 






End 


256 


GI 


none 






Score 


341 


Exons 


1 . . 256 










Seq. No. 


39486 






Seq. ID 


OJ000208 10.0331.C20 


Gene No. 


81573 






Strand 




Start 


1265 






End 


1323 


Name 


OJ000208_10 


. 0331 .C20 . o2 


.gp 


Method 


AAT/ GAP 


Start 


1265 






End 


1323 


GI 


none 






Score 


118 


Exons 


1265 . . 1323 










Seq. No. 


39487 






Seq. ID 


OJ000208_10.0331.C21 


Gene No. 


81574 






Strand 


+ 


Start' 


178 






End 


529 


Name 


OJ000208 10 


.0331.C21.ol 


.gp 


Method 


AAT/GAP 


Start 


178 






End 


529 


GI 


LIB3475-008 


-P1-K1-D3 




Score 


681 


Exons 


178. .529 










GI Descrip. 


' 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate 


-CoA ligase 


gene, 


intron 1, 


partial sequence 1 


Seq. No. 


39487 






Seq. ID 


OJ000208_10.0331.C21 


Gene No. 


81575 






Strand 


+ 


Start 


3873 






End 


8829 


Name 


OJ000208 10 


.0331.C21.o2 


.np 


Method 


AAT /NAP 


Start 


3409 






End 


5337 


GI 


7340868 






Score 


38 


Exons 


3409. .3440, 


5164. .5337 








GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


39487 






Seq. ID 


OJ000208_10.0331.C21 


Gene No. 


81575 






Strand 


+ 


Start 


3873 






End 


8829 


Name 


OJ000208 10 


.0331.C21.o2 


.gs 


Method 


GENSCAN 


Start 


3873 






End 


8085 


GI 


none 






Score 


.91 


Exons 


3873. .3933, 


5588. .5702, 


5842. 


.5977, 6833. .7133, 7224. .7452, 




7542. .7881, 


7972. .8085 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39487 
81575 
3873 

OJ000208_10.0331.C21.o3.np 

5853 

3258569 



Seq. ID OJ000208_10.0331.C21 



Strand 
End 

Method 

End 

Score 



+ 

8829 
AAT /NAP 
8829 
419 



5853. .5986, 6938. .7144, 7235. .7452, 7542. .7881, 8638. .8829 
(U89959) Similar to yeast general negative regulator of 



39379 



transcription subunit 1 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



39487 Seq. ID 

81576 Strand 

489 End 

OJ000208_10 . 0331 . C21 . ol .np Method 

489 End 

7485395. Score 



OJ000208_10.0331.C21 

2042 
AAT/NAP 
2042 
175 

.1867, 1956. .2042 



489. .593, 958. .1064, 1487. .1581, 1824. 
hypothetical protein F12C20.13 - Arabidopsis thaliana 
gi I 3426043 |gb| AAC32242. 1 1 (AC005168) putative choline kinase 
[Arabidopsis thaliana] 



39487 
81577 
8402 

OJ000208_10.0331-C21.ol.tm 

8402 
none 

8402. .8482, 8403. .8489, 8405. 
8623. .8763, 8623.-8763, 8637. .8765, 8643. .8765 



OJ000208_10.0331.C21 
8765 

TBLASTX: Maize 
8765' 
123 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8491, 8424. .8558, 8487. .8549, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39488 Seq. ID 

81578 - Strand 

1 End 
OJ000208_10.0331.C23.ol.np Method 
1 End 
3258569 Score 
1..35, 671. .811, 1055. .1138 

(U89959) Similar to yeast general negative regulator of 
transcription subunit 1 [Arabidopsis thaliana] 

Seq. ID OJ000208_10.0331.C23 



OJ000208_10.0331.C23 
+ 

1138 
AAT/NAP 
1138 
74 



39488 

81578 Strand 

1 End 
OJ000208_10 . 0331 .C23 . ol . tm Method 

670 End 

none Score 

670. .795, 670. .789, 671. .823, 671. .796 



+ 

1138 

TBLASTX: Maize 

823 

98 



39488 Seq. ID 

81578 Strand 
1 End 
OJ000208_10 . 0331 .C23 . ol . gs Method 
671 End 
none Score 
671. .797 

39489 Seq. ID 

81579 Strand 
856 End 
OJ000208_10 . 0331 . C25 . ol . gp Method 
856 End 
5005274 Score 
856. .1046 



OJ000208_10.0331.C23 
+ 

1138 
GEN SCAN 
797 
.7 



OJ000208_10.0331.C25 
+ 

1124 
AAT/GAP 
1046 
335 



Seq. No, 



39489 



Seq. ID OJ000208_10.0331.C25 



39380 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



81579 
856 

OJ000208_10.0331.C25.ol.gs 
924 
none 

924. .1124 

39490 
81580 
245 

OJ000208_10. 0331.C26.ol.gs 
245 
none 

245. .347 

39490 
81581 
1783 

OJ000208_10.0331.C2 6.ol.np 
1783 
6714453 
1783. .2052 

(AC011620) unknown protein [Arabidopsis thaliana] 



Strand + 

End 1124 

Method GEN SCAN 

End 1124 

Score .85 



Seq. ID OJ000208_10.0331.C26 

Strand + 

End 347 

Method GEN SCAN 

End 347 

Score .97 



Seq. ID OJ000208_10.0331.C26 

Strand + 

End 2052 

Method AAT/NAP 

End 2052 

Score 228 



39490 Seq. ID 

81582 Strarr' 

3132 End 
OJ000208_10.0331.C2 6.o3.np Method 

3132 End 

6069646 Score 

3132. .3186, 3415. .3578, 6740. .7535, 



OJ000208_10 

H- 

8b. 

AAT/NAP 
8809 
920 
7818. .8809 



,0331. C26 



(AP000616) similar to putative reverse transcripta^- (AC005315) 

[Oryza sativa] gi I 6907 112 | dbj | BAA90639 . 1 1 (AP0011 Similar to 

Arabidopsis thaliana chromosome II BAC F9013 gene sequence, 

putative non-LTR retroelement reverse transcripta (ACG06248) 
[Oryza sativa] 



39490 
81582 
3132 

OJ000208__10.0331.C26.o3.gs 

4542 

none 

4542. .4633, 5258. .5426, 5661. 

39490 
81583 
2385 

OJ000208_10.03b .""f.o^.gs 

2385 

none 

2385. .3452 



39490 
81583 
2385 

OJ000208 



Seq. ID 
Strand 
End 

Method 
End 

Score • 
.5711, 



OJ000208 
+ 

8809 
GEN SCAM 
8347 
• .52 

5922. .6031, 



10.033I.C26 



6124. SMI 
U.C26 



10.0331.C26.o2.np 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



3993 
GENSCAN 
3452 
.98 



OJ000208_K 

3993 
AAT/NAP 



11.C26 



39381 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2388 End 3952 

7488133 Score 704 

2388.. 3455, 3905.. 3952 

probable metalloproteinase (EC 3.4.24.-) - Arabidopsis thaliana 
gi | 22450191 emb | CAB104 39 . 1 1 (Z97341) proteinase like protein 
[Arabidopsis thaliana] gi I 7263414 | emb | CAB78706 . 1 1 (AL161544) 
proteinase like protein [Arabidopsis thaliana] 



39490 Seq. ID 

81583 Strand 

2385 End 
OJ000208_10.0331.C26.ol.gp Method 

3612 End 

2428577 Score 
3612. .3993 



OJ000208_10.0331.C26 

3993 
AAT/GAP 
3993 
711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39490 Seq. ID OJ000208_10 . 0331 . C26 

81584 Strand 

8584 " End 9119 

OJ000208_10.0331.C26.o4 .np Method AAT/NAP 

8584 End 9119 

6498457 Score 79 

8584. .8800, 9050. .9119 

(AP0.00816) EST AU032536 ( S10696) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



39490 Seq. ID 

81585 Strand 

9101 End 
OJ000208_10.0331.C26.o4 . gs Method 

9101 End 

none Score 

9101. . 9962, 11066. .11118 



OJ000208_10.0331.C26 

11118 
GENSCAN 
11118 
.98 



Seq. No. 39490 Seq. ID 

Gene No. • 81586 Strand 

Start 12119 End 

Name OJ000208_10 . 0331 .C26 . o5 . gs Method 

Start 12119 End 

GI none Score 

Exons 12119. .12988 



OJ000208_10.0331.C26 

12988 
GENSCAN 
12988 
.84 



Seq. No. 


39490 


Seq. ID 


OJ000208_10.0331.C26 


Gene No. 


81586 


Strand 




Start 


12119 


End 


12988 


Name 


OJ000208 10.0331.C26.o5.np 


Method 


AAT/NAP 


Start 


12169 


End 


12891 


GI 


4895247 


Score 


361 


Exons 


12169. .12595, 12632.. 12891 






GI Descrip. 


(AC007659) putative metalloproteinase 


[Arabidopsis thaliana 


Seq. No. 


39490 


Seq. ID 


OJ000208_10.0331.C26 


Gene No. 


81587 


Strand 




Start 


14115 


End 


17228 


Name 


OJ000208 10.0331.C26.o6.tm 


Method 


TBLASTX: Maize 


Start 


1762 


End 


2094 


GI 


none 


Score 


45 



39382 




Exons 


1762. . 1803, 


17 66. 


.1792, 1816 


. .1848, 1843. .2055, 


i o a c one /i 

1845 . . 2054 , 




1867 . . 2094 , 




. 2056 








Seq. No. 


39490 






Seq. ID 


OJ000208 


_10.0331.C26 


Gene No. 


81587 






Strand 






Start 


14115 






End 


17228 




Name 


OJ000208_10 


. 0331 . 


C26 . o3 . ts 


Method 


TBLASTX : 


Soybean 


Start 


1768 






End 


2001 




GI 


none 






Score 


Oil 
Zl 1 




Exons 


1768 . . 2001, 


i / y / . 


. ^OUO 








Seq. No. 


39490 






Seq. ID 


OJ000208 


_10.0331.C26 


Gene No. 


81587 






Strand 






Start 


14115 






End 


17228 




Name 


OJ000208_10 


. 0331 . 


C26 . o3 . tc 


Method 


TBLASTX : 


Cress 


Start 


1801 






End 


2056 




GI 


none 






Score 


Zoo 




Exons 


1801 . . z04 9, 


lo lo . 


. zU4o , loo b 


. .2056 






Seq. No. 


39490 






Seq. ID 


OJ000208 


10 . 0331 . LZo 


Gene No. 


81587 






Strand 






Start 


14115 






End 


17228 




Name 


OJ000208 10 


.0331. 


C26.ol. tc 


Method 


TBLASTX: 


Cress 


Start 


2464 






End 


14762 




GI 


none 






Score 


249 




Exons 


2464. .2880, 


2499. 


.2879, 2988 


..3035, 3096. .3218, 


y z / z . . y o j i , 




9273. .9338, 


9347. 


.9442, 9347 


. .9436, 9473. . 9538, 


r\ /-A r an a a 

9605 . . 9 /OU, 




9779. .9814, 


1227E 


. .12538, 12288. .12521, 


12539. . 


i o c r o 

12568 , 




12647. .12739, 12E 


21. .12856, 


14205. .14522, 14224 


. . 14367 , 




14592. .1464 


8, 14724. .14762 








Seq. No. 


39490 






Seq. ID 


OJ000208 


10 . 0331 . CZ d 


Gene No. 


81587 






Strand 






Start 


14115 






End 


17228 




Name 


OJ000208 10 


.0331. 


C26.o9. tm 


Method 


TBLASTX: 


Maize 


Start 


2499 






End 


14372 




GI 


none 






Score 


156 




Exons 


2499. .2702, 


2508. 


.2663, 9246 


. .9332, 9272. .9331, 


y oh i . . y4 o Of 




9348. .9425, 


1227E 


i. .12373, 12288. .12467, 


12290. . 


1^4 93, 




14208. .14 372, 14224. .14367 








Seq. No. 


39490 






Seq. ID 


OJ000208 


10 . 0331 . LZb 


Gene No. 


81587 






Strand 






Start 


14115 






End 


17228 




Name 


OJ000208 10 


.0331. 


C26.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


2505 






End 


14531 




GI 


none 






Score 


96 




Exons 


2505. .2702, 


2587. 


.2676, 2691 


..2879, 2692.. 2862, 


2 958 . . 304 / , 




3099. .3227, 


3100. 


.3228, 9272 


. .9331, 9347. .9433, 


y 34 o . . y4 z d , 




9698. .9814, 


122 96. .124 66, 12297. .124 67, 


12743. . 


12856, 




14214. .14372, 14239 .. 14367 , 


14418. . 14531 




Seq. No. 


39490 






Seq. ID 


OJ000208 


_10.0331.C26 


Gene No. 


81587 






Strand 






Start 


14115 






End 


17228 




Name 


OJ000208 10 


.0331. 


C26.ol. tw 


Method 


TBLASTX : 


Wheat 


Start 


2598 






End 


14795 





39383 



GI 


none 








Score 


75 




Exons 


2598. .2666, 


2610. 


.2678, 


2614. 


.2676, 2691.. 2873, 2695.. 2868, 




2946. .3032, 


3099. 


.3311, 


3099. 


.3311, 9351.. 9425, 9353.. 9433, 




9353. .9433, 


9479. 


.9511, 


9479. 


.9538, "9605. .9655, 9605 ; . .9742, 




9729. .9782, 


9749. 


.9814, 


12386 


. .12466, 


12402. . 12476, 






12647. .12784 


, 12791. .12868, 14304 .. 14372, 14323 .. 14367 , 






14418. .14522, 14418 .. 14531, 14592 .. 14 642, 14772. .14795 




Sea No. 


39490 








Seq. ID 


OJ000208_10.0331 


. C26 


Gene No. 


81587 








Strand 






Start 


14115 








End 


17228 




Name 


OJ000208 10. 


0331. 


C26.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


6125 








End 


6561 




GI 


none 








Score 


290 




Exons 


6125. .6556, 


6253. 


.6360, 


6415. 


.6561 






Seq. No. 


39490 








Seq. ID 


OJ000208_10.0331 


. C26 


Gene No. 


81587 








Strand 






Start 


14115 








End 


17228 




Name 


OJ000208 10. 


0331. 


C26.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


6632 








End 


6967 




GI 


none 








Score • 


98 




Exons 


6632. .6766, 


6647 . 


. 6715, 


6761. 


. 6967, 6787. .6957 . 




Sea No 


39490 








Seq. ID 


OJ000208__10.0331 


. C26 


Gene No. 


81587 








Strand- 






Start 


14115 








End 


17228 




Name 


OJ000208 10. 


0331. 


C26.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6713 








End 


7138 




GI 


none 








Score 


439 




Exons 


6713. .7138, 


6739. 


.7137 










Seq. No. 


39490 








Seq. ID 


OJ000208_10.0331 


. C26 


Gene No. 


81587 








Strand 






Start 


14115 








End 


17228 




Name 


OJ000208 10. 


0331. 


C26.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


7138 








End 


■7753 




GI - 


none 








Score 


386 




Exons 


7138. .7341, 


7142. 


.7753 










Seq. No. 


39490 








Seq. ID 


OJ000208_10.0331 


. C26 


Gene No. 


81587 








Strand 






Start 


14115 








End 


17228 




Name 


OJ000208 10. 


0331. 


C26.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


7397 








End 


7834 




GI 


none 








Score 


220 




Exons 


7397. -.7690, 


7429. 


.7659, 


7676. 


.7834, 7741.. 7833 




Seq. No. 


39490 








Seq. ID 


OJ000208_10.0331 


.C26 


Gene No. 


81587 








Strand 






Start 


14115 








End 


17228 




Name 


OJ000208 10. 


0331. 


C26.o8 


. tm 


Method 


TBLASTX: Maize 




Start 


7756 








End 


7990 




GI 


none 








Score 


222 




Exons 


7756. .7989, 


7757. 


.7990 










Seq. No. 


39490 








Seq. ID 


OJ000208_10.0331 


.C26 



39384 




Gene No. 


81587 


Strand 


- 


Start 


14115 


End 


17228 


Name 


OJ000208 10.0331.C26.o4 .tw 


Method 


TBLASTX: Wheat 


Start 


7991 


End 


8383 


GI 


none 


Score 


103 


Exons 


7991. .8131, 8231. .8383 






Seq. No. 


39490 


Seq. ID 


OJ000208_10.0331.C26 


Gene No. 


81587 


Strand 




Start 


14115 


End 


17228 


Name 


OJ000208 10.0331.C26.o3.tm 


Method 


TBLASTX: Maize 


Start 


8323 


End 


8602 


GI 


none 


Score 


122 


Exons 


8323. .8532, 8323.. 8532, 8333 


. .8602, 8! 


333 . . 8539 


Seq. No. 


39490 


Seq. ID 


OJ000208 10. 0331. C2 6 


Gene No. 


81587 


Strand 




Start 


14115 


End 


17228 


Name 


OJ000208 10.0331.C26.o6.np 


Method 


AAT/NAP 


Start 


14083 


End 


16148 


GI 


4895247 


Score 


401 


Exons 


14083. .14763, 16054. .16148 






GI Descrip. 


(AC007659) putative metalloproteinase 


[Arabidopsis thaliana] 


Qprj No 

KJ C VJ * Ll \y . 


39490 


Seq. ID 


OJ000208 10.0331.C26 


Gene No. 


81587 


Strand 




Start 


14115 


End 


17228 


Name 


OJ000208 10.0331.C26.o6.gs 


Method 


GENSCAN 


Start 


14115 


End 


14900 


GI 


none 


Score 


1 


Exons 


14115. .14900 






Sea No. 


39490 


Seq. ID 


OJ000208_10.0331.C26 


Gene No. 


81587 


Strand 




Start 


14115 • 


End 


17228 


Name 


OJ000208 10.0331.C26.o7.gs 


Method 


GENSCAN 


Start 


15625 


End 


17201 


GI 


none 


Score 


.82 


Exons 


15625. .15870, 16013 .. 1 6337 , 


16565. .16782, 16968. .17201 


Seq. No. 


39490 


Seq. ID 


OJ000208_10.0331.C26 


Gene No. 


81587. 


Strand 




Start 


14115 


End 


17228 


Name 


OJ000208 10.0331.C26.o7.np 


Method 


AAT/NAP 


Start 


15628 


End 


17228 


GI 


4836877 


Score 


627 


Exons 


15628. .15870, 16013. .16337, 


16535. .16782, 16968. .17228 


GI Descrip. 


(AC007260) lcllprt seq No definition 


line found [Arabidopsis 




thaliana] 






Seq. No. 


39490 


Seq. ID 


OJ000208_10.0331.C26 


Gene No. 


81587 


Strand 




Start 


14115 


End 


17228 


Name 


OJ000208 10.0331.C26.o4.tm 


Method 


TBLASTX: Maize 


Start 


15647 


End 


16046 


GI 


none 


Score 


244 


Exons 


15647. .1588 6, 15652. .15900, 


16014. .16046 



39385 




13 



4^ \^ \*4 • I.* \y * 


39490 






Seq. ID 


OJ000208 


10.0331 


C26 


Gene No. 


81587 






Strand 








Start 


14115 






End - 


17228 






Name 


OJ000208 10.0331.C26 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


15733 






End 


17138 






GI 


none 






Score 


75 






Exons 


15733. 


.15885, 15788. 


15886, 


16010. . 16216, 16014 


. . 16211, 






16022. 


.16216, 16534. 


16779, 


16965. .17138 ■ 






Seq. No. 


39490 






Seq. ID 


OJ000208 


_10.0331 


C26 


Gene No. 


81587 






Strand 








Start 


14115 






End 


17228 






Name 


OJ000208 10.0331.C26 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


15829 






End 


16779 






GI 


none 






Score 


103 






Exons 


15829. 


.15885, 16010. 


16339, ' 


16017. .16211, 16504 


. . 16779 




Seq. No. 


39490 






Seq. ID 


OJ000208 


_10. 0331 


C26 


Gene No. 


81587 






Strand 








Start 


14115 






End 


17228 






Name 


OJ000208 10.0331.C26 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


16046 






End 


17199 






GI 


none 






Score 


57 






Exons 


16046. 


.16126, 16052. 


.16111, 


16109. .16198, 16122 


. . 16169, 






16178. 


.16339, 16178. 


.16339, 


16246. . 16347, 16527 


. . 16778, 






16528. 


.16779, 16535. 


.16783, 


16570. . 16788, 16965 


. . 17156, 






16966. 


.17175, 17154. 


.17198, 


17155. . 17199 






Seq. No. 


39491 






Seq. ID 


OJ000208 


_10.0331 


.C30 


Gene No. 


81588 






Strand 


+ 






Start 


3210 






End 


6752 






Name 


OJ000208 10.0331.C30 


.ol.gp 


Method 


AAT/GAP 






Start 


3046 






End 


3304 






GI 


568621 






Score 


506 






Exons 


3046. . 


3304 












Seq. No. 


39491 






Seq. ID 


OJ000208 


_10.0331 


.C30 


Gene No. 


81588 






Strand 


+ 






Start 


3210 






End 


6752 






Name 


OJ000208 10.0331.C30 


.ol . gs 


Method 


GENSCAN 






Start 


3210 






End 


4552 






GI 


none ■ 






Score 


.74 






Exons 


3210. . 


3623, 3805. .4194, 4280 


. .4552 








Seq. No. 


39491 






Seq. ID 


OJ000208 


_10.0331 


.C30 


Gene No. 


81588 






Strand 


+ 






Start 


3210 






End 


6752 






Name 


OJ000208 10.0331.C30 


. o2 . np 


Method 


AAT/NAP 






Start 


3377 






End 


6752 






GI 


2959732 




Score 


414 






Exons 


3377. . 


3606, 3811.. 3870, 3922 


. .4444, 6727. .6752 







GI Descrip. (Y1364 9) homologous to GATA-binding transcription factors 

[Arabidopsis thaliana] gi I 4 89524 6 | gb | AAD32831 . 1 1 AC007 659_13 
(AC007659) putative GATA-type zinc finger transcription factor 
[Arabidopsis thaliana] 



39386 






Seq. No. 


O O A Q1 






oeq. iu 










Gene No. 


81589 






Strand 










Start 


. 1 






End 


1597 








Name 


OJ000208 10.0331. 


C30.ol. 


np 


Method 










Start 


1 






End 


1 RQ7 








GI 


93557 






Score 


H D 








Exons 


1..157, 194. .335, 


1536. . 


1597 












GI Descrip. 


ORF1 protein - rice tungro bacilliform 


virus 








Seq. No. 


39491 






Seq. ID 


r\ Tn n n o n q 
uj uuuz uts 








Gene No. 


81590 






Strand 










Start 


4472 






End 


4859 








Name 


OJ000208 10.0331. 


C30.O2. 


gp 


Method 


AAT/GAP 








Start 


4472 






End 


4859 








GI 


55714 1.R1084 






Score 


708 








Exons 


4472. .4859 
















GI Descrip. 


'54 4187 6/dbj | AP000367.il 


AP000367 4.0e- 


17 Oryza 


sativa genomj 






DNA, chromosome 2 


, clone 


CP0437H03 (contig b) ' 








Seq. No. 


39491 






Seq. ID 


OJ000208 


_10.0331 


.C30 




Gene No. 


81591 






Strand 










Start 


5860 






End 


6381 








Name 


OJ000208 10.0331. 


C30.ol. 


tc 


Method 


TBLASTX: 


Cress 






Start 7 


3799 






End 


4426 






, =3 

i s 
- cr 


GI 


none 






Score 


92 






[fl 


Exons 


3799. .3870, 4210. 


. 4269, 


4231 . 


.4395, 4262. .4426 






fy 


Seq. No. 


39491 






Seq. ID 


OJ000208 


_10.0331 


.C30 




Gene No. 


81591 






Strand 










Start 


5860 






End 


6381 








Name 


OJ000208_10 . 0331 . 


C30. ol . 


tm 


Method 


TBLASTX : 


Maize 




i y 


Start 


4194 






End 


4426 








GI 


none 






Score 


78 






s 


Exons 


4194 . . 4268, 4204 . 


. 4269, 


4231. 


.4395, 4262. .4426 








Seq. No. 


39491 






Seq. ID 


OJ000208 


_10.0331 


.C30 


asa 


Gene No. 


81591 






Strand 








~~-J 


Start 


5860 






End 


6381 






r ; 


Name 


OJ000208 10.0331. 


C30.ol. 


ts 


Method 


TBLASTX: 


Soybean 




f ~i ■ 


Start 


4194 






End 


4426 








GI 


none 






Score 


78 








Exons 


4194. .4268, 4204. 


.4269, 


4231. 


.4395, 4262. .4426 








Seq. No. 


39491 






Seq. ID 


OJ000208 


_10.0331 


.C30 




Gene No. 


81591 






Strand 










Start 


5860 






End 


6381 








Name 


OJ000208 10.0331. 


C30.O2. 


gs 


Method 


GENSCAN 








Start 


5860 






End 


6381 








GI 


none 






Score 


.83 








Exons 


5860.. 5936, 6285. 


.6381 














Seq. No. 


39492 






Seq. ID 


OJ000208 


JL0.0331 


.C31 




Gene No. 


81592 






Strand 










Start 


329 






End 


804 








- Name 


OJ000208 10.0331. 


C31.ol. 


gp 


Method 


AAT/GAP 








Start 


329 






End 


804 








GI 


3759017 






Score 


878 







39387 



Exons 329.. 804 

GI Descrip. 54 4 187 6/dbj | AP000367 . 1 | AP000367 4.0e-17 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 



Seq. No. 


39493 




beq. ±u 


UJUUUllo 


1 A 


. U J J 1 




Gene No. 


81593 




Strand 


+ 








Start 


87 4 






1 1 1 c 
1 1 1 D 








Name 


OJ000118 14 . 0331 . CI . ol . 


gs 


Method 










Start 


874 




End 


1115 








GI 


none 




Score 


.87 








Exons 


874. .987, 1092. .1115 














Seq. No. 


39493 




Seq. ID 


OJ000118_ 


_14 


.0331 


CI 


Gene No. 


81594 




Strand 


+ 








Start 


4810 




End 


11926 








Name 


OJ000118 14. 0331. CI. o3. 


gs 


Method 


GENSCAN 








Start 


4810 




End 


11926 








GI 


none 




Score 


. 66 








Exons 


4810. .5053, 5135. .5397, 


5495. 


.6056, 7061.. 7209, 


7523. .7730, 




7850. .8133, 8288. .9386, 


10309 


. .10439, 


10518. .10874 








11309. .11642, 11736.. 11926 












Seq. No. 


39493 




Seq: ID 


OJ000118_ 


_14 


.0331 


.CI 


Gene No. 


81595 




Strand 


+ 








Start 


15586 




End ' 


16023 








Name 


OJ000118 14. 0331. CI. o4 . 


gs 


Method 


GENSCAN 








Start 


15586 




End 


16023 








GI 


none 




Score 


.76 








Exons 


15586. . 16023 














Seq. No. 


39493 




Seq. ID 


OJ000118 


_14 


.0331 


.CI 


Gene No. 


81596 




Strand 


+ 








Start 


27260 




End 


27342 








Name 


OJ000118 14. 0331. CI. o4 . 


np 


Method 


AAT/NAP 








Start 


27260 




End 


27342 








GI 


6630699 




Score 


84 








Exons 


27260. .27342 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 










gi | 6721536 | dbj | BAA89566 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


39493 




Seq. ID 


OJ000118 


_14 


.0331 


.CI 


Gene No. 


81597 




Strand 


+ 








Start 


27476 




End 


28982 








Name 


OJ000118 14 .0331. CI. o5. 


np 


Method 


AAT/NAP 








Start 


27476 




End 


28982 








/-> T 

bl 


6539570 




Score 


159 








Exons 


27476..27669, 27829. .27 


895, 2 


3923. .28982 








GI Descrip. 


(AP000836)' hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


39493 




Seq. ID 


OJ000118 


_14 


.0331 


.CI 


Gene No. 


81598 




Strand 










Start 


2260 




End 


24227 








Name 


OJ000118 14. 0331. CI. o2. 


gs 


Method 


GENSCAN 








Start 


2260 




End 


4432 








GI 


none 




Score 


. 61 








Exons 


2260.. 2811, 2890.. 3011, 


3087. 


.3245, 3544. .3830, 


3975. .4175, 



39388 



4362. .4432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ... 
GI 

Exons 



39493 
81598 
2260 

OJ000118_14 .0331.Cl.o3.np 

3533 

6498458 



Seq. ID OJ000118_14.0331.C1 
Strand 

End ■ 24227 

Method AAT/NAP 

End 24227 

Score 71 



3533.. 3918, 5787.. 5985, 17601 .. 17676, 23833.. 24227 
(AP000816) hypothetical protein [Oryza sativa] 



39493 
81598 
2260 

OJ000118_14 .0331.Cl.o5.gs 

20149 

none 



Seq. ID OJ000118_14..0331.C1 
Strand 

End 24227 

Method GENSCAN 

End 24146 

Score .54 



20149. .20173, 22773 .. 22859, 234 94 .. 23632 , 23798. .24146 



39493 
81599 
25684 

OJ000118_14 .0331.Cl.ol.tm 

2278 

none 



Seq. ID OJ000118_14.0331.C1 
Strand 

End 27669 

Method TBLASTX : Maize 

End 3187 ;%v 

Score 124 



2278. .2361, 2566.-2595, 2707. .2778, 2770. .2814, 2890. .3180, 
2893. .3186, 2942. .3187 



fil 



5. J 



Seq. No. 39493 

Gene No. 81599 

Start 25684 

Name OJ000118JL4 . 0331 . CI . 06 . gs 

Start 25684 

GI none 

Exons 25684. .25745, 27624.. 27669 



Seq. ID OJ000118_14.0331.C1 
Strand 

End 27669 

Method GENSCAN 

End 27669 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



39494 
81600 
2794 

OJ000118_14.0331.C2.ol.gp 
2794 

35479_1.R1084 
2794. .2926 

f 2982431/emb|CAA18239.1 | 2.0e-31 (AL022224) leucine rich 
repeat-like protein [Arabidopsis thaliana] ' 



Seq. ID OJQ00118_14.0331.C2 
Strand 

2926 
AAT/GAP 
2926 
231 



End 

Method 

End 

Score 



39494 
81601 
4890 

OJ000118_14 .0331.C2.o2.gs 

4890 

none 



Seq. ID OJ000118_14.0331.C2 
Strand 

End 15262 

Method GENSCAN 

End 15262 

Score . 52 



4890. .5258, 7445. .7618, 8011. .8053, 8245. .8389, 8469. .8577, 
8858. .8986, 9099. .9195, 9803. .9867, 104 39 107 97 , 15049. .15262 



39494 
81601 



Seq. ID OJ000118_14.0331.C2 
Strand 



39389 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4890 

OJ000118_14 .0331. C2.o2. tm 

7508 

none 

7508. .7618, 7509.. 7619, 7509. 
8245. .8385, 8249. .8386 

39494 
81601 
4890 

OJ000118_14 .0331.C2.ol.np 
8231 
1176814 

8231.. 8389, 8469.. 8577, 8858, 
HYPOTHETICAL 31.3 KD PROTEIN 
(F286) gi|606086|gb|AAA57949, 
coli] gi | 1789535 (AE000395) 
[Escherichia coli] 

39494 
81601 
4890 

OJ000118_14 .0331.C2.ol.tm 
8856 
none 



End 

Method 

End 

Score 



15262 

TBLASTX: Maize 

8387 

169 



,7619, 8011. .8055, 8244. .8387, 



Seq. ID OJ000118_14.0331.C2 . 
Strand 

End 15262 
Method AAT/NAP 
End 9891 
Score 308 
.8986, 9099.. 9195, 9803.. 9891 
IN AGAI-MTR INTERGENIC REGION 
1| (U18997) ORF_f286 [Escherichia 
orf, hypothetical protein 



Seq. ID OJ000118_14.0331.C2 
Strand 

End 15262 

Method TBLASTX : Mai ze 

End 9869 

Score 125 



8856. .8957, 8858. .8986, 8859. .8945, 9023. .9070, 9078. .9197, 
9093. .9197, 9094. .9201, 9100. .9201, 9802. .9867, 9803. .9868, 
9804. .9869 



f 6 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39495 Seq. ID 

81602 Strand 

1863 End 

OJ000118_14 . 0331 . C4 . ol . np Method 

1863 End 

7485827 Score 



OJ000118_14.0331.C4 
+ 

11459 
AAT/NAP 
5075 
190 



1863. .2010, 2747. .2950, 3498. .3761, 5053. .5075 
hypothetical protein F20B18.110 - Arabidopsis thaliana 
gi I 4538929 iemb | CAB39665.il (AL049483) putative nucleic acid 
binding protein [Arabidopsis thaliana] 

gi|7269451|emb|CAB79455.1| (AL161564) putative nucleic acid 
binding protein [Arabidopsis thaliana] 



Seq. No. 


39495 








Seq. ID 


OJ000118_14.0331.C4 


Gene No. 


81602 








Strand 


+ 


Start 


1863 








End 


11459 


Name 


OJ000118 14 


0331 


C4 .o2. 


gs 


Method 


GENSCAN 


Start 


2636 








End 


11138 


GI 


none 








Score 


.64 


Exons 


2636. .2950, 


3498 


.3729, 


5292. 


.5443, 5553. .6260, 6404. .6595, 




8030. .8161, 


8701 


.8854, 


9221. 


.10439, 


11057. .11138 


Seq. No. 


39495 








Seq. ID 


OJ000118_14 .0331.C4 


Gene No. 


81602 








Strand 


+ 


Start 


1863 








End 


11459 


Name 


OJ000118 14 


0331 


C4.o4 . 


np 


Method 


AAT/NAP 


Start 


5280 








End 


10536 


GI 


7485993 








Score 


414 



39390 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5280. .5344, 9448. .10149, 10327. .10536 

hypothetical protein F22013.31 - Arabidopsis thaliana 

gi I 3063469 | gb| AAC14057.il (AC003981) F22013.31 [Arabidopsis 

thaliana] 



39495 Seq. ID 

81602 Strand 

1863 End 

OJ000118_14 .0331.C4 .o2.np Method 

5292 End 

7485827 Score 



OJ000118_14.0331.C4 
+ 

11459 
AAT/NAP 
7868 
80 



5292.-5438, 5638.-5839, 6350. .6595, 7850. .7868 
hypothetical protein F20B18.110 - Arabidopsis thaliana 
gi|4538929|emb|CAB39665.1| (AL049483) putative nucleic acid 
binding protein [Arabidopsis thaliana] 

gi | 7269451 | emb | CAB79455.il (AL161564) putative nucleic acid 
binding protein [Arabidopsis thaliana] 



39495 Seq. ID 

81602 Strand 

1863 End 

OJ000118_14 .0331.C4.ol.gp Method 

8743 End 

none Score 
8743. .9107 



OJ000118_14.0331.C4 
+ 

11459 
AAT/GAP 
9107 
508 



Seq. No. 


39495 


Seq. ID 


OJ000118_14. 


.0331. C4 


Gene No. ' 


81602 


Strand 


+ 




Start 


1863 


End 


11459 




Name 


OJ000118 14 .0331.C4.o2.gp 


Method 


AAT/GAP 




Start 


9224 


End 


10030 




GI 


31987 1.R1084 


Score 


1582 




Exons 


9224. .10030 








GI Descrip. 


'3063469 2.0e-25 (AC003981) 


F22013.31 


[Arabidopsis 


thaliana] 


Seq. No. 


39495 


Seq. ID 


OJ000118_14. 


.0331. C4 


Gene No. 


81602 


Strand 


+ 




Start 


1863 


End 


11459 




Name 


OJ000118 14.0331.C4.o3.gp 


Method 


AAT/GAP 




Start 


10228 


End 


11459 




GI 


none 


Score 


1253 




Exons 


10228. .10556, 11057.. 11459 









Seq. No. 


39495 


Seq. ID 


OJ000118_ 


14.0331 


.C4 


Gene No. 


81603 


Strand 


+ 






Start 


13279 


End 


15285 






Name 


OJ000118 14. 0331. C4. 


. o5.np Method 


AAT/NAP 






Start 


12694 


End 


15282 






GI 


6579208 


Score 


402 






Exons 


12694. .12797, 14024. 


..14311, 14403. . 14533, 14607. 


.14822, 






14902. .15282 










GI Descrip. 


(AC011438) T23G18.9 


[Arabidopsis thaliana] 






Seq. No. 


39495 


Seq. ID 


OJ000118_ 


14.0331 


.C4 


Gene No. 


81603 


Strand 


+ 






Start 


13279 


End 


15285 






Name 


OJ000118 14. 0331. C4. 


. o3.gs Method 


GENSCAN 







39391 



. 4* - 




Start 


132 /y 


End 


15285 


GI 


none 


Score 


.9 


Exons 


i o "7 n i"^oc"7 iyiAO/i ivioil 

13279 13357 , 14U24 .. 14 311, 


14403. .14533, 14 607 14 822 , 




14 yUZ . . LoZoo 






Seq. No. 


39495 


beq. ID 


UJUUUllo 14.Uool.U4 


Gene No. 


81604 


Strand 


+ 


Start 


loooy 


Lna 


1 bUbU 


Name 


OJUUUllo 14 . Uo 31 . U4 . 04 . gp 




7\ 7\ T /PHP 


Start 


10539 


T-> _ J 

Lna 


1 CACA 

1 bUbU 


GI 


none 


Score 


980 


Exons 


ijjoy . . 1DUDU 






Seq. No. 


39495 


Seq. ID 


OJ000118_14 .0331.C4 


Gene No. 


81605 


Strand 


+ 


Start 


z oiu / 


End 


26414 


Name 


OJUUUllo 14 . U331 . 04 . Oo . gs 


Method 


GENSCAN 


Start 


ZO 1U / 


End 


26414 


GI 


none 


Score 


.89 


Exons 


zoiu / . .zjIZo, zoo o / . . z o / y o, 


25995. .26136, 26278.. 26414 


Seq. No. 


39495 


Seq. ID 


OJ000118_14 .0331.C4 


Gene No. 


81606 


Strand 




Start 


74 5 


End 


2050 


Name 


OJOOOllo 14 . U331 . C4 . ol . gs 


Method 


GENSCAN 


Start 


745 


End 


2050 


GI 


none 


Score 


.61 


Exons 


T /I C QOl 1 AQ1 101/1 1 QCfl 

/4o..y2/, iuoi..izi4, iyou. 


.2050 




Seq. No. 


39495 


Seq. ID 


OJ000118_14.0331.C4 


Gene No. 


81607 


Strand 




Start 


loo 12 


End 


18205 


Name 


OJOOOllo 14 . U331 . C4 . o4 . gs 


Method 


GENSCAN 


Start 


15812 


End 


18181 


GI 


none 


Score 


1 


Exons 


15b 12 . . 18 lb 1 






Seq. No. 


394 95 


Seq. ID 


OJ000118_14.0331.C4 


bene no . 


q i £p\ n 
o loU / 


Strand 




Start 


15812 


End 


18205 


Name 


OJ000118 14 .0331. C4 .06. np 


Method 


AAT/NAP 


Start 


15815 


End. 


18205 


GI 


7487007 


Score 


1650 


Exons 


15815. .16961, 17010. .17212, 


17264. .18205 


GI Descrip. 


hypothetical protein T14P8. 


16 - Arabidopsis thaliana 




gi|3193284|gb|AAC19268.1| (AF069298) T14P8.16 gene product 




[Arabidopsis thaliana] gi | 7268995 | emb 


ICAB80728.il (AL16149 




AT4g02350 [Arabidopsis thaliana] 




Seq. No. 


39495 


Seq. ID 


OJ000118_14 .0331.C4 




81607 


Strand 




Start 


15812 


End 


18205 


Name 


OJ000118 14 .0331.C4 .o5.gp 


Method 


AAT/GAP 


Start 


16331 


End 


16856 


GI 


LIB3434-015-P1-K1-G9 


Score 


983 


Exons 


16331. . 16856 






GI Descrip. 


'3193284 2.0e-36 (AF069298) 


No definition line found 



39392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] 1 

39495 
81607 
15812 

OJ000118JL4 . 0331.C4 .o6.gp 
16845 

31041_1.R1084 
16845. .17582 

! 3193284 1.0e-52 (AF069298) 
[Arabidopsis thaliana] ' 

39495 
81608 
20588 

OJ000118_14 .0331.C4 .o9.tm 
5542 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_14 .0331.C4 

18205 
AAT/GAP 
17582 
1442 



No definition line found 



Seq. ID OJ000118_14 .0331.C4 
Strand 

End 24612 

Method TBLASTX : Mai ze 

End 5954 

Score 127. 



5542.. 5706, 5550.. 5675, 5702.. 5797, 5703.. 5816, 5703.. 5816, 
5779. .5802, 5796. .5864, 5817. .5864, 5845. .5886, 5892. .5954, 
5893.. 5952, 5906.. 5953 



39495 
81608 
20588 

OJ000118_14 .0331.C4 .08 .tm 
7990 



OJ000118 14. 0331. C4 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
7990. .8043, 7994. .8044, 8000. .8062, 8030. .8107, 8606. .8668, 
8607. .8687, 8663. .8917, 8664. .8918, 8668. .8925, 8672. .8926 



24612 

TBLASTX: Maize 

8926 

62 



Seq. ID 
Strand 
End 

Method 

~ End 

Score 

9120, 9221.. 9307, 9222.. 9599, 9223 
9648, 9594.. 9665, 9643.. 9987, 9646 



39495 
81608 
20588 

OJ000118_14 . 0331 . C4 . ol . tm 
9094 
none 
9094 . . 
9526. , 
10057, 
10341, 



OJ000118 14. 0331. C4 



24612 

TBLASTX: Maize 
10514 
34 

9585, 9407.. 
9990, 10057. 



9628, 
.10209, 



,10185, 10064. 
,10502, 10347. 



,10198, 10327. .10506, 10339 .. 1047 6, 
,10514 



39495 
81608 
20588 

OJ000118_14 .0331.C4 .o4 .tc 

9718 

none 



Seq. ID OJ000118_14.0331.C4 
Strand 

End 24612 

Method TBLASTX : Cress 

End 10518 

Score 225 



9718. .9981, 9733. .9927, 10333 10518 , 10356. .10508 



39495 
81608 
20588 

OJ000118_14 .0331.C4 .o5.ts 

9718 

none 

9718. .9978, 9724. .9930 



Seq. ID OJ000118_14.0331.C4 
Strand 

End 24612 

Method * TBLASTX: Soybean 

End 9978 

Score 230 



39393 



Seq. No. 


39495 






Seq. ID 


OJ000118_14 .0331. 


.C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


2 4 ol^ 




Name 


OJ000118 14. 0331, C4. 


o5 . tc 


Method 


TBLAb IX: tress 




Start 


' 13717 






End 


1014U 




GI 


none 






Score 


65 




Exons 


13717. , 


,13770, 14411. 


. 14542, 


14 598 . . 148 


A A T A Cl~7 A 1 CI 

U4, 14 y / 4 . . ID IZ D, 






14976. , 


.15140 










Seq. No. 


39495 






Seq. ID 


OJ000118_14 .0331, 


.C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


14149 






End 


14810 




GI 


none 






Score 


109 




Exons 


14149. . 


.14313, 14423. 


. 14542, 


14 598. .14750, 14 7 60. .14 810 




Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


.C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4. 


ol2 . tm 


Method 


TBLASTX: Maize 




Start 


14459 






End 


14825 




GI 


none 






Score 


.46 




Exons 


14459. 


.14506, 14601. 


. 14825, 


14621. .148 


12 




Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


. C4 


Gene No . 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


14983 






End 


15285 




GI 


none 






Score 


113 




Exons 


14983. 


.15090, 14983. 


. 15075, 


14988. .15077, 14996. .15100, 






15079. 


.15123, 15085. 


. 15123, 


15086. .15124, 15133. .15228, 






15138. 


.15242, 15247. 


. 15285, 


15252. .152 


84 




Seq. No. 


39495 






Seq. ID 


pJ000118_14 .0331 


.C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15812 






End 


16741 




GI 


none 






Score 


164 




Exons 


15812. 


.16054, 15816. 


1 f A C O 

. 16052, 


16107. .16406, 16115. .16459, 






16490. 


.16618, 16613. 


.16741 








Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


O A 

. C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4. 


o2 . t s 


Method 


TBLASTX: Soybean 




Start 


15930 






End 


17020 




GI 


none 






Score 


87 




Exons 


15930. 


.16040, 15935. 


.16054, 


16109. . 16459, 16112. .16408, 






16116. 


.16415, 16442. 


.16891, 


16509. . 16589, 16623 .. 16811, 






16739. 


.16888, 16845. 


.16889, 


16914. .17009, 16916.. 17020 




Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


.C4 


Gene No. 


81608 






Strand 







39394 




Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16743 






End 


17258 




GI 


none 






Score 


512 




Exons 


16743. 


.17258, 16743. 


. 17252, 


16745. .17257 




Cpn No. 


39495 






Seq. ID 


OJ000ll8_14.0331. 


C4 


Gene No. 


81608 






Strand 


_ 




Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


16787 






End 


17272 




GI 


none 






Score 


237 




Exons 


16787. 


.17272, 16836. 


. 17270 








Qpn No 


39495 






Seq. ID 


OJ000118_14.0331 


C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4 


06. tm 


Method 


TBLASTX: Maize 




Start 


17261 






End 


17630 




GI 


none 






Score 


208 




Exons 


17261. 


.17623, 17261 


.17629, 


17280. .17 630, 17316. .17 630 




Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


.C4 


Gene No . 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


17381 






End 


17620 




GI 


none 






Score 


107 




Exons 


17381. 


.17620, 17418 


. .17606 








Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


. C4 


Gene No . 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


17750 






End 


18190 




GI 


none 






Score 


204 




Exons 


17750. 


.18094, 17761 


. . 18030, 


17861. .18130, 18085.-. 18135, 






18158. 


.18190 










Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


.C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


17765 






End 


18124 




GI 


none 






Score 


141 




Exons 


17765. 


.18094, 17861 


. .18124 








Seq. No. 


39495 






- Seq. ID 


OJ000118_14 .0331 


.C4 


Gene No. 


81608 






Strand 






Start 


20588 






End 


24612 




Name 


OJ000118 14. 0331. C4 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


17789 






End 


18094 




GI 


none 






Score 


236 




Exons 


17789. 


.18094 










Seq. No. 


39495 






Seq. ID 


OJ000118_14.0331 


.C4 


Gene No. 


81608 






Strand 







39395 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



20588 

OJ000118_14 .0331.C4 .oS.gs 
20588 



none 
20588. 
21768. 
22976. 



End 

Method 

End 

Score 



24612 
GEN SCAN 
24576 
.81 



.20681, 21122. .21153, 21327 214 40, 21524 .. 21694 , 
.21831, 22246. .22394, 22542 22595, 22700 228.7 6, 
.23254, 23423. .23585, 24170. .24576 



39495 Seq. ID 

81608 Strand 

20588 End 

OJ000118_14 .0331.C4 .o7 .np Method 

21265 End 

2425107 Score 



OJ000118_14 .0331.C4 

24612 
AAT/NAP 
24612 
1731 



21265. .21440, 21524 .. 21694 , 21768 .. 21831, 2224 6 22394 , 
22542. .22595, 22700 .. 2287 6, 2297 6 .. 23254 , 23360 23585, 
24170. .24323, 24365.. 24612 
GI Descrip. (AF019907) glutathione reductase (NADPH) [Vitis vinifera] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39495 
81608 
20588 

OJ000118_14 . 0331 . C4 . o5 . tm 
21300 
none 

21300. .21443, 21301 
21506. .21685, 21524 
21753. .21836, 21772 
22246. .22395, 22246 
22700. .22735, 22706 



End 

Method 
End 
Score 
.21441, 21316 
.21694, 21525 
.21858, 22221 
.22395, 22507 
.22735 



Seq. ID OJ000118_14 .0331. C4 
Strand 

24612 

TBLASTX: Maize 
22735 
152 

21444, 21333. .21446, 
21707, 21741. .21836, 
22394, 22239. .22394, 



22602, 22509. .22595, 



39495 
81608 
20588 

OJ000118_14 . 0331.C4 .ol.ts 
21303 
none 
21303. 
21531. 
22221. 
22507. 
22932. 
23357. 
24250. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 14. 0331. C4 



.21443, 21327. .21443, 

.21707, 21741. .21836, 

.22394, 22234. .22395, 

.22596, 22509. .22595, 

.23240, 22952. .23257, 

.23584, 23361. .23588, 
.24318 



24612 

TBLASTX : Soybean 
24318 
102 

21524. .21685, 21524 .. 21694 , 
21753. .21836, 21772 .. 21837 , 
22246. .22395, 22248. .22397, 
22700. .22876, 22704 .. 2288 6, 
23129. .23257, 23357 .. 23584 , 
23463. .23585, 24 184 .. 24255, 



Seq. No. 39495 
Gene No. 81608 
Start 20588 

Name OJ000118_14 . 0331 . C4 . ol . tc 

Start 21307 
GI none 

Exons 21307. .21441, 21312 .. 21443, 

21528. .21707, 21753 .. 21836, 
22246. .22395, 22509 .. 22595, 
22701. .22886, 22932 .. 23240, 
23357. .23584, 23358 .. 23588 , 
24169. .24255, 24232 .. 24 318 , 



Seq. ID. 
Strand 
End 

Method 
End 
Score 



OJ000118 14. 0331. C4 



24612 

TBLASTX: Cress 
24318 
121 

21521. .21616, -21524. .21694, 
21772. .21837, 22221 .. 22394 , 
22516. .22599, 22700 .. 2287 6, 
22952. .23257, 22 97 6. .23257, 
23424 . .23585, 24 1 64 .. 2422 9, 
24278. .24307 



39396 



Seq. No. 


394 95 




Gene No. 


81608 




Start 


20588 




Name 


OJ000118_14 . 0331 . C4 . 


o7.gp 


Start 


22225 




GI. 


2310074 




Exons 


22225. .22394, 22542. 


. 22595, 


GI Descrip. 


3130064 /emb | CAAQ6835 


I 1 . Ue- 




[Zea mays] 




Seq. No. 


39495 




Gene No. 


81608 




Start 


O A C O O 




Name 


OJ000118 14 . 0331 .C4 . 


ol . tw 


Start 


22353 




GI 


none 




Exons 


223o3 . . 2z394 , zzooo. 


. ZZ /oU., 




23040 . . 23165 




Seq. No. 


39495 




Gene No. 


81608 




Start 


20588 




Name 


OJ000118_14 . 0331 .C4 . 


o2 . tm 


Start 


■ 22736 




GI 


none 




Exons 


22736. .22876, 22737. 


. 22886, 




22952. .23257, 22967. 


.23257, 


Seq. No. 


39495 




Gene No. 


81608 




Start 


20588 




Name 


OJ000118_14 . 0331 .C4 . 


olO . tm 


Start 


24172 




GI 


none 




Exons 


24172. .24321, 24173. 


. 24226, 


Seq. No. 


39496 




Gene No. 


81609 




Start 


93 




Name 


OJ000118 14 . 0331 ,C5 . 


ol . gs 


Start 


93 




GI 


none 




Exons 


93 . . 150, 382 . . 659 




Seq. No. 


39496 




Gene No. 


81610 




Start 


3035" 




Name 


OJ000118 14. 0331. C5. 


ol.gp 


Start 


3035 




GI 


uC-osroM202018c07bl 




Exons 


3035. .3099 




GI Descrip. 


'3130064/emb|CAA06835 | l.Oe 




[Zea mays] 1 




Seq. No. 


39497 




Gene No. 


81611 





Seq. ID OJ000118_14 .0331 .C4 
Strand 

End 24612 

Method AAT/GAP 

End 22871 

Score 681 



Seq. ID OJ000118_14.0331.C4 
Strand 

End 24612 

Method TBLASTX : Wheat 

End 23165 

Score 99 



Seq. ID OJ000118_14 .0331.C4 
Strand 

End 24612 

Method TBLASTX : Mai ze 

End 23468 

Score 134 



Seq. ID OJ000118_14 .0331. C4 
Strand 

End 24612 

Method TBLASTX : Mai ze 

End 24321 

Score 66 



Seq. ID OJ000118_14.0331.C5 

Strand + 

End 659 

Method GEN SCAN 

End 659 

Score .67 



Seq. ID OJ000118_14.0331.C5 

Strand + 

End 3099 " 

Method AAT/GAP 

End 3099 

Score 105 



Seq. ID OJ000118_14 .0331.C6 
Strand + 



39397 



Start 


4694 




End 


5105 






Name 


OJ000118_14 .0331.C6.ol. 


np 


Method 


AAT / NAP 






Start 


4694 




End 


5105 






GI 


6539570 




Score 


1 ft A 

194 






Exons 


4694. .4894, 5039. .5105 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


39497 




Seq. ID 


OJUOUllo 14 




Co 


Gene No. 


81 olz 




Strand 








Start 


1445 




End 


2652 






Name 


OJ000118_14 .0331.C6.ol. 


gp 


Method 


AAT /GAP 






Start 


1288 




End 


1765 






GI 


uC-osroM202018c07bl 




Score 


912 






Exons 


1288 . .1765 












GI Descrip. 


1 3130064 /emb | CAA06835 | 


l.Oe 


-51 (AJ006055) glutathione reduc 




[Zea mays] 1 












Seq. No.' 


39497 




Seq. ID 


OJ000118 14 


. 0331 . 


C6 


Gene No. 


■81612 




Strand 








Start 


1445 




End 


2652 






Name 


OJ000118 14 . 0331 . C6 . ol . 


gs 


Method 


GENSCAN 






Start 


1445 




End 


2652 






GI 


none 




Score 


.92 






Exons 


1445. .1881, 2304. .2429, 


2592. .2652 








Seq. No. 


39497 




Seq. ID 


OJ000118_14 


.0331. 


C6 


Gene No. 


81613 




Strand 








Start 


4694 




End 


4814 






Name 


OJ000118 14 . 0331 . C6. o2 . 


gs 


Method 


GENSCAN 






Start 


4694 




End 


4814 






GI 


none 




Score 


.81 






Exons 


4694 . . 4814 












Seq. No. 


394 98 




Seq. ID 


OJ000118 14 


.0331. 


,C7 


Gene No. 


81614 




Strand 


+ 






Start 


n a ft 

94 9 




End 


4.2. y j 






Name 


OJ000118 14.0331.C7.o2. 


np 


Method 


AAT /NAP 






Start 


949 




End 


2293 






GI 


6630699 




Score 


83 






Exons 


949. .997, 2211. .2293 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi | 6721536 | dhj | BAA8 95 66 


.11 


(AP001073) ; 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


39498 




Seq. ID 


OJ000118_14 


.0331. 


,C7 


Gene No. 


81615 




Strand 


+ 






Start 


2420 




End 


2836 






Name 


OJOOOllo 14 . 0331 . C7 . 0 J . 


np 


Method 


AAT /NAP 






Start 


2420 




End 


2836 






GI 


6539570 




Score 


175 






Exons 


z 4 . . Z bZ J , Z / / U. . Z 0 -5 b 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39498 




Seq. ID 


OJ000118_14 


.0331. 


,C7 


Gene No. 


81616 




Strand 


+ 






Start 


8239 




End 


24987 






Name 


OJ000118 14.0331.C7.o2. 


gp 


Method 


AAT /GAP 







39398 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8239 End 12405 

uC-osflM202097b03bl Score 852 

8239. .8340, 11962 .. 12152, 12222. .12405 
1 2244 813/emb | CAB10236 . 1 | 4.0e-15 (Z97336) 

acylaminoacyl-peptidase like protein [Arabidopsis thaliana] 1 



39498 
81616 
8239 

OJ000118_14 . 0331 . 01 . 06 . np 

9752 

6978513 



OJ000118_14.0331.C7 
+ 

24987 
AAT/NAP 
18072 
414 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9752. .9837, 12833 .. 128 96, 12979 .. 13263, 14 532 .. 14733, 
14819. .15073, 15734 .. 15902, 16044 .. 16104 , 16211 .. 16333, 
17199. .17396, 17 527. .17595, 17 835. .17 911, 18009. .18072 
n-acylaminoacyl-peptide hydrolase gi | 113178 | sp | P13676 | ACPH_RAT 
ACYLAMINO-ACI D-RELEAS ING ENZYME (ACYL- PEPTIDE HYDROLASE) (APH) 
(ACYLAMINOACYL-PEPTIDASE) gi | 91923 | pir | | S07624 
acylaminoacyl-peptidase (EC 3.4.19.1) - rat 

gi|202932|gb|AAA88506.1| (J04733) acyl-peptide hydrolase [Rattus 
norvegicus] 



OJ000118_14.0331.C7 
+ 

24987 
AAT/NAP 
11068 
202 



39498 Seq. ID 

81616 Strand 
8239 End 
OJ000118_14 .0331.C7.o4 .np Method 
10846 End 
132675 Score 
10846. .11068 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 7 1222 | pir | | R5NT14 
ribosomal protein L14 - common tobacco chloroplast 
gi | 11864 |emb|CAA7737 9| (Z00044) ribosomal protein L14 [Nicotiana 
tabacum] gi | 225233 | prf | | 1211235BQ ribosomal protein L14 
[Nicotiana tabacum] 



39498 Seq. ID 

81616 Strand 
8239 End 
OJ000118_14 . 0331 . C7 . o3 . gs Method 
11993 End 
none Score 

11993. .12152, 12222. .12531, 12675. .128 

13527. .13601, 14101. .14236, 

14819. .14901, 14987. .15108, 

1604 4. .16104, 16211. .16333, 

20094 . .20403, 20494 20715, 

21323. .21518, 21566 .. 2174 7 , 

22244. .22322, 224 06 .. 22574 , 

23034 . .23231, 23409. . 23477, 

39498 

81616 Strand + 

8239 End 24987 

OJ000118_14 . 0331 . C7 . o5 . np Method AAT/NAP 

12002 End ' 15872 

7488047 Score 925 

12002. .12154, 12230. .12531, 12 675 .. 128 96, 12979 .. 13191 , 



14477. 
15214 . 
17157. 
20808. 
21833. 
22653. 
23726. 



,145 
.152 
.173 
.210 
.219 
.227 
.238 



OJ000118_14.0331.C7 
+ 

24987 
GENSCAN 
24044 
.83 

96, 12979. .13203, 
13, 14532. .14577, 
92, 15734. .15902, 
96, 19878. .20001, 
47, 21209. .21286, 
15, 22008. .22132, 
13, 22794 . .22916, 
02, 23957.. 24044 



Seq. ID OJ000118_14 .0331.C7 



39399 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13533. .13601, 14819. .14901, 14987 .. 15108, 152 14 .. 15296, 
15833.. 15872 

probable acylaminoacyl-peptidase - Arabidopsis thaliana 

gi I 2244813 I emb | CAB10236.il (Z97336) acylaminoacyl-peptidase like 

protein [Arabidopsis thaliana] gi I 7268163 | emb | CAB784 99 . 1 1 

(AL161539) acylaminoacyl-peptidase like protein [Arabidopsis 

thaliana] 



39498 Seq. ID 

81616 Strand 
8239 End 
OJ000118_14 .0331.C7.o3.gp Method 
12682 End 
25148_1.R1084 Score 

12682. .12896, 12979 .. 13203, 13527 

14582. .14733, 14819 .. 14901, 14987 



OJ000118_14.0331.C7 
+ 

24987 
AAT/GAP 
15124 
1828 

13601, 14101. .14236, 
15124 



, 2244813/emb|CAB10236.1| 2.0e-41 (Z97336) 

acylaminoacyl-peptidase like protein [Arabidopsis thaliana] 1 



39498 
81616 
8239 

OJ000118_14 .0331.C7 ,o4 . gp 
17199 

13056 1.R1084 



OJ000118JL4 .0331.C7 
+ 

24987 
AAT/GAP 
18276 
1115 



Seq. ID 
Strand 
End 

Method 
End 
Score 

171997.17396, 17527 .. 17595, 17835 .. 17911 , 18009.. 18276 

1 113178/sp| P1367 6|ACPH_RAT 9.0e-24 ACYLAMINO-ACI D-RELEAS ING 

ENZYME (ACYL- PEPTIDE HYDROLASE) (APH) (ACYLAMINOACYL-PEPTIDASE) 

>gi_91923_pir S07624 acylaminoacyl-peptidase (EC 3.4.19.1) - 

rat >gi_202932 (J04733) acyl-peptide hydrolase [Rattus 
norvegicus] ' 



39498 
81616 
8239 

OJ000118_14.0331.C7.ol0.np 

19206 

1619608 



Seq. ID OJ000118_14 .0331.C7 

Strand + 

End 24987 

Method AAT/NAP 

End 24020 

Score 317 



19206. .19261, 20378. .20403, 204 94 .. 20715 , 20808 .. 21217 , 
21621. .21747, 21833 21915, 22008 .. 22140, 22365 .. 22574 , 
22653. .22713, 22794 .. 22916, 23034 .. 23231, 23409 .. 23477 , 
23726. .23802, 23957. .24020 
GI Descrip. (X14915) acyl-peptide hydrolase [Rattus norvegicus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39498 
81616 
8239 

OJ000118JL4 .0331.C7.o7.np 
19851 
7488047 
19851. .20002, 20101. .20403, 



OJ000118_14.0331.C7 
+ 

24987 
AAT/NAP 
22128 
818 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20494 . .20715, 20808 .. 21039, 
21225. .21286, 21833 .. 21915, 22008.. 22128 
probable acylaminoacyl-peptidase - Arabidopsis thaliana 
gi I 2244813 | embl CAB10236.il (Z97336) acylaminoacyl-peptidase like 
protein [Arabidopsis thaliana] gi I 7268163 | emb | CAB784 99 . 1 1 
(AL161539) acylaminoacyl-peptidase like protein [Arabidopsis 
thaliana] 



39400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39498 
81616 
8239 

" OJ000118_14 .0331.C7.o9.np 
19851 
7488047 
19851. .20002, 
21225. .21286, 



20101. 
21833. 



20403, 
21915, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
20494 
22008 



OJ000118 
+ 

24987 
AAT/NAP 
22313 
832 

20808 
22244 



14. 0331. C7 



20715, 20808. .21039, 
22126, 22244.. 22313 
probable acylaminoacyl-peptidase - Arabidopsis thaliana 
gi I 2244813 I emb | CAB10236.il (Z97336) acylaminoacyl-peptidase like 
protein [Arabidopsis thaliana] gi I 7268163 | emb I CAB78499 . 1 1 
(AL161539) acylaminoacyl-peptidase like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000118_14.0331.C7 
Strand + 
End 24987 
Method- AAT/NAP 
End 22226 
Score 800 
20494. .20715, 20808 21039, 
22008. .22226 

probable acylaminoacyl-peptidase - Arabidopsis thaliana 
gi|2244813|emb|CAB10236.1| (Z97336) acylaminoacyl-peptidase like 
protein [Arabidopsis thaliana] gi | 7268163 | emb | CAB78499 . 1 1 
(AL161539) acylaminoacyl-peptidase like protein [Arabidopsis 
thaliana] 



39498 
81616 
8239 

OJ000118 
19851 
7488047 
19851. .20002, 
21225. .21286, 



14 .0331.C7.o8.np 



20101. .20403, 
21833. .21915, 



39498 
81616 
8239 

OJ000118 
20234 
1703089 
20234. .20403, 
21833. .22042, 
23034. .23231, 



14.0331.C7.oll.np 



Seq. ID OJ000118_14.0331.C7 
Strand + 
End 24987 
Method AAT/NAP 
End 24020 
Score 369 
20494. .20715, 20808 .. 21217 , 21 621 .. 21747 , ■ 
22362. .22574, 22653 .. 22713, 227 94 .. 22916, ' 
23409. .23477, 23726 .. 23802 , 23957.. 24020 
ACYLAMINO-ACI D-RELEAS ING ENZYME (ACYL- PEPTIDE HYDROLASE) ' (APH) 
(ACYLAMINOACYL-PEPTIDASE) (DNF15S2 PROTEIN) 

gi I 2118063 Ipir || JC4655 acylaminoacyl-peptidase (EC 3.4.19.1) - 
human gi I 556514 | dbj | BAA07 476 | (D38441) acylamino acid-releasing 
enzyme [Homo sapiens] 

39498 Seq. ID OJ000118_14 . 0331 . C7 

81616 Strand + 

8239 End 24987 

OJ000118_14 .0331.C7 .o5.gp Method AAT/GAP 

22018 End 22711 

17463_1.R1084 Score 751 

22018. .22132, 2224 4 .. 22322 , 22406 .. 22574 , 22653.. 22711 

' 1703089/sp|P13798|ACPH_HUMAN 2.0e-10 AC Y LAM I NO- AC I D-RELEAS ING 

ENZYME (ACYL- PEPTIDE HYDROLASE) (APH) (ACYLAMINOACYL-PEPTIDASE) 

(DNF15S2 PROTEIN) >gi_2118063_pir JC4655 

acylaminoacyl-peptidase (EC 3.4.19.1) - human 
>gi_556514_dbj_BAA0747 6_ (D38441) acylamino acid-releasing 
enzyme [Homo sapiens] ? 



39401- 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39498 
81616 
8239 

OJ000118_14 .0331.C7 .06. gp 

23411 

none 



Seq. ID OJ000118_14.0331.C7 

Strand + 

End 24987 

Method AAT/GAP 

End 24205 

Score 706 



23411. .23477, 23726 .. 23802 , 23957.. 24205 



39498 Seq. ID 

81616 Strand 

8239 ' End 

OJ000118_14 .0331. C7 .ol2. np Method 

23562 End 

5852084 Score 
23562.-23583, 24896.-24987 

(AL117264) zwh0007.1 [Oryza sativa] 



14. 0331. C7 



OJ000118 
+ 

24987 
AAT/NAP 
24987 
81 



OJ000118 14. 0331. C7 



39498 Seq. ID 

81617 Strand 
1 End 6604 

OJ000118_14 . 0331 . C7 . ol . np Method AAT/NAP 

■1 End. 2155 

: 5922620 Score 343 

1..59, 116. .219, 268. .430, 593.-626, 1498. .1555, 1997. .2074, 
2117. .2155 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 60168531 dbj | BAA85196 . 1 I (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



39498 
81617 
1 

OJ000118_14 .0331.C7.ol.gs 

79 

none 



Seq. ID OJ000118_14.0331.C7 
Strand 

End 6604 

Method GENSCAN 

End 6604 

Score .82 



79. .391, 515. .825, 1021. .1170, 1568. .1920, 1980. .2180, 
2204. .2270, 2438. .2553, 2564. .2920, 4257. .4315, 6402. .6544, 
6581. .6604 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 14. 0331. C7 



6604 
AAT/GAP 
3107 
119 



39498 
81617 
1 

OJ000118_14 . 0331 . C7 . ol . gp 
3009 

5867_1.R1084 
3009. .3107 

' 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin— protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



39402 




Seq. No. 


39498 






Seq. ID 


OJ000118 


JL4.0331. 


.CI 


Gene No. 


81618 






Strand 








Start 


o i o n 

o lo 3 






End 


10772 






Name 


OJQ0U11 


8_14.0331.C7. 


o2 . gs" 


Method 


GEN SCAN 






Start 


818 9 






End 


10772 






GI 


none 






Score 


.78 






Exons 




395, 9182. .9399, 9952 


!. .9976, 10506. .10583, 10704, 


. . 1U / 1 £ 


Seq. No. 


o94 9o 






Seq. ID 


OJ000118 


_14.0331, 


. C / 


Gene No. 


81619 






Strand 








Start 


24709 






End 


27113 






Name 


OJUUUll 


8_14.0331.C7. 


Oj . US 


Method 


TBLASTX: 


Soybean 




Start 


t n o c n 






End 


11067 






GI 


none 






Score 


48 






Exons 


10857. . 


10898, 10858. 


.10893, 


10890. .1101 


.8, 10902 


. .11015, 






11010. . 


11066, 11011. 


.11067, 


11020. .11067 






Seq. No. 


39498 






Seq. ID 


OJ000118 


__14.0331, 


> O / 


Gene No. 


81619 






Strand 








Start 


24709 






End 


27113 






Name 


OJ000118 14. 0331. C7. 


o3 . tc 


Method 


TBLASTX : 


Cress 




Start 


10858 






End 


11069 






GI 


none 






Score 


50 






Exons 


10858. . 


10893, 10866. 


.10901, 


10879. .10962, 10889 


. .11017, 






10890. . 


11018, 11002. 


.11067, 


11031. .11066, 11031 


. .11069 




Seq. No. 


39498 






Seq. ID 


OJ000118 


_14.0331, 


. C7 


Gene No. 


81619 






Strand 








Start 


24709 






End 


27113 






Name 


OJ000118 14. 0331. C7. 


62 .tm 


Method 


TBLASTX: 


Maize 




Start 


11959 






End 


20406 






GI 


none 






Score 


242 






Exons 


11959. . 


12147, 11966. 


1 O 1 A Q 


11973. .12152, 11990 


1 O 1 A Q 






12217. . 


12531, 12221. 


.12532, 


12239. .12532, 12243 


. .12533, 






19847. . 


19987, 19875. 


.20000, 


20089. .20403, 20093 


. .20404, 






20095. . 


20406, 20205. 


.20405 










Seq. No. 


39498 






Seq. ID 


OJ000118 


_14.0331. 


. C / 


Gene No. 


81619 






Strand 








Start 


24709 






End 


27113 






Name 


OJ000118 14. 0331. C7. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


12452 






End 


20871 






GI 


none 






Score 


98 






Exons 


12452. . 


12532, 12679. 


.12789, 


12769. .12885, 12977 


. .13060, 






20324 . . 


20404, 20500. 


.20577, 


20501. .206C 


18, 20588 


. .20704, 






20800. . 


20871 












Seq. No. 


39498 






Seq. ID 


OJ000118 


_14.0331, 


, c / 


Gene No. 


81619 






Strand 








Start 


24709 






End 


27113 






Name 


OJ00011 


8_14.0331.C7. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


12778 






End 


20988 






GI 


none 






Score 


78 






Exons 


12778. . 


12834, 12780. 


.12806, 


12791. .12889, 12838 


. .12894, 






12850. . 


12891, 12852. 


.12896, 


12973. .13143, 12977 


. .13147, 






12980. . 


13147, 20600. 


.20683, 


20657. .20713, 20800 


. .20883, 






20802. . 


20885, 20805. 


.20885, 


20807. .20887, 20895 


. .20987, 





39403 



20902. .20988 



Seq. No. 39498 
Gene No. 81619 
Start ' 24709 

Name OJ000118_14 . 0331 . C7 . o2 . ts 

Start 14095 
GI none 
Exons 14095, 

14158, 

21237, 

21438. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 14. 0331. C7 



.14142, 14096. .14152, 14098. 
,14214, 14159. .14212, 14582. 



27113 

TBLASTX : Soybean 
21655 
58. 

14148, 14155. .14208, 
14641, 21236. .21286, 
21456, 



.21284, 21378. .21431, 21383 .. 21427 , 21433 
,21542, 21596. .21655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39498 Seq. ID 

81619 Strand 

24709 End 

OJ000118_14 . 0331 . C7 . o5 . tm Method 

14581 End 

none Score 



OJ000118_14.0331.C7 
27113 

TBLASTX: Maize 

21904 

241 



14581. .14739, 14582 14731, 14812 .. 14 877 , 14 8 16 .. 14 890 , 
14817. .14888, 2147 1 .. 21536, 21596 .. 21745, 21598 .. 21750 , 
21598 . .21747, 21831 . .218 96, 2184 4 . .21903, 21845.. 21 90 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39498 
81619 
24709 

OJ000118_14, 
15061 
none 
15061. 
15766. 
16044, 



0331.C7 .ol.tm 



,15114, 15220. .15294, 

,15903, 15786. .15899, 

,16100, 16208. .16333, 

17196. . 17399, 17198 .. 17398, 

17831. .17899, 18009 .. 18062, 

22241. .22324, 22252 .. 22323, 

22429. .22575, 224 40 .. 22574 , 

22651. .22713, 227 91 .. 22916, 

23029. .23226, 23030 .. 23248, 

23408. .23476, 234 12 .. 23477 , 

23725. .23799, 23957 .. 24013, 



Seq. ID OJ000118_ 
Strand 

End 27113 
Method TBLASTX 
End 24014 
Score 49 
15724. .15768, 15732 
15787. .15900, 16042 
16210. . 16329, 16255 
17524 .. 17595, 17820 
18010. . 18069, 22109 
22371. .22451, 22424 
22441. .22605, 22641 
22793. .22918, 22793 
23031. .2*3234, 23406 
23721. .23798, 23723 
23958. .24014 



14. 0331. C7 



Maize 



. .15770, 
. .16104, 
. .16338, 
. .17909, 
. .22135, 
. .22570, 
. .22709, 
. .22915, 
. .23477, 
. .23827, 



Seq. No. 39498 

Gene No. 81619 

Start 24709 

Name OJ000118_14 . 0331 . C7 . 

Start 17236 

GI none 

Exons 17236. .17370, 17237. 

17524. .17595, 17526. 
17831. .17926, 17834. 
18006. .18074, 18010. 
23073. .23234, 23079. 
23723. .23800, 23725. 
23954. .24028 



ol . tw 



.17440, 
.17594, 
.17917, 
.18099, 
.23237, 
.23787, 



Seq. ID OJ000118_14.0331.C7 
Strand 

End 27113 

Method TBLASTX: Wheat 

End 24028 

Score 243 
17238. .17399, 17 507. . 17593, 
17820. . 17 912, 17 820. . 17 912, 
18001. . 18072, 18 006. . 18077, 
18011. . 18085, 23072. .23233, 
23406. .23477, 23408 .. 2347 6, 
23949. .24014, 23951 .. 24019, 



Seq. No. 
Gene No. 



39498 
81619 



Seq. ID OJ000118_14.0331.C7 
Strand 



39404 




Start 


24709 




End 


27113 




Name 


OJ000118 14. 0331. C7. 


o7.gp 


Method 


AAT/GAP 




btart 


24681 




End 


26591 




bl 


LIB3434-060-P1-K1-C1 


Score 


663 




Exons 


24681. .24772, 25476. 


.25617, 


25728. .25821, 26543.. 26591 




GI Descrip. 


'2707336 6.0e-27 (AF037442) 


histone acetyltransf erase 






[Arabidopsis thaliana] ' 








C rt j-* XT rt 

beq. no. 


-39498 




Seq. ID 


OJ000118_14.0331 


P*7 
. b / 


Gene No. 


81619 




Strand 






Start 


24709 




End 


27113 




Name 


UJUUUllo 14.UJol.b/. 


o4 . tm 


Method 


TBLASTX: Maize 




Of 

otart 


24700 




End 


26660 




p t 
bl 


none 




Score 


185 




Exons 


24700. .24774, 25461. 


.25637, 


25475. .25612, 25697 .. 25825 , 






25723. .25821, 25725. 


.25823, 


25729.-25827, 26543.-26656, 






26559. .26657, 26568. 


.26660 








Seq. No. 


39498 




Seq. ID 


OJ000118_14.0331 


.C7 


Gene No. 


81619 




Strand 






o car l 


24709 




End 


27113 




Name 


OJ000118 14. 0331. C7. 


o4 . gs 


Method 


GEN SCAN 




Of -v yf 

bear t 


24709 




End 


27113 




p t 
bl 


none 




Score 


.77 




Exons 


24709. .24772, 2547.6. 


.25617, 


25728. .258 


21, 26907. .27113 




Seq. ,No . 


39498 




Seq. ID 


OJ000118_14.0331 


. b / 


Gene No. 


81619 




Strand 






Start 


24709 




End 


27113 




Name 


OJ000118 14. 0331. C7. 


ol3 . np 


Method 


AAT/NAP 




o tar c 


24712 




End 


26658 




P T 
bl 


7258364 




Score 


367 




Exons 


24712. .24772, 25476. 


.25617, 


25728. .258 


17, 26539.. 26658 




GI Descrip. 


(AL138656) histon acetyltransf erase HAT1 [Arabidopsis thai 


beq. jno . 


39498 




Seq. ID 


OJ000118_14.0331 


-C7 


Gene No. 


81619 




Strand 






Start 


24709 




End 


27113 




Name 


OJ000118 14. 0331. C7. 


ol.tc 


Method 


TBLASTX: Cress 




Of 2 v-4- 

o t ar t 


25457 




End 


26656 




P T 
ol 


none 




Score 


164 






25457. .25612, 25461. 


.25631, 


25714. .25824, 25723. .25830, 






25728.-25832, 26543. 


.26602, 


26618. .26656 




C d rtr "M rt 

beq. jno. 


39498 




Seq. ID 


OJ000118_14.0331 


.C7 


bene jno . 


81619 




Strand 






Cf 3 vf 

ot ar t 


24709 




End 


27113 




Name 


OJ000118 14. 0331. C7. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


25509 




End 


26656 




PT 


4295717 




Score 


131 




Exons 


25509. .25631, 25511. 


.25612, 


25723. .25830, 25734 .. 25805 , 






25735. .25818, 26540. 


.26602, 


26609. .26656 




GI Descrip. 


2707336 1.0e-69 (AF037442) 


histone acetyltransf erase 






[Arabidopsis thaliana] 








Seq. No. 


39499 




Seq. ID 


OJ000118_14.0331 


.C8 


Gene No. 


81620 




Strand • 







39405 





Start 


1 






End 


2632 




Name 


OJ000118_14 


.0331. 


C8 .ol.np 


Method 


AAT/NAP 




Start 


1 






End 


2632 




GI 


— J /-\ f- <""1 —) /- A 

7258364 






Score 


702 




Exons 


1 . .51, 639 . 


n Ci n 


897. .996, 1169. .1212, 


1601. .1830, 2219. .2290, 






2396. .2476, 


2543 . 


.2632 








GI Descrip. 


/7\T 1 "3 Q C C. C \ 


us ton 


acetyltransferase HAT1 [Arabidopsis thaliana] 




Seq. No. 


39499 






Seq. ID 


OJ000118_14 .0331.C8 




Gene No. 


81620 






Strand 


- 




Start 


1 






End 


2632 




Name 


OJ000118 14 


.0331. 


C8 .ol.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


1818 




GI 


none 






Score 


74 




Exons 


1..51, 7. .54, 638 


..709, 639. 


.710, 639. 


.710, 640. .711, 885. .998, 






897. .995, 1160. .1213, 1165.. 


1215, 1166 


. .1213, 1167. .1214, 






1646. . 1759, 


1662. 


.1817, 1663 


. . 1818 






Seq. 'No. 


39499 






Seq. ID 


OJ000118_14 .0331.C8 




Gene No. 


81620 






Strand 






Start 


1 






End 


2632 




Name 


OJ000118 14 


.0331. 


C8 .ol.tc 


Method 


TBLASTX: Cress 




Start 


2. 






End 


2610 




GI 


none 






Score 


58 




Exons 


2. .58, 639. 


.710, 


897. .998, 897. .995, 1660. .1827, 1661. .1756, 


? ?v 
~: = 




1662 . . 1832, 


1663. 


.1827, 2224 


..2292, 2393. .2470, 2395. .2475, 


i y 




2395 . .2475, 


2536. 


.2610 






P 


Seq. No. 


39499 






Seq. ID 


OJ000118_14 .0331.C8 


— 


Gene No. 


81620 






Strand 






Start 


1 






End 


2632 


§ y 


Name 


OJOOOllo 14 


.0331. 


C8 .ol .gs 


Method 


GENSCAN 


E 


Start 


639 






End 


2433 




GI 


none 






Score 


.79 


^ J 


Exons 


boy . . / u / , o 


97. .1043, 1662. .1830, 2219. 


.2290, 2396. .2433 




Seq. No. 


39499 






Seq. ID 


OJ000118_14 .0331. C8 




Gene 'No. - 


81620 






Strand 






Start 


1 






End 


2632 




Name 


OJ000118 14 


.0331. 


C8 .ol.ts 


Method 


TBLASTX: Soybean 




Start 


2257 






End 


2619 




GI 


none 






Score 


71 




Exons 


2257. .2292, 


2394. 


.2465, 2395 


..2478, 2395. .2475, 2536. .2619, 






2540. .2608 












Seq. No. 


39500 






Seq. ID 


OJ000208_03.0310.C2 




Gene No. 


81621 






Strand 


+ 




Start 


1059 






End 


2474 




Name 


OJ000208 03 


.0310. 


C2.ol.gs 


Method 


GENSCAN 




Start 


1059 






End 


2474 






none 






Score 


.55 




Exons 


1059. .1203, 


1812. 


.2002, 2047 


..2226, 2268. .2474 




Seq. No. 


39500 






Seq. ID 


OJ000208_03.0310.C2 




Gene No. 


81622 






Strand 






Start 


3275 






End 


4038 




Name 


OJ000208 03 


.0310. 


C2.ol.gp 


Method 


AAT/GAP 



39406 




Start 


3275 








End 


4038 


GI 


3213 1.R1084 






Score 


1254 


Exons 


3275 . .3780, 


TOOT 

3881 . 


.4038 








GI Descrip. 


1 38314 4 1 2 . 


Oe-13 


(AC005819) 


hypothetical protein [Arabidops 




tnalianaj 












Seq. No. 


39500 








• Seq. ID 


OJ000208_03.0310.C2 


Gene No. 


8 loZZ 








Strand 




Start 


o a n a 

32/0 








End 


4038 


Name 


OJ000208 03 


.0310. 


C2.ol. 


np 


Method 


AAT/NAP 


Start 


O /" o c 

3685 








End 


3946 


GI 


oool4 4 1 








Score 


122 


Exons 


3685 . . 3840, 


3881. 


.3946 








GI Descrip. 


( ac o o d o i y ) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


39500 








Seq. ID 


OJ000208_03.0310.C2 


Gene No. 


81623 








Strand 




Start 


4050 








End 


•4790 


Name 


OJ000208 03 


.0310. 


C2.ol. 


tm 


Method 


•TBLASTX : Maize 


Start 


3o80 








End 


4280 


GI 


none 








Score 


129 


Exons 


3680 . .3/81, 


3685. 


.3783, 


3686 


..3781, 3687. .3791, 3869.-3952, 




3869 . . 3964 , 


3879. 


.3965, 


3962 


..4258, 3963. .4232, 4214. .4279, 




4221. .4280 












Seq. No. 


39500 








Seq. ID 


OJ000208JD3.0310.C2 


Gene No. 


81623 








Strand 




Start 


4050 








End 


4790 


Name 


OJ000208_03 


. 0310 . 


C2 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3706 








End 


3947 * 


GI 


none 








Score 


77 


Exons 


3706. .3783, 


3716. 


.3781, 


3869 


..3946, 3879. .3947 


Seq. No. 


one aa 








Seq. ID 


OJ000208_03.0310.C2 


Gene No. 


01 /TOO 

o loz3 








Strand 




Start 


A A C A 

4 050 








End 


4790 


Name 


/-\ t A A A O A O A"D 

OJ000208 03 


.0310. 


C2.o2. 


gp . 


Method 


AAT/GAP 


Start 


H 050 








End 


4790 .. 


GI 


none 








Score 


1410 


Exons 


/ A C A /IT ftn 

4 050 . . 4 / yo 












Seq. No. 


39500 








Seq. ID 


OJ000208_03.0310.C2 


Gene No. 


81o23 








Strand 




Start 


A A C A 

4050 








End 


4790 


Name 


/"NTAAAAAO AO 

OJ000208 03 


.0310. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


/ 001 

4281 








End 


4579 


GI 


none 








Score 


137 


Exons 


yiooi A ~i C A 

4 z8 1 . .43 54, 


4282. 


.4356, 


4283 


..4546, 4283. .4363, 4405. .4548, 




4 4 u y . .40 / y 












beq. no. 


39501 








Seq. ID 


OJ000208_03.0310.C3 


Gene No. 


81624 








Strand 


+ 


Start 


7962 








End 


10699 


Name 


OJ000208 03 


.0310. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


7962 








End 


10699 


GI 


7486352 








Score 


614 


Exons 


7962. .9264, 


10681 


. .10699 







39407. 



GI Descrip. hypothetical protein F3D13.1 - Arabidopsis thaliana 

gi I 3193306 |gb| AAC19289.il (AF069300) contains similarity to 
Arabidopsis membrane-associated salt-inducible-like protein 
(GB:AL021637) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39501 Seq. ID 

81625 Strand 

1 End 

OJ000208_03 . 0310 . C3 . ol . gp Method 

1 End 

6912 2.R1084 Score 



OJ000208_03.0310.C3 

2820 
AAT/GAP 
1827. • 
1536 



1..288, 418. .556, 1230. .1382, 1508. .1638, 1731. .1827 

1 3510253 8.0e-29 (AC005310) hypothetical protein [Arabidopsis 

thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 



39501 Seq. ID 

81625 Strand 

1 End 

OJ000208_03.0310.C3.ol.np Method 

1 End 

7485762 Score 



OJ000208_03.0310.C3 

2820 
AAT/NAP 
2802 
400 



1..191, 1503. .1638, 1731. .1892, 2586. .2802 

hypothetical protein F19D11.7 - Arabidopsis thaliana 

gi I 3510253 | gbl AAC33497.il (AC005310) hypothetical protein 

[Arabidopsis thaliana] 



Seq. No. 39501 

Gene No. 81625 

Start 1 

Name OJ000208_03 . 0310 . C3 . ol . gs 

Start 93 

GI none 

Exons 93.. 288, 418.. 556, 
2616. .2820 



Seq. ID OJ000208_03.0310.C3 
Strand 
End 

Method 
End 
Score 



1230. .1382, 1508. 



2820 
GENSCAN 
2820 
.95 

1638, 1731, 



1892, 



Seq. No. 39501 .Seq. -ID 

Gene No. 81626 Strand 

Start 5830 End 

Name OJ000208_03 . 0310 . C3 . o2 . tm Method 

Start 1 End 

GI none Score 

Exons 1..99, 1..84, 2. .100, 2. .100, 72. .272, 
96. .275, 416. .547, 422 . . 553, ' 423 . . 554 , 



OJ000208_03.0310.C3 
7183 

TBLASTX: Maize 

555 

94 

89. .226, 92. .274, 
424. .555- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39501 
81626 
5830 

OJ000208_03. 
1275 
none 
1275. 
1509. 
1727. 
5963. 



1376, 
1646, 
1909, 
6043 



0310.C3.ol.tm 



1275. .1382, 1294. 
1716.. 1868, 1724. 
2616. .2663, 2617. 



Seq. ID OJ000208_03.0310.C3 
Strand 

End 7183 

Method TBLASTX: Maize 

End 604 3 

Score 73 

.1401, 1507.. 1638, 1508.. 1639, 
.1894, 1726.. 1893, 1726.. 1923, 
.2685, 2617. .2730, 2618. .2719, 



Seq. No. 
Gene No. 



39501 
81626 



Seq. ID 
Strand 



OJ000208 03. 0310. C3 



39408 



V 





Start 


5830 








End 


7183 




Name 


OJ000208 03. 


0310 


. C3 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


1503 








End 


1912 




GI 


none 








Score 


166 




Exons 


1503 . .164 6, 


1505 


. . 1603, 


1516 . . 


1638, 1722. .1769, 1726. .1893, 






1727 . . 1912 














Seq. No. 


39501 








Seq. ID 


OJ000208_03.0310.C3 




Gene No. 


81626 








Strand 






Start 


5830 








End 


7183 




Name 


OJ000208_03 . 


0310 


. C3 . o2 . 


gs 


Method 


GEN SCAN 




•Start 


5830 








End 


7183 




GI 


none 








Score 


.79 




Exons 


5830 . . 6035, 


6214 


. .6408, 


6842 . . 


6988, 7138. .7183 




Seq. No. 


39501 








Seq. ID 


OJ000208_03.0310.C3 




Gene No. 


81627 








Strand 






Start 


8535 








End 


9233 




Name 


OJ000208_03. 


0310 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


o c o c 

8535 








End 


9212 




GI 


none 








Score 


231 




Exons 


8535 . . 9188, 


8550 


. . 9185, 


8625 . . 


8984, 8714. .8962, 8753. .9178, 


f °3 




8754 . . 9194 , 


8763 


. . 8918, 


8834 . . 


9160, 8834. .9061, 8838. .9212, 






8861 . . 9187 , 


8862 


...8999, 


888 9 . . 


8987 




f n 


Seq. No. 


39501 








Seq. ID 


OJ000208_03.0310.C3 


nj 


Gene No. 


81627 








Strand 






Start 


8535 








End 


9233 


iu 


Name 


OJ000208_03. 


0310 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 


=. ^ 


Start 


8541 








End 


9209 




GI 


none 








Score 


232 




Exons 


8541 . . 9083, 


8592 


. . 8987, 


8622 . . 


9197, 8 


634. .9209 


„ „ 


Seq. No. 


39501 








Seq. ID 


OJ000208_03.0310.C3 




Gene No. 


81627 








Strand 






Start 


8535 








End 


9233 ' 




Name 


OJ000208 03. 


0310 


. C3 . ol . 


tc 


Method 


TBLASTX: Cress 




Start' 


8544 








End 


9233 




GI 


none 








Score 


75 


i3 


Exons 


8544 . . 8735, 


a r c o 

8 652 


. . 8813, 


O /" f~ Pk 

8669 . . 


8782, 8730.. 9068, 8763. .8873, 






8823 . . 9194 , 


8834 


. . 9181, 


88 68. . 


9014, 8.928.. 9221, 9045.. 9233 




Seq. No. 


39502 








Seq. ID 


OJ000208_03.0310.C4 




Gene No. 


81628 








Strand 


+ 




Start 


38 








End 


2288 




Name 


OJ000208_03 . 


0310 


.C4.ol. 


gs 


Method 


GENSCAN 




Start 


38 








End 


2030 




GI 


none 








Score 


.58 




Exons 


-} o OAT "IT*! 

38 . . 296, 717 


..836, 1007 


. .1140, 


1454 . . 


1605, 1638.. 2030 




Seq. No. 


39502 








Seq. ID 


OJ000208_03.0310.C4 




Gene No. 


81628 








Strand 


+ 




Start 


38 








End 


2288 




Name 


OJ000208 03. 


0310 


.C4.ol. 


np 


Method 


AAT/NAP 




Start 


77 








End 


2288 




GI 


7486057 








Score 


319 




Exons 


77. .296, 1007. .1140, 1256. .14C 


8, 1494 


. .1605, 1700. .1852, 



39409 



1886.. 2000, 2202.. 2288 
GI Descrip. hypothetical protein F24A6.130 - Arabidopsis thaliana 

gi|4454017|emb|CAA23070.1| (AL035396) hypothetical protein 
[Arabidopsis thaliana]* gi I 7269380 I emb I CAB81340 . 1 1 (AL161563) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


jyoUz 




oeq . 1 U 


OJ000208_03. 


0310. C4 


Gene No. 


Q 1 £9 Q 




OLIdllU 


+ 




Start 


Jo 






2288 




Name 


r\ tc\c\c\o c\q n *5 n^i n ha r\i 
(JJUUUzUo U J • U j 1 U • ft • OX * 


LIU 


nctnoci 


TBLASTX: Maize 


Start 


1 ft 1 
1 o 1 




End 


1352 




GI 


none 




Score 


66 




Exons 


181. .219, 182. .220, 182 


. .223, 


242. .292, 


1003. . 1143, 


1009. .1140, 




19/11 1"349 1 9q"5 1^49 


1254 . . 


1352 






Seq. No. 






Seq. ID 


OJ000208_03. 


0310. C4 


Gene No. 


Ql COQ 
O 1 OZO 




Strand 


+ 




Start 


T Q 
JO 




End 


2288 




Name 


nTnnnoriQ m mi n ha /^i 


gp 


Method 


AAT/GAP 




Start 


1805 




End 


2288 




GI 


LIB34 32-04 8-P2-K1-H7 




Score 


571 




Exons 


i q Ac omn 99H9 99QQ 










GI Descrip. 


4 4 0 4 U I / / eniD | LAAZ J U / U | 


2.0e-10 (AL035396) hypothetical protein 




[Arabidopsis thaliana] ' 








* 


Seq. No. 


o o c a o 




Seq. ID 


OJ000208J33. 


0 J1U . CD 


Gene No. 


O T /" A A 

8 1629 




Strand 


+ 




Start 


604 




End 


.825. 




Name 


OJ000208 03.0310.C5.ol. 


gs 


Method 


GENSCAN 




Start 


604 




End 


825 




GI 


none 




Score 


.9 




Exons 












Seq. No. 


jy b(J4 




Seq. ID 


OJ000208_03. 


0310. C6 


Gene No . 






Strand 


+ 




Start 


o n q /i 

zuy4 




End 


4448 




Name 


OJ000208 03.0310.C6.o2. 


gs 


Method 


GENSCAN 




Start 


' 2094 




End 


4448 




bi 


none 




Score 


.91 




Exons 


2094. .2102, 2465. .2530, 


2643. . 


,2759, 3009.. 3083, 318 


17. .3289, 




3380. .3427, 3509. .3630, 


3759. . 


,3836, 4329. .4448 




Seq. No. 


39504 




Seq. ID 


OJ000208_03. 


0310. C6 


Gene No . 


81631 




Strand 


+ 




oiari 


11695 




End 


12764 




Name 


OJ000208 03.0310.C6.o4. 


gs 


Method 


GENSCAN 




Start 


11695 




End 


12764 




GI 


none 




Score 


. 68 




Exons 


11695. .11845, 12377. .12522, 12627. .12764 




Seq. No. 


39504 




Seq. ID 


OJ000208_03. 


0310. C6 


Gene No. 


81632 




Strand 






Start 


256 




End 


1053 




Name 


OJ000208 03.0310.C6.ol. 


gs 


Method 


GENSCAN 




Start * 


256 




End 


1053 




GI 


none 




Score 


.79 




Exons 


256. .651, 669. .1003, 10 


(47. .1053 







39410 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



39504 
81633 
4881 

OJ000208_03.0310.C6.o3.gs 

4881 

none 



Seq. ID OJ000208_03.0310.C6 



Strand 
End 

Method 

End 

Score 



10535 
GEN SCAN 
10535 
.7.9 



4881. .5312, .5317. .5451, 5804. .6315, 6388. .6592, 6694. .6808, 
6891. .7130, 7205. .7368, 7392 .. 7935/ 8065 .. 817 6, 8278. .8436, 
8573. .8670, 8773. .8926, 9936. .10097, 10526 .. 10535 • 



39504 
81633 
4881 

OJ000208_03 

5747 

7435680 

5747. .6315, 

7392. .7935, 

9058. .9156 

subtilisin- 

thaliana gi 

protease-li 

gi|7267752| 

protease-li 



0310.C6.o2.np 



OJ000208__03.0310.C6 

10535 
AAT/NAP 
9156 
1466 



6388 
8065 



.6592, 6694. 
.8182, 8209. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6808, 6891. .7095, 
.8436, 8573.. 8670, 



7173. 
8773. 



7302, 
8867, 



like proteinase homolog T4F9.10 - Arabidopsis 

|4539433| emb | CAB40021 . 1 | (AL049523) subtilisin-like 

ke protein [Arabidopsis thaliana] 

embl CAB78178.il (AL161517) subtilisin-like 

ke protein [Arabidopsis thaliana] 



39504 
81634 
13558 

OJ000208_03.0310.C6.o2. tc 

1490 

none 

1490. .1597, 1505. 
2464. .2538, 2640. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,1594, 2252.. 2395, 2253 
.2759, 2642. .2767 



OJ000208 03. 0310. C6 



14512 

TBLASTX: Cress 

2767 

104 

2372, 2462.. 2527, 



-39504 
81634 
13558 

OJ000208_03.0310.C6.o2.ts 

1547 

none 

1547. .1597, 
2640. .2759, 



2253.. 2372, 2267. 
2642.. 2767, 3005. 



•39504 
81634 
13558 

OJ000208_03.0310.C6.o4.tm - 

2181 

none 

2181. .2363, 2218. .2370, 2219. 
2396. .2461, 2410. .2460 

39504 

81634. 

13558 

OJ000208 03.0310.C6.o3.tm 



Seq. ID OJ000208_03. 0310.C6 
Strand 

End 14512 

Method TBLASTX : Soybean 

End 3074 

Score 73 

.2353, 2462.. 2527, 2465.. 2533, 
.3070, 3006.. 3074 

Seq. ID OJ000208_03. 0310. C6 
Strand 

End 14512 
Method TBLASTX : Mai ze 
End . 2461 
Score 127 

.2362, 2226. .2363, 2236. .2364, 



Seq. ID OJ000208_03.0310.C6 
Strand 

End 14512 

Method TBLASTX -.Maize 



39411 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2462 

none 

2462. 

2643. 

3005. 

3185. 



.2530, 2464 . ;2538, 2464 . 

.2708, 2645. .2707, 2716. 

.3082, 3006.. 3083, 3007. 

.3289, 3186. .3290, 3187. 



End 3426 
Score 114 

.2529, 2465. .2530, 2637. .2705, 

.2760, 2717. .2767, 2718. .2759, 

.3084, 3051. .3083, 3184. .3288, 

.3291, 3370.. 3426, 3378. .3422 



39504 
81634 
13558 

OJ000208_03.0310.C6.ol. tc 
5780 
none 
5780. 
6389. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 03. 0310. C6 



,5845, 5867. .5977, 6071, 
,6514, 6390. .6515, 6566. 



14512 

TBLASTX : Cress 
7793 
82 

6289, 6137.. 6241, 6144.. 6305, 
6604, 739S..7697, 7407.. 7541, 



7411. .7704, 7692. .7793 

39504 
81634 
13558 

OJ000208_03.0310.C6.ol.tm 

5783 

none 

5783.. 5839, 5852.. 6025, 6047. 
6389. .6514,. 6390. .6515, 6566. 

39504 
81634 
13558 

OJ000208_03. 0310.C6.ol.ts 
5783 
none 
5783. 
6566. 
7611. 
8110, 



,5977, 5993. .6034, 6020. 

.6646, 7404. .7535, 7405. 

.7859, 7623. .7751, 7821. 

.8187, 8276.. 8305, 8363. 



39504 
81634 
13558 

OJ000208_03. 0310.C6.o2.tm 

6888 

none 

6888.. 7133, 6890.. 7132 

39504 
81634 
13558 

OJ000208_03.0310.C6.ol.tw 

7073 
none 

7073. .7153, 7395.-7688, 7407, 
7701. .7778 



Seq. ID OJ000208_03.0310.C6 
Strand 

End 14512 
Method TBLASTX : Mai ze 
End 7640 
Score 83 

.6100, 6101... 6292, 6153. .6278, 
.6601, 7452. .7589, 7611. .7640 

Seq. ID OJ000208_03.0310.C6 
Strand 

End 14512 

Method TBLASTX : Soybean 

End 8654 

Score 67 

.6256, 6389.. 6508, 6393.. 6503, 
.7497, 7506. .7580, 7507. .7569, 
.7940, 7911. .7940, 8064. .8177, 
.8431, 8586. .8654 

Seq. ID OJ000208_03.0310.C6 
Strand 

End 14512 

Method TBLASTX : Mai ze 

End 7133 

Score 336 



Seq. ID OJ000208_03.0310.C6 
Strand 

End 14512 

Method TBLASTX : Wheat 

End 7778 

Score 81 

.7559, 7408. .7566, 7612. .7641, 



Seq. No. 
Gene No. 
Start 



39504 
81634 
13558 



Seq. ID OJ000208_03.0310.C6 
Strand 

End 14512 



39412 






Name 


OJ000208 03. 0310. C6. 


ol . gp 


Metnoa 


7\ A T / C TS. D 




Start 


13163 




T7 1 w-. /-J 


1 1 Q 
1 jOl? 




GI 


none. • 




Score 






Exons 


13163 .. 13678 , 13756. 


. i3o iy 








Seq. No. 


39504 




Seq. ID 


OJ0002p8_03.0310.C6 




Gene No . 


81634 




Strand 






Start 


13558 




End 


14512 




Name 


OJ0002U8 U3.U31U.Co. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13525 




End 


13796 




GI 


none 




Score 


90 




Exons 


13525 .. loooU , 13543. 


. lODOU, 


13550. .13681, 13601. .13687, 






i i ~i n. c i o t n £T 

137 55. . 1 3 / y d 










Seq. No. 


39504 




Seq. ID 


OJ000208_03.0310.C6 




Gene No. 


81634 




Strand 






Start 


1 o c c o 




End 


14512 




Name 


OJ000208 03.U31U.Cb. 


o5 . gs 


Method 


GENSCAN 




Start 


13558 




End 


14512 




GI 


none 




Score 


.43 




Exons 


13558 13by4 , 144o/. 


1 A R 1 O 






C3 


- 

Seq. No. 


39505 




Seq. ID 


OJ000208_03.0310.C7 




Gene No. 


81635 




Strand 






Start 


1 




End 


559 


t: : - 


Name 


OJ000208 03. 0310. C7. 


ol . np 


Method 


AAT/NAP 


ru 


Start 


1 




End 


559 




GI 


6562262 




Score 


187 


[J 


Exons 


1 . . 192, 379 . . 559 










GI Descrip. 


(AL132980) putative 


protein 


[Arabidopsis thaliana] 


F : s 


Seq. No. 


39505 




Seq. ID 


OJ000208J)3.0310.C7 




Gene No. 


81635 




Strand 






Start 


1 




End 


559 




Name 


OJ000208 03. 0310. C7. 


ol . gs 


Method 


GENSCAN 




Start 


20 




End 


559 




GI 


none 




Score 


1 , 


\J 

r: S3. 


Exons 


^u..iy^, j /y. . jjy 








L -J 

o 


Seq. No. 


39505 




Seq. ID 


OJ000208_03.0310.C7 




Gene No. 


81636 




Strand 






Start 


1602 




End 


4383 




Name 


OJOUOzUo U3.U31U.C/. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


17 




End 


499 




GI 


none 




Score 


42 




Exons 


-it Ai 01 c n o o 

17 . . 91, 21 . . 50, 22 . . 


,90, 90., 


,149, 91. .11 


33, 92. .184, 92. .193, 






n a yioo /ton 

379. .483, 3/y..4bU, 


380. .499, 381. .494 






Seq. No. 






Seq. ID 


OJ000208_03.0310.C7 




Gene No. 


81636 




Strand 






Start 


1602 




End - 


4383 




Name 


OJ000208 03. 0310. CI. 


, o2 . gs 


Method 


GENSCAN 




Start 


1602 




End 


4317 




GI 


none 




Score 


.84 




Exons 


1602. .2674, 2833. .2E 


J92, 3575. .3745, 3905. .4174, 4266. .4317 



Seq. No. 39505 Seq. ID OJ000208_03 . 0310 . C7 



39413 





Gene No. 


81636 








Strand 






Start 


1602 








End 


4383 




Name 


OJ000208_03. 


0310. 


C7 ,ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1795 








End 


3924 - 




GI 


none 








Score 


58 




Exons 


1795 . . 1842, 


i o a a 

loUU . 


1 Q A 1 


i o y z . 


.2077, 1968. .2072, 2005. .2076, 




2095. .2154, 


2096. 


.2155, 


2097. 


.2156, 214 


8. .2282, 2152. .2280, 






2169. .2282, 


2170. 


.2304, 


2281. 


.2319, 2281.. 2319, 2288. .2320, 






2322 . . 2510, 


o o o c 

2325 . 


. 2 4 y o , 


Zji / . 


.2506, 2509. .2547, 2524. .2655, 






2534 . . 2662, 


o c o o 

2538 . 


o C C /l 

. 2 bo4 , 




.2888, 3073. .3342, 3099. .3341, 






3336 . .3482, 


334 J . 


. J 4 OU , 


^ ^ /I *7 
O J4 f . 


.3451, 3499. .3555, 3549. .3740, 






3592 . . 3741, 


3598 . 


"D T *T O 




.3763, 3717. .3923, 3742. .3924, 






3744 . . 3923 














Seq. No. 


39505 








Seq. ID 


UJUUUZUO Uj . uoiu / 




Gene No. 


81636 








Strand 






Start 


loUz 








End 


4 jo J 




Name 


OJ000208_03 . 


a o 1 n 
, UolU . 


L / . OZ . 


gp 


Metnoa 


AA1 / LjAJt 




Start 


2077 








End 


2531 




GI 


none 








Score 


834 




Exons 


2077 . . 2531 














Seq. No. 


39505 








Seq. ID 


OJUUUZUo UJ . UjIU ,L / 


C3 


Gene No. 


81636 








Strand 




% ri* 


Start 


1602 








End 


4 Jo J 


t Fi 


Name 


OJ000208_03, 


. 0310 . 


C7 . ol . 


ts 


Method 


TBLAb l x : boyoean 


i y 


Start 


3621 








End 


3846 


? ^ 


GI 


none 








Score 


180 . 




Exons 


3621 . . 3845, 


3622 . 


, . 3o4o 










Seq. No. 


39505 








Seq. ID 


OJ000208_03.0310.C7 




Gene No. 


81636 








Strand 




= 


Start 


1602 








End 


4383 




Name 


OJ000208_03 


a o i a 

. 0310 . 


, C / . Ol . 


tc 


Method 


TBLASTX: Cress 




Start 


3624 








End 


3812 




GI 


none 








Score 


158 


r ~* 


Exons 


3624 . .3812, 


3625 , 


o o i a 




.3811 




tL ~i 


Seq. No. 


39505 








Seq. ID 


OJ000208_03.0310.C7 




Gene No. 


81636 








Strand 






Start 


1602 








End 


4383 




Name 


OJ000208_03 


. U J1U 


. U / . OZ . 




Method 


TBLASTX: Maize 




Start 


4030 








End 


4383 




GI 


none 








Score 


159 




Exons 


4030. .4170, 


4 032 


. .4172, 


4 U J2 . 


.4172, 4037. .4213, 4261. .4383, 






4263 . . 4 J / J, 


/( Ol c 

4 OiO 


. . ^ JO J 










Seq. No. 


39506 








Seq. ID 


OJ000208_03.0310.C9 




Gene No. 


81637 








Strand 


■f 




Start 


713 








End 


930 




Name 


OJUUUZUo Uj 




. :? . O ± . 


. gs 


Method 


GENSCAN 




Start 


713 








End 


930 




GI 


none 








Score 


.51 




Exons 


713. .930 














Seq. No. 


39506 








Seq. ID 


OJ000208_03.0310.C9 




Gene No. 


81638 








Strand 





39414 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1326 

OJ000208_03.0310.C9.o2.gs 

1326 

none 

1326. .2093 



39506 
81638 
1326 

OJ000208_03. 
1377 



0310.C9.ol.tc 



none 

1377, 

1530, 



.1421, 
.1934, 



1806. .2018, 



1416. 
1567. 
1848. 



.1787, 
.1776, 
.2078 



1503. 
1629. 



End 2093 

Method GEN SCAN 

End 2093 

Score . 65 



Seq. ID OJ000208_03.0310.C9 
Strand 

End 2093 
Method TBLASTX : Cress 
End 2078 
Score 40 

.1715, 1504. .1731, 1525. .1731, 
.1781, 1635. .1991, 1731. .1964, 





Seq. No. 


39506 








Seq. ID 


OJ000208 






Gene No. 


Oi coo 








Strand 








Start 


1326 








End 


2093 






Name 


OJ000208_03 


.0310. 


C9.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1407 








End 


2084 






• GI 


none 








Score 


88 






Exons 


1407 . .1781, 


14zo . 


. lo bo , 


14 J J. . 


.2084, 1432. .1758, 


14 J4 • .1/01/ 






1435 . . 1776, 


14 41. 


1 "7 *7 C 

. Ill Of 


i4oy . 


.1776, 1620. .1757, 


JLOOO. . J-^J7*i, 






1635 . . 1991, 


1 tl O O 

loo 9 . 


. 1 00 0 










i y 


Seq. No. 


39506 








Seq. ID 


OJ000208 


u j . Ujiu . 




Gene No. 


81638 








Strand 








Start 


loZb 








End 


2093 






Name 


OJ000208 03 


.0310. 


C9.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1410 








End 


2078 






GI 


none 








Score 


224 






Exons 


• 1410. .1985, 


1422. 


.1997, 


1563. 


.2078, 1632. .2027, 


1737. .2075 




Seq. No. 


39507 








Seq. ID 


OJ000208 


_03. 0310. C10 




Gene No. 


81639 








Strand 


+ 






.Start 


276 








End 


444 




. =3 


\X Name . 


* OJ000208 03 


.0310. 


ClO.ol 


.gs 


Method 


GENSCAN 






Start 


276 








End 


444 




--'=: 


GI 


none 








Score 


.79 






Exons 


276. .444 
















Seq. No. 


39507 








Seq. ID 


OJ000208 


_03. 0310. C10 




Gene No. 


81640 








Strand 








Start 


2916 








End 


3740 






Name 


OJ000208 03 


.0310. 


.ClO.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


2860 








End 


3740 






GI 


none 








Score 


92 






Exons 


2860. .2895, 


2886. 


, .2993, 


2904. 


.2996, 2905. .2994, 


3091. .3192, 






3097. .3192, 


3288. 


. .3410, 


3298. 


.3414, 3313. .3411, 


3501. .3551, 






3505. .3552, 


3505, 


. .3552, 


3593. 


.3718, 3625. .3729, 


3634. .3735, 



3636. .3740 



Seq. No. 39507 Seq. ID OJ000208_03 . 0310 . C10 

Gene No. 81640 Strand 

Start 2916 End 3740 

Name OJ000208 03 . 0310 . C10 . o2 . gs Method GENSCAN 



39415 




Start 


2916 






End 


3237 




GI 


none 






Score 


. 65 




Exons 


2916. .2992, 


3099 . . 3237 










Seq. No. 


39508 






Seq. ID 


OJ000208 


_03. 0310. Cll 


Gene No. 


81641 






Strand 


- 




Start 


280 






End 


984 




Name 


OJ000208_03 


. 0310 .Cll ,ol 


. gs 


Method 


GENSCAN 




Start 


280 






End 


984 




GI 


none 






Score 


. 93 




Exons 


280 . . 438/ 8 


30. . 984 










Seq. No. 


39509 






Seq. ID 


OJ000208 


_03.0310.C12 


Gene No . 


81642 






Strand 


+ 




Start 


1866 






End 


4627 




Name 


OJ000208_03 


. 0310 .C12 .ol 


. gs 


Method 


GENSCAN 




Start 


1866 






End 


4627 




GI 


none 






Score 


.83 




Exons 


1866. .1914, 


2165 . . 2325, 


2763. 


.2789, 3740.. 3851, 


3902 . . 3932, 




4540 . .4627 












Seq. No. 


39509 






Seq. ID 


OJ000208 


03 . 0310 . C12 


Gene No. 


81642 






Strand 


+ 




Start 


1866 






End 


4627 




Name 


OJ000208 03 


.0310.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


2009 






End 


2540 




GI 


LIB3434-038 


-Pl-Kl-Fl 




Score 


768 




Exons 


2009. .2540 













GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 



DNA, chromosome 8, . clone : P0026F07 1 



Seq. No. 


39509 








Seq. ID 


OJ000208 


_03. 


0310 


.C12 


Gene No. 


81643 








Strand 










Start 


2020 








End 


3470 








Name 


OJ000208 03 


.0310. 


C12.ol 


. np 


Method 


AAT/NAP 








Start 


2020 








End 


3470 








GI 


6815052 








Score 


199 








Exons 


2020. .2080, 


3173. 


.3243, 


3313. 


.3470 










GI Descrip. 


{AP001080) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


39509 








Seq. ID 


OJ000208 


_03. 


0310 


.C12 


Gene No. 


81644 








Strand 










Start 


4784 








End 


5986 








Name 


OJ000208 03 


.0310. 


C12.o2 


.gs 


Method 


GENSCAN 








Start 


4784 








End 


5986 








GI 


none 








Score 


.85 








Exons 


4784. .4916, 


5766. 


.5986 














Seq. No. 


39510 








Seq. ID 


OJ000208 


_03. 


0310 


.C13 


Gene No. 


81645 








Strand 


+ 








Start 


3830 








End 


5116 








Name 


OJ000208 03 


.0310. 


C13.ol 


.gs 


Method 


GENSCAN 








Start 


3830 








End 


5116 








GI 


none 








Score 


.86 








Exons 


3830. .4374, 


4499. 


.4633, 


4724. 


.4865, 4967. .5116 








Seq. No. 


39510 








Seq. ID 


OJ000208 


_03. 


0310 


.C13 



39416 



Gene No. 


81646 




Strand 








Start 


1 




End 


291 






Name 


OJ000208_03 .0310. CI 3. ol . 


.np 


Method 


AAT / NAP 






Start 


1 




End 


O A 1 

291 






GI 


7340909 




Score 


O O l' 

221 






Exons 


1. .291 












GI Descrip. 


(AP001550 ) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39510 




Seq. ID 




m 1 a 




Gene No . 


81647 




Strand 








Start 


1503 




End 


4741 






Name 


OJ000208 03.0310.C13.o2, 


.np 


Method 


7\ 7\ rn / XT 7\ D 

AAl / NAP 






Start 


1503 




End 


A "7 A 1 

4/41 






GI 


5852093 




Score 


Dl 






Exons 


1503.. 1569, 3250.. 3356, 


4694 


. .4741 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


39511 




Seq. ID 


OJ000208_03. 


,0310. 


,C14 


Gene No. 


81648 




Strand 


+ 






Start 


188 




End 


1 bUU 






Name 


OJ000208 03.0310.C14 .ol 


.gs 


Method 


GENSCAN 






Start 


188 




End 


/" O A 

6o4 






GI 


none 




Score 


. 91 






Exons 


188 . . 303, 375 . . 684 












Seq. No. 


39511 




Seq. ID 


f\ T /~\ A A O A O AO 


A O 1 A 

, U J1U . 




Gene No. 


81648 




Strand 


+ 






Start 


188 




End 


1 C A A 

1 oUU 






Name 


OJ000208 03.0310.C14 .ol 


.np 


Method 


AAT /NAP 






Start 


256 




End 


1600 






GI 


6630699 




Score 


75 






Exons 


256. . 301, 1521 . .1600 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gil 6721536 | dbj IBAA89566 


.11 ( 


AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


39511 




Seq. ID 


/Staaaoao AO 
OJUUUzUo Do, 


.0310, 


.C14 


Gene No. 


81649 




Strand 








Start 


2429 




End 


z 0 y D 






Name 


OJ000208 03.0310.C14 .o2 


.np 


Method 


AAT /NAP 






Start 


1739 




End 


1824 






GI 


5922619 




Score 








Exons 


1739.. 1824 












GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 








gi| 6016852 | dbj IBAA85195 


.11 ( 


AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


39511 




Seq. ID 


OJ000208_03 


.0310 


.C14 


Gene No. 


81649 




Strand 








Start 


2429 




End 


A C A C 

2595 






Name 


OJ000208 03.0310.C14 .o2 


.gs 


Method 








Start 


2429 




End 


2595 






GI 


none 




Score 


.54 






Exons 


2429.. 2595 












Seq. No. 


39512 




Seq. ID 


OJ000208_03 


.0310 


-C15 


Gene No. 


81650 




Strand 


+ 







39417 




Start 


186 




bnu 


11 c, 






Name 


OJ000208 03 . 0310 . C15 . ol . 


gs 


Method 








Start 


186 




hind 


ol D 






GI 


none 




Score 


Q 1 

. y± 






Exons 


18 6 . . 326 












Seq. No. 


39512 




Seq. ID 


OJ000208 


JD3.0310 


.C15 


Gene No. 


81651 




Strand 








Start 


574 






(Of 






Name 


OJ000208 03 . Oilu . Clo . ol . 


gs 


Method 








Start 


574 












GI 


none 




Score 


-J 






Exons 


574 . . 7 67 












Seq. No. 


39513 




Seq. ID 


n innn 9 n 
uu uuu^uo 


t n 3 1 n 




Gene No. 


81652 




Strand 


+ 






Start 


217 




End 


1901 






Name 


OJ000208 03.0310.C16.ol. 


np 


Method 


7\ A T / KT Z\ P 






Start 


217 




End 


i y ui 






GI 


6498436 




Score 








Exons 


217. .303, 937. .1054, 1103. .1901 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sat i va j 






Seq. No. 


39513 




-Seq. ID 


OJ000208 


^ . 0^10 


.C16 


Gene No. 


81652 




Strand 


+ 






Start 


217 




End 


i y ui 






Name 


OJ000208 03.0310.C16.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


310 




End 


O U4 






GI 


none 




Score 


O "7 






Exons 


oll)..4yz, 3Uo..oU4, OoD. 


.794 










Seq. No. 


39513 




Seq. ID 


OJ000208 


_03.0310 


.C16 


Gene No. 


81652 




Strand 


+ 






Start 


217 




End 


1 Qfll 

i y ui 






Name 


OJ000208 03.0310.C16.ol. 


ts 


Method 


mnt 7\ CTY • 
1 iDJUAo 1 A . 


boyoean 




Start 


328 




End 


7 0 9 
f VI 






GI 


none 




Score 


luo 






Exons 


328. .528, 511. .702 












Seq. No. 


39514 




Seq. ID 






. C17 


Gene No. 


81653 




Strand 


+ 






Start 


1 




End 


249 






Name 


OJ000208 03.0310.C17.ol. 


np 


Method 


Z\ 7\ T / M Z\ P 






Start 


1 




End 


z. 4 y 






GI 


6815052 




Score 


X 04 






Exons 


1..31, 128. .249 












GI Descrip. 


(AP001080) hypothetical 


prote 


in [Oryza 


sat iya ] 






Seq. No. 


39514 




Seq. ID 


OJ000208 


_03.0310 


.C17 


Gene No. 


81654 




Strand 








Of 2 vl- 


1502 




End 


1830 






Name 


OJ000208 03.0310.C17.o2. 


gs 


Method 


GENSCAN 






Start 


1502 




End 


1830 






GI 


none 




Score 


.72 • 






Exons 


1502. .1560, 1758. .1830 












Seq. No. 


39515 




Seq. ID 


OJ000208 


_03.0310 


-C18 



39418 






Gene No. 


81655 




Strand 








Start 


273 




End 


988 






Name 


OJ000208_03. 0310 .CI 8 . ol , 


.gs 


Method 


GENSCAN 






Start 


273 




End 


988 






GI 


none 




Score 


. 4 






Exons 


273 . . 304 , 943 . . 988 












Seq. No. 


39516 




Seq. ID 


OJ000208_ 


_03.0310.C19 




Gene No. 


81656 




Strand 


+ 






Start 


200 




End 


O f A 

360 






Name 


OJ000208 03. 0310. CI 9. ol, 


.gs 


Method 


GENSCAN 






Start 


200 




End 


360 






GI 


none 




Score 


. 65 






Exons ' 


200 . . 360 












Seq. No. 


39517 




Seq. ID 


OJ000208 


_03.0310.C20 




Gene No. 


81657 




Strand 


+ 






Start 


680 




End 


O O C\ 

o_U 






Name 


OJ000208_03 . 0310 . C20 . ol 


.gs 


Method 


n XT f» /"» TV XT 

GENSCAN 






Start 


680 




End 


O A t~\ 

820 






GI 


none 




Score 


. 92 






Exons 


680 . . 688, 767 . . 820 










- ex 
: : 


Seq. No. 


39518 




Seq. ID 


OJ000208 


_03.0310.C21 


w 


Gene No. 


81658 




Strand 


+ 




r r§ 


Start 


1206 




End ' 


2851 




§ LJ 


Name 


OJ000208 03.0310.C21.ol 


.gs 


Method 


GENSCAN 




f 1 


Start 


1206 




End 


2851 




i : E 


GI 


none 




- Score 


. 94 






Exons 


1206. .1343, 1537. .1705, 


1851 . 


.2128, 2209. .2851 




~= 

ru 


Seq. No. 


39518 




Seq. ID 


OJ000208 


03 . 0310 . C21 




Gene No. 


81658 




Strand 


+ 






Start 


1206 




End 


2851 






Name 


OJ000208 03.0310.C21.ol 


. np , 


Method 


AAT/NAP 






Start 


1517 




End 


2796 




- ? r 


GI 


5903051 




Score 


667 






Exons 


1517. .1705, 1851. .2128, 


2209, 


,.2796 






t "i 


GI Descrip. 


(AC008016) Contains PF | 00069 


Eukaryotic protein 


kinase domain 




ESTs gb|W43822, gb|T20475 and gb|AA586152 come 


from this gene 






[Arabidopsis thaliana] 












Seq. No. 


39518 




Seq. ID 


OJ000208 


AO A O 1 A P01 

03 . 0310 . C21 




Gene no m 


81658 




Strand 


+ 






Start 


1206 




End 


2851 






Name 


OJ000208 03.0310.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1559 




End 


2707 






GI 


none 




Score 


141 






Exons 


1559. . 1708, 1848 . .2036, 


1850. 


..2017,. 2076.. 2165, 


2210 . . 24 88 , 






2212. .2487, 2501. .2707, 


2518. 


. .2688 








Seq. No. 


39518 




Seq.. ID 


OJ000208 


_03.0310.C21 




Gene No. 


81658 




Strand 


+ 






Start 


1206 




End 


2851 






Name 


OJ000208 03.0310.C21.ol 


.tc ' 


Method 


TBLASTX: 


Cress 




Start 


1589 




End 


2677 






GI 


none 




Score 


77 





39419 



Exons 


1589 . . 1684 , 


1845 . 


. 2033, 


2073 . 


.2129, 2219. .2335, 2339. .2548, 




a o c a oc c n 

2350 . . 2559 , 


0 c 0 1 

2531 . 


. Zb 1 1 








Seq. No. 


39518 








Seq. ID 


OJ000208_03.0310.C21 


Gene No. 


81658 








Strand 


+ 


Start 


1206 








End 


2851 


Name" • 


OJ000208 03, 


A "O 1 A 

, 0310 . 


C21 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1595 








End 


2721 


GI 


none 








Score 


78 


Exons 


1595 . . 1708 , 


1851 . 


. 2036, 


207 6 . 


.2129, 2210. .2536, 2305. .2481, 




A d O Vl A T 1 O 

2534 . .2/13, 


A C A O 

254 0 . 


A T O 1 

.2/21 








Seq. No. 


39518 








beq. ID 


(JJUUU2Uo U3.UJ1U.L2I 


Gene No. 


81658 








Strand 


+ 


Start 


1206 








End 


2oo 1 


Name 


/"vtAAAAAO AO 

OJQ0020o 03, 


A O T A 

, 0310 . 


C21 . ol 


. tw 


Method 


1 BlAoIa: wneat 


Start 


207 6 










z h 1 y 


GI 


none 








Score 


0 / 


Exons 


20 lb . . 21oo , 


A A 1 A 

221U . 


.24 / y , 


222 / . 


.2478 " 




Seq. No. 


39519 








Seq. ID 


OJ000208_03.0310.C22 


Gene No. 


81659 








Strand 


+ 


Start 


5310 








End 


7025 


Name 


OJ000208_03 . 


. 0310 . 


C22 . o2 


. gs 


Method 


GEN SCAN 


Start 


5310 








End 


7025 


GI 


none 








Score 


.51 


Exons 


5310 . . 5432 , 


6927 . 


1 A A C 

.7025 








Seq. No. 


39519 








Seq. ID 


OJ000208_03.0310.C22 


Gene No. 


81660 








Strand 


+ 


Start 


8286 








End 


10428 


Name 


OJ00020o 03. 


A O 1 A 

. 0310 . 


C22 . o3 


. gs 


Method 


GEN SCAN 


Start 


8286 








End 


10428 


GI 


none 








Score 


.88 


Exons 


8286. . 8347, 


8610 . 


.8639, 


8955 . 


.9110, 9271. .9375, 9425.. 9951, 




10028 . . 1042t 












Seq. No. 


O A C 1 A 








Seq. ID 


OJ000208_03.0310.C22 


Gene No. 


81660 








Strand 


+ 


Start 


8286 








End 


10428 


Name 


OJ000208 03, 


.0310. 


C22.ol 


. np 


Method 


AAT/NAP 


Start 


9309 








End 


10425 


GI 


7486031 








Score 


406 


Exons 


9309. . 9470, 


9540. 


. 9649, 


9686. 


.9951, 10010. .10425 



GI Descrip. hypothetical protein F23E13.150 - Arabidopsis thaliana 
gi| 2961385 | emb | CAA18132 . 1 | (AL022141) putative protein 
[Arabidopsis thaliana] gi I 727057 9 | emb I CAB80297 . 1 1 (AL161589) 
putative protein [Arabidopsis thaliana] 



Seq. No. 39519 Seq. ID OJ000208_ 

Gene No. 81660 Strand + 

Start 8286 End 10428 

Name OJ000208_03 . 0310 . C22 . ol . gp Method AAT/GAP 

Start 9891 End 10285 

GI ' 72794_1.R1084 Score 578 

Exons 9891.. 9951, 10028.. 10285 
GI Descrip.' ' 4 929803/gb | AAD34 162 . 1 | AF152555 



03.0310.C22 



1 1.0e-13 (AF152555) putative 



39420 




zinc finger protein SHI [Arabidopsis thaliana] 1 



Seq. No. 


39519 






Seq. ID 


OJ000208_03 .0310 


. C22 


Gene No. 


81661 






Strand 






Start 


2991 






End 


4577 




Name 


OJ000208_03 


. 0310 .C22 ,ol 


.gs 


Method 


GENSCAN 




Start 


2991 






End 


4577 




GI 


none 






Score 


. 74 




Exons 


2991 . . 3113, 


4127 . .4339, 


4428 


. . 4577 






Seq. No. 


39519 






Seq. ID 


OJ000208_03.0310 


.C22 


Gene No. 


81662 






Strand 






Start 


9686 






End 


9806 




Name 


OJ000208 03 


.0310.C22.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


9686 






End 


9806 




GI 


4301121 






Score 


71 




Exons 


9686. . 9802, 


9686 . .9805, 


9690 


. .9806 






GI Descrip. 


882341 3.0e 


-21 (U24702) 


LRP1 


[Arabidopsis thaliana] 




Seq. No. 


39519 






Seq. ID 


OJ000208_03.0310 


. C22 


Gene No. 


81662 






Strand 






Start 


9686 






End 


9806 




Name 


OJ000208_03 


.0310.C22.ol 


. tc 


Method . 


TBLASTX: Cress 




Start 


9687 






End 


9806 




GI 


none 






Score 


199 




Exons 


9687. .9806, 


9689. .9805 










Seq. No. 


39519 






Seq. ID 


OJ000208_03.0310 


.C22 


Gene No. 


81663 






Strand 






Start 


10320 






End 


10605 




Name 


OJ000208 03 


.0310.C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


10320 






End 


10605 




GI 


none 






Score 


189 




Exons 


10320. .10358, 10321. .10458, 


104 04 . .10457, 10531. . 10605 




Seq. No. 


39520 






Seq. ID 


OJ000208_03.0310 


.C23 


Gene No. 


81664 






Strand 


+ 




Start 


1 






End 


•1307 " 




Name 


OJ000208 03 


.0310.C23.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1307 




GI 


7340909 






Score 


267 




Exons 


1..46, 623. 


.1026, 1222. 


.1307 








GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


39520 






Seq. ID 


OJ000208_03.0310 


. C23 


Gene No. 


81665 






Strand 






Start 


798 






End 


1167 




Name 


OJ000208 03 


.0310.C23.ol 


.gs 


Method 


GENSCAN 




Start 


798 






End 


1167 




GI 


none 






Score 


.42 




Exons 


798. . 1167 












Seq. No. 


39521 






Seq. ID 


OJ000208_03.0310 


C26 


Gene No. 


81666 






Strand 


+ 




Start 


428 






End 


5435 




Name 


OJ000208 03 


.0310.C26.ol 


.gs 


Method 


GENSCAN 




Start 


428 






End 


5401 





39421 



GI 

Exons 



none Score .83. 

428.-649, 1142. .1314, 1391. .1458, 2127. .2238, 3666. .3861, 
.3967. .4314, 5066. .5401 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_03.0310.C26 
+ 

5435 
AAT/GAP 
4237 
1168 , 



39521 Seq. ID 

81666 Strand 
428 End 
OJ000208JD3.0310.C26.ol .gp Method 
3484 End 
22860_1.R1084 Score 
3484. .3861, 3967. .4237 

1 500252 6 /emb | CAB4 4 329. 1 | 1.0e-13 (AL078606) putative protein 
[Arabidopsis thaliana] 1 

39521 Seq. ID OJ000208_03 . 0310 . C26 

81666 Strand + 

428 End 5435 

OJ000208JD3. 0310.C26.ol.np Method AAT/NAP 
3724 End 5435 

7486565 Score 650 

3724. .3863, 3969. .4314, 5066. .5248, 5300. .5435 
hypothetical protein F7H19.100 - Arabidopsis thaliana 
gi|3292817|emb|CAA19807.1| (AL031018) hypothetical protein 
[Arabidopsis thaliana] gi | 7269139 | emb | CAB79247 . 1| (AL161558) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


39521 






Seq. ID 


OJ000208_03. 


0310 


.C26 




Gene No. 


81667 






Strand 


+ 






s . z 


Start 


7575 






End 


10163 








Name 


OJ000208 03 


.0310. 


C26.o2.gs 


Method 


GEN SCAN 








Start 


7575 






End 


10006 








GI 


none 






Score 


.58 








Exons 


7575. .7660, 


7848. 


.8083, 8698. 


.8723, 9223. .9433, 9522. .9562, 


id 




9672. .10006 
















Seq. No. 


39521 






Seq. ID 


OJ000208_03. 


0310 


.C26 


? ^ 


Gene No. 


81667 






Strand 


+ 








Start 


7575 






End 


10163 ' 








Name 


OJ000208 03 


.0310. 


C26.o4.gp 


Method 


AAT/GAP 






u 


Start 


7808 






End 


8833 








GI 


3090465 






Score 


567 








Exons 


7808. .8083, 


8698. 


.8723, 8807. 


.8833 










Seq. No. 


39521 






Seq. ID 


OJ000208_03. 


0310 


.C26 




Gene No. 


81667 






Strand 


+ 








Start 


7575 






End 


10163 








Name 


OJ000208 03 


.0310. 


C26.o2.np 


Method 


AAT/NAP 








Start 


9238 






End 


10163 








GI 


7271113 






Score 


454 








Exons 


9238. .9427, 


9534. 


.9562, 9672. 


.10006, 


10100. .10163 








GI Descrip. 


(AJ276420) 


68 kDa 


> protein [Cicer arietinum] 








Seq. No. 


39521 






Seq. ID 


OJ000208JD3. 


0310 


.C26 




Gene No. 


81667 






.Strand 


+ 








Start 


7575 






End 


10163 








Name 


OJ000208 03 


.0310. 


C26.o5.gp 


Method 


AAT/GAP 








Start 


9512 






End 


10163 







39422 




GI 


26315 1.R1084 






Score 


739 


Exons 


9512. . 9562, 


9672. 


.10006, 


10100 


i. .10163 




GI Descrip. 


1 4539335/emb 


ICAB37483.il 


1 . Oe- 


■34 (AL035539) putative proteir 




[Arabidopsis 


thaliana] 1 








Seq. No. 


39521 








Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81668 








Strand 




Start 


5563 








End 


5826 


Name 


OJ000208_03. 


0310. 


C26.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3958 








End 


5392 


GI 


none 








Score 


126 


Exons 


3958 . . 4047, 


3960. 


.4046, 


4011 . . 


4250, 4012. .4317, 5065. .5187, 




5066. . 5200, 


5294. 


.5392 








Seq. No. 


39521 








Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81668 








Strand 




Start 


5563 








End 


5826 


Name 


OJ000208_03 . 


0310. 


C26.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4068 








End 


4325 


GI 


none 








Score 


401 


Exons 


4068 . . 4250, 


4081. 


.4323, 




4325 




Seq. No. 


39521 








Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81668 








Strand 




Start 


5563 








End - 


.5826 


Name 


OJ000208 03. 


0310. 


C26.o2. 


tc 


Method, 


TBLASTX: Cress 


Start 


4138 








End ■ 


5197 


GI 


none 








Score 


258 


Exons 


4138 . . 4317, 


4146. 


, . 4316, 


5065 . . 


5187, 5066. .5197 


Seq. No. 


39521 








Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81668 








Strand 




Start 


5563 








End 


5826 


Name 


OJ000208_03. 


0310. 


,C26.o3. 


tm 


Method 


. TBLASTX: Maize 


Start 


5060 








End 


5206 


GI 


none 








Score 


211 


Exons 


5060 . . 5206, 


5066. 


, .5200 








Seq. No. 


39521 








Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81668 








Strand 




Start 


5563 








End 


5826 


Name 


OJ000208 03. 


0310. 


/C26.o2. 


gp 


Method 


AAT/GAP 


Start 


5563 








End 


5826 


GI 


none 








Score 


480 


Exons 


5563. . 5826 












Seq. No. 


39521 








Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81669 








Strand 




Start 


9290 








End 


10163 


Name 


OJ000208 03. 


0310, 


.C26.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9290 








End 


10163 


GI 


none 








Score 


64 


Exons 


9290. . 9337, 


9292, 


. .9336, 


9331. . 


,9399, 9347.. 9394, 9499.. 9573, 




9524. .9562, 


9701. 


. .10006, 


9702, 


, .10004, 


10097. .10156, 10098. .: 


Seq. No. 


39521 








Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81669 








Strand 





39423 




Start 


9290 




End 


10163 


Name 


OJ000208 03.0310.C26.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


9701 




End 


10163 


GI 


none 




Score 


250 


Exons 


9701. .9886, 9702. .9890, 


9708. 


.9890, 9897.. 10001, 9950.. 9997, 




10087. .10161, 10094. .10162, 10110. .10163 


Seq. No. 


39521 




Seq. ID 


OJ000208_03.0310.C26 


Gene No. 


81669 




Strand 




Start 


9290 




End 


10163 


Name 


OJ000208 03.0310.C26.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


9759 




End 


10163 


GI 


none 




Score 


328 ' 


Exons 


9759. .9998, 9762. . 9998, 


10098 


. .10163 




Seq. No. 


39522 




Seq. ID 


OJ000208_03.0310.C27 


Gene No. 


81670 




Strand 


+ 


Start 


1 




End 


386 


Name 


OJ000208 03.0310.C27.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


386 


GI 


7271113 




Score 


429 


Exons 


1. .386 








GI Descrip. 


(AJ276420) 68 kDa protein [Cicer arietinum] 


Seq. No. 


39522 




Seq. ID 


OJ000208_03. 0310.C27 


Gene No. 


81670 




Strand 


+ 


Start 


1 




End 


386 


Name 


OJ000208 03.0310.C27.ol 


.gs 


Method 


GEN SCAN 


Start 


2 




End 


383 


GI 


none 




Score 


.84 


Exons 


2. .4, 108. .383 








Seq. No. 


39522 




Seq. ID 


OJ000208_03.0310.C27 


Gene No. 


81670 




Strand 


+ 


Start 


1 




End 


386 


Name 


OJ000208 03.0310.C27.ol 


.gp 


Method 


AAT/GAP 


Start 


108.. 




End 


176 


GI 


LlB34'34-04 5-Pl-Kl-B5 




Score 


122 


Exons 


108. .176 








GI Descrip. 


'4 539335/emb|CAB37483. 1 


I l.Oe 


-49 (AL035539) putative protein 




[Arabidopsis thaliana] * 








Seq. No. 


39522 




Seq. ID 


OJ000208_03.0310.C27 


Gene No. 


81671 




Strand 




Start 


120 




End 


794 


Name 


OJ000208 03.0310.C27.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


86 




End 


371 


GI 


none 




Score 


115 


Exons 


86. .346, 108. .371, 122. 


. 331 






Seq. No. 


39522 




Seq. ID 


OJ000208_03.0310.C27 


Gene No. 


81671 




Strand 




Start 


120 




End 


794 


Name 


OJ000208 03.0310.C27.ol 


. tm 


Method 


TBLASTX: Maize ■ 


Start 


107 




End 


386 


GI 


none 




Score 


321 


Exons 


107. .385, 108. .386, 119 


. .385 







39424 




Seq. No. 


39522 


Seq. ID 


OJ000208_03.0310.C27 


Gene No. 


81671 


otrana 




Start 


120 


bna 


/ y *± 


Name 


OJ000208 0 3 . 0310 . CZ f . Ol . ts 


Method 


i d1i/\o i a . ooyoean 


Start 


108 


hna 


3/1 


GI 


none 


Score 




Exons 


10o..3/l, lib. .334, lOO. .344, 


1 O / . . O 4 D 




Seq. No. 


"5 t~\ c 0 0 

39522 


Seq. ID 


OJ000208_03.0310.C27 


Gene No. 


81671 


Strand 




Start 


120 


End 


794 


Name 


OJOOUzUo Uo . U 31U . / . oz . gp 


Method 


AAT/GAP 


Start 


120 


End 


794 


GI 


38012 1.R1084 


Score 


1193 


Exons 


120 . . 794 






GI Descrip. 


4 u y / y 4 / / go i u / zzoo \ uou / zzoo z 


. Oe-23 Oryza sativa 


beta-1 / 3-glucanase precursor 


(Gns9) gene, complete cds 1 


Seq. No. 


39522 


Seq. ID 


OJ000208_03.0310.C27 


Gene No. 


8 167 1 


Strand 




Start 


120 


End 


794 


Name 


OJ000208 03 . 0310 . Cz / . ol . tw 


Method 


TBLASTX: Wheat 


Start 


150 


End 


377 


GI 


none 


Score 


298 


Exons 


150. .377, 162. .374, 173. .376 






Seq. No. 


39523 


Seq. ID 


OJ000208_03.0310.C28 


Gene No. 


81672 


Strand 


+ 


Start 


92 


End 


2673 


Name 


OJ000208 03.0310.C28.ol.gs 


Method 


GEN SCAN 


Start 


92 


End 


2498 


GI 


none 


Score 


.84 


Exons 


92. .375, 1025. .1050, 1546. .1735, 1802. 


.1875, 2212. .2306, 




2381. .2498 






Setp. No. 


39523 


Seq. ID 


OJ000208_03.0310.C28 


Gene No. 


81672 


Strand 


+ 


Start 


92 


End 


2673 


Name 


OJ000208 03.0310.C28.ol.np 


Method 


AAT/NAP 


Start 


454 


End 


2673 


GI 


6850880 


Score 


727 


Exons 


454. .487, 1083. .1189, 1546. .1746, 1953 


..2306, 2381.. 2673 


GI Descrip. 


(AL137898) putative protein [Arabidopsis thaliana] 


Seq. No. 


39523 


Seq. ID 


OJ000208_03.0310.C28 


Gene No. 


81672 


Strand 


+ 


Start 


92 


End 


2673 


Name 


OJ000208 03.0310.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


1613 


End 


2673 


GI 


none 


Score 


64 


Exons 


1613. .1660, 1615. .1659, 1802. 


.1876, 18 


12. .1886, 1978. .2019, 




2002. .2091, 2021. .2080, 2028. 


.2123, 2079.. 2303, 2079.. 2306, 




2080. .2304, 2367. .2672, 2378. 


.2671, 2379.. 2672, 2383.. 2673 


Seq. No. 


39523 


Seq. ID 


OJ000208_03.0310.C28 


Gene No. 


81672 


Strand 


+ 



39425 




Start 


92 




End 


2673 




Name 


OJ000208 03. 


0310.C28.ol.gp 


Method 


AAT/GAP 




Start 


1821 




End 


2637 




GI 


26315 1.R1084 


Score 


1182 




Exons 


1821. .1875, 


1980. .2306, 2381. 


.2637 






GI Descrip. 


, 4539335/emb 


ICAB37483.il 1 . Oe 


-34 (AL035539) putative protei 


[Arabi clops is 


thaliana] 1 








Seq. No. 


39523 




Seq. ID 


OJ000208 


03 . 0310 . Czo 


Gene No. 


81672 




Strand 


+ 




Start 


92 




End 


2673 




Name 


OJ000208_03. 


0310.C28.ol. ts 


Method 


TBLASTX : 


Soybean 


Start 


2002 




End 


2672 




GI 


none 




Score 


68 




Exons 


2002. .2091, 


2021. .2080, 2079. 


.2186, 20$ 


30. .2190, 


zUyo . . I iyu , 




2100. .2198, 


2197. .2301, 2250. 


.2297, 2368.-2655, 


2371 . . 2598 , 




2372. . 2671, 


2375 . . 2608 , 237 6 . 


.2672, 2391. .2672 




Seq. No. 


39523 




Seq. ID 


OJ000208 


03.0310.Czo 


Gene No. 


81672 




Strand 


+ 




Start 


92 




End 


2673 




Name 


OJ000208 03. 


0310.C28.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


2079 




End 


2642 




GI 


none 




Score" 


296 




Exons 


2079. .2297, 


2080.. 2298, 2375. 


.2524, 2379. .2549, 


2580 . .2642 


Seq. No. 


39524 




Seq. ID 


OJ000118 


04 . 0310 .CI 


Gene No. 


81673 




Strand 


+ 




Start - 


1 




End 


1319 




Name 


OJ000118 04. 


0310.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1319 




GI 


7228450 




Score 


204 




Exons 


1..70, 756.. 


841, 981. .1100, 1204. .1319 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39525 




Seq. ID 


OJ000118 


04 . 0310 . C2 


Gene No. 


81674 




Strand 


+ 




Start 


5118 




End 


10356 




Name 


OJ000118 04. 


0310.C2.o3.gs 


Method 


GENSCAN 




Start 


5118 




End 


10356 




GI 


none 




Score 


.66 




Exons 


5118. .5953, 


5959. .6385, 7025. 


.7270, 7316. .7413, 


7544 . . /oz4 , 




7893. .7982, 


8254. .8460, 9068. 


.9276, 9304.. 9445, 


9542 . . 9657 , 




9786. .9930, 


10226. .10356 








Seq. No. 


39525 




Seq. ID 


OJ000118 


_04 .0310.C2 


Gene No. 


81675 




Strand 






Start 


3126 




End 


4454 




Name 


OJ000118 04. 


0310.C2.o2.gs 


Method 


GENSCAN 




Start 


3126 




End 


4454 




GI 


none 




Score 


.77 




Exons 


3126. .3366, 


3922. .4454 








Seq. No. 


39525 




Seq. ID 


OJ000118 


_04 .0310.C2 


Gene No. 


81676 




Strand 






Start 


13818 




End 


23200 




Name 


OJ000118 04. 


0310.C2.o4.gs 


Method 


GENSCAN 





39426 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13818 

none 

13818. 

18956. 

21733. 



End 23167 
Score .41 

,14004, 14217. .14276, 15161 .. 16391, 16520. 

.19079, 19295. .19477, 19690 .. 19708 , 20623. 

.21843, 22570. .22614, 23047. .23167 



,18863, 
,20766, 



Seq. ID 
Strand 
End- 
Method 
End 
Score 



OJ000118 04. 0310. C2 



39525 
81676 
13818 

OJ000118_04 .0310.C2.ol.np 
15160 
6539553 
15160. .19063 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



23200 
AAT/NAP 
19063 
6483 



Seq. No. 


39525 




Seq. ID 


OJ000118_04 .0310, 


CO 


Gene No. 


81676 




Strand 






Start 


13818 




End 


23200 




Name 


OJ000118 04. 0310. C2. 


o2 .np 


Method 


AAT/NAP 




Start 


15270 




End 


23200 




GI 


6815052 




Score 


529 




Exons 


15270. .15321, 20893. 


.20985, 


22092. .22191, 224 94 . .22614, 






22892. .22965, 23047. 


.23200 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39525 




Seq. ID 


OJ000118_04 .0310 


.C2 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


OJ000118 04. 0310. C2. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


12878 




End 


17774 




GI 


none 




Score 


84 




Exons 


12878. .12943, 13301. 


.13366, 


17388. .17 636, 17 625. .17774 




Seq. No.. 


39525 ' 




Seq. ID 


OJ000118_04 .0310 


.C2 


Gene No. 


' 81677 




Strand 






Start 


24386 




End 


25636 




Name 


OJ000118 04. 0310. C2. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


15296 




End 


15772 




GI 


none 




Score 


340 




Exons 


15296. .15682, 15297. 


.15680, 


15364. .15681, 15697 .. 1577 1 , 






15699. .15770, 15701. 


.15772 








Seq. No. 


39525 




Seq. ID 


OJ000118_04.0310 


.C2 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


OJ000118 04. 0310. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15424 




End 


15765 




GI 


none 




Score 


87 




Exons 


15424. .15633, 15445. 


. .15633, 


15652. .157 65, 15659. .15739 




Seq. No. 


39525 




Seq. ID 


OJ000118_04.0310 


.C2 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


OJ000118 04. 0310. C2, 


, o4 . tm 


Method 


TBLASTX: Maize 





39427 




Start 


15628 




End 


15967 




GI 


none 




Score 


239 




Exons 


15628 . . 15966, 15629. 


. 15967 








Seq. No. 


39525 




Seq. ID 


OJ000118_04.0310 


-C2 


Gene No. 


81677 




Strand ■ 






Start 


24386 




End 


25636' 




Name 


OJ000118 04. 0310. C2. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


15778 




End 


16125 




GI 


none. 




Score 


133 




Exons 


157/8.. IblZZ, lo/ /y. 


1 C 1 ft *3 

. lolzo, 


15904 . .16125 




Seq. No. 


39525 




Seq. ID 


OJ000118_04.0310 


.C2 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


OJ000118_04 . 0310 . C2 . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15976 




End 


16494 




GI 


none 




Score 


90 




Exons 


1597 6 . . loloz , lol//. 


.164 94, 


16201.. 16374 




Seq. No. 


39525 - 




Seq. ID 


OJ000118J34.0310 


.C2 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


OJ000118 04 . 0310 .C2 . 


o2 . tm 


Method 


TBLASTX : Maize ■ 




Start 


16057 




End 


16503 




GI 


none 




Score 


85 




Exons 


16057 . .16503, 16204 . 


. 16386 








Seq. No. 


39525 




Seq. ID 


OJ000118JD4.0310 


. 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


j-v ^ rt rt rt -t *1 rt A Jl rt "~S 1 rt S~*% rt; 

OJ000118_04 . 0310 . C2 . 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


16192 




End 


16655 




GI 


^ ^ rt rt rt /"\ 

5509260 




Score 


57 




Exons 


16192 . . 16494, 16211 . 


. 16264, 


16343. .16438, 16530.. 16655 




GI Descrip. 












Seq. No. 


39525 




Seq. ID 


OJ000118_04.0310 


.C2 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


y\ -t rt rt rt n -1 rt rt ji rt rt i rt 

OJ000118 04. 0310. C2. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


16303 




End. 


16562 




GI 


none 




Score 


62 




Exons 


16303 .. 16509, 16515, 


. 1 6562 








Seq. No. 


39525 




Seq. ID 


OJ000118_04 .0310 


. cz 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 




Name 


t rt rt rt -i ^ rt /*\ a rt rt -i rt rt 

OJ000118 04. 0310. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16575 




End 


17322 




GI 


none 




Score 


194 




Exons 


16575. .16784, 16576. 


.16734, 


16592. .16822, 16595. .16768, 






16843. .17322, 16881. 


.17321 








Seq. No. 


39525 




Seq. ID 


OJ000118_04 .0310 


,C2 


Gene No. 


81677 




Strand 






Start 


24386 




End 


25636 





39428 



Name 

Start 

GI 

Exons 



OJ000118_04 . 0310 .C2.o5.tm Method 
16972 End 
none Score 



TBLASTX: Maize 

17543 

72 



16972. .17145, 16980 17147, 17172 17543/ 17200 .. 17385 



Seq. No. 


39525 






Seq. ID 


OJ000118_04.0310 


. C2 


Gene No. 


81677 






Strand 






btart 


24386 






End 


25636 




Name 


OJ000118 04. 0310. C2. 




Method 


TBLASTX : Soybean 




Start 


16980 






End 


17378 




GI 


none 






Score 


46 




Exons 


16980. 


.17153, 17107. 


1 7 1 SI 


17154. .17378, 17 158 .. 17292 , 






17199. 


.17363, 17332. 


■ X / J / u 








Seq. No-. 


39525 






q or( t n 
oeq . x jj 


UuUUUllO U *i • U JlU 


. C2 


Gene No . 


81677 






o urana 






Start 


24386 






Hjnu. 


ZjOjD 




Name 


OJ000118 04. 0310. C2. 


o5 . tw 


fuT/-\ +— y\ s~\ 

LYie LflOQ 


qpnT 7\ QTY • TaTHos +■ 

i oxxrio l a . i/vneat 




Start 


17328 






End 


•17669 




GI 


none 






Score 


72 




Exons 


17328. 


.17669, 17343. 


. X 1 JJ / 








Seq. No. 


39525 






Seq. ID 


OJ000118_04.0310 


CO 


Gene No . 


81677 






Strand 






Start 


24386 






End 


25636 




Name 


OJ000118 04. 0310. C2. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


17801 






End 


18123 




GI 


none 






Score 


357 




Exons 


17801. 


.18103, 17802. 


. X 0 X X D , 


17803. .18 


D96, 17959.. 18123 




Seq. No. 


39525 






Seq. ID 


OJ000118_04 .0310 


CO 


Gene No. 


81677 






Strand 






Of 2 

oT-arr. 


24386 






End 


25636 




Name 


OJ000118 04. 0310. C2. 


o j . tm 


Method 


TBLASTX: Maize 




Start 


18622 






End 


18934 




GI 


none 






Score 


249 




Exons 


18622. 


.18855, 18624. 


.18860, 


18 626. .188 68, 18 627. .188 60, 






18857. 


.18934, 18877. 


1 ft Q 0 4 

. X O Z* *i 








oeq. no. 


39525 






Seq. ID 


OJ000118_04.0310 


. C2 


Gene No. 


81677 






Strand 






O -y--t- 

otart 


24386 






End 


25636 




Name 


OJ000118 04. 0310. C2. 




Method 


TBLASTX: Wheat 




Start 


18774 






End 


•19116 




GI 


none 






Score 


89 






18774. 


.18860, 18780. 


. 18860, 


18854. .18919, 18855. .18905, 






18888. 


.19073, 18908. 


.19072, 


19078. .19116, 1907 9. .19114 




Seq. No. 


39525 






Seq. ID 


OJ000118_04.0310 


.C2 


Gene No. 


81677 






Strand 






Start 


24386 






End 


25636 




Name 


OJ000118 04. 0310. C2. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


20191 






End 


20482 




GI 


none 






Score 


74 




Exons 


20191. 


.20481, 20201. 


.20482 








Seq. No. 


39525 






Seq. ID 


OJ000118_04 .0310 


.C2 



39429 





Gene No. 


81677 


Strand 










Start 


24386 


End 


25636 








Name 


OJ000118_04 . 0310 . C2 . oo . gs 


Method 


GENSCAN 








Start 


24386 


End 


25636 








GI 


none 


Score 


.52 








Exons 


2438 6 .. 24451 , 24595 . . z4byy, 


25430.. 25636 








Seq. No. 


39526 


Seq. ID 


OJ000118_04. 


.0310. 


C3 




Gene No. 


81678 


Strand 


+ 








Start 


3525 


End 


4908 








Name 


OJ000118 04 .0310.C3.o2.gs 


Method 


GENSCAN 








Start 


3525 


End 


4908 








GI 


none 


Score 


.67 








Exons 


3525. .3630, 4108. .4223, 4272. .4463, 4651. .4908 








Seq. No. 


39526 


Seq. ID 


OJ000118_04 . 


• VJ O -L U ■ 






Gene No. 


81679 


Strand 


+ 








Start 


12476 


End 


13267 








Name 


OJ000118 04.0310.C3.ol.np 


Method 


AAT/NAP 








Start 


12476 


End 


13267 








GI 


6815052 


Score 


389 








Exons 


12476. .12643, 12791 .. 12865, 


13148. .13267 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


39526 


Seq. ID 


OJ000118_04 


. UjIU . 




Us 


Gene No. 


81680 


Strand 


+ 








Start 


13506 


End 


13750 








Name 


OJ000118 04 . 0310.C3.ol.gp 


Method 


AAT/GAP 








Start 


13506 


End 


13750 








GI 


44948 2.R1084 


Score 


419 








Exons 


13506. . 13750 










ru 


GI Descrip. 


'4 335715/gbl AAD17393 1 4 . 0e- 


36 (AC006248) putative 






s 


immediate-early salicylate- 


induced glucosyltransf erase 








[Arabidopsis thaliana] 1 












Seq. No. 


39526 


Seq. ID 


OJ000118_04 


.0310, 


.C3 




Gene No. 


81^81 


Strand 


+ 








Start 


17766 


End 


19455 








Name 


OJ000118 04 .0310.C3.o5.gs 


Method 


GENSCAN 






f "1 


Start 


17766 


End 


19455 








GI 


none 


Score 


.47 








Exons 


17766. . 17900, 19244.. 19455 












Seq. No. 


39526 


Seq. ID 


OJ000118_04 


.0310 


.C3 




Gene No. 


81682 


Strand 










Start 


292 


End 


2193 








Name 


■ OJ000118 04 .0310.C3.ol.gs 


Method 


GENSCAN 








Start 


292 


End 


2193 








GI 


none 


Score 


.51 








Exons 


292. .917, 1054. .1961, 1967. 


.2193 










Seq. No. 


39526 


Seq. ID 


OJ000118_04 


.0310 


.C3 




Gene No. 


81683 


Strand 










Start 


13111 


End 


21724 








Name 


OJ000118 04.0310.C3.ol.tc 


Method 


TBLASTX: Cress 






Start 


1574 


End 


1882 








GI 


none 


Score 


189 







39430 



Exons 



1574. .1882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39526 Seq. ID 

81683' Strand 

13111 End 

OJ000118_04 .0310.C3.ol.tw Method 

1601 End 

none Score 

1601. .1708, 1682. .1897, 1913. .1966 



39526 Seq. ID 

81683 Strand 
13111 End 21724 

OJ000118_04 .0310.C3.o4.gs Method GENSCAN 

13111 End 16725 

none Score .72 

13111. .13307, 14100. .14151, 1424 1 14357 , 14674 

15712. .15839, 15967 .. 16027 , 16657.. 16725 



OJ000118_04 .0310.C3 
21724 

TBLASTX: Wheat 

1966 ^ 

64 



OJ000118 04. 0310. C3 



,14715, 



39526 
81683 
13111 

OJ000118_04 .0310.C3.o2.np 

14100 

2626753 

14100. .14151, 14241. .14 357, 
15967. .16027, 20053 .. 20118 , 
21624.. 21724 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_04 .0310.C3 

21724 
AAT/NAP 
21724 
669 



14674. .14715, 15712 .. 15839, 
20197. .20304, 21394 .. 21501, 



GI Descrip. (AB008782) sulfate transporter [Arabidopsis thaliana] 



39526 
81683 
13111 

OJ000118_04 .0310.C3.ol.ts 
14101 
none 

14101. .14151, 14233. .14331, 14239 14319, 14256 
15703. .15840, 15703 .. 15843, 157 13 . . 1584 1 , 15965 
15966. .16028, 20017 .. 20118 , 20066 .. 20119, 20195 
20197. .20304 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 04. 0310. C3 



21724 

TBLASTX: Soybean 
20305 
106 

,14351, 
,16036, 
,20305, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



39526 
81683 
13111 

OJ000118_04 .0310.C3.o2.tc 
14101 
none 
14101. 
14256. 
15726. 
20017. 
21391. 



.14151, 14102. .14152, 

.14351, 14671. . 14718, 

.15842, 15734*. .15865, 

.20118, 20066. .20119, 

.21501, 21627.. 21692 



39526 
81683 
13111 

OJ000118 04 .0310.C3.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_04 .0310.C3 
21724 

TBLASTX: Cress 

21692 

70 



14239. .14322, 14242 .. 14316, 

15703. .1584 0, 15703. .1584 3, 

15965. .16036, 15966 .. 16034 , 

20195. .20305, 20197 .. 20304 , 



Seq. ID 

Strand 

End 

Method 



OJ000118_04 .0310.C3 
21724 

TBLASTX: Maize 



39431 



Start 
GI 

Exons 



14104 
none 

14104. .14169, 14104. .14163, 

14242. .14331, 14259 .. 14351, 

14671. .14718, 15703. .15837, 

15958. .16029,. 15965 .. 16036, 

20317*. .20118, 20054. .20119, 

20195. .20305, 20197 20304 , 

21459. .21539, 21 627 .. 21692, 



End 21692 

Score 4 6 
14239. .14331, 14240 .. 14323, 
14286; .14357, '14669. . 14716, 
15716. .15841, 15717.'. 15842, 
15966. .16028, 16050 16091, 
20066. .20161, 20067. .20123, 
21382. .21501, 21394. .21432, 
21637. .21690, 21642. .21692 



Seq. No. 


39526 


Seq. ID 


OJ000118_04.0310.C3 


Gene No. 


81683 


Strand 




Start 


13111 


End 


21724 


Name 


OJ000118 04.0310.C3.o2,gp 


Method 


AAT/GAP 


Start 


21422 


End 


21724 


GI 


61191 1.R1084 


Score 


226 


Exons 


21422. .21501, 21624. .21724 






GI Descrip. 


, 2626753/dbj IBAA23424 | 7.0e-34 


: (AB008782) sulfate transport* 




[Arabidopsis thaliana] ' 






Seq. No. 


39527 


Seq. ID 


OJ000118_04.0310.C4 


Gene No. 


81684 


Strand 




Start 


1 


End 


1985 


Name 


OJ000118 04.0310.C4 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1985 . 


GI 


2626753 


Score 


285 


Exons 


1. .49, .1619. .1820, 1920. .1985 






GI Descrip. 


(AB008782) sulfate transporter [Arabidopsis thaliana] 


Seq. No. 


39527 


Seq. ID 


OJ000118_04.0310.C4 


Gene No. 


81684 


Strand 




Start 


1 


End 


1985 


Name 


OJ000118 04.0310.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


35 


End 


318 


GI 


none 


Score 


168 


Exons 


35. .232, 43. .201, 244. .318 






Seq. No. 


39527 


Seq. ID 


OJ000118_04.0310.C4 


Gene No. 


81684 


Strand 




Start 


1 


End 


1985 


Name 


OJ000118 04.0310.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


1602 


End 


1978 


GI 


none 


Score 


184 


Exons 


1602. .1820, 1617. .1703, 1618.. 


,182i, 1618. .1818, 1749. .1820, 




1919. .1978, 1924. .1971 






Seq. No. 


39527 


Seq. ID 


OJ000118_04.0310.C4 


Gene No. 


81684 


Strand 




Start 


1 


End 


1985 


Name 


OJ000118 04.0310.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


1604 


End 


1984 


GI 


none 


Score 


90 


Exons 


1604. .1813, 1609. .1818, 1616., 


.1810, 1662. .1811, 1919. .1984, 




1930. .1968 






Seq. No. 


39527 


Seq. ID 


OJ000118_04.0310.C4 


Gene No. 


81684 


Strand 





39432 




Start 


1 




XT' —J 

hna 


1 QQC 

i y o o 






Name 


OJ000118 04 . 0310 . C4 . ol . 


gs 


Method 








Start 


1619 




End 


i Ton 

x 1 jU 






GI 


none 




Score 


.59 






Exons 


1619 . .1730 












Seq. No. 


39527 




Seq. ID 


OJ000118_ 


04 .0310 


.C4 


Gene No. 


81684 




Strand ' 








Start 


1 




End 


1985 






Name 


OJ000118_04 . 0310 . C4 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


1666 




End 


1966 






GI 


none 




Score 


95 






Exons 


1666. .1818, 1682. .1816, 


i ai n 

1919 


..1966, 1922. .1966 






Seq. No. 


39528 




Seq. ID 


OJ000118_ 


_04.0310 


.C5 


Gene No. 


81685 




Strand 


+ • 






Start 


795 




End 


1058 






Name 


OJ000118 04 . 0310 . Co . ol . 


gs 


Method 


GENSCAN 






Start 


795 




End 


1058 






GI 


none 




Score 


.69 






Exons 


795 . . 1058 












Seq. No. 


39528 




Seq. ID 


OJ000118_ 


_04.0310 




Gene No. 


81686 




Strand 


+ 






Start 


2193 




End 


6439 






Name 


OJ000118 04 . 0310 . C5 . o4 . 


np 


Method 


AAT/NAP 






Start 


2193 




End 


6436 






GI 


6815052 




Score 


393 






Exons 


2193. .2226, 5653. .5880, 


5962 


. . 6036, 6318. . 6436 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39528 




Seq. ID 


OJ000118_ 


_04.0310 


.C5 


Gene No. 


81686 




Strand 


+ 






Start 


2193 




End 


6439 






Name 


OJ000118 04 . 0310 . C5 . o3 . 


gs 


Method 


GENSCAN 






Start 


5727 




End 


6439 






GI 


none 




- Score 


.89 






Exons 


5727. .5oo0, Dolo..D4Jy 












Seq. No. 


39528 




Seq. ID 


OJ000118_ 


U4 . Uoiu 




Gene No. 


o loo / 




Strand 


+ 






Start 


10861 




End 


11496 






Name 


OJ000118_04 .0310.C5.o2. 


gp 


Method 


AAT/GAP 






Start 


10833 




End 


11484 






GI 


6_l .R1084 




Score 


1274 






Exons 


10833 .. 11484 












GI Descrip. 


1 3618318/dbj | BAA33205 | 


l.Oe- 


143 (AB001 


887) zinc 


finger 


prouein 




[Oryza sativa] ' 












Seq. No. 


39528 




Seq. ID 


OJ000118_ 


_04.0310 


PC. 


Gene No. 


81687 ■ 




Strand 


+ 






Start 


10861 




End 


11496 






Name 


OJ000118 04.0310.C5.o4. 


gs 


Method 


GENSCAN 






Start 


10861 




End 


11484 






GI 


none 




Score 


.53 






Exons 


10861. .11484 













39433 



Seq. No. 39528 

Gene No. 81687 

Start 10861 

Name OJ000118_04 . 0310 . C5 . o5 . np 

Start 10861 

GI 7489604 

Exons 10861.. 11496 

GI Descrip. zinc-finger protein S12569 



Seq. ID OJ000118_04 .0310.C5 

Strand + 

End 11496 

Method AAT/NAP 

End. 11496 

Score 1101 

rice gi|3618318|dbj IBAA33205.il 



(AB001887) zinc finger protein [Oryza sativ.a] 



Seq.. No. 39528 Seq. ID 

Gene. No. 81688 Strand 

Start 583 End 

Name OJ000118_04 . 0310 . C5 . o3 . np Method 

Start 583 End 

GI 4325354 Score 

Exons 583. .612, 3948. .4120, 4208. .4559 
GI Descrip. 



OJ000118_04 .0310.C5 

5898 
AAT/NAP 
4559 
138 



(AF128395) contains similarity to retrovirus-related 
polyproteins and to CCHC zinc finger protein (Pfam: PF00098, 
Score=16.3, E=0.051, E= 1) [Arabidopsis thaliana] 



Seq. No. 39528 Seq. ID 

Gene No. 81688 Strand 

Start 583 End 

Name OJ000118_04 . 0310 .C5.ol.np Method. 

Start 772 End 

GI 2626753 Score 

Exons 772.. 1102 

GI Descrip. (AB008782) sulfate transporter [Arabidopsis thaliana] 



OJ000118_04.0310.C5 

58 98 
AAT/NAP 
1102 
123 



Seq. No. 39528 

Gene No. 81688 

Start 583 

Name OJ000118_04 . 0310 .C5.ol.tm 

Start 791 

GI none 
Exons . 



Seq. ID OJ000118__04.0310.C5 
Strand 
End 

Method 
End 
Score 



5898 

TBLASTX: Maize 

1061 

162 



791. .955, 79'2.. 944, 924. . 1061, 938. .991 



Seq. No. 39528 Seq. ID 

Gene No. 81688 Strand 

Start 583 End 

Name OJ000118_04 . 0310 . C5 . ol . gp Method 

Start 841 End 

GI none Score 

Exons 841.. 1087, 1169.. 1364 



OJ000118_04.0310.C5 

5898 
AAT/GAP 
1364 
839 



Seq. No. 39528 
Gene No. 81688 
Start 583 

Name OJ000118_04 . 0310 . C5 . o2 . gs 

Start " 1158 
GI none 

Exons 1158. .1396, 1438.-. 1533, 1840. 

4336. .4583, 4926.-4975 



OJ000118_04 .0310.C5 

5898 
GENSCAN 
4975 
.47 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1950, 3848;. 3875, 4092. .4282, 



Seq. No. 
Gene No. 



39528 
81688 



Seq. ID 
Strand 



OJ000118 04. 0310. C5 



39434 



Start 583 End 5898 

Name OJ000118JD4 . 0310 . C5 . o2 . np Method AAT/NAP 

Start 3894 . • End 5898 

GI 7487463 Score 133 

Exons 3894.. 4294, 4328.. 4546, 5863.. 5898 

GI Descrip. hypothetical protein T27D20.19 - Arabidopsis thaliana 

gi I 3377854 | gb | AAC28236.il (AF076274) T27D20.19 gene product 
[Arabidopsis thaliana] gi | 7267180 | emb| CAB77892 . 1 | (AL161499) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


39529 








Seq. ID 


OJ000118 


_04 


.0310 


C6 


Gene No . 


Qi CQQ 

o i bo y 








Strand 


+ 








Start 


i 








End 


286 








Name 


(JJUUUllo U4 


.0310 


.C6.ol. 


np 


Method 


AAT/NAP 








Start 


1 








End 


286 








GI 


33425^7 








Score 


107 








Exons 


1 o o c 
1 . .ZOO 


















GI Descrip. 


(AF076485) 


defective in 


fruiting DifE 


[Myxococcus 


xanthus] 


Seq. No. 


jyozy 








Seq. ID 


OJ000118 


_04 


.0310 


,C6 


Gene No. 


O 1 f ft A 

81690 








Strand 


- 








Start 


106 








End 


401 








Name 


OJ000118_04 


.0310 


.C6.ol. 


gs 


Method 


GENSCAN 








Start 


106 








End . 


401 








GI 


none 








Score 


.71 . 








Exons 


106. .401 


















Seq'. No. 


jyoiU 








Seq. ID 


OJ000118 


_04 


.0310 


.C8 


Gene No. 


Ol r- ft 1 

oioyi 








Strand 


+ 








Start 


204 3 








End 


2756 








Name 


OTAA.A1 1 O ft A 

OJUUUllo U4 


.0310 


.C8.ol. 


gs 


Method 


GENSCAN 








Start 










End 


2756 








GI 


none 








Score 


.5 








Exons 


2043. .2192, 


2234 


. .2384, 


2644. 


.2756 










beq. No. 


O ft C Q ft 

j y o ju 








Seq. ID 


OJ000118 


_04 


.0310 


.C8 


Gene No . 


o 1 oy2 








Strand . 


+ 








Start 


j1 ft O £ 

4 yzb 








End 


5754 








Name 


UJ UUU1 lo U4 


.0310 


.C8.o3. 


gs 


Method 


GENSCAN 








Start 


4 yz o 








End 


5754 








GI 


none 








Score 


.57 








Exons 


4926. .4986, 


.5037 


. .5218, 


5557. 


.5754 










Seq. No. 


39530 








Seq. ID 


OJ000118 


_04 


.0310 


C8 


Gene No. 


81693 








Strand 


+ 








Start 


6411 








End 


6753 








Name 


OJ000118 04 


.0310 


,C8.o4. 


gs 


Method 


GENSCAN 








Start 


6411 








End 


6753 








GI 


none 








Score 


.53 








Exons 


6411. .6471, 


6476 


. . 6753 














Seq. No. 


39530 








Seq. ID 


OJ000118 


_04 


.0310 


C8 


Gene No. 


81694 








Strand 










Start 


3497 








End 


3990 








Name 


OJ000118 04 


.0310 


.C8.o2. 


gs 


Method 


GENSCAN 








Start 


3497 








End 


3990 








GI 


none 








Score 


.54 









39435 



Exons 


3497.. 3756/ 3879.. 3990 






Seq. No. 


39530 


Seq. ID 


OJ000118 04. 0310. C8 


Gene No. 


81695 


Strand 




Start 


4987 


End 


6820 


Name 


OJ000118 04.0310.C8.o2.np 


Method 


AAT/NAP 


Start 


4987 


End 


6820 


GI 


119714 


Score 


72 


Exons 


4987.. 5044, 6423.. 6820 






GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICJT GLYCOPROTEIN 




gi | 82169 | pir || S06733 hydroxyproline-rich glycoprotein precurso 




- common tobacco . gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 




1-620) [Nicotiana tabacum] 






Seq. No. 


39530 


Seq. ID 


OJ000118_04.0310.C8 


Gene No. 


81696 


Strand 




Start 


10539 


End 


11289 


Name 


OJ000118 04 . 0310 . C8 . o5 . gs ■ 


Method 


GENSCAN 


Start 


10539 


End 


11289 


GI 


none 


Score 


.68 


Exons 


1053 9. . 10697, 11182.. 112 89 






Seq. No. 


39531 


Seq. ID 


OJ000118__04 .0310. C9 


Gene No. 


81697 


Strand 


+ '• • 


Start 


94 


End 


838 


Name 


OJ000118 04.0310.C9.ol.gp 


Method 


AAT/GAP 


Start 


94 


End 


838 


GI 


6 1.R1084 


Score 


1380 


Exons 


-94. .838 






GI Descrip. 


'3618318/dbj |BAA33205| l.Oe- 


143 (AB001887) zinc finger protein 




[Oryza sativa] 1 






Seq. No. 


39531 


Seq. ID 


OJ000118_04.0310.C9 


Gene No. 


81697 


Strand 


+ 


Start 


94 


End 


838 


Name 


OJ000118 04.0310.C9.ol.np 


Method 


AAT/NAP' 


Start 


107 


End 


487 


GI 


7489604 


Score 


616 


Exons 


107. .487 






GI Descrip. 


zinc-finger protein S12569 - 


rice gi | 3618318 |dbj IBAA33205.il 




(AB001887) zinc finger protein [Oryza 


sativa] 


Seq. No. 


39531 


Seq. ID 


OJ000118_04.0310.C9 


Gene No. 


81697 


Strand ■ 


+ 


Start 


94 


End 


838 


Name 


OJ000118 04.0310.C9.ol.gs 


Method 


GENSCAN 


Start 


131 


End 


490 


GI 


none 


Score 


.72 


Exons 


131. .490 






Seq. No. 


39531 


Seq. ID 


OJ000118_04.0310.C9 


Gene No. 


81698 


Strand 


+ 


Start 


4670 


End 


7140 


Name 


OJ000118 04.0310.C9.o2.gs ' 


Method 


GENSCAN 


Start 


4670 


End 


7140 


GI 


none 


Score 


.49 


Exons 


4670.. 4718, 4969.. 5129, 6345 


..6418, 64 


41. .6611, 6930. .7140 



39436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39531 
81699 - 
8717 

OJ000118_04 .0310.C9.o3.gs 
8717 



Seq. ID 
Strand 
End ; 
Method 
End 

none Score 
8717. .9090, 9124. .9482, 9642. .9737, 9993. .10073, 10278 10423, 
10486. .10844, 10879 11170, 11375 .. 114 63, 11890 .. 11978, 
12877. .13099, 13188 13260, 14354 .. 14522, 16144 .. 16416, 
16592. .16988, 17 121 174 91 , 17506 .. 17 650, 18559 .. 18593, 
19404". .19819, 20393. .20429, 20722.. 21065 



OJ000118_04 .0310.C9 
+ 

21858 
GENS CAN 
21065 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39531 Seq. ID 

81699 Strand 

8717 End 

OJ000118_04 . 0310 . C9 . o2 . np Method 

8794 End 

4325357 Score 



OJ000118_04 .0310.C9 
+ 

21858 
AAT/NAP 
10937 
372 



8794. .9503, 10069 .. 10218, 10448. .10937 

(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



'it 


Seq. No. 


•39531 


Seq. ID 


OJ000118_04 .0310, 






Gene No. 


81699 


Strand 


+ 






Start 


8717 


End 


21858 






Name 


OJ000118 04.0310.C9.o3.np 


Method 


AAT/NAP 




; s 
— sr 


Start 


16465 


End 


21639 






GI 


4680183 


Score 


1025 






Exons 


16465. .16632, 16983 .. 17786, 


20639. .21639 




: Lz 


GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




? ™ 


Seq. No. 


39531 


Seq. ID 


OJ000118_04 .0310. 


.C9 




Gene No. 


81699 


Strand 


+ 






Start 


8717 • 


End 


21858 






Name ■ 


OJ000118 04 .0310.C9.o4 . gs 


Method 


GENSCAN 






Start 


21207 


End- 


21782 






GI 


none 


Score 


.7 






Exons 


21207. .21330, 21365 .. 21393, 


21540. .21782 






Seq. No,. 


39531 


Seq. ID 


OJ000118_04 .0310. 


.C9 




Gene No. 


81699 


Strand 


+ 






Start 


8717 


End 


21858 






Name 


OJ000118 04 .0310.C9.o4 .np 


Method 


AAT/NAP 






Start 


21627 


End 


21858 






GI 


4680180 


Score 


239 






Exons 


21627. .21858 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa ; 


subsp. indica] 






Seq. No. 


39531 


Seq. ID 


OJ000118_04 .0310. 


,C9 




Gene No. 


81700 


Strand 








Start 


17703 


End 


17982 






Name 


OJ000118 04.0310.C9.ol.ts 


Method 


TBLASTX: Soybean 






Start 


277 


End 


448 






GI 


none 


Score- 


114 






Exons 


277. .435, 286. .420, 350. .448 







39437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39531 

81700 Strand 

17703 End 

OJ0001L8_04 .0310.C9.o3. tw Method 

9023 End 

none Score 

9023.. 9139, 9155.. 9370, 17152.. 17331 

39531 Seq. ID 

81700 Strand 

17703 End 

OJ000118_04 .0'310.C9.ol.tc Method 

9170 End 

none Score 
9170. .9478 



Seq. ID OJ000118_04 .0310.C9 



17982 

TBLASTX: Wheat 

17331 

94 



OJ000118_04 .0310.C9 
17982 

TBLASTX: Cress 

9478 

190 



OJ000118 04. 0310. C9 



39531 Seq. ID 

81700 Strand 

17703 End 17982 

OJ000118_04 . 0310 . C9 . o2 . gp Method AAT/GAP 

17703 End . 17982 

61605_3.R1084 Score 392 
17703. .17982 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



39531 ■ Seq. ID 

81701 Strand 

21129 End 

OJ000118_04 . 0310.C9.o2.tw Method 

21129 End 

none Score 

21129. .21317, 21143. .21313 

39531 . Seq. ID 

81701 Strand 

21129 End 

OJ000118_04.0310.C9.ol.tm Method 

21144 End 

none Score 

21144 . .21449, 21146. .21439 

39531 - Seq. ID 

81701 Strand 

21129 End 

OJ000118_04. 0310.C9.ol.tw Method 

21318 End 

none Score 

21318. .21737, 21524. .21736 

39531 Seq. ID 

81701 Strand 

21129 End 

OJ000118_04 . 0310 . C9 . o2 . tm Method 

21477 End 

none Score 



OJ000118_04 .03-10. C9 
21859 

TBLASTX: Wheat 

21317 

240 



OJ000118_04 .0310.C9 
21859 

TBLASTX: Maize 

21449 

385 



OJ000118_04.0310.C9 
21859 

TBLASTX: Wheat 

21737 

399 



OJ000118_04 .0310.C9 
21859 

TBLASTX: Maize 

21859 

233 



39438 




Exons 


21477. .21779, 21 62 9 217 60, 21767. .21859 






Seq. No. 


39531 








Seq. ID 


OJ000118 


_04 .0310 


C9 


Gene No. 


81701 








Strand 








Start 


21129 








End 


21859 






Name 


OJ000118 04 


.0310. 


C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


21513 








End 


21746 






GI 


none 








Score 


191 






Exons 


21513. .21746, 21629. .21736 










Seq. No. 


39532 








Seq. ID 


OJ000118 


_04.0310 


C10 


Gene No. 


81702 








Strand 


+ 






Start _ 


7216 








End 


9922 






Name 


OJ000118 04 


.0310. 


C10.o2 


. gs 


Method 


GEN SCAN 






Start 


7216 








End 


9669 






GI 


none 








Score 


.72 






Exons 


7216. .7239, 


7662. 


.7856, 


7933. 


.8515, 8 


521. .8922, 


9248. . 9510, 




9571. .9669 
















Seq. No. 


39532 








Seq. ID 


OJ000118 


_04.0310 


.C10 


Gene No. 


81702 








Strand 


+ 






Start 


7216 








End 


9922 






Name 


OJ000118 04 


.0310. 


ClO.ol 


.np 


Method 


AAT/NAP 






Start 


7659 . 








End 


9922 






GI 


4680180 






r 


Score 


1681 






Exons 


7659. .8618, 


8658. 


.9922 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


39532 








Seq. ID 


OJ000118 


_04.0310 


.C10 


Gene No. 


81703 








Strand 








Start 


1509 








End 


6032 






Name 


OJ000118 04 


.0310. 


ClO.ol 


.gs 


Method 


GENSCAN 






Start 


1509 








End 


6032 






GI 


none 








Score 


.7 






Exons 


1509. .1676, 


1769. 


.1887, 


1916. 


.2024, 2703. .2850, 


3267. .3443, 




3571. .3884, 


3890. 


.4030, 


4054 . 


.4513, 4541. .4637, 


4677. .4932, 




4974. .6032 
















Seq. No. 


39532 








Seq. ID 


OJ000118 


_04.0310 


.C10 


Gene No. 


81704 








Strand 








Start 


10810 








End 


13236 






Name 


OJ000118 04 


.0310. 


C10.O5 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4129 








End 


4500 






GI 


none 








Score 


86 






Exons 


4129. .4314, 


4130. 


.4312, 


4345. 


.4500 








Seq. No. 


39532 








Seq. ID 


OJ000118 


_04 .0310 


.C10 


Gene No. 


. 81704 








Strand 








Start 


10810 








End 


13236 






Name 


OJ000118 04 


.0310. 


ClO.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


5271 








End 


5579 






GI 


none 








Score 


203 






Exons 


5271. .5579 
















Seq. No. 


39532 








Seq. ID 


OJ000118 


_04 .0310 


.C10 


Gene No. 


81704 








Strand 








Start 


10810 








End 


13236 







39439 




Name 


OJ000118_04 


A O 1 A 

. U31U . 


pi A _ A 

C1U . 04 


. tw 


Method 


moT Zi CTV • 
1 OliAo 1 A . 


wnecix 




Start 


c o o o 

ozyo 








Lnu 


D f Z 0 






GI 


none 








Score 


y d 






Exons 


dZ3o . . o4Ud, 


o j i y . 


. ooyy , 


DDlU. 


. D / Z D 








Seq. No. 


39532 








Seq. ID 


OJ000118 


_04.0310 


.C10 


Gene No. 


81704 








Strand 








Start 


i a o i a 
lUo 1U 








LilU 


1 ^9^£ 






Name 


/"vtaaaiio a /i 
OJUUUllo U4 


. Uo 1U . 


pi A «0 

U1U . oz 


. US 


Kyf y^"\ +- V\ /"\ 

lyietnou. 


1 DbnO 1 A . 


OUyjJcal 1 




Start 


5316 










j / ZD 






GI 


none 








Score 


D / 






Exons 




COO 

3 oZZ . 


c; *7 o £ 
, j / ZD 












Seq. No. 


39532 








Seq. ID 


OJ000118 


!_04.0310 


.C10 


Gene No. 


81704 








Strand 








Start 


lUo 1U 










1 79^fi 






Name 


OJOUOllo U4 


. UjXU . 


LIU . OZ 


+• T.I 


IWT r> /^v ✓-J 

neinoa 


TRT Zi QTY • 
1 oJ_irto 1 A . 






Start 


"7 O 1 A 








rjna. 


O Z O D 






GI 


none 








Score 


z uz 






Exons 


"70*7A O T A "3 
78 / 9 . . 0 1U J , 


olio. 


. OZO D 












Seq. No. 


"3 Q ^ "3 9 

o y o jz 








Cprr jn 




! 04 0310 


.C10 


Gene No. 


81704 








Strand 








Start 


10810 








End 


13236 






Name 


OJ000118 04 


.0310. 


ClO.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


8002 








End 


8385 






GI 


none 








Score 


83 






Exons 


8002. .8115, 


8137. 


.8385 















Seq. No. 


39532 








Seq. ID 


OJ000118_04 .0310 


.C10 




Gene No. 


81704 








Strand 








Start 


10810 








End 


13236 






Name 


OJ000118 04. 


.0310. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


8778 








End 


9084 






GI 


none 








• Score 


193 






Exons 


8778. .8993, 


8795. 


.8965, 


8.989. 


.9084, 9000.. 9083 






Seq. No. 


39532 








Seq. ID 


OJ000118_04 .0310 


.C10 




Gene No. 


81704 








Strand 








Start 


10810 








End 


13236 






Name 


OJ000118 04, 


.0310. 


C10.o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


8910 








End 


9275 






GI 


none 








Score 


74 






Exons 


8910. .9119, 


8991. 


.9275, 


8995. 


.9273 








Seq. No. 


39532 








Seq. ID 


OJ000118_04 .0310 


.C10 




Gene No. 


81704 








Strand 








Start 


10810 








End 


13236 






Name 


OJ000118 04 


.0310. 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


9286 








End 


9852 






GI 


none 








Score 


282 






Exons 


9286. .9738, 


9435. 


. 9542, 


9763. 


.9852 








Seq. No. 


39532 








Seq. ID 


OJ000118_04 .0310 


.C10 




Gene No. 


81704 








Strand 








Start 


10810 








End 


13236 






Name 


OJ000118 04 


.0310. 


C10.o3 


.gs 


Method 


GENSCAN 





39440 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10810 End 12875 

none Score .52 

10810. .11189, 11275. .11372, 11566. . 11762, 11808 .. 12213, 

12369. .12427, 12499 .. 12618 , 12751. .12875 



39532 
81704- * 
10810 

OJ000118_04 .0310. C10. o2.np 

11565 

6721561 



Seq. ID OJ000118_04. 0310. C10 

Strand - , 

End 13236 

Method AAT/NAP 

End 13236 

Score 410 



11565. .12420, 12515. .12681, 13165. .13236 

(AP001073) EST AU082058 (C12976) corresponds tn a region of the 
predicted gene.; hypothetical protein [Oryza 
gi | 6815086|dbj IBAA90372. 1 I (AP001081) ESTAU0820^ .2976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


39533 




Seq. ID 


OJ000118_04 .0310.C11 




Gene No. 


8170L 




Strand 


+ 




Start 


1215 




End 


6281 




Name 


OJ000118 04.0310.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


1215 




End 


6281 


in 


GI 


2626753 




Score 


445 




Exons 


1215. .1244, 4672. .4966, 


5066 


..5151, 5304. .5380, 547' .5614, 






6174 . .6281 










GI Descrip. 


(AB008782) sulfate transporter [Arabidopsis thaliana] 




Seq. No. 


39.^3 




Seq. ID 


OJ000118_04 .0310.C11 


St 


Gene No. 


81/ " 




Strand 


+ 




Start 


1215 




End 


6281 


I !=? 


Name 


OJ000118 04.0310.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


3759 




End 


5788 




GI 


none 




Score 


.78 


■= 


Exons 


3759. .3831, 4828. .4966, 


5066 


..5151, 5304. .5380, 5477. .5788 


EE ;£= 
r 


Seq. No. 


39533 . - 




Seq. ID 


OJ000118_04.0310.C11 


; 

s as 


Gene No. 


81705 




Strand 


+ 


r ^ 


Start 


1215 




End 


6281 




Name 


OJ000118 04.0310.Cll.ol 


-gp 


Method 


AAT/GAP 




Start 


4888 




End 


5690 




GI 


6613 1.R1084 




Score 


704 




Exons 


4888. .4970, 5069. .5151, 


5304 


. .5380, 5477. .5690 




GI Descrip. 


1 2626753/dbj | BAA23424 | 


2. Oe- 


23 (AB0087 


32) sulfate transporter 






[Arabidopsis thaliana] ' 










Seq. No. 


39533 




Seq. ID 


OJ000118_04.0310.C11 




Gene No. 


81705 




Strand 


+ ' ' ... 




Start 


1215 




End 


6281 




Name 


OJ000118 04 .0310.Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


5763 




End 


6121 




GI 


none 




Score 


693 




Exons 


5763. .6121 










Seq. No. 


39533 




Seq. ID 


OJ000118_04 .0310.C11 




Gene No. 


81706 




Strand 


+ 




Start 


7298 




End 


8980 



39441 



Name OJ000118_04 . 0310 . Cll . o3 . gp Method AAT/GAP 

Start 7037 End 7105 

GI: LIB3477-003-P1-K1-E9 Score ' 85 
Exons 7037.. 7105 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory ' s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39533 Seq. ID OJ000118_ 

81706 Strand + 

7298 End 8980 

OJ000118_04 .0310. Cll. o3.gs Method GENSCAN 

7298 End 8980 

none Score .71 

7298.-7478, 7648. .7906, 8767. .8980 



04. 0310. Cll 



Seq. No. 39533 

Gene No. 81707 

Start 10107 

Name OJ000118_04 . 0310 . Cll . o5 . gs 

Start 10107 

GI none 

Exons 10107. .10432, 10535 .. 10664 , 
12924. .13069, 13403. :13432 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 
+ 

13432 
GENSCAN 
13432 
.65 



04 .0310. Cll 



10700. .11215, 12280. . 12547, 



Seq. No. . 


39533 








Seq. ID 


OJ000118 04. 0310. Cll 


Gene No. 


81708 








Strand 




Start 


1 








End 


3967 


Name 


OJ000118 04 


.0310. 


Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


3967 


GI 


6815052 








Score 


1699 


Exons 


1..113, 195 


. .929, 


978. . 


1122, 


1902. .1994 


, 2861.. 2960, 3258.. 3379, 




3662. .3732, 


3814. 


.3967 








GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


39533 








Seq. ID 


OJ000118_04. 0310. Cll 


Gene No. 


81708 








Strand 




Start 


1 








End 


3967 


Name 


OJ000118 04 


.0310. 


Cll.ol 


.gs 


Method 


GENSCAN 


Start 


99 








End 


1782 


GI 


none 








Score 


.41 


Exons 


99. .1782 












Seq. No. 


39533 








Seq. ID 


OJ000118_04. 0310. Cll 


Gene No. 


81709 








Strand 




Start 


9310 








End 


.9850 


Name 


OJ000118 04 


.0310. 


Cll*.o4 


.gs, 


Method 


GENSCAN 


Start 


9310 








End. 


9850 


GI 


none 








Score 


.83 


Exons 


9310. .9538, 


9771. 


.9850 








Seq. No. 


39533 








Seq. ID 


OJ000118_04. 0310. Cll 


Gene No. 


81710 








Strand 




Start 


15307 








End 


17577 


Name 


OJ000118 04 


.0310. 


Cll.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1029 








End 


1677 


GI 


none 








Score 


90 



39442 



Exons 



1029.. 1097, 1183.. 1473, 1494.. 1646, 1498.. 1677 



Seq. No. 39533 

Gene No. 81710 

Start 15307 

Name OJ000118_04 . 0310 . Cll . o2 . ts 

Start 1285 

GI none 

Exons 1285.. 1479, 1474.. 1659 



Seq. ID OJ000118_04.0310.C11 
Strand 

End 17577 

Method TBLASTX : Soybean 

End 1659 

Score 107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39533 
81710 
15307 

OJ000118_04 . 0310.Cll.ol. tc 

4826 

none 



Seq. ID OJ000118_04. 0310. Cll 
Strand 

End 17577 

Method TBLASTX : Cress 

End 5613 

Score 226 



4826. .4966, 4827. .4967, 5093. .5149, 5293. .5364, 5294. .5395, 
5471. .5608, 5479. .5613 



39533 
81710 
15307 

OJ000118_04 .0310. Cll .ol.ts 

4826 

none 



Seq. ID OJ000118_04. 0310. Cll 
Strand 

End 17577 

Method TBLASTX : Soybean 

End 5613 

Score 223 



4826. .4969, 4827. .4967, 4877. .4969, 4879. .4971, 5062. .5088, 
5064. .5105, 5094. .5150, 5293. .5370, 5294. .5395, 5300. .5383, 
5471. .5608, 5474. .5581, 5476. .5613 



39533 
81710 
15307 

OJ000118_04 .0310. Cll. o2.tm 

5063 

none 



Seq. ID OJ000118_04. 0310. Cll 
Strand 

End 17577 

Method TBLASTX: Maize 

End 5698 

Score 68 



5063. .5107, 5064. .5108, ,5089. .5151, 5100. .5150, 5293. .5376, 
5294. .5395, 5306. .5383, 5471. .5698, 5475. .5651, 5476. .5691 



Seq. No. 


39533 






Gene No. 


81710 






Start 


15307 






Name 


OJ000118 04. 0310. Cll 


.o5 . tw 


Start 


11642 






GI 


none 






Exons 


11642. 


.11767, 11768. 


.11842, 


Seq. No. 


39533 






Gene No. 


81710 






Start 


15307 






Name 


OJ000118 04. 0310. Cll 


. ol . tw 


Start 


12283 






GI 


none 






Exons 


12283. 


.12558, 12297. 


.12557, 


Seq. No. 


39533 






Gene No. 


81710 






Start 


15307 







Seq. ID OJ000118_04. 0310. Cll 
Strand 

End 17577 

Method TBLASTX : Wheat 

End 11991 

Score 105 



Seq. ID' OJ000118_04 .0310. Cll 
Strand 

End 17577 

Method TBLASTX : Wheat 

End 12620 

Score 245 



Seq. ID OJ000118_04. 0310. Cll 
Strand 

End 17577 



39443 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000118_04 . 0310 . Cll . ol . tm Method 
12869 End 
none Score 



TBLASTX: Maize 

13741 

357 



12869. .13288, 12880 .. 13251, 1328 6 .. 13387 , 13348 .. 13380, 
13419. .13454, 13459 .. 134 94 , 134 60 . . 1374 1 , 13541. .13678 



39533 Seq. ID 

81710 Strand 

15307 End 

OJ000118_04 . 0310 . Cll . o2 . tw Method 

12911 End 

none Score 



OJ000118_04. 0310. Cll 
17577 

TBLASTX: Wheat 

13219 

259 



12911. .13219, 12942. .13148, 12943. .13179 



39533 
81710 
15307 

OJ000118_04. 0310. Cll. o3.tm 

14011 

none 



Seq. ID OJ000118JD4 .0310. Cll 
Strand 

End 17577 

Method TBLASTX : Maize 

End 14443 

Score 278 



14011. .14379, 14012. .14383, 14396. .14443 



39533 
81710 
15307 ; 

' OJ000118_04 .0310. Cll. o4 . tw 
14216 
none 

14216. .14443, 14438. .14542 

39533 
81710 
15307 

OJ000118_04. 0310. Cll. o6.gs 

15307 

none 

15307. .154 36, 17516. .17577 

39534 
81711 
269 

OJ000208_07 .0331.C3.ol.gs 

269 

none 

269. .497, 1091. .1149 



Seq. ID OJ000118_04 .0310. Cll 
Strand ■ 

End 17577 

Method TBLASTX : Wheat 

End 14542 

Score 149 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_04 .0310. Cll 

17577 
GENSCAN 
17577 
.63 



OJ000208_07.0331.C3 

1149 
GENSCAN 
1149 
.47 



39535 Seq. ID 

81712 Strand 
218 End 
OJ000208_07 . 0331 . C4 . ol . gp Method 
218 End 
uC-osflm202109e04bl Score 
218. .485, 1884. .2039, 2108. .2161 

, 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza.sativa DNA, 
similar sequence to Pib gene 1 



OU000208_07.0331.C4 
+ 

2161 
AAT/GAP 
2161 
892 



Seq. No. 



39535 



Seq. ID OJ000208_07.0331.C4 



39444 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



81712 Strand + 

218 End 2161 

OJ000208_07 . 0331 . C4 . ol . gs Method GENSCAN 

337 End 2043 

none ' Score .52 

337. .485, 1884. .2043 



39535 
81712 
218 

OJ000208_07.0331.C4 .ol.np 
636 

7507945 



OJ000208_07.0331.C4 
+ 

2161 
AAT/NAP 
2161 
54 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

636.. 680, 1922.. 2039, 2108.. 2161 

hypothetical protein T19B10.6 - Caenorhabditis elegans 
gi | 3879914 | emb | CAA98538 . 1| (Z74043) predicted using Genefinder; 
cDNA EST EMBL:C13850 comes from this gene; cDNA EST EMBL:C11575 
comes from this gene; cDNA EST yk343f4.5 comes from this gene 
[Caenorhabditis elegans] 



39536 
81713 
1 

OJ000208JJ7. 0331. C5. ol.np 

1 

4512242 
1..489 

(AB014750) polyprotein [Nicotiana tabacum] 



Seq. ID OJ000208_07.0331.C5 
Strand 

End 708 

Method AAT/NAP 

End 489 

Score 656 



39536 
81713 
1 

OJ000208_07 .0331.C5.ol.tm 
2 

none 

2. .226, 2. .379, 33. .245 

39536 
81713 
1 

OJ000208_07 .0331.C5.ol.tw 
2 

none 

2. .400, 3. .398 

39536 
81713 
1 

OJ000208_07 . 0331 .C5.ol.gs 
14 

none 

14. .306, 535.-567 

39536 
81713 
1 

OJ000208 07.0331.C5.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000208_07.0331.C5 
708 

TBLASTX: Maize 

379 

62 



OJ000208_07.0331.C5 
708 

TBLASTX: Wheat 

400 

324 



OJ000208_07.0331.C5 
708 

GENSCAN 

567 

.58 



OJ000208_07.0331.C5 
708 

TBLASTX: Soybean 



39445 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



113 
none 

113. .400, 114. .398 



End 
Score 



400 
186 



39536 
81713 
1 

OJ000208_07 . 0331 .C5.ol.gp 
401 

61605_1.R1084 
401.. 708 

f 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000208_07.0331.C5 
Strand 

708 

AAT/GAP 
708 
449 



End 

Method 
End 

Score ' 



39537 
81714 
225 

OJ000208_07 .0331.C6.o2.gp 
225 

5816518 
225. .330 

4521193/dbj | AB013450. 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID ' OJ000208__07.0331.C6 
Strand + 
End 330 
Method AAT/GAP 
End 330 
Score 163 



Seq. ID OJ000208_07.0331.C6' 
Strand 

End 70 

Method AAT/NAP 

End 70 

Score 90 



39537 
81715 
1 • 

OJ000208_07 . 0331 .C6.ol.np 
1 

7106512 
1..70 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



39537 
81716 
1 ■ • 

OJ000208_07.0331.C6.ol.gp 
1 

3761181 
1. .216 

4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ000208_07.0331.C6 
Strand 

End 216 

Method AAT/GAP 

End 216 

Score 385 



39538 
81717 

77 - 

OJ000208_07 .0331.C7 .ol.gs 
77 

none 

77. .85, 109. .315 

39538 
81718 
1 

OJ000208_07 .0331.C7.ol.np 
1 



Seq. ID OJ000208_07.0331.C7 

Strand + 

End 315 

Method- GENSCAN 

End 315 

Score .59 



Seq. ID OJ000208_07 .0331 .C7 

Strand - - . 

End 1342 ' 

Method AAT/NAP 

End 1342 



39446 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7106512 Score 927 

1..746, 1297.. 1342 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



39538 
81718 
1 

OJ000208_07 . 0331 . C7 . o2 . gs 

520 

none 

520. .835 



Seq. ID OJ000208_07.0331.C7 
Strand 

End 1342 

Method GENSCAN 

End 835 

Score .98 



39539 Seq. ID 

81719 Strand 

125 End 

OJ000208_07 . 0331 . C8 . o2 . np Method 

125 End 

4680186 Score 
125. .204, 1874. .2078 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000208_07.0331.C8 
+ 

2078 
AAT/NAP 
2078 
217 



39539 
81720 
1 

OJ000208_07 . 0331 . C8 . ol . np 
1 

5091513 
1..315, 2375. .2451 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ000208_07.0331.C8 
Strand 

2451 
AAT/NAP 
2451 
406 



End 

Method 

End 

Score 



39539 
81720 
1 

OJ000208_07 . 0331 . C8 . ol . gs 
36 

none 
36. .371 



Seq. ID OJ000208_07.0331.C8 
Strand 

End 2451 

Method GENSCAN 

End 371 

Score .41 



Seq. ID OJ000208_07.0331.C8 
Strand 

End 2451 

Method AAT/GAP 

End 2007 

Score 637 



39539 
81720 
1 . 

OJ000208_07.0331.C8 .ol.gp 
1622 

uC-osflcyp033a04bl 
1622. .2007 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



39540 Seq. ID 

81721 Strand 

501 End 

OJ000208_07 . 0331 . C9 . ol . gs Method 

501 End 

none Score 
501. .604 



OJ000208_07.0331.C9 
+ 

604 

GENSCAN 

604 

.49 



39447 




Seq. No. 


3954 1 


oeq. id 


UJUUU^Uo U/.UJol.LIU 


Gene No. 


ft1 TOO 

81 1 11 


Strand 




Start 


1 


End 


1199 


Name 


OJ000208 07.0331.C10.ol.np 


Method 


AAT/NAP 


Start . 


1 


End 


1199 


GI 


7485810 


Score 


349 


Exons 


1. .578, 1129. . 1199 






GI Descrip. 


hypothetical protein F19I3.26 


- Arabidopsis thaliana 




gi|3033399|gb|AAC12843.1| (AC004238) hypothetical protein 




[Arabidopsis thaliana] 






Seq. No. 


39541 


Seq. ID 


OJ0002'08_07. 0331. C10 


Gene No. 


81722 


Strand 




Start . 


1 


End 


1199 


Name 


OJ000208 07 . 0331 . CIO . o2 . np 


Method 


AAT/NAP 


Start 


1 


End 


939 


GI 


6694371 


Score 


99 


Exons 


1..20, 418. .939 






GI Descrip. 


(AF200187) EBNA2-like protein 


[cercopithicine herpesvirus 1! 


Seq. No. 


39541 


Seq. ID 


OJ000208_07. 0331. C10 


Gene No . 


81722 


Strand 




Start 


1 


End . 


1199 


Name 


OJ000208 07.0331.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


31 


End 


519 


GI . 


none 


Score 


80 


Exons 


31. .231, 31. .147, 31. .300, 73 


..393, 97 


..333, 100. .486, 100. 




189. .341, 193. .519, 247. .378 






Seq. No. 


39541 


Seq. ID 


OJ000208_07. 0331. C10 


Gene No. 


81722 


Strand 




Start 


1 


End 


1199 


Name 


OJ000208 07.0331.C10.ol.ts 


Method 


TBLASTX: Soybean 


Start 


31 


End 


426 


GI 


none 


Score 


133 


Exons 


31. .192, 53.-256, 73. .285, 166. .333, 166. .378, 265.-423, 




265. .414, 355. .426, 355. .414 






Seq. No. 


39542 


Seq. ID 


OJ000208_07.0331.C11 


Gene No. 


81723 


Strand 


+ 


Start 


203 


End 


594 


Name 


OJ000208 07.0331.Cll.ol.gp 


Method 


AAT/GAP 


Start 


203 


End 


594 


GI 


3760523 


Score 


704 


Exons 


203. .594 






Seq. No. 


39542 


Seq. ID 


OJ000208_07.0331.C11 


Gene No. 


81724 


Strand 




Start 


806 


End 


1082 


Name 


OJ000208 07.0331.Cll.o2.gp 


Method 


AAT/GAP 


Of nv-f 

o tar l 


757 


End 


1067 


GI 


2799285 


Score 


395 


Exons 


757. .899, 991. .1067 






GI Descrip. 


2832685/emb|CAA16785.1| 8 . Oe- 


21 (AL021712) putative protein 




[ Arabidopsis thaliana] 






Seq. No. 


39542 


Seq. ID 


OJ000208_07.0331.C11 



39448 




Gene No. 


81724 


Strand 


- 




Start 


806 


End 


1082 




Name 


OJ000208_07 .0331 .Cll.ol. tc 


Method 


TBLASTX : Cress 




Start 


795 


End 


1082 




GI 


none 


Score 


116 




Exons 


795. .899, 809. .901, 809. .898, 


814 . . yuu , 


y / o . . lUov , yoj . 


i riQfi 
. IUoU 


Seq. No i 


39542 


Seq. ID 


OJ000208 07.0331 


.Cll 


Gene No. 


81724 


Strand 


- 




Start 


806 


End 


1082 




Name 


OJ000208 07-0331. Cll.ol.gs 


Method 


GEN SCAN 




Start 


806 


End 


8 99 




GI 


none 


Score 


. 64 




Exons 


806. .899 








Seq. No. 


39542 


Seq. ID 


OJ000208 U/.Uool 


pi i 


Gene No. 


81724 


Strand 






Start 


806 


End 


1082 




Name 


OJ000208 07.0331.Cll.ol.np 


Method 


AAT/NAP 




Start 


806 


End 


1082 




GI 


7486829 


Score 


236 




Exons 


806. .899, 991. .1082 








GI Descrip. 


hypothetical protein T10I14.180 - Arabidopsis thaliana 





gi|2832685|emb|CAA16785.1| (AL021712) putative protein . 
[Arabidopsis thaliana] gi | 7269081 | emb | CAB79190 1 1 (AL161557) 
putative protein [Arabidopsis thaliana] 





Seq. No. 


39542 




Seq. ID 


OJ000208_07. 0331. Cll 




Gene No. 


81724 




Strand 






Start 


806 




End 


1082 




Name 


OJ000208 07. 0331. Cll.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


806 




End 


1082 




GI 


none 




Score 


91 




Exons 


806. .898, 807. .899, 812. 


.901, 


978. .1079, 978. .1082, 985. .1080 




Seq. No. 


39543 




Seq. ID 


OJ000208_07.0331.C12 




Gene No. 


81725 




Strand 


+ 




Start 


53 




End 


130 




Name 


OJ000208 07.0331.C12.ol. 


gs 


Method 


GENS CAN 




Start 


53 




End 


130 




GI 


none 




Score 


.94 




Exons 


53. .130 










Seq. No. 


39544 




Seq. ID 


OJ000208_07.0331.C13 




Gene No. 


81726 




Strand 


+ 




Start 


388 




End 


1011 




Name 


OJ000208 07.0331.C13.ol. 


gp 


Method 


AAT/GAP 




Start 


388 




End 


991 




GI 


1024 1.R1084 




Score 


487 




Exons 


388. .496, 829. .991 










GI Descrip. 


'2832685/emb|CAA16785. 1 1 


8.0e 


-21 (AL021712) putative protein 






[Arabidopsis thaliana] 1 










Seq. No. 


39544 




Seq. ID 


OJ000208_07.0331.C13 




Gene No. 


81726 




Strand 


+ 




Start 


388 




End 


1011 




Name 


OJ000208 07.0331.C13.ol. 


gs 


Method 


GEN SCAN 



39449 




Start 


399 




End 


990 




GI 


none 




Score 


. 93 




Exons 


399. .496, 829. .990 










Seq. No. 


39544 




Seq. ID 


OJ000208_07.0331 


.C13 


Gene No. 


81726 




Strand 


+ 




Start 


388 




End 


1U11 




Name 


OJ000208 07.0331.C13.ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


419 




End 


r\ r\ r\ 

y yu 




GI 


none 




Score 


87 




Exons 


419. .499, 431. .496, 818 


. . 988, 


o o o n o c\ 

822 . . yd 9 , 


oo^ nnn ooo 


QQQ 

yd y 


Seq. No. 


39544 




Seq. ID 


OJ000208 O/.OJjl 




Gene No. 


Q 1 "7 O £ 
ol / ZD 






-j- 




Start 


388 




End 


1011 




Name 


OJ000208 07.0331.C13.ol 


.np 


Method 


AAT/NAP 




Start 


431 




End 


991 




GI 


7446462 




Score 


311 




Exons 


431. .496,- 829. .991 










GI Descrip. 


RAD23 protein homolog - 


rice 


gi | 1488297 


|gb IAAB65841.il 


(U63530) 



osRAD23 [Oryza sativa] 





Seq. No. 


39544 






Seq. ID 


OJ000208 07.0JJ1 


. CI J 




• Gene No. 


81726 • 






Strand 


+ 






Start 


388 






End 


1U11 






Name 


OJ000208 07.0331.C13 


.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


431 






End 


984 






GI 


none 






Score 


61 






Exons 


431. .484, 829. . 984, 


834 


. . 983 










Seq. No. 


39544 






Seq. ID 


OJ000208_07.0331 


.C13 




Gene No. 


81726 






Strand 


+ 






Start 


388 






End 


1011 






Name 


OJ000208 07.0331.C13 


.ol 


.tc 


Method 


TBLASTX: Cress 




^ c;" 


Start 


431 






End 


990 






GI 


none 






Score 


62 






Exons 


431. .499, 827. .973, 


828 


. .980, 


829. .990, 


895.. 990 






Seq. No. 


39544 






Seq. ID 


OJ000208_07.0331 


.C13 




Gene No. 


81726 






Strand 


+ 






Start 


388 






End 


1011 






Name 


OJ000208 07.0331.C13 


.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


433 






End 


1011 






GI 


none 






Score 


59 






Exons 


433. .498, 433. .498, 


434 


. .523, 


822. .992, 


826. .996, 827.. 


991, 






828. .995, 895. .1011 














Seq. No. 


39545 






Seq. ID 


OJ000208_07.0331 


.C14 




Gene No. 


81727 






Strand 


+ 






Start 


7 99 






End 


1314 






Name 


OJ000208 07.0331.C14 


.o2 


.gp 


Method 


AAT/GAP 






Start 


799 






End 


1314 






GI 


uC-osflM202048cl2bl 






Score 


804 





Exons 799.. 1314 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



39450 



Seq. No. 


39545 


Seq. ID 


OJ000208_07 


0331. C14 


Gene No. 


81728 


Strand 






Start 


4 036 


End 


6985 




Name 


OJ000208 07 . U j sJl . C14 . o4 . gp 


Method 


AAT/GAP 




Start 


3962 


End 


A O "7 1 

4 873 




GI 


none 


Score 


166 / 




Exons 


3962 . .48/3 








Seq. No. 


39545 


Seq. ID 


OJ000208_07 


0331. C14 


Gene No. 


81728 


Strand 


+ 




Start 


4 036 


End 


6985 




Name 


OJ000208 07 . 0331 . C14 . o2 . gs 


Method 


GENSCAN 




Start 


4036 


End 


6985 




GI 


none 


Score 


.86 




Exons 


4036. .4425/ 4465. .45/2, 5801. 


.6339, 6502. .6641, 6900. .6985 


Seq. No. 


3954 5 


Seq. ID 


OJ000208_07 


0331. C14 


Gene No. 


81729 


Strand 


+ 




Start 


7599 


End 


9499 




Name 


OJ000208 07.0331.C14 .o5.gp 


Method 


AAT/GAP 




Start 


7419 


End 


7802 




GI 


uC-osflcyp033a04bl 


Score 


705 




Exons 


7419. .7802 








GI Descrip*. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


39545 


Seq. ID 


OJ000208_07 


0331. C14 


Gene No. 


81729 


Strand 


+ . 




Start 


7599 


End 


9499 




Name 


OJ000208 07.0331.C14.o3.gs 


Method 


GENSCAN 




Start 


7599 


End 


9499 




GI 


none 


Score 


.86 




Exons 


7599. .7670, 8690. .9499 








Seq. No. 


39545 


Seq. ID 


OJ000208_07 


0331. C14 


Gene No. 


81730 


Strand 


+ 




Start 


9749 


End 


12735 




Name 


OJ000208 07.0331.C14.ol.np 


Method' 


AAT/NAP 




Start 


9749 


End 


12735 




GI 


4680179 


Score 


2064 




Exons 


9749.. 10828, 10862 .. 11980, 12716.. 12735 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica; 




Seq. No. 


39545 


Seq. ID 


OJ000208_07 


0331. C14 


Gene No. 


81730 


Strand 


+ 




Start 


9749 


End 


12735 




Name 


OJ000208 07.0331.C14.o4.gs 


Method 


GENSCAN 




Start 


9749 


End 


12013 




GI 


none 


Score 


.93 




Exons 


9749. .12013 









Seq. No. 39545 Seq. ID 

Gene No. 81731 Strand 

Start 63 End 

Name OJ000208_07 . 0331 . C14 . ol . gp Method 

Start 63 End 

GI 61605 1.R1084 Score 



OJ000208_07.0331.C14 
337 

AAT/GAP 

337 

456 



39451 



Exons 63 . . 337 

GI Descrip. 1 5852170/einb | AL1172 65 . 1 1 OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome -4 , BAC clone : tl7804 1 



Seq. No. 


39545 








Seq. ID 


OJ000208 07.0331 


Gene No. 


81732 








Strand 




Start 


9989 








T-l _ _J 

End 


lUloo 


Name 


OJ000208 07. 


0331. C14 


o4 . tw 


Method 


TBLASTX : Wheat 


Start 


9989 








End 


10188 


GI 


none 








Score 


211 


Exons 


9989. . 


10186, 


9991. .10188 






Seq. No. 


39545 








Seq. ID 


OJ000208_07.0331 


Gene No. 


81733 








Strand 




Start 


10194 








End 


10573 


Name 


OJ000208 07. 


0331. C14 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


10194 








End 


10573 


GI 


none 








Score 


66 


Exons 


10194 . 


.10391 


, 10222. 


10416, 


10223. .10573 


Seq. No. 


39545 








Seq. ID 


OJ000208_07.0331 


Gene No. 


81733 








Strand 




Start; . 


10194 








End 


10573 


Name 


OJ000208 07. 


0331. C14 


o2. tm 


Method 


TBLASTX : Maize 


Start 


10223 








End 


10528 


GI 


none 








Score 


232 


Exons 


10223. 


.10528 


, 10237. 


10353 






Seq. No. 


39545 








Seq. ID 


OJ000208_07.0331 


Gene No. 


81734 








Strand 




Start 


10853 








End 


11311 


Name 


OJ000208 07. 


0331. C14 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


10853 








End 


11206 


GI 


none 








Score 


189 


Exons 


10853. 


.11206 








Seq. No. 


39545 








Seq. ID 


OJ000208_07.0331 


Gene No . 


81734 








Strand 




Start 


10853 








End 


11311 


Name 


OJ000208 07. 


0331. C14 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


10889 








End 


11311 


GI 


none 








Score 


163 


Exons 


10889. 


.11098, 10945. 


.11097, 


11143. .11256, 1114 4. .11311 


Seq. No. 


39545 








Seq. ID 


OJ000208_07.0331 


Gene No. 


81735 








Strand 




Start 


11422 








End 


11962 


Name 


OJ000208 07. 


0331. C14 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


11422 








End 


11908 


GI 


none 








Score 


52 


Exons 


114-22. 


.11865 


, 11426. 


11476, 


11531. .11908 


Seq. No. 


39545 








Seq. ID 


OJ000208JD7 .0331 


Gene No. 


81735 








Strand 




Start 


11422 








End 


11962 


Name 


OJ000208 07. 


0331. C14 


ol . tm 


Method 


TBLASTX: Maize 


Start 


11531 








End 


11962 



39452 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 366 

11531. .11962, 11570. .11749, 11761.. 11955 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000208_07.0331.C15 

Strand + 

End 84 6 

Method AAT/NAP 

End 84 6 

Score 448 



39546 
81736 
1 

OJ000208_07.0331.C15.ol.np 
1 

6983860 
1..538, 820. .846 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



39546 Seq. ID 

81736 Strand 

1 End 
OJ000208_07 . 0331 . C15 . ol . tw Method 

60 End 
none Score 
60. .254, 61. .411 

39546 Seq. ID 

81736 Strand 

1 End 
OJ000208_07 . 0331 . C15 . ol . tm Method 

61 End 
none Score 
61. .366, 75. .191 

39546 Seq. ID 

81736 Strand 

1 End 
OJ000208_07 .0331.C15.ol.gs Method 

72 End 

none Score 
72. .705 



OJ000208_07 .0331.C15 
+ 

846 

TBLASTX: Wheat 

411 

288 



OJ000208_07.0331.C15 
+ 

846 

TBLASTX: Maize 

366 

230 



OJ000208_07 .0331.C15 
+ 

846 

GENSCAN 

705 

.45 



39547 
81737 
528 

OJ000208_07 .0331.C18 .ol.np 
528 

6226648 

528. .630, 712. .765, 848. .922, 
1468. .1665, 1781. .2280, 2364. 



OJ000208_07.0331.C18 
+ 



Seq. ID 
Strand 

End 2614 
Method AAT/NAP 
End 2614 
Score 1003 
1040. .1108, 1193. .1276, 
2614 

DNA MISMATCH REPAIR PROTEIN MSH6 gi | 7 4 87 955 | pir | IT01508 mismatch 
repair enzyme T10M13.8 - Arabidopsis thaliana 
gi|3912921|gb|AAC78699.1| (AF001308) G/T DNA mismatc i repair 
enzyme [Arabidopsis thaliana] gi | 5763966 | emb I CAB53337 . 1 | 
(AJ245967)' mismatch repair protein msh6-l [Arabidopsis thaliana] 
gi|7268591|emb|CAB80700.1| (AL161493) G/T DNA mismatch repair 
enzyme [Ara 



39547 Seq. ID 

81737 Strand 

528 End 

OJ000208 07.0331.C18.ol.tm Method 



OJ000208_07.0331.C18 
+ 

2614 

TBLASTX: Maize 



39453 




Start 


606 


End 


1234 


GI 


none 


Score 


65 


Exons 


606. .629, 711. .764, 711. .764, 712. .780, 845. .895, 847. .921, 




848. .922, 1037.. 1108, 1040. 


.1108, 1043 


. .1099, 1175. .1234, 




1190. .1234 






Seq. No. 


39547 


Seq. ID 


OJUUU^Uo U / . U JjI .tlo 


Gene No. 


81737 


Strand 


+ 


Start 


528 


End 


2614 


Name 


OJ000208_07 .0331.C18.ol.gs 


Method 


GENSCAN 


Start 


848 


End 


24 93 


GI 


none 


Score 


8 9 


Exons 


848. .922, 1193. .1276, 1468. 


.1665, 1781 


..2280, 2364. .2493 


Seq. No. 


39548 


Seq. ID 


OJ000208_07.0331.C19 


Gene No . 


81738 


Strand 


+ 


Start 


644 


End 


1931 


Name 


OJ000208 07 .0331.C19.ol.np 


Method 


AAT/NAP 


Start 


644 


End 


1931 


GI 


7012942 


Score 


571 


Exons 


644. .735, 1194. .1372, 1532. 


.1734, 1816 


. .1931 


GI Descrip. 


(AF227632) mismatch binding protein Mus3 [Zea mays] 


Seq. No. 


-39548 - 


-Seq. ID 


OJ000208 07.0331.C19 


Gene No. 


81739 


Strand 


_ 


Start 


1243 


End 


1906 


Name 


OJ000208 07.0331.C19.ol.gs 


Method 


GENSCAN 


Start 


1243 


End 


1906 


GI 


none 


Score 


.46 


Exons 


1243. .1347, 1622. .1698, 1849. .1906 




Seq. No. 


39549 


Seq. ID 


OJ000208_07 .0331.C21 


Gene No. 


81740 


Strand 


+ 


Start 


9 


End 


715 


Name 


OJ000208 07.0331.C21.ol.gs 


Method 


GENSCAN 


Start 


9 


End 


641 


GI 


none 


Score 


.47 


Exons 


9.. 641 






Seq. No. 


39549 


Seq. ID 


OJ000208_07.0331.C21 


Gene No. 


81740 


Strand 


+ 


Start 


9 


End 


715 


Name 


OJ000208 07.0331.C21.ol.gp 


Method 


AAT/GAP 


Start 


284 


End 


715 


GI 


95437 1.R1084 


Score 


714 


Exons 


284. .715 






GI Descrip. 


'4512226/dbj | AB014738 . 1 | AB014738 l.Oe- 


134 Oryza sativa 




gypsy-type retrotransposon 


RIRE3 DNA, 


internal region, comp^ 




sequence 1 






Seq. No. 


39550 


Seq. ID 


OJ000208_07.0331.C22 


Gene No. 


81741 


Strand 


+ 


Start 


1 


End 


. 2792 


Name 


OJ000208 07.0331.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2792 


GI 


4680179 


Score 


3855 


Exons 


1. .2792 







39454 






GI Descrip. 


[Pit il l / uy ) poiyprotem 


[Ory za 


sativa ; 








Seq. No. 


39550 




Seq. ID 


OJ000208_07.0331 


.C22 




Gene "No . 


81741 




Strand 


+ 






Start 


l 






97 Q9 
Z / 3Z 






Name 


UJUUUzUo U/.UjJl.tZiC.OD 


. cw 


Me tnoa 


TUT Zi QTV • TaTHos -h 






Start 


1U 




cjna 


Jl J 






GI 


none 




Score 


111 
111 






Exons 


in OOQ OOQ -3 -I cr 

1U. . ZZo r Zii?. . jIj 












Seq. No. 


39550 




Seq. ID 


OJ000208_07.0331 


.C22 




Gene No. 


81741 




Strand 


+ 






Start 


l 




c*na 


97 Q9 
Z / yz 






Name 


/^*rnr\nonQ m nooi r*99 r\A 
UJUUUzUo U / . U 3 J 1 . Lz Z . 04 




fuT /-n 4- V*i /^i /-i 


T R T Zi Q TV • T/tfh oaf 






Start 


oiy 




Cjna 


O U 1 






GI 


none 




Score 


0 1 






Exons 


■31 Q QCQ yl O 0 TCP /19/I 


ft m 
. . 0 u 1 










Seq. No. 


39550 




Seq. ID 


OJ000208_07.0331 


.C22 




Gene No. 


81741 




Strand 


+ 






Start 


1 




rjna 


97 Q9 






Name 


rMnnn'OAQ n.7 moi r'OO 
UUUUUzUo U / . UjjI.LzZ . OD 


. nm 




Tot AQTY • Ma i -70 
1 £3 lii-io 1 A . L v JalZc 






Start 






tna 


^on 






GI 


none 




Score 


9 7 7 




~ 


Exons 


0 O 1 C1 Q /I O Q CLOC\ 

jjl. . DlO/ 4Zy..OZU 












Seq. No. 


39550 




Seq. ID 


OJ000208_07.0331 


.C22 


la 


Gene No. 


81741 




Strand 


+ 






Start 


1 




Hjna 


9 7 Q9 






Name 


/-\ -rri HAO AO AT A O "D 1 OOO 

OJOOOzUo 07 . Uool . Czz . Ol 


. tc 


Method 






^ 1=5 


Start 


A A O 

4 4b 




bna 


/ DO 






GI 


none 




Score 


1 on 
loU 






Exons 


y| /! Q ICC 

4 4 o . . / 03 












O A « Kin 

Seq. No. 


OQccn 

jyoou 




oeq . 1 u 




P99 




Gene No. 


81741 




Strand 








Start 


1 ' 




End 


2792 




\J 


Name 


mnno r\Q m nooi poo /^o 
UJUUUZUo U/.UjjI.LZz.Oj 


. tltl 




TRT ZiQTV • Ma n -70 
1 Dli/lO 1 A . l v la 1 Z tr 




s 5 


Start 


boo 






I 1 ftP 

I I O O 




-c 


GI 


none 




Score 


1 £7 
ID/ 






Exons 


000. .oD/, oyb. . o4Z, o/4 


1 1 QQ 
. . 1 1 O O 


1 n i a 

, 1U 14 . . 


n f\ (TO 1 fl 1 ^ 1 07 9 
1UD/, 1U1D. .lu/Z, 








iu y o . . 1 1 4 o 












Seq. No. 


39550 




Seq. ID 


OJ000208_07.0331 


.C22 




Gene' No. 


81741 




Strand 


+ 






C -1- -i v~4- 


1 




End 


2792 






Name 


OJUUUzUo U / . Uool .L^Z .Ol 


4- <-> 


Method 


TBLASTX : Soybean 






Start 


o a 0 
/ 4 z 




End 


1137 






GI 


none 




Score 


57 






Exons 


O /t O 7 7 A ~I A A TOO 7TQ 
/ 4 Z . . / / 4 , / 4 4 . . / / .3 , / / o 


. . 1 1 J / 


, 780. .818, 846. .1136 






Seq. No. 


39550 




Seq. ID 


OJ000208_07.0331 


.C22 




Gene No. 


81741 




Strand 


+ 






Start 


1 




End 


2792 






Name 


OJ000208 07.0331.C22.o5 


. tw 


Method 


TBLASTX: Wheat 






Start 


850 




End 


1152 






GI 


none 




Score 


382 





39455 



Exons 



850. .1152, 852. .1136, 853. .1146 



Seq. No. 39550 

Gene No. 81741 

Start 1 

Name OJ000208_07 . 0331 . C22 . ol . tw 

Start 1153 

GI none 

Exons 1153,-1656, 1185.. 1574 

Seq. No. 39550 

Gene No. 81741 

Start 1 

Name OJ000208_07 . 0331 . C22 . o3 . ts 

Start 1159 

GI none 

Exons 1159.. 1404, 1176.. 1304 



Seq. ID OJ000208_07.0331.C22 

Strand + 

End 2792 

Method TBLASTX : Wheat 

End 1656 

Score 625 



Seq. ID OJ000208_07.0331.C22 

Strand + 

End 2792 

Method TBLASTX : Soybean 

End 1404 

Score 212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39550 
81741 
1 

OJ000208_07. 0331.C22.ol.tm 

1224 

.none 



Seq. ID OJ000208_07.0331.C22 

Strand + 

End -2792 

Method TBLASTX : Mai ze 

End 1587 

Score 482 



1224. .1574, 1225. .1578, 1225. .1587 



39550 
81741 
1 

OJ000208_07 .0331.C22.o3.tw 

1656 

none 



Seq. ID OJ000208_07.0331.C22 

Strand + 

End 2792 

Method TBLASTX : Wheat 

End 2144 

Score 539 



1656. .2093, 1657. .2094, 1681. .2094, 1682. .2122, 2091. .2144 



39550 
81741 
1 

OJ000208_07 . 0331.C22.o2.ts 

1933 

none 



Seq. ID OJ000208_07.0331.C22 

Strand + 

End 2792 

Method TBLASTX : Soybean 

End 2192 

Score 171 



1933. .2112, 1938. .2093, 2091. .2192, 2126. .2191 



39550 
81741 
1 

OJ000208_07 .0331.C22.o4 . tm 

1992 

none 



Seq. ID OJ000208_07.0331.C22 

Strand + 

End 2792 

Method TBLASTX : Mai ze 

End 2282 

Score 141 



1992. .2090, 1993. .2091, 1993. .2094, 2094. .2282, 2099. .2278 



39550 
81741 
1 

OJ000208_07.0331.C22.o2.tw 

2151 

none 



Seq. ID OJ000208_07.0331.C22 

Strand + 

End 2792 

Method TBLASTX: Wheat 

End 2775 

Score 558 



2151. .2645, 2207. .2641, 2641. .2679, 2642.-2689, 2689.-2775, 



39456 



2689. .2772 



Seq. No. 39550 

Gene No. 81741 

Start 1 

Name OJ000208_07 . 0331 . C22 . o2 . tm 

Start' 2331 

GI none 

Exons 2331.. 2492, 2334.. 2483, 2339. 

2648.. 2689, 2656.. 2685, 2688. 



OJ000208_07.0331.C22 
+ 

2792 

TBLASTX: Maize 
2790 
231 

2489.. 2638, 2490.. 2642, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2485, 
.2789, 2689.. 2790 



Seq. No. 39551 Seq. ID 

Gene No. 81742 Strand 

Start 1 End 

Name OJ000208_07 . 0331 . C24 . ol . np Method 

Start 1 End 

GI 5738372 Score 

Exons 1..26, 245. .352, 410. .443, 518. .685, 
GI Descrip. 



OJ000208_07.0331.C24 

1280 
AAT/NAP 
1280 
550 
782. .1280 



(AL033545) putative protein [Arabidopsis thaliana] 
gi|7269087|emb|CAB79196.1| (AL161557) putative protein 
[Arabidopsis thaliana] 



Seq. No. 39551 

Id Gene No. . 8174 2 - 

\2 Start 1 

fn Name OJ000208_07 . 0331 . C24 . ol . tm 

fH ' Start 245 

li GI none 

u Exons 245. . 349, 247 

W 355.. 444, 517 

ij 779. .898, 780. .896 



Seq. ID OJ000208_07.0331.C24 
Strand 

1280 

TBLASTX: Maize 
898 



End 

Method 
End 
Score 



175 



351, 248. .352, 342. .446, 342. 
555, 518. .559, 527. .688, 533. 



,443, 353. .472, 
.688, 775. .888, 



Seq. No. 39551 

Gene No. 81742 

.Start 1 

Name OJ000208_07 . 0331 . C24 . ol . ts 

Start 245 

GI none 
Exons 



Seq. ID OJ000208_07.0331.C24 
Strand 

End 1280 

Method TBLASTX : Soybean 

End 823 

Score 77 



245. .325, 246. .326, 247. ,348, 369. .443, 518. .688, 519. .689, 
590. .697, 779. .820, 779. .823 



Seq. No. 39551 Seq. ID. 

Gene No. 81742 Strand 

Start 1 End 

Name OJ000208_07 . 0331 . C24 . ol . gs Method 

Start 249 End 

GI none Score 

Exons 249. .443, 518. .685, 782. .967' 



OJ000208_07.0331.C24 

1280 
GENSCAN 
967 
. 97 



OJ000208 07.0331.C24 



Seq. No. 39551 Seq. ID 

Gene No. 81742 Strand 

Start 1 End 1280 

Name OJ000208_07 . 0331 . C24 . ol . gp Method AAT/GAP 

Start 317 End . 995 

GI uC-osflcyp027f llbl Score 893 

Exons 317.. 443, 518.. 685, 782.. 995 

GI Descrip. 1 588 1963/gb | AAD55139 . 1 | AF066079_1 2.0e-23 (AF066079) 



39457 



di hydro lipoamide S-acetyltransf erase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39552 
81743 
1 

OJ000208_07. 0331.C25.ol.np 

1 

7486824 



Seq. ID OJ000208_07.0331.C25 
Strand 

End 2730 

Method AAT/NAP 

End 2730 

Score 262 



1..120, 1136. .1360, 2491. .2730 

hypothetical protein T10I14.120 - Arabidopsis thaliana 
gil2832679lemblCAA16779.il (AL021712) putative protein 
[Arabidopsis thaliana] gi | 7269075 | emb | CAB7 9184 . 1 | (AL161557) 
putative protein [Arabidopsis thaliana] 



Seq. No. 39552 

Gene No. 81743 

Start 1 

Name OJ000208_07 . 0331 . C25 . ol . tm 

Start 5 

GI none 
Exons 



Seq. ID OJ000208_07.0331.C25 
Strand 

End 2730 

Method TBLASTX : Mai ze 

End 1208 

Score 194 

5. .121, 7. .120, 1110. .1208, 1125. .1172, 1132. .1179, 1133. .1204 



Seq. No. 39552 

Gene No. 81743 * 

Start 1 ■ 

Name OJ000208_07 . 0331 . C25 . ol . gs 

Start 1136 

GI none 

Exons 1136.. 1483 



Seq. ID OJ000208_07.0331.C25 
Strand 

End 2730 

Method GENS CAN 

End 1483 , 

Score . 6 



Seq. No. 39553 

Gene No. 81744 

Start 213 

Name OJ000208_07 . 0331 . C28 . ol . gs 

Start 213 

GI none 

Exons 213. .301, 309. .495, 497. .657 



Seq. ID OJ000208_07.0331.C28 

Strand + 

End 657 

Method GENSCAN 

End 657 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



39554 
81745 
1 

OJ000208_07.0331.C29.ol.np 
1 

6983860 
1. .980 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ000208_07.0331.C29 

Strand + 

End 980 

Method AAT/NAP 

End 980 

Score 1451 



39554 
81745 
1 

OJ000208_07 . 0331 . C29 . o2 . tm 
1 

none 

1..156-, 3.. 128 



Seq. ID OJ000208_07.0331.C29 

Strand + 

End 980 

Method TBLASTX: Maize 

End 156 

Score 205. 



Seq. No. 



39554 



Seq. ID OJ000208_07.0331.C29 



39458 



Gene No. 


81745 


Strand 


+ 






i 
x 


FnH 


Qft 0 




Name 


0,7000903 m n^^i r9Q ni i-w 


Mot* h/^H 


TRT a^TY'Whp^i- 




otaLL 


1 — 

X 


FnH * 


fiO? 
DUj 




P T 


none 


Score 


£7 P 




Dxonb 


1 60? 4Q1 47R fino 








Seq. No. 


39554 


Seq. ID 


OJ000208_07.0331 


.C29 


Gene No. 


81745 


Strand 








-i 

X 




Qft 0 




Name 


n700090ft ni o*^i P9Q oi rr<? 








otdiL 


1 09 _ 


FnH 


Q9 1 
J £ X 




LjX 


none 


Score 


A A 




Exons 


1 09 Q91 








Seq. No. 


39554 


Seq. ID 


OJ000208_07.0331 


.C29 


Gene No. 


81745 


Strand 


+ 






i 

X 


FnH 


QR0 

J O \J 




Name 


07000908 07 0^1 P9Q ni Ym 


Mot* hnH 


1 DXjrtO 1A. Lid X Z. C 




otart 


1 R7 ~~ 
X J / 


FnH 


ice 

/ JO 




ol 


none 


Score 


9^1 

£. J X 




Exons 


1^7 ?lft 1 fiR "311 ^1 R 41? 


?1 R 740 


^1 6 7Sfi 47ft 


7 A 1 

f fi X 


Seq. No. 


39554 


Seq. ID 


OJ000208_07.0331 


.C29 


Gene No. 


81745 


Strand 


+ 




buarr. 


X 


FnH 


Qfl 0 
you 




Name 


r» Tnnnono m n^^i poq fi., 
Uuuuu^uo u / . UjjI . t^y . . tw 


Method 


i dxjHo i a . wnea u 




btart 


DUj 


tina 


Q *3 C. 




P T 


none 


Score 






Exons 


Q "3 £ £H/1 Q£j4 QRc; qoc 








oeq. jno. 




oeq . x u 


P1T00090P 07 O^^l 
UJUUUZUO U/ .UjjI 


p^ 0 


IJCilC r<(j • 


81746 


Strand 






Start 


266 


End 


649 




Name 


OJ000208 07.0331.C30.ol.gp 


Method 


AAT/GAP 




C-l- -a r-+- 
OtdlL 


266 


End 


649 




P T 


uC-osflcyp033a04bl 


Score 


665 




11^ -l^ /"V T"l O 


266. .649 










' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






oeq. in o . 


39555 


Seq. ID 


OJ000208_07.0331 


.C30 


Gene No. 


81747 


Strand 






Start 


199 


End 


1749 




Name 


OJ000208 07.0331.C30.ol.np 


Method 


AAT/NAP 




Q+- a r~+- 
otdi L 


199 


End 


1749 




P T 


4680186 


Score 


344 




CjXUIIo 


199. .400, 1234. .1285, 1725.. 


1749 






p x c o v~ I t™\ 

bi UcbCIip . 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






39555 


Seq. ID 


OJ000208_07.0331 


.C30 


Gene No. 


81747 


Strand 






Start 


199 


End 


1749 




Name 


OJ000208 07.0331.C30.ol.gs 


Method 


GENSCAN 




Start 


1072 


End 


1348 




GI 


none 


Score 


.93 




Exons 


1072. .1285, 1311. .1348 









39459 



.Seq. No. 


39555 




Seq. ID 


OJ000208 


_07.0331. 


C30 


Gene No. 


O 1 T A T 

0 1 /4 / 




Strand 








Start 


199 




End 


T "7 A A 
1/49 






Name 


r\ -r A A A A A O AT A "3 O 1 /-ton 

OJ000208 07 . 0331 . C30 . 


oj . gp 


Method 


7\ 7\ rp / /"» TV T") 

AAT / GAP 






Start 


i a a a 

1330 




End 


1 H A A 
1/49 






GI 


none 




Score 


1 A 1 

i 4 / 






Exons 


1330 . .174 9 












Seq. No. 


39556 




Seq. ID 


OJ000208 


_07.0331. 


C31 


Gene No. 


81748 




Strand 


+ 






Start 


A "7 C 

275 




End 


loo o 






Name 


OJ00020o__0 / . 0331 . C31 . 


ol . np 


Metnoa 


AAT /NAP 






Start 


A T C 

275 




End 


^ a a n 
looo 






GI 


5852179 




Score 


4 31 






Exons 


A 1 C A A C 1 A O C 1 C A "D 

275. .295, 1285. .1503, 


1 C 1 o 

15/8. 


1 A A A 

18 8 3 








GI Descrip. 


/7\T11AA/TC\ ™ V* 1— A A A A 1 

(AL11/265) zhD0009.1 


[Oryza 


sativa] 








Seq. No. 


*3 q tr c a 




Seq. ID 


r\ th nnono 
UJUUUzUo 


u / . U J 3 1 . 




Gene No. 


81749 




Strand 








Start 


764 




End 


1710 






Name 


OJ000208 0/.0331.C31. 


ol.gp 


Method 


AAT /GAP 






Start 


634 




End ■ 


1370 






GI 


101153 1.R1084 




Score 


400 






Exons 


/"■ A VI AO/1 1 A A A T A ^ A 

634. .884, 1333. .1370 












GI Descrip. 


5852 170/ emb | AL117 2 65 


.1IOST17804 l.Oe- 


115 Oryza 


sativa 






indica(GLA4) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 


t 


Seq. No. 


39556 




Seq. ID 


OJ000208 


_07.0331. 


C31 


Gene No. 


81749 




Strand 








Start 


1 f A 

764 




End 


1710 






Name 


/■\-rAAAAAO A "7 A A A 1 /"* ' A 1 

OJ000208 07.0331.C31. 


ol . gs 


Method 


GENS CAN 






Start 


n a a 

764 




End 


1710 






GI 


none 




Score 


.49 






Exons 


/o4..oo4, 13/D..14/0, 


1529. 


1710 








Seq. No. ■ 


3 955 / 




Seq. ID 


OJ000208 


_07.0331. 


C32 


Gene No ./ 


81750 




Strand 


+ • 






Start 


922 




End 


1306 






Name 


OJ000208 07.0331.C32. 


o2.gp 


Method 


AAT /GAP 






Start 


922 




End 


1306 






GI 


uC-osflcyp033a04bl 




Score 


642 






Exons 


922. .1306 












GI Descrip. 


' 6016845/dbj | AP000570 


.1IAP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


39557 




Seq. ID 


OJ000208 


_07.0331. 


C32 


Gene No. 


81751 




Strand 








Start 


359 




End 


■4 90 






Name 


OJ000208 07.0331.C32. 


ol . gs 


Method 


GENSCAN 






Start 


359 




End 


490 






GI 


none 




Score 


.46 






Exons 


359. .490 












Seq. No. 


39557 




Seq. ID 


OJ000208 


_07.0331. 


C32 


Gene No. 


81752 




Strand 








Start 


855 




End 


1849 







39460 






Name 


ujuuu^uo u/ .ujji.Lj6.oi.np 




nAT / TCI Zi P 
r\r\ 1 / lN.tt.ir 






Start 




hiTlO. 


1 P A Q 
1 o 4 y 






GI 


yi com a a 
4 do U X'O b 


Score 


J ± D 






Exons 


ooo. . 1U jj/ l / ob. . 1 o 4 y 










GI Descrip. 


tHriii/uyj unKnown [uryza 


3dtlVd SUJJSp 


. inuicaj 






beq. no. 


JO 




UUUUUZUO U / , UjjI . 


p^ 




Gene No. 


81753 


Strand 


+ ~ 






Start 


1 


End 


873 






Name 


OJ000208 07.0331.C35.ol.np 


■ Method 


AAT/NAP 






Start 


1 


End 


873 






GI 


4263522 


Score 


482 






Exons 


1..763, 812. .873 










GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


39558 


Seq. ID 


OJ000208_07.0331. 


p^ ^ 




Gene No. 


81753 


Strand 


+ 






Start 


1 


End 


873 






Name 


OJ000208 07.0331.C35.ol.tm 


Method 


TBLASTX: Maize 






Start 


32 


End 


637 






GI 


none 


Score 


57 






Exons 


32. .205, 33. .134, 40. .201, 


43. .342, 43 


..222, 44. .226, 44 


i on 






44. .637, 176. .400 










beq . no . 


39558 


Seq.' ID 


OJ000208_07.0331. 


p^s 




Gene No. 


81753 


Strand 


+ 






Start 


1 


End 


873 






Name 


OJ000208 07.0331.C35.ol.tw 


Method 


TBLASTX: Wheat 






Start 


4 7 


End 


339 






GI 


none 


Score 


197 






Exons 


47. .337, 49. .339, 164. .280 









Seq. No. 


39558 






Seq. ID 


OJ000208_07.0331 


C35 


Gene No. 


81753 






Strand 


+ 




Start 


1 






End 


873 




Name 


OJ000208 07.0331.C35 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


82 






End 


643 




GI 


none 






Score 


287 




Exons 


82. .276, 125. .643 












Seq. No. 


39558 






Seq. ID 


OJ000208_07.0331 


.C35 


Gene No. 


81753. 






Strand 


+ 




Start 


1 






End 


'873 




Name 


OJ000208 07.0331.C35 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


194 






End - 


733 




GI • 


none 






Score 


286 




Exons 


194. .733 ■ 












Seq. No. 


39559 






Seq. ID 


OJ000208_07.0331 


C36 


Gene No. 


81754 






Strand 






Start 


1203 






End 


1373 




Name 


OJ000208 07.0331.C36 


.ol 


gs 


Method 


GENSCAN 




Start 


1203 






End 


1373 




GI 


none 






Score 


.62 




Exons 


1203. .1373 













Seq. No. 39560 Seq. ID OJ000208_07 . 0331 . C39 

39461 




Gene No. 


81755 


Strand • 


+ 


Start 


1 


End 


346 


Name 


OJ000208 07.0331.C39.ol.np 


Method 




Start 


- 1 '.-r 


End 




GI 


4680186 


Score 


£ U 


Exons 


1..346 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


inaiCaj 


Seq. No. 


39560 


Seq. ID 


UJUUU4U0 U / . UjjI .Ljj 


Gene No. 


81756 


Strand 




Start 


1 


End 


274 


Name 


OJ000208 07.0331.C39.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


on a 


GI 


uC-osflcyp033a04bl 


Score 


A O 1 


Exons 


1. .274 






GI Descrip. 


1 6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P07 11E10 ' 




Seq. No. 


39561 


Seq. ID 


OJ000208_07.0331.C40 


Gene No. 


81757 


Strand 


+ 


Start 


257 


End 


c. £ / 0 


Name 


OJ000208 07.0331.C40.ol.gs 


Method 




Start 


257 


End 


1 o n a 


GI 


none 


Score 


Q 

• o 


Exons 


257. .311, 552. .1206 






Seq. No. 


39561 


Seq. ID 


OJ000208_07 . 0331 . C40 


Gene No. 


81757 


Strand 


+ 


Start 


257 


End 


2276 


Name 


OJ000208 07.0331.C40.ol.np 


Method 


AAT/NAP 


Start 


333 


End 


2276 


GI 


6063554 


Score 


150 


Exons 


333. .377, 714. .878, 977. .1047 


, 2104. .2276 


GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 


correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No.. 


39562 


Seq. ID 


OJ000208_07.0331.C42 


Gene No. 


81758 


Strand 




Start 


1 


End. 


1279 


Name 


OJ000208 07.0331.C42.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


996 


GI 


4680203 


Score 


878 


Exons 


1..996 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


39562 


Seq. ID 


OJ000208_07.0331.C42 


Gene No. 


81758 


Strand 




Start 


1 


End 


1279 


Name 


OJ000208 07.0331.C42.ol.gs 


Method 


GENSCAN 


Start 


196 


End 


771 


GI 


none 


Score 


. 62 


Exons 


196. .443, 585. .771 






Seq. No. 


39562 


Seq. ID 


OJ000208_07.0331.C42 


Gene No. 


81758 


Strand 




Start 


1 


End 


1279 



39462 




Name 


OJ000208 07 . 0331 . C42 . ol . 


t s 


Method 


1 BLAb i a : b oyoe an 




Start 


244 




T7» -J 

End 


C O >1 




GI 


none 




Score 


lUo 




Exons 


244.. 309, 316.. 534, 323. 


. 02 b 








Seq. No. 


39562 




Seq. ID 


OJ000208_07.0331 


.C42 


Gene No. 


81758 




Strand 






Start 


1 






1 O "7 Q 

12 / y 




Name 


OJ000208 07 . 0331 . C42 . ol . 


tw 


Method 


moT 7\ C T» V • TaTVi q o +■ 




Start 


316 




End 


an c 

D / O 




GI 


none 




Score 


213 




Exons 


316. .567, 31/. .boy, oou. 


. b / 0 , 


c an c o c 
JO / . . 02 o 






Seq. No. 


39562 




Seq. ID 


OJ000208_07.0331 


.C42 


Gene No. 


81758 




Strand 






Start 


1 




bno 


iz / y 




Name 


OJ000208 07 . 0331 . C42 . ol . 


tm 


Metnoa 


i b iiAb i a . ixia i z e 




Start 


411 




Lna 


CO /I 




GI 


none 




Score 


110 




Exons 


411. .545, 412. .002, 41o. 


. JJO/ 


00O . . OZ 4 






Seq. No. 


39562 




beq. id 


UJUUUZUO U / . UjjI 




Gene No. 


81758 




Strand 






Start 


1 




End 


1279 




Name 


OJ000208 07.0331.C42.o2. 


np 


Method 


AA1 / NAF 




Start 


679 




End 


1 O "7 fi 

12 / y . 




GI 


5852182 




Score 


O CI 

3bl 




Exons 


679. .1011, 1223. .1279 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza sativa] 






Seq. No. 


39563 




Seq. ID 


OJ000208_07.0331 


.C45 


Gene No. 


81759 




Strand 






Start 


1296 




End 


1 o U 4 




Name 


OJ000208 07.0331.C45.ol. 


ts 


Method 


i HLAb i a : boyoean 




Start 


1296 




End 


Ibl / 




GI 


none 




Score 


1 1 O 

112 * 




Exons 


1296. .1421, 1310. .1435, 


1393. 


.1617, 14 


CO 1 CQC 




Seq. No. 


39563 




Seq. ID 


OJ000208_07.0331 


.C45 


Gene No. 


81759 




Strand 






Start 


1296 




End 


1804 




Name 


OJ000208 07.0331..C45.ol. 


tm . 


Method 


TBLASTX: Maize 




Start 


1396 




End 


1804 




GI 


none 




Score 


47 




Exons 


1396. .1461, 1450. .1644, 


1452. 


.1631, 1501.. 1803, 1502.. 1804 


Seq. No. 


39564 




Seq. ID 


OJ000208_07.0331 


.C46 


Gene No. 


81760 




Strand 


+ 




Start 


113 




End 


864 




Name 


OJ000208 07.0331.C46.ol. 


gs 


Method 


GENSCAN 




Start 


113 




End 


864 




GI 


none 




Score 


.41 




Exons 


113. .200, 569. .668, 838. 


.864 








Seq. No. 


39565 




Seq. ID 


OJ000208_07.0331 


.C48 


Gene No. 


81761 




Strand 


+ 




Start 


695 




End 


1955 





39463 




Name 


OJ000208 07.0331.C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


620 


End 


1468 




GI 


none 


Score 


175 




Exons 


620. .802, 678. .806, 711. .821, 


712. .810, 


840. .1004, 854. 


i no 




859. .1029, 862. .1026, 875. .1027, 876. .1031, 1201. .1464, 






1202.. 14oo, 12U^.. . 14oD 








Seq. No. 


39565 


Seq. ID 


vJJUUU2Uo U/.UoDl 


C A Q 


Gene No. 


81761 


Strand 


+ 




Start 


(Z fi c 

byo 


bna 


1 QCC 

i y do 




Name 


OJ000208 07 . Ooil . C4o . ol . ts 


Method 


i rsijAb i a : boyoean 




Start 


680 


End 


1 "3 "3 *3 




GI 


none 


Score 


147 




Exons 


680. .802, 699. .806, 861. .971, 


862. .972, 


982.. 1041, 1192 


T "3 

. . 1j 




1205 . . ljjj 








Seq. No. 


39565 


Seq. ID 


UJUUUzUo U / . UjJI 




Gene No. 


817 61 


Strand 


+ 




Start 


695 


End 


iy do 




Name 


OJ000208 07 . 0331 . C48 . ol . tc 


Method 


TBLASTX : Cress 




Start 


681 


End 


1465 




GI 


none 


Score 


140 




Exons 


681. .806, 713. .796, 855. .974, 


859. .975, 


o 1 c m a noo 


1 U H 1 




1205.. 1465, 1225.. 1383, 1232-. 


.14 38 






Seq. No. 


39565 


Seq. ID 


OJU0020H U/.Uool 


.C48 


Gene No. 


81761 


Strand 


+ 




Start 


695 


End 


1955 




Name 


OJ000208 07.0331.C48.ol.gs 


Method 


f-% T—l XT f*» TV X T 

GEN SCAN 




Start 


695 


End 


1746 




GI 


none 


Score 


.93 




Exons 


"695. .803, 877. .1031, 1204. .1465, 1552.. 


1746 




Seq. No. 


39565 


Seq. ID 


OJ000208_07.0331 




Gene No. 


81761 


Strand 


+ 




Start 


695 


End 


1955 




Name 


OJ000208 07.0331.C48.ol.np 


Method- 


AAT/NAP 




Start 


801 


End 


1719 




GI 


3785998 


Score 


540 




Exons 


801. .1041, 1214. .1465, 1552.. 


1719 






GI Descrip. 


(AC0054 99) unknown protein [Arabidopsis thaliana] 




Seq. No. 


39565 


Seq. ID 


OJ000208_07.0331 


.C48 


Gene No. 


81761 


Strand 


+ 




Start 


695 


End 


1955 




Name 


OJ000208 07.0331.C48.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1394 


End 


1746 




GI 


none 


Score 


97 




Exons 


1394. .1465, 1403. .1465, 1543. 


.1746, 1551. .1658, 1615. .1731 


Seq. No. 


39565 


Seq. ID 


OJ000208_07.0331 


.C48 


Gene No. 


81761 


Strand 


+ 




Start 


695 


End 


1955 




Name 


OJ000208 07.0331.C48.ol.gp." 


Method 


AAT/GAP 




Start 


1401 


End 


1955 




GI 


46456 1.R1084 


Score 


831 




Exons 


1401. .1465, 1552. .1955 









39464 



GI Descrip. '2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransf erase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 1 





beq. no. 


39566 




Seq. ID 


OJ000208_07. 


0331 . 


C4 9 




Gene No . 


. 81762 




Strand 










OLOIL 


1 




End 


746 








Name 


OJ000208 07.0331 


.C4 9.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


746 








GI 


7012942 




Score 


371 








Exons 


1..264, 723. .746 














(jX uescrip. 


(AF227632) mismatch binding protein Mus3 [Zea mays] 








XT 

Seq. No. 


39566 




Seq. ID 


OJ000208_07. 


0331 . 


C49 




oene lnu . 


81762 




Strand 


- 








btart. 


1 




End 


746 








Name 


OJOOOzUo U/.UoJl 


. y . ox . gs 


Method 


\j Hj IN b L>/\IN 








Start 


71 




End 


259 










none 




Score 


.87 








Exons 


71. .259 














Seq. No. 


39567 




Seq. ID 


OJ000208_07. 




C50 


-a- 


Gene No . 


81763 




Strand 


- 








Start 


308 




End 


1374 






t t=r 


Name 


OJ000208 O/.OiJl 


. CoO . ol . gs 


Method 


vjfcjNbUAN 








Start 


308 




End 


1374 






f ! 1 


GI 


none 




Score 


.4 






~ ~_ 


Exons 


308. .455, 1135.. 


1182, 1327.. 


1374 








si 


Seq. No. 


39568 




Seq. ID 


OJ000208JD7. 




C51 




bene lmo ■ 


81764 




Strand 


+ 






e Li 


btart 


2599 




End 


3517 








Name 


OJUUUzOo U/.UJJl 


. Co 1 . oz . gp 


Method 


7\ 7\ "P /r*7\ D 






% J 


Start 


2599 




End 


3517 










none 




Score 


1740 






^ '« 
? ™ 


Exons 


2599. .3517 












i 1 


beq . iNO . 


39568 




Seq. ID 


OJ000208_07. 


0331 . 


C51 




ocllc l\ (J. 


81765 




Strand 










Q4- — +- 


1058 




End 


1501 








Name 


OJ000208 07.0331 


.C51.ol.gp 


Method 


AAT/GAP 








Start 


1058 




End 


1501 








H T 


none 




Score 


782 








Exons 


1058. .1501 














Seq. No. 


39568 




Seq. ID 


OJ000208 " 


31. 


.C51 




Gene No. 


81766 




Strand 










Start 


3600 




End 


4722 








Name 


OJ000208 07.0331 


.C51.o2.gs 


Method 


GENSCAN 








Start 


3600 




End 


4722 








GI 


none 




Score 


.66 








Exons 


3600.. 3626, 4315 


..4369, 4622 


. .4722 










Seq. No. 


39569 




Seq. ID 


OJ000208_07. 


0331. 


C52 




Gene No. 


81767 




Strand 










Start 


1839 




End 


4379 







39465 



Name 

Start 

GI 

Exons 



OJ000208_07 . 0331 . C52 . ol . gs Method GENSCAN 
1839 End 4379 

none Score .52 

1839. .1849, 2394. .2428, 2571. .2707, 2764.'. 2813, 3692. .3731, 
3736. .3895, 4330. .4379 



Seq. No. 


39569 




Seq. ID 


OJ000208 


07 . 0331 


. C52 


Gene No. 


81767 




Strand 


+ 






Start 


1839 




End 


4379 






Name 


OJ000208 07 


.0331.C52.ol.np 


Method 


AAT/NAP 






Start 


2524 




End 


4223 






GI 


5734709 




Score 


100 






Exons 


2524 . .2758, 


3624.. 3928, 4008. 


.4223 








GI Descrip. 


(AC008075) 


Contains PF| 00069 


Eukaryotic protein 


kinase 


doma 




[Arabidopsis thaliana] 










Seq. No. 


39569 




Seq. ID 


OJ000208_ 


_07.0331 


.C52 


Gene No. 


81768 




Strand 








Start 


3871 




End 


4310 






Name 


OJ000208 07 


.0331.C52.ol.tm 


Method 


TBLASTX: Maize 




Start 


3418 




End 


3836 






GI 


none 




Score 


180 






Exons 


3418. .3516, 


3418. .3453, 3449. 


.3505, 3496.. 3561, 


3610. .3684, 




3611. .3691, 


3693. .3740, 3730-. 


.3831, 3771.. 3.836 






Seq. No. 


39569 




Seq. ID 


OJ000208_ 


07 . 0331 


.C52 


Gene No. 


81768 




Strand 








Start 


3871 




End 


4310 






Name 


OJ000208 07 


.0331.C52.ol.gp 


Method 


AAT/GAP 






Start 


3871 




End 


4310 






GI 


none 




Score 


848 






Exons 


3871. .4310 












Seq. No. 


39570 




Seq. ID 


OJ000208 


_07.0331 


.C53 


Gene No. 


81769 




Strand 








Start 


1043 




End 


1331 






Name 


OJ000208 07 


.0331.C53.ol.gs 


Method 


GENSCAN 






Start 


1043 




End 


1331' 






GI 


none 




Score 


.49 






Exons 


1043. .1061, 


1258. . 1331 










Seq. No. 


39571 




Seq. ID 


OJ000208 


_07.0331 


.C54 


Gene No. 


81770 




Strand 








Start 


1 




End 


705 






Name 


OJ000208 07 


.0331.C54.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


705 






GI 


5852180 




Score 


483 






Exons 


1. .56, 185. 


.603, 655.. 705 










GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 








Seq. No. 


39571 




Seq. ID 


OJ000208 


_07.0331 


.C54 


Gene No. 


81770 




Strand 








Start 


1 




End 


705 






Name 


OJ000208 07 


.0331.C54 .ol.gs 


Method 


GENSCAN 






Start 


43 




End 


558 






GI 


none 




Score 


. 94 






Exons 


43. .558 













39466 




Seq. No. 


39572 


Seq. . ID 


OJ000208JD7 . 0331 . C55 


Gene No. 


Q1 TT1 


Q +- ran H 
jLI dllU 


^_ 


Start 


oz y 


iii HQ 




Name 


niAnnono m r\~\ r»c 
ujuuu^uo u / .Ujji.tjj.oi.gs 


f^A /-\ 4- V*k /~\ 




Start 


dz y 


Ejna 




/-> -r 

GI 


none 


Score 


74 


Exons 


y . . oz u 






Seq. No. 


39573 


Seq. ID 


OJ000228_01.0331.C2 


Gene No. 


81772 


Strand 


+ 


Start 


254 


End 


15809 


Name 


OJ000228 01.0331.C2.ol.gs 


Method 


GEN SCAN 


Start 


254 


End 


10253 


GI 


none 


Score 


.68 


Exons 


254. .383, 448. .1023, 1115.. 


1213, 1286.. 


1438, 1545.. 2309, 




3135. .3412, 4626.-4684, 4812. .5282, 5381. .5500, 6062. .6640, 




6951.. 7234, 7287.. 7646, 8211.. 8267, 9111.. 10253 


beq . wo . 


39573 


Seq. ID 


OJ000228_01.0331.C2 


Gene No. 


81772 


Strand 


+ 


Start 


254 


End • 


15809 


Name 


OJ000228 01.0331.C2.ol.np 


Method 


AAT/NAP 


Start 


694" 


End 


3428 


GI 


7428718 


Score 


923 


Exons 


694. .1017, 1115. .1213, 1286 


..1438, 1545. .2309, 3135. .3428 


GI Descrip. 


probable kinesin - Arabidopsis thaliana 




gi | 224 4771 | emb | CAB10194,. 11 


(Z97335) kinesin like protein 




[Arabidopsis thaliana] gi | 7268120 | emb | CAB78457 . 1 | (AL161538 




kinesin like protein [Arabidopsis thaliana] 


Seq. No. 


39573 


Seq. ID 


OJ000228_01.0331.C2 


Gene No. 


81772 


Strand 


+ 


Of vf 


254 


End 


15809 


Name 


OJ000228 01.0331.C2.o2.np 


Method • 


AAT/NAP 


Start 


5210 


End 


15809 




6433962 


Score 


83 


Exons 


5210. .5250, 10938. .1134 6, 15778. .15809 




GI Descrip. 


(Y19186) aczonin [Mus musculus] 




Seq. No. 


39573 


Seq. ID 


OJ000228_01.0331'.C2 


Gene No . 


81772 


Strand 


+ 


Start 


254 


End 


15809 


Name 


OJ000228 01.0331.C2.o2.gs 


Method 


GENSCAN 


Start 


10617 


End 


12757 




none 


Score 


.94 


Exons 


10617. .10669, 10818. .10932, 


11053. .11418, 12572. .12757 


Seq. No. 


39573 


Seq. ID 


OJ000228_01.0331.C2 


uCUC Li U • 


81773 


Strand 




Start 


13786 


End 


13932 


Name 


OJ000228 01.0331.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


45 


End 


393 


GI 


none 


Score 


212 


Exons 


45. .170, 45. .161, 47. .175, 


47. .166, 231. .383, 285. .383, 286 


Seq. No. 


39573 


Seq. ID 


OJ000228_01.0331.C2 



39467 






Gene No. 


81773 








Strand 










Start 


13786 








End 


13932 








Name 


UJUUUzzo Ul 




. Cz . Ol . 


t s 


Method 


TBLASTX : 


Soybean 






Start 


1114 








End 


• 1748 






GI 


none 








Score 


117 








Exons 


111/1 lOIC 

1114 . . Izl5, 


1 1 1 C 

1 llo 


1 O 1 c 


1 o o c 
lZOO . 


.1443, 1286. .1441, 


1521. .1640 






i c a n i ^ a q 
1 b4 / . . 1 /4 o 


















Seq. No. 


O (1 C 1 o 








Seq. ID 


OJ000228 


JD1.0331 


.C2 




Gene No. 


81773 








Strand 










Start 


13786 








End 


13932 








Name 


UJUUUzzo Ul 


f\ "3 "3 1 


. Lz . Ol . 


tm 


Method 


TBLASTX: 


Maize 






Start 


iz y 4 








End 


2012 








GI 


none 








Score 


166 








Exons 


lz y4 . . 14 4 J , 


1 O Q c: 

lz y b 


. .1441, 


1 o o c 

lz yb . 


.1444, 1521. .1730, 


1543. . 1743 






lOlO. . 1 / Jl; 


1 / D b 


o m i 
. . ZU 1 1 , 


J.OJJ. 


.2012 










Seq. No. 


39573 








Seq. ID 


OJ000228 


U 1 . U Jol 


. Cz 




Gene No. 


81773 








Strand 










Start 


1 J / 0 O 








End 


13932 








Name 


UJUUUzzo Ul 


. U JjI 


. Cz . Ol . 


tc 


Method 


TBLASTX: 


Cress 






Start 


zlz / 








End 


3359 








GI 


none 








Score 


18.8 






=3 


Exons 


ziz / . . z ju y / 


01 OO 

z 1 JZ 


. . Z JUo / 


Jill. 


.3236, 3222.. 3359 








Seq. No. 


39573 








Seq. ID 


OJ000228 


_Ul . 0331 


. Cz 


Li 


Gene No. 


81773 








Strand 










Start 


13786 








End 


13932 








Name 


OJ000228 01 


.0331 


. C2 . o3 . 


gs 


Method 


GENSCAN 








Start 


13786 








End 


13932 








GI 


none 








Score 


.8 








Exons 


13786. .13932 
















Seq. No. 


39574 








Seq. ID 


OJ000228 


Ul . U ojI 


. Co 




Gene No. 


81774 








Strand 


+ 






™ 


Start 


876 








End 


1008 








Name 


OJ000228 01 


.0331 


. Co . Ol.. 


gs 


Method 


GENSCAN 






3 


Start ' 


. 876 








End 


1008 






3 


bl 


none 








Score 


.42 








Exons 


876. .1008 


















Seq. No. 


39574 








Seq. ID 


OJ000228 


_01.0331 


.C3 




Gene No. 


81775 








Strand 


+ 








Start 


2285 








End 


4207 








Name 


OJ000228 01 


.0331 


.C3.ol. 


np 


Method 


AAT/NAP 








Start 


2285 








End 


4207 








GI 


5852093 . . 








Score 


61 








Exons 


2285. .2461, 


4180 


. .4207 














GI Descrip. 


(AL117264) 


zwhl6 


. 1 [Oryza sativa] 










Seq. No. 


39574 








Seq. ID 


OJ000228 


_01.0331 


.C3 




Gene No. 


81776 








Strand 










Start 


1 








End 


216 ' 








Name 


OJ000228 01 


.0331 


,C3.ol. 


gp 


Method 


AAT/GAP 








Start 


1 








End 


216 








GI 


3061021 








Score 


284 








Exons 


1. .216 

















39468 



GI Descrip. 2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 

guanyltransf erase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] ; 



Seq. No. 


39574 


Seq. ID 


OJ000228_01. 


. 0331 . C3 


Gene' No . 


81777 


Strand 






Start 


1068 


End 


1133 




Name 


OJ000228 01.0331.C3.o2.gp 


Method 


AAT/GAP 




Start 


1068 


End 


1133 




GI 


LIB3477-003-P1-K1-E9 


Score 


90 




Exons 


1068. .1133 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


39574 


Seq. ID 


OJ000228_01. 


.0331. C3 


Gene No. 


81778 


Strand 






Start 


2800 


End 


16123 




Name 


OJ000228 01.0331.C3.o2.gs 


Method 


GENSCAN 




Start 


2800 


End 


13547 




GI 


none 


Score 


.55 




Expns 


2800.. 2861, 3040. .3090,. 4141 


..4316, 9891. .10028, 10279. .1041 




11453. .11778, 117 92. .1194 0, 


13346. .13457, 13491. .13547 


Seq. No. 


39574 


"Seq. ID 


OJ000228 01. 


. 0331 .C3 


Gene No. 


81778 


Strand 






Start 


2800 


End 


16123 




Name 


OJ000228 01.0331.C3.o3.np 


Method 


AAT/NAP 




Start 


10651 


End 


16123 




GI 


5257279 


Score 


719 




Exons 


10651. .10673, 15685. .16123 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 




homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


39574 


Seq. ID 


OJ:0O'O228_O1. 


.'0331. C3 


Gene No. 


81778 


Strand 






Start 


2800 


End 


16123 




Name 


OJ000228 01. 0331.C3.o3.gs 


Method 


GENSCAN 




Start 


■14196 


End 


16123 




GI 


none 


Score 


.89 




Exons 


14196. . 14303, 15653.. .16123 








Seq. No. 


39575 


Seq. ID 


OJ000228_01. 


.0331.C17 


Gene No. 


81779 


Strand 






Start 


841 


End 


1188 




Name 


OJ000228 01.0331.C17.ol.gs 


Method 


GENSCAN 




Start 


841 


End 


1188 




GI 


none 


Score 


1 




Exons 


841. .1188 








Seq. No. 


39576 


Seq. ID 


OJ000228_01. 


,0331. C18 


Gene No. 


81780 


Strand 






Start 


1 


End 


972 




Name 


OJ000228 01.0331.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


972 




GI 


6682628 


Score 


488 





39469 




Exons 1..82, 201. .422, 520. .756, 884. .972 

GI Descrip. (AC016163) putative ATP-dependent RNA helicase [Arabidopsis 
'thaliana] 



Seq. No. 


39576 ' 








Seq. ID 


Tft ft ft ft ft ft ft -1 /-i — i ft -1 

OJ000228_01 . 0331 


. C18 


Gene No. 


81780 








Strand 






Start 


1 








End 


p> -7 o 

972 




Name 


OJ000228 


01 . 0331 . C18 


. ol 


.gs 


Method 


GENSCAN 




Start 


157 








End 


779 




GI 


none 








Score 


.64 




Exons 


157 . . 422 , 


520 . .77 9 












Seq. No. 


39576 








Seq. ID 


/"\ Tft ft ft ft ft ft ft "1 ft ft ft 1 

OJ000228 01.0331 


. C18 


Gene No. 


81780 








Strand 






Start 


1 








End 


972 




Name 


OJ000228 


ft i ft ft i /~i i ft 

01 . 0331 . C18 


. ol 


. tm 


Method 


TBLASTX : Maize 




Start 


204 








End 


425 




GI 


none 








Score 


73 




Exons 


204 . . 425, 


' 238 ..411 












Seq. No. 


39576 








Seq. ID 


OJ000228_01 . 0331 


.C18 


Gene No. 


81780 








Strand 






Start 


1 








End 


972 




Name 


OJ000228 


01.0331.C18 


. ol 


. ts 


Method ■ 


TBLASTX : Soybean 




Start 


223 








End 


425 




GI 


none 








Score 


213 




Exons 


223 . . 423, 


231 . . 425, 


232 


. . 423, 


240 . .425 






Seq. No. 


39576 








Seq. ID 


OJ000228_01 . 0331 


.C18 


Gene No. 


81780 








Strand 






Start 


1 








End 


972 




Name 


OJ000228 


ft 1 ft ft ft -1 r*t -1 ft 

01 . 0331 . C18 


. o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


520 








End 


971 




GI 


none 








Score 


136 




Exons 


r r» a n r n 

520 . . 759, 


521 . . 757 , 


848 


.970, 


861 . .971 






^Seq. No. 


39576 








Seq. ID 


OJ000228 01.0331 


.C18- 


Gene No. 


- 81780 








Strand 






Start 


1 








End 


ft -7 0 




Name 


OJ000228 


ft 1 ft ft ft 1 A1 fi 

01 . 0331 . C18 


. ol 


tc 


Method 


TBLASTX : Cress 




Start 


532 








End 


970 




GI 


none 








Score 


98 




Exons 


coo r~ r\ o 

532 . . 603, 


/- o o "-j f- ft 
628 . . 759, 


644 


.757, 


ft A ft ft ft 1 

848 . . 901, 


ft ft /- /->, —j /-% ft ft —7 
896 .. 970, 897 . . 


968 


Seq. No. 


39577 








Seq. ID 


OJ000228_01 .0331 


. C30 


Gene No. 


81781 








Strand 


+ 




Start 


515 








End 


1047 




Name- 


OJ000228 


01.0331.C30 


.ol 


gs 


Method 


GENSCAN 




Start 


515 








End 


1047 




GI 


none 








Score 


.47 




Exons 


515. .541, 


976. . 1047 












Seq. No. 


39578 








Seq. ID 


OJ000228_01.0331 


.C31 


Gene No. 


81782 








Strand 


+ 




Start 


4088 








End 


6744 




Name 


OJ000228 


01.0331.C31 


.ol 


np 


Method 


AAT/NAP 




Start 


4088 








End 


6744 





39470 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6539570 Score 210 

4088. .4280, 4440. .4504, 6697. .6744 

(AP000836) hypothetical protein [Oryza sativa] 

39578 Seq. ID OJ000228_01 . 0331 . C31 

81782 Strand + 

4088 End 6744 

OJ000228_01 . 0331 . C31 . o2 . np Method AAT/NAP 

5172 End 5308 

5922620 Score 163 

5172. .5308 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

01.0331.C31 





Seq. No. 


39578 




Seq. ID 


OJ000228^ 




Gene No. 


81783 




Strand 






Start 


5448 




End 


6792 




Name 


OJ000228 01.0331.C31.o3 


np 


Method 


AAT/NAP 




Start 


5448 




End 


6792 




GI 


6630699 




Score 


72 




Exons 


5448. .5526, 6698. .6792 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536 |dbj IBAA89566 


11 


(AP001073) 


hypotheti 






[Oryza sativa] 










Seq. No. 


39578 




Seq. ID 


OJ000228 




Gene No. 


81784 




Strand 






Start 


6846 




End 


8284 




Name 


OJ000228 01.0331.C31.o2 


gs 


Method 


GENSCAN 




Start 


6846 




End 


8284 




GI 


none 




Score 


.42 




Exons 


6846.-6936, 7658. .7809, 


8159. .8284 






Seq. No. 


•39579 




Seq-. ID 


OJ000228 




Gene No. 


81785 




Strand 


+ 




Start 


256 




End 


379 




Name 


OJ000228 01.0331.C32.ol 


.gs 


Method 


GENSCAN 




Start 


256 




End 


379 




GI 


none 




Score 


.88 




Exons 


256. .379 









,0331. C31 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



39580 
81786 
982 

OJ000308_06.0328 .Cl.ol.tc 

354 

none 



Seq. ID 
Strand 
End 

Method 
End • 
Score 

354. .440, 521. .601, 522. .608, 763. .837, 980. .1054, 985. .1053, 
1099. .1212, 1130. .1198, 1144. .1200, 1252. .1356, 1260. .1358, 
1260. .1355, 1428. .1517, 1430. .1546, 1433. .1513, 1435. .1536 



OJ000308_06.0328.C1 
+ 

1560 

TBLASTX: Cress 

1546 

61 



39580 
81786 
982 



Seq. ID OJ000308_06.0328.C1 
Strand + 
End 1560 



39471 



Name 

Start 

GI 

Exons 



OJ000308_06 . 0328 . CI . ol . tm Method TBLASTX : Maize 

357 End 1546 

none Score 103 

357. .440, 359. .442, 364. .450, 521. .601, 522. .611, 522. .611, 
523. .612, 758. .826, 760. .837, 762 .. 833, 971 .. 1057, 975. .1046, 
980. .1054, 1099. .1212, 1121. .1198, 1252. .1356, 1260. .1355, 
1428. .1538, 1430. .1546, 1435. .1536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39580 Seq. ID 

81786 Strand 

982 End 

OJ000308_06 . 0328 . CI . ol . ts Method 

357 End 

none Score 



OJ000308_06.0328.C1 

+ 

1560 

TBLASTX : Soybean 

1546 

54 



357. .440, 521. .610, 522. ,605, 759. .833, 763. .837, 980. .1054, 
985. .1056, 1127. .1198, 1130. .1198, 1132. .1212, 1144. .1200, 
1252. .1356, 1260. .1367, 1260. .1355, 1428. .1541, 1430. .1546, 
1433. .1543, 1435. .1545 



Seq. No. 39580 
Gene No. 81786 
Start 982 

Name OJ000308_06 . 0328 . CI . ol . tw 

Start 758 
GI none 

Exons 758.. 820, 759.. 833, 760.. 837, 

1084. .1212, 1121. 
1430. .1507, 1435, 



Seq. ID OJ000308_06.0328.C1 
Strand + 
End 1560 
Method TBLASTX : Wheat 
End 1512 

Score 61 • - 

763. .837, 980. .1054, 985. .1056, 
,1198, 1252. .1356, 1260. .1358, 1260. .1355, 
,1512, 1435. .1506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39580 
81786 
982 

OJ000308_06.0328.Cl.ol.gp 
982 

LIB34 33-056-P1-K1-E2 



Seq. ID OJ000308JD6.0328.C1 



Strand 
End 

Method 

End 

Score 



+ 

1560 
AAT/GAP 
1560 
560 



982. .1053, 1132. .1198, 1261. .1356, 1436. .1560 

' 5669871/gb|AAD4 64 91. 1|AF135014_1 1.0e-71 (AF135014) 

dihydrolipbamide S-acetyltraftsf erase [Zea mays] 1 



Seq. No. 39581 Seq. ID 

Gene No. 81787 Strand 

Start 191 End 

Name OJ000308_06 . 0328 . C2 . ol . gp Method 

Start 191 End 

GI 5003232 Score 

Exons 191.. 555 ' 



OJ000308_06.0328.C2 
+ 

555 

AAT/GAP 

555 

628 



Seq. No. 39581 Seq. ID 

Gene No. 81788 Strand 

Start 8990 End 

Name OJ000308JD6 . 0328 . C2 . o2 . tm Method 

Start 3862 End 

GI none Score 

Exons 3862.. 3951, 3880.. 3921, 3940.. 4134, 

4166. .4309, 4197. .4313, 4201. .4317, 

4381. .4446, 4421. .4561 



OJ000308_06.0328.C2 
+ 

10631 

TBLASTX: Maize 
4.561 
39 

3986. .4141, 4151. .4306, 
4308.. 4433, 4310.. 4438, 



39472 




Seq. No. 


39581 




Seq. ID 


OJ000308 


_06.0328. 


C2 


Gene No. 


81788 




Strand 


+ 






Start 


O A A A 




End 


10631 






Name 


OJOOQjuo ud.UJzo. 


. 0 1 . tW 


Method 


TBLASTX: 






Start 


4081 




End 


4430 






GI 


none 




Score 


56 






Exons 


/I A O 1 i i ti A 1 A O 

4 081. . 4 1 ol, 4^4 o . 


yi O T O A O A"7 


..4426, 4311. .4430 






Seq. No. 


39581 




Seq. ID 


OJ000308 


_06.0328 


C2 


Gene No. 


81788 




Strand 


+ 






Start 


O A A A 

o 9 9U 




End 


10631 






Name 


/"\tAAA"3AO A C AQOQ 

OJQQUoOo Uo.UoZo. 


. Ofi . tm 


Method 


TBLASTX : 


Mai t o 
via J. z, 




Start 


4 672 




End 


4989 






GI 


none 




Score 


107 






Exons 


4o/z;..4yoy, 4oyo. 


. 4 y O 0 










Seq. No. 


39581 




Seq. ID 


OJ000308 


_06.0328 


.C2 


Gene No. 


81788 




Strand 


+ 






Start 


A A A A 

8 990 




End 


10631 






Name 


/"ntaaaoao a^t nooo 
OJOOOoOo Uo.UJzo 


. o^ . tw 


Method 


TBLASTX: 






Start 


/I A O A 

4 920 




End 


5354 






GI 


none 




Score 


169 






Exons 


/l A A A CA/IO C ACQ 

4 920. . o04 o , oUoo 


CL T R >1 
. 0 JO 4 










Seq. No. 


39581 




Seq. ID 


OJ00030S 


_06.0328 


.C2 


Gene No. 


81788 




Strand 


+ 






Start 


8990 




End 


10631 






Name 


OJ000308_06 . 0328 


. C2 . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


4995 




End 


5549 






GI 


none 




Score 


213 






Exons 


vlAAC C C A C\ CAAO 

4 995 . . 554 9, 5U02 












Seq. No. 


39581 




Seq. ID 


OJ000308_06.0328 


C7 


Gene No. 


81788 




Strand 


+ 






Start 


8990 




End 


10631 






Name 


OJ000308. 06.0328 


.C2.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


8869 




End 


10627 






GI 


none 




Score 


306 






Exons 


8869.. 9024, 8870 


..9136, 9067 


..9132, 10021. . 10155, 10023 






- 10053. . 10166, 1007 6. .10165, 


10547. .10627 






Seq. No. 


39581 




Seq. ID 


OJ00030S 


i_06.0328 


C9 


Gene No. 


81788 




Strand 


+ 






Start 


8990 




End 


10631 






Name 


OJ000308 06.0328 


.C2.ol.tc 


Method 


TBLASTX 


Cress 




Start 


8972 




End 


10627 






GI 


none 




Score 


211 






Exons 


8972. .9136, 10021 .. 10161, 10023. .10118 


, 10088. 


10159, 






10583. .10627 












Seq. No. 


39581 




Seq. ID 


OJ000308_06.0328 


. C2 


Gene No. 


81788 




Strand 


+ 






Start 


8990 




End 


10631 






Name 


OJ000308 06.0328 


.C2.o2.gp 


Method 


AAT/GAP 






Start 


8990 




End 


10631 






GI 


1078 1.R1084 




Score 


574 






Exons 


8990. . 9133, 10024 . . 10154, 10585. .10631 









39473 




GI Descrip. '2708745 0.0e+00 (AC003952) putative calcium-dependent ser/thr 
protein kinase [Arabidopsis thaliana] ' 



Set}. No. 


39582 








Seq. ID 


/^taaaqao a/- rtTOO 
OJUUUoUo UD.UjiO 


LD 


Gene No/ 


81789 








Strand 






Start 


1520 








End 


A 1 O T 




Name 


OJ000308_06 . 


0328 « 


C6 . ol . 


gp 


Method 






Start 


1520 








End 


2 li / 




GI 


568812 








Score 


523 




Exons 


1520. .1549, 


1888. 


.2137 










Seq. No. 


39582 








Seq. ID 


nTnnmoo n,c moo 
OJUUUJUo U6.U32o 


Lb 


Gene No. 


81790 








Strand 






Start 


9619 








End 


yo ll 




Name 


OJ000308 06. 


a a o o 
U32o , 


Co . ol . 


tc 


Method 


1 bLiAb i a : cress 




Start 


A. tl 1 o 








bna 


QQ1 1 

y o ± i 




GI 


none • 








Score 


108 




Exons 


9619. .9807, 


9722 


.9811 










Seq. No. 


39583 








Seq. ID 


OJUUUJUo Uo.UJ2o 




Gene No. 


81791 








Strand 






Start 


5826 








End 


634 7 




Name 


OJ000308_06. 


0328 


CI .ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


607. 








End 


A /" A 

960. 




GI 


none 








Score 


210 




Exons 


607. .960 














Seq. No. 


39583 








Seq. ID 


jATAAAAAO A/" A "!) A O 

OJ000308_06 . 032 8 


. c / 


Gene No. 


81791 








Strand 






Start 


5826 








End 


6347 




Name 


OJ000308 06. 


0328 


C7 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


2134 








End 


A C C A 




GI 


none 








Score 


407 




Exons 


2134. .2559, 


2136 


.2435, 


2230. 


.2547 






Seq. No. 


39583 








Seq. ID 


/"\ T A A. A O A. 0 A/" nooo 

OJUUUoUo Uo.Uo2o 




Gene No. 


817 91 








Strand 






Start 


582 6 








r-i _ _J 

End 


634 / 




Name 


/~\ t a a a -) a o a /~ 

OJ000308_06 . 


0328 


. C7 . o2 . 


tw 


Method 


TBLAb I X : Wneat 




Start 


O 1 A A 

2134 








End 


2D Jo 




GI 


none 








Score 


417 




Exons 


2134. .2538, 


2136 


. .2429, 


2137. 


.2508 






Seq. No. 


39583 








Seq. ID 


/^Tnnnono nc moo 
OJUUUoUo Uo.U32o 


nn 


Gene No. 


81791 








Strand 






Start 


5826 








End 


634 / 




Name 


r\ -r O A A "} A O A (Z 

OJ000308 06. 


A *3 O O 

0328 




tm 


Method 


loLAo i a : Maize 




Start 


2422 








End 


2 / O H 




GI 


■none 








Score 


214 




Exons 


2422. .2784 














Seq. No. 


39583 








Seq. ID 


OJ000308_06.0328 


,C7 


Gene No. 


81791 








Strand 






Start 


5826 








End 


6347 




Name 


OJ000308 06. 


0328 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2635 








End 


3067 




GI 


none 








Score 


541 





39474 




Exons 


2635. .3066, 


2637 


. . 3056, 


2726. 


. 3067 




kJ ^ ■ IN ■ 


39583 








Seq. ID 


OJ000308JD6 . 0328 . C7 


Gene No. 


81791 








Strand 




Start 


5826 








End 


6347 


Name 


OJ000308 06. 


0328 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2800 








End 


3348 


GI 


none 








Score 


275 


Exons 


2800. . 3213, 


2892 


. . 3212, 


3205. 


. 3348 




Seq. No. 


39583 








Seq. ID 


OJ000308_06. 0328.C7 


Gene No. 


81791 








Strand 




Start 


5826 








End 


6347 


Name 


OJ000308 06. 


.0328 


.C7 ,o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2926 








End 


3261 


GI 


none 








Score 


71 


Exons 


2926. .2991, 


2991 


. . 3206, 


2992 . 


. 3261 




Sea No. 


39583 








Seq. ID 


OJ000308_06.0328.C7 


Gene No. 


81791 








Strand 




Start 


5826 








End 


6347 


Name 


OJ000308 06. 


, 0328 


.C7 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3070 








End 


3381 


GI 


none 








Score 


373 


Exons 


3070. .3381, 


3072 


. .3227, 


3249. 


.3371 




Seq. No. 


39583 








Seq. ID 


OJ000308_06.0328.C7 


f^fanp No 


81791 








Strand 




Start 


5826 








End 


6347 


Name 


OJ000308 06. 


.0328 


.C7 .06. 


tw 


Method 


TBLASTX: Wheat 


Start 


3385 








End 


3802 


GI 


none 








Score 


193 


Exons 


3385. .3585, 


3387 


. . 3569, 


3406. 


.3570, 3573. .3647, 3577.. 3648 




3661. .3735, 


3734 


. .3802 








Sea No. 


39583 








Seq. ID 


OJ000308_06.0328.C7 


Gene No. 


81791 








Strand 




Start 


5826 








End 


6347 


Name 


OJ000308 06, 


.0328 


.C7.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


3391 








End 


3569 


GI 


none 








Score 


183 


Exons 


3391. .3531, 


3406 


. . 3507, 


3537 . 


.3569 




Sea No 


39583 








Seq. ID 


OJ000308_06.0328.C7 


Gene No. 


81791 








Strand 




Start 


5826 








End 


6347 


Name 


OJ000308 06. 


.0328 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3568 








End 


3898 


GI 


none 








Score 


59 


Exons 


3568. .3627, 


3694 


. . 3729, 


3734 . 


.3898, 3748. .3897 


Seq. No. 


39583 








Seq. ID 


OJ000308_06.0328.C7 


Gene No. 


81791 








Strand 




Start 


5826 








End 


6347 


Name 


OJ000308 06, 


.0328 


,C7.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3919 








End 


4273 


GI 


none 








Score 


71 



39475 




Exons 




J^ZU 


• . J-/D1 / 


O -7 ~J \J 


..4273, 3958. .4272 




Seq. No. 


39583 








Seq. ID 


OJ000308_06.0328. 


C7 • 


Gene No. 


817 91 








Strand 


- 




o tar t 


joZD 








End 


6347 




Name 


UuUUU jUO ud. 


UjZO 


CI nS 




Method 


TBLASTX: Wheat 




otart 










End 


4318 






none 








Score 


326 




Exons 




J _7 ^ J 


• .4^/0 










beq. no. 


39583 








Seq. ID 


OJ000308_06.0328. 


C7 


Gene No . 


81791 








Strand 






Start 


5826 . 








End 


6347 




Name 


OJ000308 06. 


0328 


.C7.o2. 


gp 


Method 


AAT/GAP 




Of *5 >*f 


5826 








End 


6347 




t 


uC-osflM20204 8cl2bl 




Score 


812 




Exons 


5826. .6347 














GI Descnp. 


, 5257255/dbj 


|AP000364.1|AP000364 2.0e- 


16 Oryza sativa genomic 




DNA, chromosome 


8, clone :P0026F07' 






Seq. No. 


39583 








Seq. ID 


OJ000308_06.0328. 


C7 


Gene No. 


81792 








Strand 






otart 


7123 








End 


7534 




Name 


OJ000308 06. 


0328 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7123 








End 


7534 




GI 


none 








Score 


99 




Exons 


7123. ,7251, 


7124 


. .7441, 


7128 


..7232, 7129. .7440, 7454. .7534 


Seq. No. 


39583 








Seq. ID 


OJ000308_06.0328. 


C7 


Gene No. 


81792 








Strand 






o tart- 


7123 








End 


7534 




Name 


OJ000308 06. 


0328 


.C7.o4 . 


tw 


Method 


TBLASTX: Wheat 




btart 


7123 








End 


7444 






none 








Score 


343 




Exons 


7123. .7443, 


7124 


. .7444 










Seq. No. 


39584 








Seq.. ID 


OJ000308_06.0328 


C8 


Gene No. 


81793 








Strand 






C 4- o vf 


4847 








End 


5277 




Name 


OJ000308 06. 


0328 


.C8.o5. 


tw 


Method 


TBLASTX: Wheat 




btart 


966 








End 


1373 






none 








Score 


63 




IT v An e 


966. .1115, 966.. 


1112, 1155.. 


1373, 1159 


. .1359 




Seq. No. 


39584 








Seq. ID 


OJ000308J)6.0328 


C8 


Gene No. 


81793 








Strand 






otart 


4 84.7 








End 


5277 




Name 


OJ000308 06. 


0328 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 




otart 


4524 








End 


4997 






none 








Score 


97 




Exons 


4524. .4592, 


4797 


. .4997, 


4903 


. .4992 






Seq. No. 


39584 








Seq. ID 


OJ000308_06.0328 


C8 


Gene No. 


81793 








Strand 






Start 


4847 








End 


5277 




Name 


OJ000308 06. 


0328 


.C8.0I. 


gp 


Method 


AAT/GAP 




Start 


4847 








End 


5277 





39476 




P T 


uC-osflcyp034f01bl 




Score 


853 






Exons 


4847. .5277 












GI Descrip . 


' 1732406 3.0e-ll (U81157) S25-XP1 DNA binding protein [Nicotiana 




tabacum] ' 












O z± s*t KT/"\ 

beq. NO. 










nfi n^9R 




Gene No. 


Q1 TQ/1 

o i / y h 












Start 


Z 1 iZZ 




n»nu. 


917^^ 






Name 


OTnnn^nfi n£ n^op pq 

UJUUU jUo Uo. Uj<£0 .to. 


04 . tw 


LYieunoa 


1 Dlii-iO 1 A . 


Whoa +- 




otart 


01 009 




Hina 


9 1 RR 1 






P T 

Lrl 


none 




Score 


3 O 






Exons 


21222. .21275, 21238. 


.21276, 


21287. .214 


66, 21288 


. .21446, 






21426. .21581, 21447. 


.21575 










Seq. No. 






Qorr T H 
ofcjq . 1U 


pj.Tnnn ^of 

UUUUU JUO 


n 6 n ^9 r 


PR 


Gene No. 


R 1 7 Qd 




c +" -r ^ n H 








Otalt 


91999 
Z 1 ZZZ 




rnrl 


917^ 






Name 




ol . tm 




TRT.AQ.TY • 






oX-a.IT L 


Z 1 H Z U 




rjiia. 


9 1 7 ^ 






P T 


none 




Score 


353 






'C 1 v /*\ 

Lxons 


21420. .21731, 21426. 


.21728, 


21428. .217 


33 






oeq. no. 


j!?Do ft 




Seq. ID 


OJ000308 


fl £ n 7 9 R 


PR 


Gene No. 


o i / y d 




Strand 








Start 


O 9 "3 n (~\ 
ZZoUU 




End 


22 621 






Name 


UJUUUoUo Uo.UoZo.Uo. 


o3 . tm 


Method 


TBLASTX: 


Mai ze 




btart 


Z Z oU U 




End 


22621 






bl 


none 




Score 


88 






Exons 


22300. .22350, 22302. 


.22352, 


22303. .22353, 22342 


. .22536, 






22343. .22543, 22422. 


.22586, 


22558. .22602, 22559 


. .22621 




Seq. No. 


"3 Q C Q A 

J y D O 4 




Seq. ID 


OJ000308 


n £ n ^ 9 r 

UD. U O Z O 


PR 


Gene No. 


Q 1 *7 Q £ 

o i / y o 




Strand 








o tar c 


Z Z o 3 3 




End 


23698 . 






Name 


piinnn^no. n^ n*39R pr 


ob . tm 


Method 


TBLASTX: 


l v Ja-L 




b tar u 


9 o o c c 
Z ZO 3 3 




End 


23292 






PT 


none 




Score ■ 


165 






Exons 


22855. :23037, 22856. 


.23065, 


23125. .232 


92 






Seq. No. 


o y o o 4 




Seq. ID 


OJ000308 


n n ^9R 

UD. Uj^O 


PR 


Gene No. 


P. 1 7 Q £ 

o i / y o 




Strand 








oLdl L 


ooocc 
Z Z O 3 3 




End 


23698 






Name 


ninnn^np n^9R pr 


OJ . T_o 


Method 


TBLASTX : 


Q /-\ t tVn o a n 
OvjyiJccill 




OLdlt 


zzo y o 




End 


23292 






P T 
tjl 


none 




Score 


139 






Exons 


99RQ^ 9"3Pi£ 1 =i 9900^ 

zzoyo. .zoudo, zzyuo. 




23119. .232 


92, 23121 


9^1 SQ 
. . Z O 1 3 y 




oeq. no. 


39584 




Seq. ID 


OJ000308 


_06.0328 


.C8 - 


Gene No . 


81796 




Strand 








OLdl L 


22855 




End 


23698 






Name 


OJ000308 06. 0328. C8. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


22943 




End 


23698 






GI 


none 




Score 


189 






Exons 


22943. .23071, 22951. 


.23067, 


23050. .234 


18,. 23064 


. .23255, 






23064. .23444, 23065. 


.23451, 


23463. .23678, 23466 


. .23672, 






23489.-23698, 23539. 


.23697 











39477 




Seq. No. 








Seq. ID 


OJ000308_06.0328 


Gene No. 


81797 






Strand 




Start 


23624 






End 


24976 


Name 


OJUUUJUo Ub. 


U3zo . Co . 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


23624 






End 


24082 


GI 


5509260 






Score 


343 


Exons 


23624 . . 24082 


, 23713. 


. 23931/ 


23894 . .24061, 24004.. 24063 


GI Descrip. 












Seq. No. 


j i? JO 4 






Seq. ID 


OJ000308_06.0328 


Gene No. 


81797 






Strand 




Start 


23624 






End 


24976 


Name 


OJ000308 06. 


0328. C8. 


ol. tc 


Method 


TBLASTX : Cress 


Start 


23711 






End 


23971 


GI 


none 






Score 


273 


Exons 


23711. .23971 


, 23713. 


.23883 







Seq. No. 39584 

Gene No. 81797 

Start 23624 

Name OJ000308_06 . 0328 . C8 . o2 . tm 

Start 23752 

GI none 
Exons 



.Seq. ID OJ000308_06.0328.C8 
Strand 
End 

Method 
End 
Score 



24976 

TBLASTX: Maize 

24199 

328 



23752. .23934, 23753 .. 24199; 23888.. 24070 



Seq. No. 


jybo4 




Seq. ID 


OJ000308_06.0328 


pQ 

. Co 


Gene No. 


81797 




Strand 






Start 


23624 




End 


24 97 6 




Name 


OJ000308 06. 0328. C8 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


23753 




End 


24298 




GI 


none 




Score 


293 




Exons 


23753. .24097, 23900 


. .24073, 


24092. .24298, 24167. .24268 




Seq. No. 


39584 




Seq. ID 


OJ000308_06.0328 


.C8 


Gene No. 


81797 




Strand 






Start 


23624 




End 


24976 




Name 


OJ000308 06. 0328. C8 


.o2 -. ts 


Method 


TBLASTX : Soybean 




Start 


24151 ' 




End 


24496 




GI 


none 




Score 


276 




Exons 


24151. .24351, 24152 


. .24496 








Seq. No. . 


39584 




Seq. ID 


OJ000308_06.0328 


.C8 


Gene No. 


81797 




Strand 






Start 


23624 




End 


24976 




Name 


OJ000308 06. 0328. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24307 




End 


24646 




GI 


none 




Score. 


315 




Exons 


24307. .2-4645, 24308 


. .24646 








Seq. No. 


39584 




Seq. ID 


OJ000308_06.0328 


C8 


Gene No. 


81797 




Strand 






Start 


23624 




End 


24976 




Name 


OJ000308 06. 0328. C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


24502 




End 


24976 




GI 


none 




Score 


101 




Exons 


24502. .24573, 24503 


. .24577, 


24591. .24899, 24592 .. 24945, 






24592. .24972, 24593 


. .24976 









39478 




Seq. No. 


39584 


Seq. ID 


OJ000308_06.0328 


.C8 


Gene^No . 


O T "7 m 

oi/y / 


Strand 






Start 


23624 


End 


24976 




Name 


/M^nmrto a a noon r> o _ a 4_ _ 

OJ00030o Oo . 0o2o . Co . o4 . ts 


Method 


TBLASTX : Soybean 




Start 


24509 


End 


24850 




GI 


none 


Score 


95 




Exons 


24 509.-24 022, 24535 .. 24 olb, 


24641. .24850, 24641. .24829 




Seq. No. 


O Q C Q C 


Seq. ID 


OJ000308_06.0328 




Gene No. 


81798 


Strand 






Start 


864 


End 


2895 




Name 


ojuouoUo u b . Uozo . Ly . oi . gp 


Method 


AAT/GAP 




Start 


o a a 
o 04 


End 


2895 




GI 


1U / o 1 . Kl0o4 


Score 


620 




Exons 


qua rn i i n c n 1 nc 1QCO 

oo4..y/l, 10o0..11/5, 195b. 


.2086, 2840 


. .2895 




GI Descrip. 


z/Uo/4d u . ue-t-uu (Auuuoyozj 


putative calcium-dependent 


ser/ thr 




protein kinase [Arabidopsis 


thaliana] 1 






Seq. No. 


39585 


Seq. ID 


OJ000308_06.0328 


.C9 . 


Gene No. 


81798 


Strand 






Start 


864 


End 


2895 




Name 


OJ000308 06.0328.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


864 


End 


1174 




GI 


none 


Score 


92 




Exons 


864. .971, 865.-978, 1042. .1173, 1064.. 


1174 




Seq. No. 


39585 


Seq. ID 


OJ000308_06.0328 


.C9 


Gene No. 


81798 


Strand 






Start 


864 


End 


2895 




Name 


OJ000308 06.0328.C9.ol.tm 


Method 


TBLASTX : Maize 




Start 


867 


End 


2085 




GI 


none 


Score 


147 




Exons 


867. .971, 1042. .1176, 1059. 


.1181, 1061 


..1174, 1959. .2084, 




1963. .2085 








Seq. No. 


39585 


' Seq. ID 


OJ000308_06.0328 


,C9 


Gene No. 


81798 


Strand 






Start 


864 


End 


2895 




Name 


OJ000308 06.0328.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1948 


End 


2088 




GI 


none 


Score 


135 




Exons 


1948. .2088, 1951. .2085, 1953. .2087 






Seq. No. 


39586 


Seq. ID 


OJ000208_08.0321 


.C3 


Gene No. 


81799 


Strand 


+ 




Start 


5233 


End 


9836 




Name 


OJ000208 08.0321.C3.ol.np 


Method 


AAT/NAP 




Start 


5233 


End 


9607 




GI 


4680183 


Score 


4692 




Exons 


5233. .7712, 8208. .8250, 8338. .8760, 9495. .9607 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


39586 


Seq. ID 


OJ000208_08. : 0321 


.C3 


Gene No. 


81799 


Strand 


+ 




Start 


5233 


End 


9836 




Name 


OJ000208 08.0321.C3.o2.gs 


Method 


GENSCAN 





39479 




Start 


5233 








End 


9836 




GI 


none 








Score 


. 83 




Exons 


5233 . . 5588 , 


5621 


. . 8164 , 


8261 . . 


9836 . 






Seq. No. 


39586 








Seq. ID 


/ATnnnono no moi 

OJ000208 08.0321 


. C3 


Gene No; 


81799 








Strand 


+ 




Start 


5233 








End 


9836 




Name 


OJ000208 08 


.0321 


.C3.o2. 


np 


Method 


AAT/NAP 




Start 


8853 








End 


9668 




GI 


4 680180 








Score 


1361 




Exons 


n n it i n /~ /■" n 

8853 . . 9668 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


39586 








Seq. ID 


OJ000208_08.0321 


. C3 


Gene No. 


81800 








Strand 






Start 


7741 








End 


9791 




Name 


ninnnono no 
OJUUUzUo Uo 


.0321 


.C3.o3. 


np 


Method 


AAT/NAP 




Start 


7741 








End 


9791 




GI 


■59024 48 








Score 


126 




Exons 


7741. . 7854 , 


9677 


. . 9791 










GI Descrip. 


(AB030283) 


orf3 


[Oryza 


sativa] 








Seq. No. 


39586 








Seq. ID 


OJ000208_08.0321 


.C3 


Gene No. 


81801 








Strand 






Start 


11439 








End 


13577 




Name 


OJ000208_08 


.0321 


.C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6533 








End 


6935 




GI 


none 








Score 


293 




Exons 


6533 . .6802, 


6534 


. . 6935 










Seq. No. 


39586 








Seq. ID 


OJ000208_08.0321 


.C3 


Gene No. 


81801 








Strand 






Start 


11439 








End 


13577 




Name 


OJ000208_08 


.0321 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7512 








End 


8189 




GI 


none 








Score 


143 




Exons 


7 512 . .7 688, 


7733 


. .7969, 


7737. . 


7967, 8073.. 8189 




Seq. No. 


39586 








Seq. ID 


OJ000208_08.0321 


.C3 


Gene No. 


81801 








Strand 






Start 


11439 








End 


13577 




Name 


OJ000208 08 


.0321 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8189 








End 


8645 




GI 


none 








Score 


471 




Exons 


O i n r\ Q f A A 

8189 . . 8644 , 


8190 


. .8645 










Seq. No. 


39586 








Seq. ID 


OJ000208_08.0321 


.C3 


Gene No. 


81801 








Strand 






Start 


11439 








End 


13577 




Name 


^-rnnnonn no 

OJ000208_08 


.0321 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8238 








End 


8594 




GI 


none 








Score 


130 




Exons 


8238. .8453, 


8460 


. .8594 










Seq. No. 


39586 








Seq. ID 


OJ000208_08.0321 


.C3 


Gene No. 


81801 








Strand 






Start 


11439 








End 


13577 





39480 




Name 


UJUUUZUo Uo . 


Uo^i . 


UO . OZ . 


-t- 

tin 


K jf J— W /"J 

Metnoa 


1 oliAb 1 A : 


Mai ze 




btart 






- 






OD/J 






GI 


none 








Score 








Exons 


Q-31 Q QiTTC 

OJJLy. .oD/O, 


o jDU . 


. 0 ODD 












Seq. No. 


39586 








Seq. ID 


OJ000208 


_08.0321 


.C3 


Gene No. 


81801 








Strand 








Start 


1 1 A *5 Q 








tina 


1 "5 c, "7 n 






Name 


UJUUU^Uo Uo. 


u 1 . 


Lj . . 


tw 


fWl /-\ 4~" /"s /"J 

L v je tnoa 


T^PT 7S. CTV • 
1 nli/ib 1 A . 


wnea u 




Start 


0 / 0 U 








Hina 


GI Q A 
y 1 O 4 






GI 


none 








Score 


A A R 
4 4 0 






Exons 


Q *7 £ H • Q1*7Q 

o / ou . . y l / y , 


o o U 4 . 


. y 1 O 4 / 


QQOC 
OoZD. 


Q A 

. y i o 4 








Seq. No. 


39586 








Seq. ID 


OJ000208 


_08.0321 


,C3 


Gene No. 


81801 








Strand 








btart 


1 1 A "3 Q 
1 X 4 J y 








iijna 


1O0 / / 






Name 


UJUUUZUo Uo . 




Lj . Ol . 


IS 


ixie tnoa 


1 £5J_i/-io 1 A . 


boyoean 




b tart 


QQflQ 

ooUo 








iijna 


yz j y 






GI 


none 








Score 


j! 0 






Exons 


OOfiP QOQQ 

ooUo. . 


R fi ^ ^ 


PQQO 

. o y y o , 


yuoo . 


Q9 n ^ 
. yz uo 








Seq. No. 


39586 








Seq. ID 


OJ000208 


_08.0321 


.C3 


Gene No. 


81801 








Strand 








Start 


1 1 A "5 Q 

1 1 4 J y 








End 


, 13577 






Name 


OJUUUzUo Uo . 


m o i 
UJz 1 . 


Lj .Ol . 


rm 


Method 


TBLASTX : 


Maize 




Start 


Q Q A /r 

o y u d 








End 


9350 






GI 


none 








Score 


276 






Exons 


o y u b . . y i ou , 


o yu / . 


. y ioi, 


Q1 QO 

y loz . 


.9313, 9183.. 9326, 


9324. .9350 


Seq. No. 


39586 








Seq. ID 


OJ000208 


_08.0321 


.C3 


Gene No. 


81801 








Strand 








b rare 


1 1 A "3 Q 

11^ 








End 


13577 






Name 


UJ UUUZUo Uo . 


UOZ 1 . 


Lj .04. 


tw 


Method 


TBLASTX: 


Wheat 




btart 


Q. 1 Q Q 

y i o o 








. End 


9500 






C T 

GI 


none 








Score 


309 






Exons 


Q1 QQ QO^C 

y i o o . . yz dj / 


Q1 QQ 

y i o y . 


q nn 
. y o uu / 


y ou o . 


.9487, 9324. .9497 






Seq. No. 


39586 






- 


Seq. ID 


OJ000208 


_08.0321 


.C3 


Gene No. 


81801 








Strand 










1 1 A 1 Q 
114 








End 


13577 






Name 


UJUUUZUo Uo. 


Uj^I . 


Lj . O J . 


9 s 


Method 


GENSCAN 






otart 


1 1 4 j y 








End 


12782 






C T 

GI 


none 








Score 


1 






Exons 


114jy. . LZ / o Z 
















oeq. i\ o . 


39586 








Seq. ID 


OJ000208 


_08.0321 


.C3 


Gene No. 


81801 








Strand 








Start 


11439 








End 


13577 






Name 


OJ000208 08. 


0321. 


C3.o4 . 


np 


Method 


AAT/NAP 






Start 


11442 








End 


13577 






GI 


7487691 








Score 


981 






Exons 


114 42. .12660, 13429. .13577 











GI Descrip. hypothetical protein T5I7.1 - Arabidopsis thaliana 

gi|2642153|gb|AAB87120.1| (AC003000) unknown protein 
[Arabidopsis thaliana] 

Seq. No. 39586 Seq. ID OJ000208_08 . 0321 . C3 



39481 



Gene No. 81801 Strand 

Start 11439 End 

Name OJ000208_08 . 0321 . C3 . o3 . tm Method 

Start ' 11451 End 

GI none Score 

Exons 11451. .11609, 11452 11610, 11643 11726, 11652 

11712. .11813, 11740. .11805 



13577 

TBLASTX: Maize 
11813 
190 

11681, 



Seq. No. 39586 

Gene No. 81801 

Start 11439 

Name OJ000208_08 . 0321 . C3 . ol . tc 

Start 11475 

GI none 

Exons 11475. .11651, 11721 .. 11792, 
12120. .12194, 12399. .12518, 



Seq. ID OJ000208_08.0321.C3 
Strand 

End 13577- 

Method TBLASTX: Cress 

End 12647 

Score 73 
1182 6. .12032, 1187 8. .12021, 
12513. .12 647, 12514. .12621 



Seq. No. 39586 Seq. ID 

Gene No. 81801 Strand 

Start 11439 End 

Name OJ000208_08 . 0321 . C3 . o4 . tm Method 

Start 11826 End 

GI none Score 

Exons 11826. .12005, 118 69 12006- 



OJ000208_08.0321.C3 
13577 

TBLASTX: Maize 

12006 

181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39587 Seq. ID 

81802 Strand 

35 End 

OJ000208_08 . 0321 . C4 . ol . gs Method 

35 End 

none Score 



OJ000208_08.0321.C4 

1828 
GENSCAN 
1828 
.42 



35. .258, 264. .464, 1222. .1313, 1762. .1828 



Seq. No. 39588 

Gene No. 81803 • 

Start 1 

Name OJ000208_08 .'0321 . C5 . ol . np 

Start 1 

GI 5922620 

Exons 1..83, 271. .447, 
GI Descrip. 



OJ000208_08.0321.C5 
+ 

2066 
AAT/NAP 
2063 
462 



Seq. ID 
Strand 
End 

Method 
End 
Score 

484. .556, 1921. .2063 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


39588, 




Seq. ID 


OJ000208 


Gene No. 


81803 




Strand 


+ 


Start 


1 




End 


2066 


Name 


OJ000208 


08.0321.C5.ol.gs 


Method 


GENSCAN 


Start 


342 




End 


2066 


GI 


none 




Score 


.52 


Exons 


342. .567, 


1116. .1285, 1741. 


.1912, 1942 


. .2066 


Seq. No. 


39588 




Seq. ID 


OJ000208 


Gene No. 


81804 




Strand 


+ 


Start 


2326 




End 


2665 



39482 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000208_08 . 0321 . C5 . o2 . gs Method GENSCAN 

2326 End 2665 

none Score .69 

2326..2385, 2419. .2513, 2641. .2665 



39588 
■ 81805 
2202 

OJ000208_08 .0321.C5.o2.np 
2202 
6630699 
2202. .2285 

(APOOO'969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000208_08.0321.C5 
Strand 

2285 
AAT/NAP 
2285 
87 



End 

Method 

End 

Score 



39589 
81806 
460 

OJ000208_08 . 0321 .C6.ol.gs 
460 
none 

460. .499, 701. .891 

39589 
81807 
9247 

OJ000208_08.0321.C6.o3.gp 
9247 
none 

9247. .9486, 9651. .9796, 10362 .. 104 12 , 11222. .11298 



Seq. ID OJ000208_08.0321.C6 

Strand + 

End 891' 

Method GENSCAN 

End 891 

Score .64 



Seq. ID OJ000208_08 .0321. C6 

Strand + 

End 12312 

Method AAT/GAP 

End 11298 

Score 891 



39589 
81807 
9247 

OJ000208_08.0321.C6.o2.np 

9401 r 

6478927 



Seq. ID OJ000208_08.0321.C6 

Strand. + 

End 12312 

Method AAT/NAP 

End 12255 

Score 938 



9401. .9558, 9648. .9796, 10362 .. 104 12 , 11222 .. 11443, 
11535. .11637, 117 66. .12255 

(AC011436) hypothetical protein [Arabidopsis thaliana] 



39589 
81807 
9247 

OJ000208_08.0321.C6.o4.gs 

9401 

none 



Seq. ID OJ000208_08.0321.C6 

Strand + 

End 12312 

Method GENSCAN 

End 12312 

Score .78 



9401. .9486, 9594. .9796, 10362 .. 104 12 , 11222 .. 11443, 
11535. .11637, 11766. .12312 



39589 
81808 
14820 

OJ000208_08.0321.C6.o5.gp 

14820 

3761922 



Seq. ID OJ000208_08.0321.C6 

Strand + 

End 15236 

Method AAT/GAP 

End 15236 

Score 791 



39483 



Exons 



14820. .15236 



Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39589 Seq. ID OJ000208_08 . 0321 . C6 

81809 Strand 

3107 End 3946 

OJ000208_08 . 0321 . C6 . ol . gp Method AAT/GAP 

2763 . End 3274 

LIB3433-051-P1-K1-D6 Score 975 

2763. .3274 

' 6015437/dbj IAB008112. 1 | AB008112 6.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39589 
81809 
3107 

OJ000208_08 .0321.C6.ol.np 

3024 

7487694 

3024 . .3803 

hypothetical protein T5I7. 
gi 12642154 | gb | AAB87 121 . 1 | 
[Arabidopsis thaliana] gi | 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_08.0321.C6 

3946 
AAT/NAP 
3803 
406 



2 - Arabidopsis thaliana 

(AC003000) unknown protein 

37 90595 |gb|AAC698 60.1 | (AF07 918 6) 



RING-H2 finger protein RHC2a [Arabidopsis thaliana] 



l J 


Sea. No. 


39589 








Seq. ID 


OJ000208 


08. 0321. C6 


J3 ~ 


Gene No." 


81809 








Strand 








Start 


3107 








End 


3946 






Name 


OJ000208 08. 


.0321 


.C6.o2. 


gs 


Method 


GEN SCAN 






Start 


3107 








End 


3946 




id 


GI 


none 








Score 


.99 






Exons 


3107. .3946 














fi l 


Seq. No. 


39589 








Seq. ID 


OJ000208 


_08.0321.C6 




Gene No. 


81810 








Strand 








Start 


8490 








End 


8976 




IL 3 


Name 


OJ000208 08, 


.0321 


.C6.o2. 


gp 


Method 


AAT/GAP 






Start 


8490 








End 


8976 






GI 


none 








Score 


718 






Exons 


8490. .8555, 


8664 


. .8976 












Seq. No. 


39589 








Seq. ID 


OJ000208 


_08.0321.C6 




Gene No. 


81811 








Strand 








Start 


12060 








End 


15555 






Name 


OJ000208 08. 


.0321 


.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2760 








End 


3572 






GI 


none 








Score 


44 






Exons 


2760. .2783,- 


2834 


. .2881, 


2991. 


.3050, 2993. .3052, 


2996. .3052, 






3054. .3119, 


3063 


. .3122, 


3129. 


.3572, 3129.. 3305, 


3155. .3571 




Seq. No. 


39589 








Seq. ID 


OJ000208 


_08.0321.C6 




Gene No. 


81811 








Strand 








Start 


12060 








End 


15555 






Name 


OJ000208 08. 


.0321 


.C6.ol . 


tc 


Method 


TBLASTX: 


Cress 




Start 


3209 








End 


3928 






GI 


none 








Score 


37 






Exons 


3209. .3253, 


3264 


. .3299, 


3269. 


.3301, 3294. .3368, 


3353. .3373, 






3410. .3559, 


3426 


. .3560, 


3629. 


.3745, 3755. .3790, 


3839. .3880, 



39484 



3890. .3928 



Seq. No. 39589 

Gene No. 81811 

Start 12060 

Name OJ000208JD8 . 0321 . C6 . o2 . ts 

Start 3410 

GI none 

Exons 3410.. 3544, 3420.. 3545, 3437. 

3761. .3790, 3839. .3877, 3843. 



Seq. ID OJ000208_08.0321.C6 
Strand 

End 15555 

Method TBLASTX : Soybean 

End 3965 

Score 160 

.3550, 3626.. 3751, 3641.. 3745, 
.3878, 3890.. 3952, 3897.. 3965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



0321.C6.ol.ts 



39589 
81811 
12060 

OJ000208_08 . 
9696 
none 

9696. . 9803, 

11221. .114 42, 114 94. .11640, 
117 63. .11885, 117 64. .11877, 
11980. .12126, 11995. .12138, 

39589 
81811 
12060 

OJ000208_08 . 0321 . C6 . o2 . tm 
10357 
none 

10357. .10410, 10358. . 10435, 
11530. .1164 0, 11531. .11638, 
11765. .12271, 12271. .12327 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_08.'0321.C6 
15555 

TBLASTX : Soybean 

12177 

102 



9700. .9801, 10352. .10435, 11220 .. 114 4 4 , 

11531. .11638, 11538. . 11645, 
11764. .11931, 11957. .12121, 
12150. .12176, 12151.. 12177 

Seq. ID OJ000208_08.0321.C6 
Strand - s - ■ 

End 15555 
Method TBLASTX : Mai ze 
End 12327 
Score 82 
11220. .11444, 11226. .11441, 
11764. .11940, 11764. .12270, 



39589 Seq. ID OJ000208_08 . 0321 . C6 

81811 Strand 

12060 End 15555 

OJ000208_08.0321.C6.o4 . gp Method AAT/GAP 

12060 End 12724 

85860_1 .R1084 Score 910 

12060. .12581, 12612. . 12724 

1 1363492/pir | | S55344 9.0e-16 outer envelope membrane protein 
OEP75 precursor - garden pea >gi_576507 (L36858) outer membrane 
protein [Pisum sativum] >gi_633607_emb_CAA58720._ (X83767) 
chloroplastic outer envelope membrane protein (OEP75) [Pisum 
sativum] ' 



39589 Seq. ID 

81811 Strand 

12060 End 

OJ000208_08 .0321.C6.o3.np Method 

12077 End 

5734776 Score 



OJ000208_08.0321.C6 

15555 
AAT/NAP 
14163 
571 



12077. .12206, 12912 .. 13768 , 13982.. 14163 
(AC007980) 53021 [Arabidopsis thaliana] 



39589 
81811 
12060 



Seq. ID 

Strand 

End 



OJ000208 08. 0321. C6 



15555 



39485 




Name 


OJ0.00208 08. 0321. C6 


o5 . gs 


Method 


GENSCAN 




Start 


12908 






End 


15545 




GI 


none 






Score 


. 88 




Exons 


12908. 


.14350, 15381 


. 15545 








Seq. No. 


39589 






. Seq. ID 


OJ000208_08.0321 


.C6 


Gene No. 


81811 






Strand 






Start 


12060 






End 


15555 




Name 


OJ000208 08. 0321. C6 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


13100 






End 


13873 




GI 


none 






Score 


188 




Exons 


13100. 


.13492, 13104 


. 13499, 


13730. .13873 




Seq. No. 


39589 






Seq. ID 


OJ000208JD8.0321 


.C6 


Gene No. 


81811 






Strand 






Start 


12060 






End 


15555 




Name 


OJ000208 08. 0321. C6 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


13133 






End 


14047 




GI 


none 






Score 


131 




Exons 


13133. 


.13471, 13134 


. 13475, 


13754. .13873, 13859. .14047 




Seq. No. 


39589 






Seq. ID 


OJ000208_08.0321 


. Co 


Gene No. 


81811 






Strand 






Start 


12060 






End 


15555 




Name 


OJ000208 08. 0321. C6 


p3 . tm 


Method 


TBLASTX: Maize 




Start 


13182 






End 


13867 




GI 


none 






Score 


352 




Exons 


13182. 


.13346, 13187 


.13471, 


13188. .134 75, 13739. .13867 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39589 Seq. ID 

81811 Strand 

12060 End 

OJ000208_08 . 032 1 . C6 . ol . tw Method 

13227 End 

none Score 

13227. .13538, 13232.. 13666 



OJ000208_08.0321.C6 
15555 

TBLASTX: Wheat 

13666 

129 



OJ000208 08. 0321. C6 



39589 Seq. ID 

81811 Strand 
12060 End 15555 

OJ000208_08 . 0321 . C6 . 06 . gp Method AAT/GAP 

15246 End 15475 

2796820 Score 427 

15246. . 15475 

1363492/pir M S55344 9.0e-16 outer envelope membrane protein 
OEP75 precursor - garden pea >gi_576507 (L36858) outer membrane 
protein [Pisum sativum] >gi_633607_emb_CAA58720_ (X83767) 
chloroplastic outer envelope membrane protein (OEP75) [Pisum 
sativum] 



39589 
81811 
12060 

OJi000208_08.0321.C6.o4 

15252 • 

none 



tm 



Seq. ID OJ000208_08.0321.C6 
Strand 
End 

Method 
End 
Score 



15555 

TBLASTX: Maize 

15555 

283 



15252. .15554, 15286 .. 1554 6, 15306 .. 15548, 15433.. 15555 



39486 



Seq. No. 


39589 


Seq. ID 


OJ000208_08.0321.C6 


Gene No. 


81811 


Strand 




Start 


12060 


End 


15555 


Name 


OJ000208__08 .0321.C6.o4.ts 


Method 


TBLASTX : Soybean 


Start 


15304 


End - 


15431 


GI 


none 


Score 


98 


Exons 


15304..15429, 15306..15431, 


15307. .15393 


Seq. No. 


39589 


Seq. ID 


OJ000208_08.0321.C6 


Gene No. 


8l8ll 


Strand 




Start 


12060 


End 


15555 


Name 


OJ000208 08.032l.C6.o4.np 


Method 


AAT/NAP 


Start 


15309 


End 


15545 


GI 


1363492 


Score 


308 


Exons 


15309. .15545 






GI Descrip. 


outer envelope membrane protein OEP75 precursor - garden pea 



gi|'576507|gb|AAA53275.1| (L36858) outer membrane protein [Pisum 
sativum] gi | 633607 | emb | CAA58720 . 1 | (X83767) chloroplastic outer 
envelope membrane protein (OEP75) [Pisum sativum] 





Seq. No. 


39589 


Seq. ID 


OJ000208_08.0321.C6 




Gene No. 


81811 


Strand 






Start 


12060 


End 


15555 


cr 
~3 


Name 


OJ000208 08.0321.C6.o3.tc 


Method 


TBLASTX: Cress 


P. 


Start 


15339 


End 


15548 




GI 


none 


Score 


110 


IS, 


Exons ' 


15339. .15359, 15400 .. 15519, 15402 .. 15548 , 15439. .15546 




Seq. No. 


39590 


Seq. ID 


OJ000208_08.0321.C7 




Gene No. 


81812 


Strand 


+ 




Start 


3341 


End 


3745 


1 1 
=x 


Name 


OJ000208 08.0321.C7.o3.gp 


Method 


AAT/GAP 




Start 


3341 


End 


3745 




GI 


LIB34 31-02 1-P1-N1-D10 


Score 


778 




Exons 


3341. .3745 








GI Descrip. 


I 4336608/gb|AAD17855| 1.0e-20 


(AF099111) sigma factor; Sig2 






mays] 1 








Seq. No. 


39590 


Seq. ID 


OJ000208_08.0321.C7 




Gene No. 


81813 


Strand 


+ 




Start 


5757 


End 


6690 




Name 


OJ000208 08.0321.C7.o3.np 


Method 


AAT/NAP 




Start 


5757 


End 


6690 




GI 


5777617 


Score 


95 




Exons 


5757. .5844, 6473. .6690 








. GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No.- 


39590 


Seq. ID 


OJ000208_08.0321.C7 




Gene No. 


81814 


Strand 






Start 


842 


End 


8742 




Name 


OJ000208 08.0321.C7.ol.gs 


Method 


GENSCAN 




Start 


842 


End 


6293 




GI 


none 


Score 


.49 



Exons 842. .949, 1116. .1286, 1707. .1862, 1941. .2997, 3564. .3853, 

3956. .4153, 4528. .4668, 4836. .5018, 5406. .5945, 6075. .6293 

39487 



Seq. No. 


39590 


Seq. ID 


n innmno no. moi r*n 
UJUUU^Uo Uo.UJZl.O/ 


Gene No. 


81814 


Strand 




Start 


842 


End 


8742 


Name 


OJ000208 08.0321.C7.ol.np 


Method 


AAT/NAP 


Start 


842 


End 


2951 


GI 


7487986 


Score 


1416 


Exons 


842.. 949, 1065.. 1286, 1707 


..2721, 2767. 


.2951 


GI Descrip. 


outer envelope membrane protein homolog T6H20.230 - Arabidops. 


thaliana gi I 554 1685 | emb | CAB51191 . 1 1 (AL096859) chloroplast 




import-associated channel 


homolog [Arabidopsis thaliana] 


Seq. No. 


39590 


Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81814 


Strand 




Start 


842 


End 


8742 


Name 


OJOOOzCJo Uo . Uoz 1 . C / . ol . gp 


Method 


AAT/GAP 


Start 


1833 


End 


2076 


GI 


4878433 


Score 


4 68 


Exons 


1833 . .2076 






GI Descrip. 


554 168 5 /emb 1 CABS 1191 . 1 1 4. 


Oe-24 (AL096859) chloroplast 


import-associated channel 


homolog [Arabidopsis thaliana] 


Seq. No. 


39590 


Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81814 


Strand 




Start 


842 


End 


8742 


Name 


OJ000208 08.0321.C7.o2.gp 


Method 


AAT/GAP 


Start 


2586 


End 


2912 


GI 


3761923 


Score 


597 


Exons 


2586. .2912 






Seq. No. 


39590 


Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81814 


Strand 




Start 


842 


End 


8742 


Name 


OJ000208 08.0321.C7.o4.np 


Method 


AAT/NAP 


Start 


3400 


End 


8461 


GI 


7228446 


Score 


391 ' 


Exons 


3400.. 3427, 6862.. 6947, 7628.. 8461 




GI Descrip. 


(AP001366) Similar to Arabidopsis thaliana chromosome, II BAC 


F9013 genomic sequence, putative retroelement pol polyprotein 




(AC006248) [Oryza sativa] 






Seq. No. 


39590 


Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81814 


Strand 




Start 


842 


End 


8742 


Name 


OJ000208 08.0321.C7.o2.np 


Method 


AAT/NAP 


Start 


3563 


End 


6293 


GI 


4336608 


Score 


1634 


Exons 


3563. .3853, 3956. .4153, 4528. .4668, 4755.-4985, 5406. .5959, 




6119. .6293 






GI Descrip. 


(AF099111) sigma factor; Sig2 [Zea mays] 


Seq. No. 


39590 


Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81814 


Strand 




Start 


842 


End 


8742 


Name 


OJ000208 08.0321.C7.o4 . gp 


Method 


AAT/GAP 


Start 


7143 


End 


7271 


GI 


32447 1.R1084 


Score 


217 


Exons 


7143. .7271 







39488 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 4587550/gb|AAD25781.1 |AC006577_17 6.0e-ll (AC006577) EST 
gb R64848 comes from this gene. [Arabidopsis thaliana] ' 



39590 Seq. ID 

81814 Strand 

842 End 

OJ000208_08 . 0321 . C7 . o2 . gs Method 

7679 End 

none Score 
7679. .8602 



OJ000208_08.0321.C7 

8742 
GENSCAN 
8602 
.95 



Seq. No. 


39590 






Seq. ID 


CJuUUUZUo Uo . UjZI .L / 


Gene No. 


81814 






Strand 




Start 


842 






End 


O *7 A O 


Name 


OJ000208_08 


.0321. 


C7 . o5 . gp 


Method 


AAI /bAF 


Start 


8451 






End 


8742 


GI 


none 






Score 


432 


Exons 


8451. .8742 










Seq. No. 


39590 






Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81815 






Strand 




Start 


8644 






End 


8740 


Name 


OJ000208 08 


.0321. 


C7 .o4 ,ts .' 


Method 


TBLASTX : Soybean 


Start 


825 






End' 


1125 


GI 


none 






Score 


108 


Exons 


825. .962, 8 


42. .949, 1065. .1124, 1066.. 


1125 


Seq. No. 


39590 






Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81815 






Strand 




Start 


8644 






End 


8740 


Name 


OJ000208 08 


.0321. 


C7 .ol .tm 


Method 


TBLASTX: Maize 


Start 


901 






End 


2243 


GI 


none 






Score 


100 


Exons 


901. .966, 901. .94 


8, 902. .949, 


903. .950, 1063. .1284, 1065. .1283, 




1065. .1298, 


1066. 


.1284, 1633. 


.2013, 1692. .2243, 1961. .2044, 




2074. .2241 










Seq. No. 


39590 






Seq. ID 


OJ000208_08.0321.C7." 


Gene No. 


81815 






Strand 




Start 


8644 






End 


8740 


Name 


OJ000208 08 


.0321. 


C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1127 






End 


1905 


GI 


none 






Score 


81 


Exons 


1127. .1261, 


1131. 


.1289, 1131. 


.1289, 1132. .1293, 1177.. 1293, 




1704. .1904, 


1705. 


.1905 







Seq. No. 39590 

Gene No. 81815 

Start 8644 

Name OJ000208JD8 . 032 1 . C7 . o2 . tc 

Start 1698 

GI none 

Exons 1698.. 1787, 
2074. .2166 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_08.0321.C7 
8740 

TBLASTX : Ci , -;s 

2174 

112 



1747. .1944, 1773. .1931, 1917. .2174, 1933. .2010, 



Seq. No. 39590 Seq. ID OJ000208_08 . 0321 . C7 

Gene No. 81815 Strand 

39489 



Start 


8644 








End 


0 /4U 


Name 


OJ000208_08 . 


0321 . 


C7 . o3 . 


tm 


Method 


TBLASTX : Mai ze 


Start 


- 2271 








End 


ZOL 1 


GI 


none 








Score 


165 


Expns 


2271 . . 2432, 


2271 . 


, . 24 do, 


ZZ 1 0 . 


O /I *7 O O /I 

. ^4 1 Z , z4i 




Seq. No. 


39590 








Seq. ID 


OJ000208_08.0321.C7- 


Gene No. 


81815 








Strand 




Start 


8644 








End 




Name 


OJ000208_08 , 


. 0321 , 


> C7 . 03 . 


tc 


Method 


1 obAbiA : Lress 


Start 


2274 








End 




GI 


none 








Score 


DO 


Exons 


2274 . .2339, 


2281, 


, .2343, 




. ZOZZ , Z J 


DO . . Z O U O 


Seq. No. 


39590 








Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81815 








Strand 




Start 


8644 








End 


8740 


Name 


OJ000208_08 . 


.0321.C7.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


3581 








End 


4992 


GI 


none 








Score 


144 


Exons 


3581 . . 3853, 


3588 . 


. . 3746, 


0 a 0 0 

3932 . 


.4168, 4528.. 4677, 4529.. 4672, 




4 746. .4 9oo , 


4762 , 


. . 4992 








Seq. No . 


39590 








Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81815 








Strand 




Start 


8644 








End 


8740 


Name 


OJ000208_08 , 


> 0321 , 


. C7 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3581 








End 


3853 


GI 


none 








Score 


144 


Exons 


3581 . . 3853, 


3588 , 


. . 3746 








Seq. No. 


39590 








Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81815 








Strand 




Start 


8644 








End 


8740 


Name 


OJ000208_08 . 


.0321 


.C7.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3956 








End 


4153 " 


GI 


none 








Score 


147 


Exons^-- 


3956 . . 4153, 


3960 


. .4082 








Seq. No. 


39590 








Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81815 








Strand 




Start 


8644 








End 


8740 


Name 


OJ000208_08 


.0321- 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4537 








End 


5477 


GI 


none 








Score 


199 


Exons 


4537 . . 4677, 


4538 


. .4669, 


4542 . 


.4670, 4543. .4686, 4753.-4986, 




4755. .4997, 


4755 


. .4988, 


C A f\ A 

54 04 . 


.5475, 5406. .5477, 5406. .5477 


Seq. No. 


39590 








Seq. ID 


OJ000208_08.0321.C7 


Gene No. 


81815 








Strand 




btart 


Q C^A A 
O Oft fl 








End 


8740 


Name 


OJ000208 08 


.0321 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4761 








End 


4994 


GI 


none 








Score 


10-7 


Exons 


4761. .4931, 


4762 


. .4929, 


4950. 


.4994, 4954. .4986 


Seq. No. 


39590 








Seq. ID 


OJ000208_08.0321.C7 



39490 



f^PTlP No 


81815 






Strand 






Start 


8644 






End 


8740 




Name 


OJ000208 08 


.0321.C7.o5. 


tm 


Method 


TBLASTX : 


Maize 


Start 


8000 






End 


8318 




GI 


none 






Score 


184 




Exons 


8000. .8071, 


8015. .8287, 


8028 . 


.8180, 8 


053. .8181, 


8126. .8317, 




8151. .8318 












Seq. No. 


39590 






Seq. ID 


OJ000208 


08. 0321. C7 


Gene No. 


81815 






Strand 






Start 


8644 






End 


8740 




Name- 


OJ000208 08 


.0321.C7.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


8324 






End 


8551 




GI 


none 






Score 


195 




Exons 


8324. .8545, 


8325. .8546, 


8330 . 


.8551, 8 


374 . .8550 




Seq. No. 


39590 






Seq. ID 


OJ000208 


_08.0321.C7 


Gene No. 


81815 






Strand 






Start 


8644 






End 


8740 




Name 


OJ000208 08 


.0321.C7.o6. 


gp 


Method 


AAT/GAP 




Start 


8644 






End 


8740 




GI 


2428022 






Score 


170 




Exons 


8644. .8740 












Seq. No. 


39591 






Seq. ID 


OJ00020S 


_08.0321.C8 


Gene No. 


81816 






Strand 


+ 




Start 


1 






End 


1234 




Name 


OJ000208 08 


.0321.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1234 




GI 


5295955 






Score 


97 




Exons 


1..54, 483. 


.623, 1164.. 


1234 








GI Descrip. 


(AB026295) 


Similar to Epstein 


-Barr virus (EBV) 


genome. (V01555) 




[Oryza sativa] 










Seq. No. 


39591 






Seq. ID 


OJ00020G 


_08 . 0321 .C8 


Gene No. 


81816 






Strand 


■ + 




Start 


i 






End 


1234 




Name 


OJ000208 08 


.0321.C8.ol. 


gs 


Method 


GENSCAN 




Start 


58 






End 


1218 




GI 


none 






Score 


.85 




Exons 


58. .131, 176. .287, 533. 


.688, 


1100. .1218 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39592 Seq. ID OJ000208_08 . 032 1 . C10 

81817 Strand + 

1272 End 3091 

OJ000208_08 . 0321 . C10 . ol . np Method AAT/NAP 

1272 End 3091 

7485086 Score 567 

1272. .1441, 2367. .3091 

hypothetical protein - Arabidopsis thaliana 
gi|2245139|emb|CAB10560.1| (Z97344) hypothetical protein 
[Arabidopsis thaliana] gi | 7268533 | emb | CAB78783 . 1 | (AL161547) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



39592 
81817 
1272 



Seq. ID OJ000208_08. 0321. C10 
Strand + 
End 3091 



39491 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000208_08 . 

2147 

none 

2147. .2467 

39592 
81818 
2871 

OJ000208_08. 

2508 

none 

2508. .2684, 
2688. .2837 

39592 
81818 
2871 

OJ000208_08 . 

2510 

none 

2510. .2704, 

39592 
81818- ■ 
2871 

OJ000208_08 . 

2511 

none 

2511. .2693, 

39592 
81818 
2871 

OJ000208_08 . 

2511 

none 

2511. .2714, 

39592 
81818 
2871 

OJ000208_08. 

2838 

none 

2838. .2978, 
3038. .3103, 

39592 
81818 
2871 

OJ000208_08. 

2871 

none 

2871. .3315 

39593 
81819 



0321. C10. ol.gp 



0321. C10. ol.tm 



Method AAT/GAP 
End 24 67 

Score 568 



Seq. ID OJ000208_08. 0321. C10 
Strand 

End 3315 

Method TBLASTX : Maize 

End 2837 

Score 283 



2510. .2707, 2511. .2699, 2685.-2735, 2687.-2836, 



Seq. ID OJ000208_08. 0321. C10 
Strand 

End 3315 

0321 . C10 . ol . tc Method TBLASTX : Cress 

End 2704. 

Score 200 



2511. .2696 



0321. C10. ol.ts 



2516. .2692, 2694. 



0321. C10. ol.tw 



Seq. ID OJ000208_08. 0321. C10 
Strand 

3315 

TBLASTX: Soybean 
2738 
219 



End 

Method 
End 
Score 
.2738 



Seq. ID OJ000208JD8. 0321. C10 
Strand 

End 3315 

Method TBLASTX : Wheat 

End 2738 

Score 204 



2511. .2675,. 2519. .2680, 2694. .2738 



0321. C10. o2.tm 



2845. .2892, 2880. 
3039. .3098 



0321. C10. o2.gp 



Seq. ID OJ000208_08. 0321. C10 
Strand 

End 3315 

Method TBLASTX : Mai ze 

End 3103 

Score 141 

.2918, 2943. .3044, 2975. .3019, 



Seq. ID OJ000208_08. 0321. C10 
Strand 

End 3315 

Method AAT/GAP 

End 3315 

Score 850 



Seq. ID OJ000208_08.0321.C11 
Strand + 



39492 




Start 


232 




End 


3292 






Name 


OJ000208 08.0321.C11. 


ol . gs 


Method 


GEN SCAN 






Start 


232 




End 


3292 






GI 


none 




Score 


. 63 






Exons 


232. .400, 1344. .1499, 


1557 . 


.1641, 3069. 


..3160, 3162 


. . 3292 




Seq. No. 


39593 




- Seq. ID 


OJ000208 08 


.0321. 


Cll 


Gene No. 


81820 




Strand 


+ 






Start 


3747 




End 


4272 






Name 


OJ000208 08.0321.C11. 


ol.gp 


Method 


AAT/GAP 






Start 


3747 




End 


4272 






GI 


none 




Score 


1044 






Exons 


3747. .4272 












Seq. No. 


39593 




Seq. ID 


OJ000208_08 


.0321. 


Cll 


Gene No. 


81821 




Strand 


+ 






Start 


4350 




End 


4930 






Name 


OJ000208 08.0321.C11. 


o2.gp 


Method 


AAT/GAP 






Start 


4350 




End 


4930 






GI 


none 




Score 


1074 






Exons 


4350. .4930 












O C ■ LN . 


39593 




Seq. ID 


OJ000208_08 


.0321. 


Cll 


Gene No. 


81822 




' Strand 


+ 






Start ' 


11163 




End 


13665 






Name 


OJ000208 08.0321.C11. 


o5 . gs 


Method 


GENSCAN 






Start 


11163 




End 


13665 






GI 


none 




Score 


.59 






Exons 


11163. .11195, 12564. . 


12604, 


12928. .13318, 13336.. 13665 




Qpn No 


39593 




Seq. ID 


OJ000208J38 


.0321. 


Cll 


Gene No . 


81823 




Strand 


+ 






Start 


17507 




End 


18461 






Name 


OJ000208 08.0321.C11. 


o7 . gs 


Method 


GENSCAN 






Start 


17507 




End 


18461 






GI 


none 




Score 


.9 






Exons 


17507. .17561, 17959. . 


18461 










Sea No 


39593 




Seq. ID 


OJ000208_08 


.0321. 


Cll 


Gene No. 


81824 




Strand 


+ 






Start 


22505 




End 


24402 






Name 


OJ000208 08.0321.C11. 


08 . gp 


Method 


AAT/GAP 






Start 


22505 




End 


24402 






GI 


none 




Score 


799 






Exons 


22505. .22609, 23129. . 


23378, 


24325. .24402 






Seq. No. 


39593 




Seq. ID 


OJ000208_08 


.0321. 


Cll 


Gene No . 


81825 




Strand 


. -f 






Start 


24304 




End 


26181 






Name 


OJ000208 08.0321.C11. 


o3 . np 


Method 


AAT/NAP 






Start 


24304 




End 


25958 






GI 


6143886 




Score 


777 






Exons 


24304. .24817, 24851.. 


24952, 


25085. .25557, 25817. .25958 




GI Descrip. 


(AC010718) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


39593 




Seq. ID 


OJ000208_08 


.0321. 


Cll 


Gene No. 


81825 




Strand 


+ 







39493 




Start 24304 End 26181 

Name OJ000208_08. 0321. Cll. o9.gp Method AAT/GAP 

Start 24525 End 25274 

GI 32624_1.R1084 Score 1352 

Exons 24525.. 25274 



GI Descrip.- 1 2980788/emb | CAA18164 . 1 | 2.0e-15 (AL022197) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 39593 Seq. ID OJ000208_08 . 0321 . Cll 

Gene No. 81825 Strand + 

Start 24304 End 26181 

Name OJ000208_08 . 0321 . Cll . olO . gp Method AAT/GAP 

Start 25474 End 26181 

GI uC-osroM202033d02al Score 946 

Exons 25474 . .25528, 25752.. 26181 

GI Descrip. ' 554 1685/emb | CAB51191 . 1 | 4.0e-24 (AL096859) chloroplast 

import-associated channel homolog [Arabidopsis thaliana] 1 



Seq. No. 


39593 






Seq. ID 


OJ000208_08. 0321. Cll 


Gene No. 


81826 






Strand 




Start 


4631 






End 


10474 


Name 


OJ000208 08 


.0321 


.Cll.o2.gs 


Method 


GENSCAN 


Start 


4631 






End 


6342 . 


GI 


none 






Score 


96 


Exons 


4631. .5378, 


5835 


..5954, 6043 


..6123, 6320.. 6342 


Seq. No. 


39593 






Seq. ID 


OJ000208_08. 0321. Cll 


Gene No. 


81826 






Strand 




Start 


4631 






End 


10474 


Name 


OJ000208 08 


.0321 


.Cll.ol.np 


Method 


AAT/NAP 


Start 


4634 






End 


9980 


GI 


3980411 






Score 


866 


Exons 


4634. .4785, 


4819 


..5385, 6211 


..7435, 7774. .7814, 8074. .8147, 




8277. .8390, 


8842 


..9006, 9560 


. .9685, 9809. . 9980 


GI Descrip. 


(AC004561) 


putative proline- 


rich protein [Arabidopsis thaliana] 


Seq. No. 


39593 






Seq. ID 


OJ000208_08. 0321. Cll 


Gene No. 


81826 






Strand 




Start 


4631 






End 


10474 


Name 


OJ000208 08 


.0321 


.Cll.o3.gp 


Method 


AAT/GAP 


Start 


4986 






End 


5377 


GI 


none 






Score 


733 


Exons 


4986. .5377 











Seq. No. 39593 

Gene No. 81826 

Start 4631 

Name OJ000208_08 . 0321 . Cll . o4 . gp 

Start 7198 

GI none 
Exons 



Seq. ID OJ000208_08. 0321. Cll 



Strand 
End 

Method 

End 

Score 



10474 
AAT/GAP 
8926 
779 



7198. .7380, 8078. .8175, 8316. .8402, 8842. .8926 



Seq. No. 39593 Seq. ID OJ000208_08 . 0321 . Cll 

Gene No. 81826 Strand 

Start 4631 End 10474 

Name OJ000208JD8 . 0321 . Cll . o4 . gs Method GENSCAN 

Start 8059 End 10474 



39494 



GI 

Exons 



none 

8059. .8175, 8316. .8402, 8842. 
10003. .10083/ 10448.. 10474 



Score .92 

,9009, 9563.. 9685, 9809. .9898, 



Seq. No. 39593 Seq. ID 

Gene No. 81826 Strand 

Start 4 631 End 

Name OJ000208_08 . 0321 . CI 1 . o5 . gp Method 

Start 9587 End 

GI uC-osflM202123al0bl Score 

Exons 9587.. 9685, 9809.. 9898, 10003.. 10080 
GI Descrip. 



OJ000208_08.0321.C11 

10474 
AAT/GAP 
10080 
470 



1 3980411 2.0e-33 (AC004561) putative proline-rich protein 
[Arabidopsis thaliana] 1 



Seq. No. 39593 Seq. ID 

Gene No. 81827 Strand 

Start 14708 End 

Name OJ000208_08 . 032 1 . CI 1 . 06 . gs Method 

Start 14708 End 

GI none Score 

Exons 14708 . .16120 



OJ000208_08.0321.C11 

16337 
GENSCAN 
16120 
.96 



Seq. No.. . 39593 Seq. ID 

Gene No. 81827 Strand 

Start 14708 End 

Name OJ000208_08 . 0321 . Cll . 06 . gp Method 

Start 15981 End 

GI 700437 Score.. -- 

Exons 15981. .16337 



OJ000208_08. 0321. Cll 

16337 
AAT/GAP 
16337 \ 
557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39593 Seq. ID 

81828 Strand 
20386 End 
OJ000208_08 . 0321 . Cll . 08 . gs Method 
20386 End 
none Score 
20386. .20526, 21485. .21619 

39593 Seq. ID 

81829 Strand 
30039 End 
OJ000208_08 . 0321 . Cll . o4 . np Method 
30039 End 
6721559 Score 
30039. .30665 

(AP001073) hypothetical 
gi| 6815084 |dbj IBAA9037 0. 
[Oryza sativa] 



OJ000208_08. 0321. Cll 

21619 
GENSCAN 
21619 
.59 



OJ000208 08. 0321. Cll 



30665 
AAT/NAP 
30665 
234 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



39593 
81830 
30931 

OJ000208_08 . 0321 . CI 1 . o3 . tm 

4385 

none 



Seq. ID OJ000208_08. 0321. Cll 



Strand 
End 

Method 

End 

Score 



31941 

TBLASTX: Maize 

5046 

36 



4385. .4408, 4409. .4492, 4412. .4498, 4505. .4543, 4510. .4542, 
4548. .4574, 4597. .4923, 4625. .4846, 4960. .5034, 4963. .5046 



39495 



Seq. No. 


39593 




Gene No. 


81830 




Start ! 


30931 




Name 


OJ000208 08. 


Start 


5063 




GI 


none 




Exons 


5063. 


5164, 




5177. 


5380, 




5883. 


5957, 




6422. 


6445, 


Seq. No. 


39593 




Gene No. 


81830 




Start 


30931 




Name 


OJ000208 08. 


Start 


8070 




GI 


none 




Exons 


8070. 


8138, 




8842. 


8973, 


Seq. No. 


39593 




Gene No. 


81830 




Start 


30931 




Name 


OJ000208 08. 


Start 


8917 




GI 


none 




Exons 


8917. 


9003, 




9825. 


9911, . 


Seq. No. 


39593 




Gene No . 


81830 




Start 


30931 




Name 


OJ000208 08. 


Start 


14753 




GI 


none 




Exons 


14753 


.14893 


Seq. No. 


39593 




Gene No. 


81830 




Start 


30931 




Name 


OJ000208 08. 


Start 


15311 




GI 


none 




Exons 


15311 


.15691 


Seq. No. 


39593 




Gene No. 


81830 




Start 


30931 




Name 


OJ000208 08. 


Start- 


24322 




GI 


none 




Exons 


24322. 


.24474 


Seq. No. 


39593 




Gene No. 


81830 




Start 


30931 





Seq. ID OJ000208_08.0321.C11 
Strand 

End 31941 
Method TBLASTX: Maize 
End 6662 
Score 93 

.5179, 5091. .5180, 5164. .5379, 
.5379, 5869.. 5955, 5882.. 5956, 
.6091, 6227.. 6304, 6284.. 6358, 



Seq. ID OJ000208_08.0321.C11 
Strand 

End 31941 

Method TBLASTX : Wheat 

End 8975 

Score 55 



Seq. ID 

Strand 

End., 

Method 

End 

Score 



OJ000208_08.0321.C11 
31941 

TBLASTX: Cress 

10023 

82 



Seq. ID OJ000208__08.0321.C11 
Strand 

End 31941 

Method TBLASTX : Wheat 

End 15097 

Score 146 
1769. . 15089 

Seq. ID OJ000208_08.0321.C11 
Strand 

End 31941 

Method TBLASTX : Maize 

End 15691 

Score 287 



Seq. ID OJ000208_08.0321.C11 
Strand 

End 31941 

l.Cll.o2.ts Method TBLASTX : Soybean 

End 24593 

Score 150 

24322. .24474, 24330 .. 24422 , 244 68 .. 24 587 , 24492. .24593 

Seq. ID OJ000208_08.0321.C11 
Strand 

End 31941 



39496 



Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000208_08 . 0321 . Cll . ol . ts Method 
24610 End 
none Score 



TBLASTX: Soybean 

25383 

258 



24610. .24756, 24 616 .. 24810, 24633 24821, 24788 24820 , 
25060. .25212, 25234 .. 25266, 25267.. 25383 



39593 
'81830 
30931 

OJ000208_08.0321.Cll.ol.tc 
24643 
none 

24643. .24816, 25237 .. 25266, 25260 .. 25364 , 25267 .. 25395 , 
25269. .25388 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 08. 0321. Cll 



31941 

TBLASTX: Cress 

25395 

245 



Seq. No. 39593 
Gene No. 81830 
Start 30931 

Name OJ000208_08 . 0321 . Cll . ol . tm 

Start 24724 
GI none 

Exons 24724. .24864, 24 729 .. 2504 6, 

24931. .25047, 24 963 .. 25034 , 

25026'. .25112, 25044 .. 25193, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_08. 0321. Cll 
31941 

TBLASTX: Maize 

25194 

203 



24730. .25026, 24 759 2504 6, 
24973. .25032, 25024 .. 25113, 
25054. .25194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. , 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



39593 Seq. ID 

81830 Strand 
30931 End 31941 

OJ000208_08 . 0321 . Cll . o5 . np Method AAT/NAP 
30931 End 31941 

7340881 Score 123 

30931. .30973, 31079 .. 31258 , 31896.. 31941 
(AP001551) hypothetical protein [Oryza sativa] 



OJ000208 08. 0321. Cll 



39594 . Seq. ID 

.81831 * Strand 

1 , End 14 83 

OJ000208_08 . 0321 . C13 : ol . np Method AAT/NAP 

1 End 1483 

6630685 Score 1610 
1..615, 718. .1483 

(AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



OJ000208 08.0321.C13 



(AF105716) 



39594 Seq. ID 

81831 Strand 

1 End 

OJ000208_08 . 0321 . C13 . o3 . tm Method 

1 End 

none Score 
1. .258, 2. .277, 2. .229, 3. .257 

39594 Seq. ID 

81831 Strand 

1 End . 

OJ000208_08 . 0321 . C13 . ol . ts Method 

3 End 



OJ000208_08.0321.C13 
1483 

TBLASTX: Maize 

277 

294 



OJ000208_08 . 0321 . C13 
1483 

TBLASTX: Soybean 
584 



39497 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 




5509260 Score 78 

3. .209, 3. .239, 4. .240, 239.-358, 255. .359, 353. .583, 365. .583, 
531.. 584 



39594 
81831 
1 

OJ000208_08.0321.C13.ol. tw 
4 

none 



Seq. ID OJ000208_08.0321.C13 
Strand 

1483 

TBLASTX: Wheat 
458 
155 



End 

Method 
End 
Score 

4. .240, 5. .232, 6.-257, 239.-337, 240. .335, 336. .386, 338. .367, 
368. .442, 369.-458 



Seq. ID OJ000208_08.0321.C13 
Strand 

End 1483 

Method GENSCAN 

End 1446 

Score . 6 



39594 
81831 
1 

OJ000208_08 . 0321.C13.ol.gs 
10 

none 

10. .168, 288.-467, 677. .1446 

39594 
81831 
1 

OJ000208__08.0321.C13.o2.tm 
291 
none 

291. .608, 293. .610, 293.-586 

39594 
81831 
1 

OJ000208_08 . 0321 . C13 - o3 . tw 
874 
none 

874. .939, 940. .1080, 955. .1104, 968. .1117, 1123. .1194 



Seq. ID OJ000208_08.0321.C13 
Strand 

End 14 83 

Method TBLASTX : Mai ze 

End 610 

Score 319 



Seq. ID OJ000208_08.0321.C13 
Strand 

End 1483 

Method TBLASTX : Wheat 

End 1194 

Score 88 



39594 
81831 
1 

OJ000208_08. -0321.C13.ol.tm 

925 

none 



Seq. ID OJ000208_08 .0321 .C13 
Strand 

End 1483 

Method TBLASTX: Maize 

End 1480 

Score 279 



925. .1422, 931. .1431, 968. .1432, 1430. .1480 



39594 
81831 
1 

OJ000208_08 . 0321.C13.o2.ts 

976 

none 



Seq. ID OJ000208_08.0321.C13 
Strand 

End 1483 

Method TBLASTX : Soybean 

End 1422 

Score 38 



976. .1077, 1126. .1422, 1133. .1201, 1232. .1354 



39594 
81831 
1 



Seq. ID OJ000208_08.0321.C13 
Strand 

End 1483 



39498 



Name 


OJ000208_08 . 0321 . CI 3 . o2 . tw 


Method 


TBLASTX : Wheat 




Start 


1213 


End 


1378 




GI 


none 


Score 


90 




Exons . 


1213. .1356, 1213. .1377, 1229.. 


137o 






Seq. No. 


39595 


Seq. ID 


UJUUU^Uo Uo.UoZl 


. C14 


Gene No. 


81832 


Strand 






Start 


1 


End 


1892 




Name 


OJ000208 08.0321.C14 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


630 




GI 


7489803 


Score 


742 




Exons 


1. .630 








GI Descrip. 


pol protein homolog - maize retrotransposon Opie-2 






. gi|3645899|gb|AAC49502.1| (U68408) 5' 


end not determined 




experimentally [Zea mays] 








Seq. No. 


39595 


Seq. ID 


OJ000208_08.0321 


. C14 


Gene No. 


81832 


Strand 






Start 


1 


End 


1892 




Name 


OJ000208 08.0321.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


218 




GI 


none 


Score 


62 




Exons 


1..87, 2. .88, 70. .216, 75. .218 


i 






Seq. No. 


39595 


Seq. ID 


OJ000208_08.0321 


. C14 


Gene No. 


81832 


Strand 






Start 


1 


End 


" 1892 




Name 


OJ000208 08.0321.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


326 




GI 


none- 


Score 


69 




Exons 


1..87, 14. .82, 45. .260, 52. .252, 57. .260, 258. .326 




Seq. No. 


39595 


Seq. ID 


OJ000208_08. 032.1 


. C14 


Gene No. 


81832 


Strand 






Start 


1 


End 


1892 




Name 


OJ000208 08.0321.C14.ol.gs 


Method 


GENSCAN 




Start 


194 


End 


1796 




GI 


none 


Score 


.53 




Exons 


194. .304, 468..624, 1021. .1427, 1483.. 


1796 




Seq. No. 


39595 


Seq. ID 


OJ000208_08.0321 


.C14 


Gene No. 


81832 


Strand 






Start 


1 


End 


1892 




Name 


OJ000208 08.0321.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


328 


End 


729 




GI 


none 


Score . 


128 




Exons 


328. .660, 329. .517, 463. .666, 


545. .670 


, 545. .676, 662.. 


724, 




676. .729, 676. .726 








Seq. No. 


39595 


Seq. ID 


OJ000208_08.0321 


,C14 


Gene No . 


81832 


Strand 






Start 


1 


End 


1892 




Name 


OJ000208 08.0321.C14.o2.np 


Method 


AAT/NAP 




Start 


640 


End 


1892 




GI 


4416301 


Score 


97 




Exons 


640. .804, 1808. .1892 








GI Descrip. 


(AF105716) gag protein [Zea mays] 







39499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39596 Seq. ID 

81833 Strand 

1 End 

OJ000208_08 . 0321 . C15 . o2 . np Method 

1 End 

5295955 Score 



OJ000208_08.0321.C15 
+■ 

3766 
AAT/NAP 
3766 
737 

3626, 



1..20, 1048. .1168, 1711. .1825, 2505. .2648, 2882. 
3653.-3766 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. ID OJ000208_08.0321.C15 
Strand 

2018 
AAT/NAP 
2018 
466 



39596 
81834 
1 

OJ000208_08.0321.C15.ol.np 
1 

7489737 
1. .785, 1957. .2018 

gag protein homolog - maize retrotransposon Opie-2 
gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



End 

Method 

End 

Score 





Seq. No. 


3yoy o 




oeq . lu 


OJ000208_08. 


,0321. 


C15 




Gene No. 


81835 ' 




Strand 










Start 


2672 




End 


3243 








Name 


OJUUUzUo Uo.Uj^l.tij.Ol 


. uul 


\A 4- \~\ /~i 


TBLASTX: Maize 




rii 


Start 






rjnci 


563 








GI 


none 




Score 


103 






s ; 
s : = 


Exons 


159. .563, 273. .524 












?! c 


Seq. No. 


39596 




Seq. ID 


OJ000208_08 . 


.0321. 


CI 5 




Gene No. 


81835 




Strand 










Start 


2672 




End 


3243 








Name 


OJ000208 08.0321.C15.o2 


.gs 


Method 


GENSCAN 








Start 


2672 




End 


3243 








' GI 


none . 




Score 


.96 . 








Exons 


2672. .3243 












*=? 


Seq. No. 


39597 




Seq. ID 


OJ000208_05. 


.0322. 


CI 


^ =? 


Gene No. 


81836 




Strand 


+ 








Start 


2485 




End 


2998 








Name 


OJ000208 05. 0322. CI. o2. 


gs 


Method 


GENSCAN 








Start 


2485 




End 


2998 








GI 


none 




Score 


.61 . 








Exons 


2485.. 2629, 2823.. 2998 














Seq. No. 


39597 




Seq. ID 


OJ000208_05. 


.0322. 


CI 




Gene No. 


81837 ■ 




Strand 










Start 


482 




End 


1716 








Name 


OJ000208 05. 0322. CI. ol. 


gs 


Method 


GENSCAN 








Start 


482 




End 


1576 








GI 


none 




Score 


.43 








Exons 


482. .1576 














Seq. No. 


39597 




Seq. ID 


OJ000208_05, 


.0322. 


CI 




Gene No. 


81837 




Strand 









39500 



Start 


482 




End 


1716 


Name 


OJ000208_05.0322.C1. 


ol .np 


Method 


AAT/NAP 


Start 


485 




End 


1558 


GI 


4417304 




Score 


1133 


Exons 


A O IT 1 C C O 

485 . . 1558 








GI Descrip. 


(AC00644 6) putative 


N-acetylglucosaminyl transferase [Arabic 




thaliana] 








Seq. No. 


39597 




Seq. ID 


/"^TAAAAAO AC AOOO PI 

OJ000208 05.UJz2.Cl 


Gene No. 


81837 




Strand 




Start 


482 




End 


1716 


Name 


OJ000208 05. 0322. CI 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


486 




End 


833 


GI 


none 




Score 


165 


Exons 


a c\ r oot /ioo oil 

486 . . 827, 488 . . 811, 


491 . .832, 


504. .833 




Seq. No. 


39597 




Seq. ID 


OJ000208_05.0322.C1 


Gene No. 


81837 




Strand 




Start 


482 




End . 


1716 


Name 


OJ000208 05.032z.Cl 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4 91 




End 


1354 


GI 


none 




Score 


248 


Exons 


491. .oo2, 4yz..oUU, 


848. .1084 


, 858.. 1085, 1130.. 1354, 1179 


Seq. No. 


39597 




Seq. ID 


OJ000208_05.'0322-.C1 


Gene No. 


81837 




Strand 




Start 


482 




End 


1716 


Name 


OJ000208 05. 0322. CI 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


491 




End 


1460 


GI 


none 




Score 


225 


Exons 


491. .832, 504. .833, 


848 . . 1084 


, 849. .1043, 1121. .1453, 




1123. .1320, 1143. .1460 







Seq. No. 


39597 




Seq. ID 


OJ000208_05.0322.C1 


Gene No. 


81837 




Strand 




Start 


482 




End 


1716 


Name 


OJ000208 05. 0322. CI 


.ol 


. tc Method 


TBLASTX: Cress 


Start' 


773 




End 


1243 


GI 


none 




Score 


50 


Exons 


773.-835, 773. .841, 


84 


8. .1090, 858. .10* 


35, 1130. 1148 


Seq. No. 


39597 




Seq. ID 


OJ00020B_05.o r i2.C\ 


Gene No. 


81837 




Strand 


T 


Start 


482 




End 


1716 


Name 


OJ000208 05. 0322. CI 


.ol 


. gp Met hod 




Start 


801 








GI 


30842 1.R1084 




l. CO 1 1- 




Exons 


"801. .1716 








GI Descrip. 


, 4417304/gb|AAD2042 


81 


z.0e-76 (AC006446) putative 



beta-1, 4 -mannosyl -glycoprotein 
beta-1, 4-N-acetylglucosaminyltransferase [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39598 
81838 
1337 

OJ000208_05.0322.C3.ol.gs 
1337 



Seq-. ID OJ000208_05.0322.C3 
Strand 

End 2235 -* 

Method GENSCAN 

End 2235 



39501 






GI 


none 




Score 


rs 

. 9 






Exons 


1337. .1477, 2180. .2235 












Seq. No. 


39599 




Seq. ID 


OJ000208_05.0322 


.C4 




Gene No. 


81839 




Strand 


+ 






Start 


A Q C\ 

4 80 




17 r-, /-4 


1 (TOO 






. Name 


OJ000208 05 . 0 322 . C4 . ol . 


gs 


Metnoa 


bLNbOAJN 






Start 


4 80 




Lna 








GI 


none 




Score 


A T 

. y i 






Exons 


yi O A tr "1 1 ii Aft 1 ^ A A 

480. .531, 1400. .lo22 












Seq. No. 


39599 




Seq. ID 


OJ000208_05.0322 


.C4 




Gene No. 


81839 




Strand 


+ 






Start 


A O A 

4 80 




t-< _ _j 
Lna 


1 coo 






Name < 


OJ000208 05 . 0J22 . C4 . ol . 


tm 


Metnoa 


TOT 7\C""nV . M -5 t a 

i dIiAo i a . Maize 






Start 


1411 




t? „ 
Lna 


IDID 






GI 


none 




Score 


1 1 o 

112 






Exons 


1411. .1596, 1412. .1591, 


1 A O *7 


1 £1 C 1 A 1 


Q 1 fTI £T 
O . . iDiD 






Seq. No. 


39599 




Seq. ID 


OJ000208_05.0322 


.C4 




Gene No. 


81839 




Strand 


+ 






Start 


4 80 




Lna 








Name 


OJ000208 05 . 0322 . C4 . ol . 


tw 


Method 


lBLAoix : wnea t 






Start 


1413 




End 


T C A 1 

1d3 1 






GI 


none 




Score 


1/5 




: ^ 
~ EC, 


Exons 


1413.. 1589, 1427.. 1591, 


1513 . 


. 1590 








Seq. No. 


39599 




Seq. ID 


/ATAAAOAO AC AQOO 

OJU0020o Uo.Uozz 


C A 




Gene No. 


81839 




Strand 


+ 






Start 


480 




End 


1622 






Name 


/~\TAAAAAO AC A O A _ t 

OJ000208 05 . 0322 . C4 . ol . 


np 


Method 


AAT/NAP 




\ 


Start 


1419 




End 


1619 






GI 


2281092 




Score 


202 




2 


Exons 


1419 . . 1619 










f 


GI Descrip. 


(AC002333) hypothetical 


prote 


in [Arabidopsis thaliana] 




""-•1 


Seq. No. . 


39599 




Seq. ID 


OJ000208_05.0322 


,C4 




Gene No. 


81839 




Strand 


+ 






Start 


A O A 

480 . 




End 


1622 




%J 


Name 


✓■\taaaaaa ac n ooo /—i a _ n 

OJ000208 05 . 0322 . C4 . ol . 


ts 


Method 


TBLASTX: Soybean 






Start 


1428 




End 


1607 




% =f 


GI 


none 




Score 


216 






Exons 


1428. .160/, 14J3..1oy/ 












Seq. No. 


39600 




Seq. ID 


OJ000208_05.0322 


.C5 




Gene No. 


81840 




Strand 


+ 






Start 


382 




End- 


2097 






Name 


OJ000208 05.0322.C5.ol. 


gs 


Method 


GENSCAN 






Start 


382 




End 


"20'97 






GI 


none 




Score 


. 65 






Exons 


382. .401, 737. .856, 2085. .2097 








Seq. No. 


39600 




Seq. ID 


OJ000208_05.0322 


.C5 




Gene No. 


81841 




Strand 


+ 






Start ' 


2780 




End 


3778 






Name 


OJ000208 05.0322.C5.o2. 


gs 


Method 


GENSCAN 






Start 


2780 




End 


3778 





39502 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

2780.. 2947, 3009.. 3083, 3770.. 3778 

39600 ' Seq. ID 

81842 Strand 

8 676 End 

OJ000208_05 . 0322 . C5 . ol . np Method 

8676 End 

7106512 Score 

8676. .8736, 8810. .9171, 9615. .10693, 11261 .. 11647 , 12486 .. 12614 , 
12695. .12905 



.87 



OJ000208_05.0322.C5 
+ 

12905 
AAT/NAP 
12905 
1306 



GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39600 
81843 
14443 

OJ000208_05.0322.C5.o2.np 
14443 
7106512 

14443. .14503, 14577. .14633 
(AP001278) EST C98429(E0138 
predicted gene.; hypothetical 

39600 
81844 
4477 

OJ000208_05.0322.C5.o3.gs 

4477 

none 

4477. .4651, 5262. .5550, 5741. 
8967. .9134 



Seq. ID OJ000208_05.0322.C5 

Strand + 

End 14633 

Method AAT/NAP 

End 14633 

Score 78 

corresponds to a region of the 

protein [Oryza sativa] 



OJ000208_05.0322.C5 

9134 
GENSCAN 
9134 
.83 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5890, 6716. .6757, 8749. .8890, 



Seq. No. 39600 

Gene No. ' 81844 

Start 4477 

Name OJ000208_05 . 0322 . C5 . ol . tc 

Start 5267 

GI none 

Exons 5267.. 5383, 5268.. 5378, 

Seq. No. 39600 

Gene No. 81844 

Start . 4477 

Name OJ000208_05 . 0322 . C5 . ol . 

Start 5267 

GI none 

Exons 5267.. 5383, 5268.. 5378, 
5434. .5490, 5434. .5559, 



Seq. ID OJ000208_05.0322.C5 
Strand 

End 9134 

Method TBLASTX: Cress 

End 5551 

Score 69 
5387. .5452, 5434. .5550, 5435. .5551 

Seq. ID. OJ000208_05.0322.C5 
Strand 

End 9134 
ts Method TBLASTX: Soybean 

End 5560 
Score 97„ ; 
5297.. 5383, 5378.'^54"37, 5388.. 5441, 
5435. .5560, 5441. .5560 



Seq. No. 39600 

Gene No. 81844 

Start 4477 

Name . OJ000208_05 . 0322 . C5 . ol . tm 

Start .5267 

GI none 
Exons 



Seq. ID OJ000208_05.0322.C5 



Strand 
End 

Method 

End 

Score 



9134 

TBLASTX: Maize 

5426 

155 



5267. .5383, 5268. .5381, 5294. .5383, 5388. .5426 



39503 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39601 Seq. ID OJ000208_05 . 0322 . C6 

81845 Strand + 

1787 End 3673 

OJ000208_05.0322.C6.ol.gp " Method AAT/GAP 
1787 End 3673 

LIB3477-003-P1-K1-E9 Score 112 

1787.. 1855, 3626. .3673 

»2498586/sp|Q40638 |MP01_ORYSA 2,0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39601 Seq. ID 

81846 Strand 

4738 End 

OJ000208JD5.0322 .C6.ol .np Method 

4738 End 

6006375 Score 
4738. .5277, 5562. .5855 

(AP000559) S'imilar to 0RF3 protein - rice tungro bacilliform 

virus &RTUORFS 2 (C40785) [Oryza sativa] 



OJ000208_05.0322.C6 

5855 
AAT/NAP 
5855 - 
1325 



Seq. No. 


39602 




Seq. ID 


OJ000208 


_05.0322 


.C10 


Gene No. 


81847 




Strand 


+ 






Start 


3263 




End • 


5217' 






Name 


OJ000208 05. 0322. C10. ol. 


np 


Method 


AAT/NAP 






Start 


3263 




End 


4953 






GI 


7486343 




Score 


614 






Exons 


3263. .4366, 4494. .4641, 


4718 


. .4953 








GI Descrip. 


hypothetical protein F28P10. 


70 - Arabidopsis thaliana 




gi | 4 678298 | emb | CAB4 1089 . 


1| (AL049655) 


putative 


protein 






[Arabidopsis thaliana] 












Seq. No. 


39602 




Seq. ID 


OJ000208 


_05.0322 


.C10 


Gene No. 


81847 




Strand 


+ 






Start 


3263 




End 


5217 






Name 


OJ000208 05. 0322. C10. ol . 


gs 


Method 


GEN SCAN 






Start 


3384 




End 


5031 






GI 


none 




Score 


.91 






Exons 


3384. .4385, 4494. .4556, 


4657 


. .5031 








Seq. No. 


39602 




Seq. ID 


OJ000208 


_05.0322 


.C10 


Gene No. 


81847 




Strand 


+ 






Start 


3263 




End 


5217 






Name 


OJ000208 05. 0322. C10. ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3924 




End 


4256 






GI 


none 




Score 


177 






Exons 


3924.. 4067, 3929. .4066, 


4107 


..4130, 4169.. 4255, 


4170. .4256 . 


Seq. No. 


39602 




Seq. ID 


OJ000208 


_05.0322 


.C10 


Gene No. 


81847 




Strand 


+ 






Start 


3263 




End 


5217 






Name 


OJ000208 05. 0322. C10. ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4677 




End 


4890 






GI 


none 




Score 


271 






Exons 


4677. .4757, 4681. .4890, 


4828 


. .4890 









39504 



Seq. No. 


39602 








Seq. ID 


OJ000208 


05. 0322. C10 


Gene No. 


81847 








Strand 


+ 




Start 


3263 








End 


5217 




Name 


OJ000208 05 


. 0322 . 


ClO.ol 


.gp 


Method 


AAT/GAP 




Start 


4820 








End 


5217 




GI 


none 








Score 


768 




Exons 


4820 /. 5217 














Seq. No. 


39603 








Seq. ID 


OJ000208 


05. 0322. Cll 


Gene No. 


81848 








Strand 


+ 




Start 


2503 








End 


6646 




Name 


OJ000208_05 


. 0322 . 


Cll.ol 


• gp 


Method 


AAT/GAP 




Start 


2503' 








End 


2927 




GI 


none 








Score 


835 




Exons 


2503 . . 2927 














Seq. No. 


39603 








Seq. ID 


OJ000208 


_05. 0322. Cll 


Gene No. 


81848 








Strand 


+ 




Start 


2503 








End 


6646 




Name 


OJ000208_05 


. 0322 . 


Cll . ol 


.gs 


Method 


GENSCAN 




Start 


2601 








End 


6591 




GI 


none 








Score 


.71 




Exons 


2601 . .2975, 


3709. 


. 3836, 


3938 . 


.4346, 4£ 


193. .4991, 


5479. . 5557, 




5753 . . 6163, 


6518 . 


. 6591 










Seq. No. 


39603 . 








Seq. ID 


OJ000208 


_05 . 0322 . Cll 


Gene No. 


81848 








Strand 


+ 




Start 


2503 








End 


6646 




Name 


OJ000208 05 


.0322. 


Cll.ol 


.np 


Method 


AAT/NAP 




Start 


2886 








End 


5642 




GI 


7488180 








Score 


902 




Exons 


2886. .2975, 


3709. 


.3822, 


3906. 


.4346, 4£ 


93. .4994, 


5095. .5316, 



5479. .5642 

GI Descrip. probable RNA helicase F21E10. 



( fragment) 



,1 - Arabidopsis thaliana 
gi| 3047077 | gb | AAC13590 . 1| (AF058914) contains similarity to the 
conserved C-terminal domain of helicases (Pfam: helicase_C . hmm, 
score: 90.11), similar to DEAD-box helicases [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39603 Seq. ID 

81848 Strand 
2503 End 
OJ000208_05. 0322. Cll. o2 . gp Method 
3895 End 
42621_1.R1084 Score 
3895. .4346, 4893. .4988 

1 3047077 2.0e-37 (AF058914) contains similarity to the conserved 
C-terminal domain of helicases (Pfam: helicase__C. hmm, score: 
90.11), similar to DEAD-box helicases [Arabidopsis thaliana] 1 



OJ000208_05. 0322. Cll 
+ 

6646 
AAT/GAP 
4988 
1051 



39603 Seq. ID OJ000208 

81848 Strand + 

2503 End 6646 

OJ000208_05 . 0322 . Cll . o2 . np Method AAT/NAP 

5811 End 6245 

1399945 Score 183 
5811. .6245 



05. 0322. Cll 



39505 



GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(U60194) RNA helicase GLH-2 [Caenorhabditis elegans] gi 11405387 
(U60449) GLH-2 [Caenorhabditis elegans] 



39603 Seq. ID 

81848 Strand 

2503 End 
OJ000208_05 . 0322 . Cll . o3 . gp Method 

5874 End 

none , Score 
5874 . . 6646 



OJ000208_05 . 0322 . Cll 
+ 

6646 
AAT/GAP 
6646 
1489 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



39603 
81849 
7986 

OJ000208_05. 0322. Cll.ol. tm 

2732 



OJ000208 05. 0322. Cll 



none 
2732. 
3681. 
3935. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2755, 2733. .2774, 2814. .2846, 2874. .2975, 2913. .2975, 
3836, 3698. .3829, 3706. .3831, 3931. .4320, 3934. .4071, 
4348, 3939. .4349, 4138. .4353, 4892. .4993, 4893. .4991, 



8185 

TBLASTX: Maize 

5138 

77 



4897. .4998, 5089. .5136, 5091. .5135, 5097. .5138 





Seq. No. 


39603 . 








Seq. ID 


OJ000208 


05 . 0322 . Cll 




Gene No. 


81849 








Strand 








Start 


7 98 6 








End 


8185 






Name 


OJ000208_05 


0322 


.Cll . ol 


. tc 


Method 


TBLASTX: 


Cress 


ii 


Start 


3621 








End 


5636 






GI 


none 








Score. 


88 






Exons 


oDzi . . 3 /yi, 


*d a a a 
j64 D 


o o n a 




.3793, 3706. .3795, 


J/Uo. .ooUU, 






3932. .3994, 


3942 


. .4022, 


4023. 


.4352, 4026. .4349, 


4031. .4369, 






4892. .4996, 


4893 


. .4994, 


5095. 


.5319, 5097. .5156, 


5187. .5321, 






5454. .5579, 


5461 


. .5592, 


5577. 


.5636 








Seq. No. 


39603 








Seq. ID 


OJ000208 


_05. 0322. Cll 




Gene No. 


81849 








Strand 








Start 


7 98 6 








End 


8185 






Name 


OJ000208 05 


0322 


.Cll.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3706 








End 


4325 




si? 


GI 


none 








Score 


105 






Exons 


3706. .3834, 


3942 


. .4010, 


4008. 


.4247, 4038. .4235, 


4079. .4246, 


aa 




4254 . .4325, 


4254 


. .4325 












Seq. No. 


39603 








Seq. ID 


OJ000208 


_05. 0322. Cll 




Gene No. 


81849 








Strand 








Start 


7986 








End 


8185 






Name 


OJ000208 05 


0322 


.Cll.ol 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4014 








End 


4369 






GI 


none 








Score 


220 






Exons 


4014. .4340, 


4046 


. .4369 












Seq. No. 


39603 








Seq. ID 


OJ000208 


_05. 0322. Cll 




Gene No. 


81849 








Strand 








Start 


7986 








End 


8185 






Name 


OJ000208 05 


0322 


.Cll.ol 


ts 


Method 


TBLASTX : 


Soybean 




Start 


4892 








End 


5567 






GI 


none 








Score 


97 






Exons 


4892. .4993, 


4893 


. .4988, 


5073. 


.5264, 5090. .5266, 


5091. .5321, 



39506 



5092. .5319, 5454. .5567, 5461. .5529, 5514.. 5555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39603 
81849 
7986 

OJ000208 
5139- 
none 
5139 
5598 
5915 
6152 



05.0322.Cll.o2.tm 



5327, 
5645, 
5953, 
6247 



5140. 
5612. 



.5328, 
.5644, 



5936. . 6070, 



5475. 
5770. 
5990. 



Seq. ID OJ000208_05.0322.C11 
Strand 

End ' 8185 

Method TBLASTX : Mai ze 

End 6247 

Score 212 

.5570, 5478. .5573, 5480. .5578, 
.5808, 5770.. 5829, 5858.. 5968, 
.6073, 6029. .6115, 6146.. 6175, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
- Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39603 Seq. ID 

81849 Strand 
7986 End 
OJ000208JD5 . 0322 . Cll . o2 . gs Method 
7986 End 
none Score 
7986. .8185 

39604 Seq. ID 

81850 Strand 
78 End 
OJ000208_05 . 0322 . C12 . ol . gs Method 
78 End 
none Score 
78. .245 

39605 Seq. ID 

81851 Strand 
382 End 
OJ000208_05 .0322 . C13 . ol . gs Method 
382 End 
none Score 
382. .522, 580. .762 

39606 Seq. ID 

81852 Strand 
1 End 
OJ000208_05 . 0322 . C14 . ol . gp Method 
1 End 
none Score 
1. .350 



OJ000208_05. 0322. Cll 

8185 
GEN SCAN 
8185 
.75 



OJ000208_05.0322.C12 
+ 

245 

GEN SCAN 

245 

.6 



OJ000208_05. 0322.C13 
+ 

762 

GEN SCAN 

762 

.69 



OJ000208_05.0322.C14 
+ 

350 

AAT/GAP 

350 

700 



39606 
81853 
661 

OJ000208_ 
661 

7487909 
661. .981, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2938 

hypothetical protein YUP8H12R.35 - Arabidopsis thaliana 
gi|3152572|gb|AAC17053.1| (AC002986) Contains homology to DNAJ 
heatshock protein gb|U32803 from Haemophilus influenzae. 
[Arabidopsis thaliana] 



05.0322.C14 .ol.np 



2118.. 2251, 2393. 



OJ000208 
+ 

2938 
AAT/NAP 
2938 
622 



05.0322.C14 



39507 




Seq. No. 


39606 




Seq. ID 


OJ000208 


_05.0322.C14 


Gene No. 


81853 




Strand 


+ 




Start 


661 




End 


*■* A "D O 

2938 




Name 


OJ000208 05.0322.C14 .ol 


.gs 


Method 


GEN SCAN 




Start 


736 




End 


2.3 12 




GI 


none 




Score 


. 73 




Exons 


736. .981, 2118. .2247, 2389. .2912 






Seq. No. 


39606 




Seq. ID 


OJ000208 


_05 . 0322 . C14 


Gene No. 


81853 




Strand 


+ 




Start 


661 




End 


2938 




Name 


OJ000208 05.0322.C14.ol 


.tm 


Method 


TBLASTX: 


Nlaize 


Start 


2202 




End 


2850 




GI 


none 




Score 


89 




Exons 


2202. .2249, 2202. .2249, 


2380. 


.2631, 2386.-2673, 


2387 . . 2677 , 




2388. .2696, 2676. .2849, 


2678. 


.2824, 2685.-2849, 


268 6 . . 2850 


Seq. No. 


39607 




Seq. ID 


OJ000208 


_05.0322.C16 


Gene No. 


81854 




Strand 


+ 




Start 


622 




End 


701 




Name 


OJ000208 05.0322.C16.ol 


.gs 


Method 


GENSCAN 




Start 


622 




End 


701 




GI 


none 




Score 


.76 




Exons 


622.. 701 










Seq. No. 


39608 




Seq. ID 


OJ000208 


_05.0322.C17 


Gene No. 


81855 




Strand 






Start 


161 




End 


813 




Name 


OJ000208 05 . 0322 . CI 7 . ol 


.gs 


Method 


GENSCAN 




Start 


161 




End 


813 




GI 


none 




Score 


.59 




Exons 


161. .355, 694. .813 










Seq. No. 


39609 




Seq. ID 


OJ000208 


05 . 0322 . C18 


Gene No. 


81856 




Strand 






Start 


1208 




End 


8695 




Name 


OJ000208_05.0322.C18.ol 


■ gp 


Method 


AAT/GAP 




Start 


1058 




End 


2288 




GI 


42174 1.R1084 




Score 


1185 




Exons 


1058. .1399, 1494. .1751, 


2212. 


.2288 






GI Descrip. 


' 4455208/emb|CAB36531. 1 


6.0e 


-13 (AL035440) putative protei 




[Arabidopsis thaliana] 1 










Seq. No. 


39609 




Seq. ID 


OJ000208 


_05.0322.C18 


Gene No. 


81856 




Strand 






Start 


1208 




End 


8695 




Name 


OJ000208 05.0322.C18.ol 


.gs 


Method 


GENSCAN 




Start 


1208 




End 


3782 




GI 


none 




Score 


.97 




Exons 


1208.. 1405, 1500.. 1751, 


2212. 


.2394, 2483. .2707, 


3203. .3318, 




3710. .3782 










Seq. No. 


39609 




Seq. ID 


OJ000208 


_05.0322.C18 


Gene No! 


81856 




Strand 






Start 


1208 




End 


8695 




Name 


OJ000208 05.0322.C18.o2 


.gp 


Method 


AAT/GAP 




Start 


3060 




End 


3238 





39508 



GI 


426145 


Score 


140 


Exons 


3060. .3121, 3203. .3238 






Seq. No. 


39609 


Seq. ID' 


OJ000208_05.0322.C18 


Gene No. 


81856 


Strand 




Start 


1208 


End 


8695 


Name 


OJ000208 05.0322.C18.o3.gp 


Method 


AAT/GAP 


Start 


3186 


. End 


4035 


GI 


427566 


Score 


844 


Exons 


3186. .3318, 3710. .4035 






Seq. No. 


39609 


Seq. ID 


OJ000208 05.0322.C18 


Gene No. 


81856 


Strand 




Start 


1208 


End 


8695 


Name 


OJ000208 05.0322.C18.ol.np 


Method 


7\ 7\ m / XT TV T*\ 

AAT/NAP 


Start 


3561 


End 


8695 


GI 


6069646 


Score 


126 


Exons 


3561. .3577, 5521. .5827, 8648. 


.8695 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 


[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Sea No .- 


39609 


Seq. ID 


OJ000208_05.0322.C18 


Gene No. 


81856 


Strand 




Start 


1208 


End 


8695 


Name 


OJ000208 05 0322 C18 ol tm 


Method 


TBLASTX: Maize 


Start 


6908 


End 


7192 


GI 


none 


Score 


70 


Exons 


6908. .7003, 6911. .6964, 7075. 


.7191, 7085.. 7192 


Seq. No. 


39609 


Seq. ID 


OJ000208_05.0322.C18 


Gene No. 


81856 


Strand 




Start 


1208 


End 


8695 


Name 


OJ000208 05.0322.C18.o2.gs 


Method 


GENS CAN 


Start 


6911 


End 


8573 


GI 


none 


Score 


.81 


Exons 


6911. .6964, 7090. .7191, 7452. 


.7578, 7831. .8573 


Seq. No. 


39610 


Seq. ID 


OJ000208_05.0322.C23 


Gene No. 


81857 


Strand 


+ 


Start 


214 


End 


754 


Name 


OJ000208 05.0322.C23.ol.gp 


Method 


AAT/GAP 


Start 


214 


End 


754 


GI 


none 


Score 


379 


Exons 


214. .249, 463. .637, 718. .754 






Seq. No. 


39611 


Seq. ID 


OJ000208_05.0322.C24 


Gene No. 


81858 


Strand 




Start 


1746 


End 


3438 


Name 


OJ000208 05.0322.C24.ol.gs 


Method 


GENSCAN 


Start 


17'4 6 


End 


3438 


GI 


none 


Score 


.99 


Exons 


1746. .1877, 2755. .3438 






Seq. No. 


39611 


Seq. ID 


OJ000208_05.0322.C24 



39509 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



81858 
1746 

OJ000208_05 . 0322 . C24 . ol . np 

1746 

2829611 



Strand 

End 3438 
Method AAT/NAP 
End 3077 ' 

Score 343 
1746. .1873, 2385. .2630, 2755. .3077 

HEMK PROTEIN HOMOLOG gi I 7470818 | pir | | S75513 protoporphyrinogen 
oxidase - Synechocystis sp. (strain PCC 6803) 

gi | 1653158 | dbj | BAA18074 . 1 | (D90911) protoporphyrinogen oxidase 
[Synechocystis sp. ] 



Seq. No. 39611 Seq. ID OJ000208JD5 . 0322 . C24 

Gene No. 81859 Strand 

Start 5123 End 7347 

Name OJ000208_05 . 0322 . C24 . o2 . np Method AAT/NAP 

Start 5120 End 6606 

GI 7446500 Score 485 

Exons 5120.. 6219, 6267.. 6606 

GI Descrip. endoplasmic reticulum insertion protein F13P17.9 - Arabidopsis 
thaliana gi | 3337356 | gb | AAC27401 . 1 | (AC004481) putative protein 
transport protein SEC61 alpha subunit [Arabidopsis thaliana] 



Seq. No. 


39611 


Seq. ID 


OJ000208_05.0322 


C24 


Gene No. 


81859 


Strand 






Start 


5123 


End 


7347 




Name 


OJ000208 05.0322.C24.o2.gs 


Method 


GENSCAN 




Start 


5123 


End 


7347 




GI 


none 


Score 


. 63 




Exons 


5123.. 5614, 5631.. 6189, 6233. 


.6753, 7237.. 7347 




Seq. No. 


39611 


Seq. ID 


OJ000208_05.0322 


C24 


Gene No. 


81860 


Strand 






Start 


8888 


End 


12625 




Name 


OJ000208 05.0322.C24 .o3.gs 


Method 


GENSCAN 




Start 


8888 


End 


12372 




GI 


none 


Score 


.8 




Exons 


8888.. 9079, 9772.. 9897, 10014 


. .10163, 


10256. . 10361, 






104 92. .10814, 10901. .11035, 118 64. .12052, 12180. .12372 




Seq. No. 


39611 


Seq. ID 


OJ000208_05.0322 


.C24 


Gene No. 


81860 


Strand 






Start 


8888 


End 


12625 




Name 


OJ000208 05.0322.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


9742 


End 


10613 




GI 


none 


Score 


122 




Exons 


9742.. 9909, 9764.. 9898, 10014 


. .10157, 


10014. .10160, 






10015. .10158, 10244 . .10315, 10260 .. 10283, 104 94 .. 10577 , 






10581.'. 10613 








Seq. No. 


39611 


Seq. ID 


OJ000208_05.0322 


.C24 


Gene No. 


81860 


Strand 






Start 


8888 


End 


12625 




Name 


OJ000208 05.0322.C24 .ol.tm 


Method 


TBLASTX: Maize 




Start 


9744 


End 


12604 




GI 


none 


Score 


199 




Exons 


9744.. 9809, 9751.. 9909, 9752. 


.9898, 9986.. 10162, 10014. 


. 10166, 




10014. .10160, 10250. .10369, 10257. .10355, 104 91. .10712, 





'39510 




10713. .10814, 
10904. .11059, 
11696. .11773, 
12176. .12376, 
12489. .12596 



10491. .10757, 
10863. .11039, 
10907. .11044, 
11858. .12052, 
12180. . 12380, 



10492. . 10716, 
10893. .11039, 
11651. .11773, 
11865. . 12053, 
12181. .12375, 



10711. .10815, 
10894. .11040, 
11685. .11771, 
11988. .12053, 
12488. .12604, 



Seq. No. 


39611 




Seq. ID- 


OJ000208 


_05. 0322 


. C24 


Gene No. 


81860 




Strand 


— 






Start 


8888 




End 


12625 






Name 


OJ000208 05. 


0322.C24.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


9751 




End 


10118 






GI 


none 




Score 


95 






Exons 


9751. .9909, 


9758.-9898, 10014. 


.10118 








Seq. No. 


39611 




Seq. ID 


OJ000208 


_05.0322 


.C24 


Gene No. 


81860 




Strand 








Start 


8888 




End 


12625 






Name 


OJ000208 05. 


0322.C24 ,o3.np 


Method 


AAT/NAP 






Start 


9754 




End 


12625 






GI 


7487527 




Score 


1351 






Exons 


9754. .9897, 


10014. .10162, 1024 9. .10361 


, 10492.. 


10820, 






10901. . 11035 


, 11690. .11770, 11864. .12052, 12180 


. . 12372, 





12489. .12625 

GI Descrip. hypothetical protein T29F13.8 - Arabidopsis thaliana 

gi|2145356|emb|CAA72007.1| (Y11122) HD-Zip protein [Arabidopsis. 
thaliana] gi I 3132474 | gb | AAC16263 . 1 1 (AC003096) homeodomain 
transcription factor (ATHB-14) [Arabidopsis thaliana] 



Seq. No. 


39611 




Seq. ID 


OJ000208 


_05.0322 


Gene No. 


81860 




Strand 






Start 


8888 




End 


12625 




Name 


OJ000208 05.0322.C24 


. ol . tw 


Method 


TBLASTX : 


Wheat 


Start 


9880 




End 


10535 




GI 


none 




Score 


56 




Exons 


9880. .9900, 10014. .10157,.. 10256 .. 10369, 


10491. . 


10535 


Seq. No. 


39611 




Seq. ID 


OJ000208 


_05.0322 


Gene No. 


81860 




Strand 






Start 


8888 




End 


12625 




Name 


OJ000208 05.0322.C24 


.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


10119 




End 


11041 




GI 


none 




Score 


72 




Exons • 


10119. .10160, 10244. 


.10369, 


10255. . 10377, 10262 


. .10363, 




10491. .10706, 10491. 


.10712, 


10660. .10713, 10732 


. . 10815, 




.10740. .10814, 10904. 


.11041, 


10911. .11039 





Seq. No. 39611 
Gene No. 81860 
Start 8888 

Name OJ000208_05 . 0322 . C24 . o2 . ts 

Start 11685 

GI none 

Exons 11685. .11771, 11687 .. 11773, 11858 

11988. .12053, 12176. .12235, 12177 
12188. .12235, 12252 .. 12377, 12256 
12489. .12596 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 05.0322.C24 



12625 

TBLASTX: Soybean 
12604 
61 

12052, 11865. .12053, 
12380, 12187. .12234, 
12378, 12488. .12604, 



39511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39611 
81860 
8888 

OJ000208_05.0322.C24 .o2. tc 

11864 

none 

11864. .12052, 11865. .12053, 
12256. .12369, 12256. .12372 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_05.0322.C24 
12625 

TBLASTX: Cress 

12372 

191 



12180. .12221, 12252. . 12365, 



OJ000208 05.0322.C25 



39612 Seq. ID 

81861 Strand 
1 End 2496 

OJ000208_05 . 0322 . C25 . ol . np Method AAT/NAP 
1 End 24 96 

7487527 Score 911 

1..78, 179. .292, 372. .467, 570. .660, 748. .863, 961. .1120, 
2417. .2496 

hypothetical protein T29F13.8 - Arabidopsis thaliana 
gi|2145356|emb|CAA72007.1| (Y11122) HD-Zip protein [Arabidopsis 
thaliana] gi | 3132474 | gb | AAC16263 . 1 | (AC003096) homeodomain 
transcription factor (ATHB-14) [Arabidopsis thaliana] 



39612 
81861 
1 

OJ000208_05 . 0322 . C25 . ol . tm 
1 

none 



Seq. ID OJ000208_05.0322.C25 
Strand 

End 2496 

Method TBLASTX : Maize 

End 1123 

Score 101 



1..81, 1..48, 2. .79, 6. .80, 165. .293, 167. .292, 173. .295, 
178. .294, 352. .468, 370. .468, 371. .469, 371. .469, 570. .653, 
571. .660, 571. .660, 572. .661, 572. .661, 747. .863, 748. .864, 
752. .904, 753. .884, 946. .1086, 952. .1122, 962. .1123, 977. .1123 



Seq. No. 39612 Seq. ID OJ000208_05 . 0322 . C25 

Gene No. 81861 Strand 

Start 1 - End 2496 . 

Name OJ000208_05 . 0322 . C25 . ol . tc Method TBLASTX : Cress ' 

Start 1 End 470 

GI none Score 58 

Exons 1..81, 1..48, 2. .79, 135. .290, 167. .292, 173. .295, 178. .294, 
352. .468, 369. .467, 387. .470 

Seq. No. 39612 Seq. ID OJ000208_05 . 0322 . C25 

Gene No. 81861 Strand 

Start 1 End 2496 

Name OJ000208_05 . 0322 . C25 . ol . tw ' Method TBLASTX : Wheat 

Start 1 End 431 

GI none Score 94 

Exons 1..81, 1..48, 23. .79, 135. .293, 167. .292, 173. .295, 178. .294, 
352. .429, 369. .431 



Seq. No. 39612 Seq. ID OJ000208_05 . 0322 . C25 

Gene No. 81861 Strand 

Start 1 ■ End 2496 

Name OJ000208_05 . 0322 . C25 . ol . t s Method TBLASTX : Soybean 

Start 1 End 645 

GI none Score 41 



39512 



Exons 


1 £ C 1 / Q 1 CC OQ'l 167 
1 . . OD, 1 . . flO , X 00 . . , X O / . 


?Q9 346 


468 369 473. 570.. 644, 




ct i C / C. 
D / X . . u*i D 






Seq. No. 


39612 


Seq. ID 


OJ000208JD5 . 0322 .C25 


Gene No. 


81861 


Strand 






i 

X 


End 


2496 


Name 


nTnnn9nR or n?99 r?^ n1 as 


Mpt hod 


GEN SCAN 


Start 


Z 1 


End 


1120 


GI 


none 


Score 


. 89 


Exons 


91 7ft 17Q 9Q9 467 


570 660. 7 


48 . . 863, 961 . . 1120 


Seq. No. 




Seq. ID 


OJ000208 05 . 0322 .C25 


Gene No. 


81861 


Strand 




Start 


1 


End 


2496 


Name 


mnnn^nR 0^99 P9S t r 


Method 


TBLAi? 


Start 


o / u 


End 


24S6 


GI 


none 


Score 


103 


Exons 


c 7 n ten ^71 6m PD4 


805 873 


807 863. 955 .1122, 




Q77 1193 9416 9496 2417. 


. 2491 




Seq. No. 


39612 


Seq. ID 


OJ000208_05.0322.C25 


Gene No. 


81861 


Strand 




Start 


. 1 


End 


2496 


Name 


OJ000208 05.0322.C25:o2.tw 


Method 


TBLASTX : Wheat ' 


Start 


747 


End 


2496 


GI 


none 


Score 


44 


Exons 


747. .779, 800. .850, 816. .845, 955. .1122, 961. .1086, 962. .1123, 




965. .1123, 2414. .2491, 2416. 


.2496, 2417.. 2491 


Seq. No. 


39612 


Seq. ID ■ 


OJ000208_05.0322.C25 


Gene No. 


81861 


Strand 




Start 


1 


End 


2496 


Name 


OJ000208 05.0322.C25.o2.ts 


Method 


TBLASTX : Soybean 


Start 


759 


End 


2496 




none 


Score 


62 


Exons 


759. .803, 804. .851, 808. .852 


, 952. .1122, 977. .1123, 2416. .2496, 




2417. .2494, 2419. .2496 






Seq. No. 


39613 


Seq. ID 


OJ000208_05 . 0322 . C26 


Gene No. 


81862 


Strand 


+ 


bear l 


1946 


End 


2632 


Name 


OJ000208 05. 0322.C26.ol.gs 


Method 


GENSCAN 


o tar t 


1946 


End 


2632 


GI 


none 


Score 


.93 


Exons 


1946.. 2054, 2574.. 2632 






O /~i XT r*t 

oeq . iNo . 


39613 


Seq. ID 


OJ000208_05.0322.C26 


Gene No. 


81863 


Strand 




Start . 


522 


End 


6162 


Name 


OJ000208 05.0322.C26.ol.np 


Method 


AAT/NAP 


Cf a r-4- 
O LdlL 


522 


End 


3760 


GI 


5852093 


Score 


69 


Exons 


522.. 566, 2269.-2393, 3700.. 


3760 




GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


39613 


Seq. ID 


OJ000208_05.0322.C26 


Gene No. 


81863 


Strand 





39513 



Start 


522 






61 62 






Name 


OJ000208 05.O322.C26.o2.gs 




+» v. /~i s-1 


O ill IN O V^-rtLN 






Start 


3082 




Htna 


61 69 




- 


GI 


none 




Score 








Exons 


3082.. 3348, 5830.. 5905, 6101 


61 69 








Seq. No. 


39614 




Seq. ID 


OJ000208_ 


05. 


0322. C27 


Gene No. 


81864 




Strand 


+ 






Start 


1228 




End 


5703 






Name 


OJ000208 05. 0-322. C27.ol.gs 




Method 


GENSCAN 






Start 


1228 




End 


5703 






GI 


none 




Score 


.44 






Exons 


1228.. 1322, 3095.. 3226, 3701 


..3732, 4643. .4787, 


5607. .5703 


Seq. No. 


39614 




Seq. ID 


OJ000208_ 


05. 


0322. C27 


Gene No. 


81865 




Strand 


- 






Start 


5797 




End 


7150 






Name 


OJ000208 05.0322.C27.o2.gs 




Method 


GENSCAN 






Start 


5797 




End 


7150 






GI 


none 




Score 


.81 






Exons 


5797. .5901, 5950. .6048, 7100 


. .7150 








Seq. No. 


39615 




Seq. ID 


OJ991110_ 


16, 


0410. CI 


Gene :8fc". 


81866 




Strand 








Start 


530 




End 


1396 






Name 


OJ991110 16.0410.Cl.ol.gs 




Method 


GENSCAN 






Start 


530 




End 


1396 . 






GI 


none 




Score 


.75 






Exons 


530. .576, 728. .1025, 1208. 


1283, 1384. 


.1396 






Seq. No. 


39616 




Seq. ID 


OJ991110_ 


16 


0410. C2 


Gene No. 


81867 




Strand 


+ 






Start 


65 




End 


3169 






Name 


OJ991110 16.0410.C2.ol.gs 




Method 


GENSCAN 






Start 


65 




End 


3169 






GI 


none 




Score 


.73 






Exons 


65. .211, 1431. .1554, 1663. 


1756, 1940. 


.2063, 2264. 


.2365, 




2445. .2596, 2695. .2788, 2984 


. .3169 








Seq. No. 


39616 




Seq. ID 


OJ991110_ 


16 


.0410. C2 


Gene No . 


81867 




Strand 


+ 






Start 


65 




End 


3169 






Name 


OJ991110 16.0410.C2.ol.np 




Method 


AAT/NAP 






Start 


899 




End 


3166 






GI 


7447940 




Score 


651 






Exons 


899. .952, 1365. .1559, 1674 




1756, 1940 


..2063, 2264 


. .2365, 




2445..2S96, 2695. .2788, 2984 


. .3166 









GI Descrip. hypothetical protein slrl503 - Synechocystis sp. (strain PCC 

6803) gi| 1653089 | dbj IBAA18005.il (D90911) hypothetical protein 
[Synechocystis sp. ] 

Seq. No. 39616 Seq. ID OJ991110_16 . 04 10 . C2 

Gene No. 81867 Strand + 

* Start 65 End 3169 

Name OJ991110_16 . 04 10 . C2 . ol . gp Method AAT/GAP 

Start 1929 End 2742 

GI LIB3431-047-P1-K1-E9 Score 712 



39514 



Exons 

GI Descrip. 



1929.. 2063, 2264.. 2365, 2445.. 2596, 2695.. 2742 

' 1653089/dbj |BAA18005| 7.0e-28 (D90911) hypothetical protein 

[Synechocystis sp.] 1 



Seq. No. 


39616 


oeq. lu 


mQQi 1 1 n i£ nziin 

UUi?i7X±±U ID. U41U. 




Gene No. 


81868 


Strand 






Start 


3116 


bna 


OH X f 




Name 


OJ991110 16. 0410. C2 . o2 .gp 


Method 






Start 


3116 


End 


3417 




GI 


none 


Score 


571 




Exons 


- 3116. .3417 








Seq. No. 


39616 


Seq. ID 


OJ99lllO_16.0410. 




Gene No. 


81869 


Strand 






Start 


3616' 


End 


6775 




Name 


OJ991110 1 6 . 04 10 . CZ . oZ . gs 


Method 


GENSCAN 




Start 


3616 


End 


6739 




GI 


none 


Score 


.79 




Exons 


3616.. 4223, 5071.. 5150, 5720 


..5831, 5953.. 6739 




Seq. No. 


39616 


■ Seq. ID 


OJ991110_16.0410 




Gene No.. 


81869 


Strand 






Start 


3616 


End 


6775 




Name 


OJ991110 16.0410.C2.o2.np 


Method 


AAT/NAP 




Start 


3676 


End 


6739 




GI 


6633821 


Score 


1448 




Exons 


3676. .4223, 5953. .6739 








GI Descrip. 


(AC009519) F1N19..23 [Arabidopsis thaliana] 




Seq. No. 


39616 


Seq. ID 


OJ991110_16.0410 


.C2 


Gene No. 


81869 


Strand 






Start 


3616 


End 


6775 




Name 


OJ991110 16.0410.C2.o3.gp 


Method 


AAT/GAP 




Start 


4163 


End 


4226 




GI 


uC-osflm202108hllbl 


Score 


98 




Exons 


4163. .4226 








GI Descrip. 


, 2330885/emb|CAA04124 | 1 . Oe- 


11 (AJ0004 


86) methionine gamma - 


[Trichomonas vaginalis] 1 








Seq. No. 


39616 


Seq. ID 


OJ991110_16.0410 


.C2 


Gene No. 


81869 


Strand 






Start 


3616 


End 


6775 




Name 


•OJ991110 16.0410.C2.o4.gp 


Method 


AAT/GAP 




Start 


6261 


End 


6775 




GI 


42401 1.R1084 


Score 


1014 




Exons 


6261. .6775 








GI Descrip. 


'3978474 5.0e-ll (AF092918). 


MetZ homolog [Pseudomonas 




alcaligenes] 1 








Seq. No. 


39616 


Seq. ID 


OJ991110_16.0410 


.C2 


Gene No. 


81870 


Strand 






Start 


7666 


End 


10511 




Name 


OJ991110 16.0410.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


1298 


End 


1776 




GI 


none 


Score 


304 




Exons 


1298.. 1555, 1307.. 1555, 1324 


..1563, 1326. .1556, 1641. .1775, 




1646. .1774, 1647. .1775, 1660 


. . 1776 







39515 




Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


81870 








Strand^ 




Start 


7 666 








End 


10511 


Name 


OJ991110_1 6 . 


0410.C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1307 








End 


2012 


GI 


none 








Score 


144 


Exons 


Lou 1 . . 101U , 


1307 . 


. . 1399, 




.1541, 1326. .1556, 1436. .1546, 




1680 . . 17 6 3, 


1907 . 


. . 2011, 




9 m 9 




Seq. No. 


39616 








Seq. ID 


*OJ991110_16.0410.C2 


Gene No. 


81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ99111U Id. 


0410, 


.C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1307 








End 


1553 


GI 


none 








Score 


369 


Exons 


1307 . . 154 6, 


1326 


. . 1553 








Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


olo 70 








Strand 




Start 


7 666 








End 


10511 


Name 


OJ991110_16 . 


0410 


.C2.o5. 


tm 


Method 


TBLASTX : Maize 


Start 


1922 








End 


2307 


GI 


none 








Score 


218 


Exons 


1922. .2062, 


1938 


. .2063, 


1941". 


.2063, 2260. .2307, 2264. .2305 


Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ991110_16 . 


0410 


. C2.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2264 








End 


2612 


GI 


none 








Score 


97 


Exons 


2264 . . 2368, 


2442 


. . 2 612, 


*"> A "J A 


.2596, 2493.. 2603 


Seq. No. 


39616 








Seq. ID 


OJ991110_i6.0410.C2 


Gene No. 


81870 








Strand 




Start 


/ODD 








End 


10511 


Name 


OJ991110 Id. 


, 0410 


. C2 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2308 








End 


2821 


GI 


none 








Score 


87 


Exons 


OOno T30Q 


2309 


. .2368, 


9 A A 9 


.2597, 2444. .2596, 2692. .2793, 




2693 . .27 94, 


2693 


. .2821, 




.2807 




Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ99111U Id. 


.0410 


.C2.o3. 


t S 


Method 


TBLASTX: Soybean 


Start 


2978 








End 


3168 


GI 


none 








Score 


258 


Exons 


2978 . . Jib J, 


2981 


. .3160, 




.3168 




Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No.' 


81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ991110 16. 


.0410 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3450 








End 


4233 


GI 


none 








Score 


396 



39516 



Exons 


3450. .3512, 


3634 . 


.4233, 


3677. 


.3943, 3989.. 4000, 4027.. 4233 


Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


81870 • 








Strand 




Start 


7666 








End 


10511 


Name 


OJ991110_16 


.0410. 


C2 .o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3676' 








End 


3931 


GI 


none 








Score 


268 


Exons 


3676. .3930, 


3686. 


.3931 








Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ991110_16 


. 0410 . 


C2 .ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3682 








• End 


6577 


GI 


none 








Score 


227 


Exons 


3682 . .4233, 


3707 . 


. 3934, 


4127 . 


.4225, 5951. .6457, 5952. .6494, 




6453 . . 6572, 


6461 . 


. 6577 








Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ991110_16 


. 0410 . 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3931 








End 


6577 


GI 


none 








Score 


104 


Exons 


3931. .4083, 


4123. 


.4233, 


4124 . 


.4225, 5951. .6457, 5952. .6170, 




6240. . 6443, 


6464 . 


. 6577, 


6465. 


.6572 




Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


•--81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ991110_16 


. 0410 . 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6123 








End 


6635 


GI 


none 








Score 


599 


Exons 


6123. . 6635, 


6125 . 


. 6634 








Seq. No. 


39616 








Seq. ID 


OJ991110_16.0410.C2 


Gene No. 


81870 








Strand 




Start 


7666 








End 


10511 


Name 


OJ991110_16 


. 0410. 


C2.o3. 


gs 


Method 


GENS CAN 


Start 


7666 








End 


10511 


GI 


none 








Score 


.55 


Exons 


7666. .-7685, 


9664 . 


. 9872, 


10078 


. .10120, 


10445. .10511 


Seq. No. 


39617 








Seq. ID 


OJ991110JL6.0410.C3 


Gene No. 


81871 








Strand 


+ 


Start 


2 








End 


2489 


Name 


OJ991110_16 


.0410. 


C3.ol. 


gs 


Method 


GENSCAN 


Start 


2 








End 


2489 


GI 


none 








Score 


.69 


Exons 


2. .143, 423 


. .572, 


1056. 


. 1062, 


2144. .24 


89 


Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410.C3 


Gene No. 


81872 








Strand 


+ 


Start 


4800 








End 


8129 


Name 


OJ991110 16 


.0410. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


4800 








End 


8129 



39517 



GI 4926870 Score 893 

Exons 4800.. 6660, 8095.. 8129 

GI Descrip. (AC007509) putative non-LTR retroelement "reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39617 Seq. ID OJ991110_16 . 04 10 . C3 

81872 Strand + 

4800 End 8129 

OJ991110_16.0410.C3.o2.np Method AAT/NAP 

4933 End 7660 

4582447 Score " 886 

4933. .6692, 6735. .7240, 7590. .7660 

(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 





Seq. No. 


oybi / 








beq. ID 






Gene No . 


Q 1 Q n "3 








Strand 






Start 


2262 








End 


2683 




Name 


OJ991110_16 


.0410 


.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


ZZbZ 








End 


2683 




GI 


none 








Score 


699 




Exons 


zz bz . . zzy i , 


2343 


. .2683 








J 


beq. no. 


j y bi / 








Seq. ID 


OJ991110_16.0410.C3 


3 


Gene No . 


O 1 O *7 A 

o lo / 4 








Strand 






Start 


2786 








End 


3052 




Name 


OJ991110_16 


.0410 


.C3.o2. 


gs 


Method 


GENSCAN 




Start 


z 1 o b 








End 


3052 


=5? 




none 








Score 


.84 


y 


Exons 


Z fob . . oUOZ 












j 
\ i 


Seq. No. 










Seq. ID 


OJ991110_16.0410.C3 




Gene No. 


olo / J 








Strand 






OldlL 










End 


10629 




Name 


OJ991110 16 


.0410 


C3.o4. 


np 


Method 


AAT/NAP 




Start 


8675 








End 


10629 




GI 


6907086 








Score 


1290 




Exons 


8675. .8933, 


9106 


.9184, 


9289. 


.9357, 9587.. 9828, 9886.. 10629 




GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410.C3 




Gene No. 


81875 








Strand 






Start 


9903 








End 


10629 




Name 


OJ991110 16 


.0410 


C3.o4. 


gs 


Method 


GENSCAN 




Start 


9903 








End 


10436 




GI 


none 








Score 


. 9 




Exons 


9903. .10436 














Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410.C3 




Gene No. 


81876 








Strand 






Start 


11342 








End 


13519 




Name 


OJ991110 16 


.0410 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


4930 








End 


5131 




GI 


none 








Score 


99 




Exons 


4930. .5130, 


4960 


.5055, 


4964. 


.5131 





Seq. No. 39617 Seq. ID OJ991110_16 . 04 10 . C3 

39518 




Gene No. 


81876 








Strand 






Start 


11342 








End 


T *3 C 1 A 

lobi y 




Name 


OJ991110_16 


. 0410 


. C3 . ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


c *3 a o 

5302 








End 


boob 




GI 


none 








Score 


jby 




Exons 


b30z . .boob, 


b jU j 


. . boo b 










Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410 


,C3 


Gene No. 


81876 








Strand 






Start 


1 1 J 4 Z 








bna 


1 QCI Q 




Name 


OJ99111U lb 


a a i a 

.0410 


. C3 . Ol . 


tm 


Metnoa 


rp T~> T 7\ O rnv ■ A/I J _ a 

i bLAb ix : Mai ze 




Start 


54 98 








End 


C O A O 

bo 4 o 




GI 


none 








Score 


A A O 

zy y 




Exons 


C Vl ft Q CO / O 

04 yo . . bo 4 o , 


c. c. "3 *3 
JJJJ 


. . Do 4 / 










Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410 


,C3 


Gene No. 


81876 . 








Strand 






Start 


T 1 "3 VI O 

1 1J4 z 








bna 


i obi y 




Name 


/"\taaiita i 

OJ99111U lb 


a A T A 

.0410 


. C3 . Ol . 


ts 


Method 


I BLASTX : Soybean 




Start 


c r a a 

5600 








End 


C A A A 

by yz 




GI 


none 








Score 


lo 4 




Exons 


c a a coon 

bbOO . . o9zU, 


0 / 1 J 


CQA1 


by Jo 


. . by yz 






Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410 


..C3 


Gene No. 


81876 








Strand 






Start 


11342 








T-l _ -J 

End 


1 O C 1 A 

13519 




Name 


OJ991110 16 


. 0410 


. C3 . o3 . 


tw 


Method 


TBLASTX : Wheat 




Start 


5687 








End 


5908 




GI 


none 








Score 


240 




Exons 


boo/. . oyUo , 


C /T O *7 

bbo / 


C O O VI 

. . boo4 , 


bbyz 


a a a *7 

. . byo / 






Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410 


.C3 


Gene No. 


81876 








Strand 






Start 


"1 1 *3 VI A 

1 134 z 








hnd 


i obi y 




Name 


OJ991110 16 


.0410 


. C3 . oz . 


tw 


Method 


TBLASTX : Wheat 




Start 


6299 








End 


67 0b 




GI 


none 








Score 


I/O 




Exons 


bz99 . . doOz , 


Ool J 


. . 0 D O 4 , 


C C A Q 

bb4 o 


. . b /Ub 






Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410 




Gene No. 


81876 








Strand 






Start 


11342 








End 


13519 




Name 


OJ991110 16 


.0410 


.C3.o5. 


np 


Method 


AAT/NAP 




Start 


11342 








End 


13519 




GI 


4680186 








Score 


201 




Exons 


11342. .11760, 12260. .12330, 


13421. .13519 




GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


39617 








Seq. ID 


OJ991110_16.0410 


.C3 


Gene No. 


81876 








Strand 






Start 


11342 








End 


13519 




Name 


OJ991110 16 


.0410 


.C3.o6. 


np 


Method 


AAT/NAP 




Start 


12545 








End 


12688 




GI 


7106528 








Score 


88 





Exons 12545: . 12688 

GI Descrip. (AP001278) EST D40774 (S2920 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



39519 




Seq. No. 


39618 




Seq. ID 


OJ991110_ 


_16.0410.C4 


Gene No. 


O 1 O T *7 

olo / / 




Strand 






Start 


i r\ f~ c 

1965 




End 


a n t r 

5036 




Name 


OJ99111Q lb 


. 04 1U . C4 . 0_ . gs 


Method 


GEN SCAN 




Start 


1965 




End 


4 93o 




GI 


none 




Score 


. 6 / 




Exons 


1965 . . 2119, 


32oo..3339, 35/3. 


A O U O 

. 4 938 






Seq. No. 


39618 




Seq. ID 


OJ991110_ 


1 6 . U4 1U . C4 


ucllc INvJ . 


ft 1 R77 




Strand 


+ 




Start 


1965 




End 


5036 




Name 


OJ991110 16 


.0410.C4.ol.np 


Method 


AAT/NAP 




Start 


2005 




End 


4947 




GI 


6553916 




Score 


1244 




Exons 


2005. .2142, 


2203.. 2360, 2615. 


.2664, 3286.. 3376, 


3568. .3669, 




3823. .4947 










GI Descrip. 


(AC012329) 


putative GTPase activator protein of 


Rab-like small 



GTPases [Arabidopsis thaliana] gi | 6723405 | emb | CAB664 14 . 1 | 
(AL132956) GTPase activating-like protein [Arabidopsis thaliana] 





Seq. No. 


39618 




Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81877 




Strand 


+ 




Start 


1965 




End 


5036 


nr. 


Name 


OJ991110 16. 0410. C4 


. o 1 . gp 


Method 


AAT/GAP 


n 


Start 


4428 




End 


5036 


U 


GI 


none 




Score 


1143 




Exons 


4428. .5036 










Seq. No. 


39618 




Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81878 




Strand 


+ 




Start 


8622 




End 


19378 




Name 


OJ991110 16. 0410. C4 


. o4 . gs 


Method 


GENSCAN 




Start 


8622 




End 


15637 




GI 


none 




Score 


.76 




Exons 


8622. .8887, 9459.. 9581, 9691 


..9760, 9877. .9987, 10255. .103 






11236. .11286, .12012 


. .12260, 


12610. .12645, 12969. .13088, 






13219. .13389, 14766 


. .15069, 


15097. .152^ 


8, 15524. .15637 ■ 


=; 


Seq. No. 


39618 




Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81878 




Strand 


+ 




Start 


8622 




End 


19378 




Name 


OJ991110 16. 0410. C4 


.o3.gp 


Method 


AAT/GAP 




Start 


9898 




End 


12266 




GI 


none 




Score 


697 




Exons 


9898. .9987, 10255.. 


10338, 11236. .11286, 


11875. .11904, 






12008. .12095, 12195 


. .12266 








Seq. No. 


39618 




Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81878 




Strand 


+ 




Start 


8622 




End 


19378 




Name 


OJ991110 16. 0410. C4 


.o3.np 


Method 


AAT/NAP 




Start 


12801 




End 


19378 




GI 


1084987 




Score 


101 




Exons 


12801. .12992, 17763 


. .17835, 


19122. .1937 


8 




GI Descrip. 


cryptogene protein 


G4 - Sauroleishmania 


tarentolae (strain 



LEM125) 



39520 



Seq. No. 


39618 


Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81879 , . 


Strand 




Start 


90 .. . 


End 


892 


Name , 


OJ991110 16. 0410. C4. ol.gs 


Method 


GENSCAN 


Start 


90 


End 


892 


GI 


none 


Score 


. 78 


Exons 


90. .217, 378.-385, 493. .649, 


876 . .892 




Seq. No. 


39618 


Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81880 


Strand 




Start 


5795 


End 


8129 


Name 


OJ991110 16.0410.C4 .o2.gp 


Method 


AAT/GAP 


Start 


5645 


End 


8129 


GI 


375 1.R1084 


Score 


1259 


Exons 


5645. .6045, 6157. .6223, 7747. 


.7863, 7985. .8129 


GI Descrip. 


' 729252 /sp | P4 0934 | CYB5 BRAOL 


1.0e-53 CYTOCHROME B5 >gi 167 




(M87514) cytochrome b-5 [Brassica oleracea] 




>gi_384338_prf 1905426A cytochrome b5 


[Brassica oleracea] 


Seq. No. 


39618 


Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81880 


Strand 




Start 


5795 


End 


8129 


Name 


OJ991110 16.0410.C4.o3.gs 


Method 


GENSCAN 


Start 


5795 


End 


7833 


GI 


none 


Score 


.61 


Exons 


5795. .6072, 6157. .6223, 7747. 


.7833 




Seq. No. 


39618 


Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81880 


Strand 




Start 


5795 


End 


8129 


Name 


OJ991110 16.0410.C4.o2.np 


Method 


AAT/NAP 


Start 


5798 


End 


7833 


GI 


729252 


Score 


469 


Exons 


5798. .6045, 6157.. 6223, 7747. 


.7833 




GI Descrip. 


CYTOCHROME B5 gi | 7 4 30587 | pir | 


IT14454 cytochrome b5 - wild 




cabbage gi | 167 140 | gb | AAA32990 


.11 .(M87514) cytochrome b-5 




[Brassica oleracea] gi | 384338 | prf | | 1905426A cytochrome b5 




[Brassica oleracea] 






Seq. No. 


39618 


Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81881 


Strand 




Start 


13659 


End 


14078 


Name 


OJ991110 16.0410.C4.o4.gp 


Method 


AAT/GAP 


Start 


13659 


End 


14078 


GI 


none 


Score 


809 


Exons 


13659. .14078 






Seq. No. 


39618 


Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81882 


Strand 




Start 


18642 


End 


19248 


Name 


OJ991110 16.0410.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


2168 


End 


4837 


GI 


none 


Score 


99 


Exons 


2168. .2368, 2206. .2349, 2220. 


.2387, 2223. .2360, 2614. .2664 




2615. .2665, 3287. .3382, 3535. 


.3693, 3570.. 3701, 3571.. 3705 




3581.. 3706, 3833.. 3904, 3838. 


.3915, 3842.. 3916, 3911.. 4090 



39521 






3912 . . 4085, 


3920 


. . 4093, 


4075 . 


.4752, 4087. .4749, 4089. .4757, 




4756 . .4836, 


4756 


. . 4836, 


47 60 . 


A O 1) 1 

.4837 




Seq. No. 


39618 








Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81882 








Strand 




Start 


18 642 








End 


19248 


Name 


OJ991110 16 


. 0410 


. C4 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


4134 








End 


4590 


GI 


none 








Score 


260 


Exons 


4134 . . 4382, 


4135 


. . 4362, 


4 354 . 


.4590, 4356. .4589 


Seq. No. 


39618 








Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81882 








Strand 




Start 


lo 642 








End 


19248 


Name 


OJ991110 16 


. 0410 


. C4 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


4222 








End 


4619 


GI 


none 








Score 


495 


Exons 


4222 . .4593, 


4224 


. .4 619, 


A O C Pi 

4259 . 


.4612 




Seq. No. 


39618 








Seq. ID 


OJ991110_16.0410..C4 


Gene No. 


81882 








Strand 




Start 


18642 








End 


19248 


Name 


OJ991110_16 


.0410 


.C4 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


4627 ■ - 








.End ' ' 


4964 


GI 


none 








Score 


431 


Exons 


4627 . . 4932, 


4632 


. . 4802, 


4638 . 


.4964, 4783. .4938, 4784. .4960 


Seq. No.. 


39618 








Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81882 








Strand 




Start 


18642 








End 


19248 


Name 


OJ991110_16 


. 0410 


. C4 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5774 








End 


7834 


GI 


none 








Score 


213 


Exons 


5774 . . 604 6, 


5790 


. . 6071, 


6152 . 


.6238, 6156. .6224, 7741. .7833, 




7745 . .7834 












Seq. No. 


39618 








Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81882 








Strand 




Start 


18642 








End 


19248 


Name 


OJ99111U lo 


. U4 1U 


. C4 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


5776 








End 


7839 


GI 


none 








Score 


■ 169 


Exons 


r n n r /-non 

5776 . . 6027 , 


5778 


. . 6017 , 


5795 . 


.6046, 5796. .6071, 6152. .6238, 




6156 . . 6224 , 


f~ -| CO 

6158 


. . 6226, 


7741 . 


.7833, 7744.. 7839 


Seq. No. 


39618 








Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81882 








Strand 




Start 


18642 








End 


19248 


Name 


OJ991110 16 


.0410 


. C4 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


5794 








End 


7833 


GI 


none 








Score 


66 


Exons 


5794 . .5916, 


5795 


. . 6046, 


5799. 


.6047, 5995. .6075, 6152. .6238, 




6156. .6224, 


6170 


. . 6226, 


7741. 


.7833 




Seq. No. 


39618 








Seq. ID 


OJ991110_16.0410.C4 


Gene No. 


81882 








Strand 




Start 


18642 








End 


19248 



39522 






Name 


OJ991110 16. 0410. C4. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


5795 






End 


7833 




GI 


none 






Score 


263 




Exons 


5795. . 


6046, 5796.. 6071, 6152 


..6226, 6156. .6224, 6161. .6226, 






7741. . 


7833, 7744. .7833 








Seq. No. 


39618 






Seq. ID 


OJ991110__16.0410.C4 




Gene No. 


81882 






Strand 






Start 


18642 






End 


19248 




Name 


OJ991110 16. 0410. C4. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


8702 






End 


13015 




GI 


none 






Score 


112 




TTvnn <5 

LjAUI 1 o 


8702. . 


8797, 8703. .8789, 8783 


..8815, 8790. .8885, 8807. .8902 






9451. . 


9582, 9456.. 9581, 9689 


..9715, 9718. .9762, 9719. .9760 






9853. . 


9996, 9874.. 9987, 9875 


..9994, 10254. .10337, 10255. .H 






10256. 


.10339, 11232. 


. .11285, 


11233. .1128 6, 11234. .11287, 






11871. 


.11906, 11872. 


. .11904, 


12026. .12103, 12027. .12104, 






12192. 


.12260, 12194. 


. .12259, 


12389. .12538, 12390 .. 12539, , 






12610. 


.12648, 12968. 


, .13015, 


12969. .13013 




Qpn No 

lj C a J- 1 V-/ • 


39618 






Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81882 






Strand 






Start 


18642 






End 


19248 




Name 


OJ991110 16. 0410. C4. 


, o4 . ts 


Method 


TBLASTX: Soybean 




Start 


9454 






End 


9915 


[il 


GI 


none 






Score 


142 


r ! i 


Exons 


9454. . 


9582, 9456.. 9581, 9688 


..9762, 9689. .9760, 9874. .9915 




Seq. No. 


39618 






Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81882 






Strand 






Start 


18642 






End 


19248 


f u 


Name 


OJ991110 16. 0410. C4, 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


9916 






End 


13091 




GI 


none 






Score 


118 




Exons 


9916. . 


9996, 9918. .9977, 10254 .. 10334 , 


10255. .10335, 






11236. 


.11286, 11872, 


. .11904, 


12027. .12104, 12032. .12103, 






12192. 


.12260, 12192, 


. .12266, 


12194. .12283, 12194 .. 12268, 






12399. 


.12431, 12400, 


. .12432, 


12442. .12507, 124 56'. . 12539, 


f ^ 




12460. 


.12513, 12609, 


. .12647, 


12610. .12 648, 12968. .13087, 






12969. 


.13079, 12978, 


. .13091 








Seq. No. 


39618 






Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81882 






Strand 






Start 


18642 






End 


19248 




Name 


OJ991110 16. 0410. C4, 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


13019 






End 


13719 




GI 


none 






Score 


79 




Exons 


13019. 


.13102, 13020, 


. .13076, 


13021. .13089, 13216. .13389, 






13217. 


.13390, 13218 


. .13391, 


13222. ..13401, 13224. .13391, 






13576. 


.13719, 13608, 


. .13715 








Seq. No. 


39618 






Seq. ID 


OJ991110_16.0410.C4 




Gene No. 


81882 






Strand 






Start 


18642 






End 


19248 




Name 


OJ991110 16. 0410. C4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


13216 






End 


13683 




GI 


none 






Score 


164 



39523 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13216. .13389, 13218 .. 13391, 13222 .. 134 01 , 13224 .. 13391, 
13576. .13683, 13608.. 13682 



39618 
81882 
18642 

OJ991110_16.0410.C4.o5.gs 

18642 

none 

18642. .18750, 19031. .19248 



Seq. ID OJ991110_16.0410.C4 
Strand 

End .19248 

Method GENSCAN . 

End 19248 

Score .58 



Seq. No. 39619 

Gene No. 81883 

Start 5406 

Name OJ991110_16 . 04 10 . C5 . o3 . gs 

Start 5406 

GI none 

Exons 5406.. 5714, 6838.. 7230 



Seq. ID OJ991110_16.0410.C5 

Strand + 

End 7230 

Method GENSCAN 

End 7230 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39619 
81884 
1171 

OJ991110_16.0410.C5.o2.gs 
1171 
none 

1171. .1368, 2384. .2730, 2806. .3178 



Seq. ID OJ991110_16.0410.C5 
Strand 

End 3178 

Method GENSCAN 

End 3178 

Score *' .45 



Seq. ID OJ991110_16.0410.C5 
Strand 

11935 
AAT/NAP 
11829 
6579 



39619 
81885 
8026 

OJ991110_16.0410.C5.ol.np 

8026 
6630696 
8026. .11829 

(AP000969) ESTs D22 114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



End 

Method 

End 

Score 



39619 
81885 
8026 

OJ991110_16.0410.C5.o2.tw 

8162 

none 

8162. .8548, 8163. .8546, 8164, 
8577. .8636 



Seq. ID OJ991110_16.0410.C5 
Strand 

End 11935 

Method TBLASTX : Wheat 

End 8637 

Score 401 

.8547, 8563. .8637, 8564. .8632, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



39619 
81885 
8026 

OJ991110_16.0410.C5.o4 .ts 

8290 

none 



Seq. ID OJ991110_16.0410.C5 
Strand 

End 11935 

Method TBLASTX : Soybean 

End 8631 

Score 82 



8290. .8499, 8369. .8494, 8518. .8631, 8528. .8596 



39619 
81885 



Seq. ID OJ991110_16.0410.C5 
Strand 



39524 






Start 


Q ft O £ 
















Name 


ujyyiiiu id 


. U4 1 U . 


LO . oz . 


4- m 


fuf 4— V% /"\ /"■J 


TRT a QTV - Ma i 70 






Start 


Q A ft. T 








Jjiia 


ft ft£^ 
DODO 






GI 


none 








Score 


ft £ 

0 b 






Exons 


Q/IQ'5 ft 7 ^ R 


ft 4 Q4 


ft ftfici 

• o o \j u f 


O *i .7 ■J ■ 


8R4 ? 
■ 0 0 1 








Seq. No. 


39619 








Seq. ID 


OJ991110_16.0410 


C5 




Gene No. 


81885 








Strand 








Start 


oUZ D 








End 


11935 






Name 


ojyymu io 


ft A 1 ft 

. U 4 1 U . 


LD . O J . 


15 


Method 


TBLASTX : Soybean 






Start 


o b4 1 








End 


8992 






GI 


none 








Score 


72 






Exons 




0 D fi H , 


ft ft ^9 


ft 64 ^ 


.8833, 8828.-8992, 8833.. 8991 




Seq. No. 


39619 








Seq. ID 


OJ991110_16.0410 


C5 




Gene No. 


81885 








Strand 








Start 


Q ft 9 £ 
O UZO 








End 


11935 






Name 


uj yyniu ib 


ft /I 1 ft 

. U 4 1 U 


tj . Oj . 




Method 


TBLASTX: Wheat 






Start 


o o 4 o 








End 


9390 






GI 


none 








Score 


72 






Exons 


QQ/ c G ft R 1 

O O 4 0 . . y UO 1 , 


Qfi4 £ 


Q^QD 


jZ u y . 


.9373 








Seq. No. 


39619 








Seq. ID 


OJ991110_16.0410 


C5 




Gene No. 


81885 








Strand 






~~ 


Start 


oUz b 








End 


11935 




[fl 


Name 


OJ991110 lb 


ft A 1 ft 

. U4 1U 


Co . Oj . 


tm 


Method 


TBLASTX: Maize 






Start 


o n i /T 

892 6 








End 


9391 




l b? 


GI 


none 








Score 


61 




r ~s 


Exons 


n a o r a o n a 

8926 . . 9390, 


ft ft O ft 

9Uz y 


ft 1 "2 ft 

. yioy, 


y i / o . 


.9255, 9260.. 9391 




"2 


Seq. No. 


j y b i y 








Seq. ID 


OJ991110_16.0410 


.C5 


m 


Gene No . 


81885 








Strand 








Start 


8026 








End 


11935 




s 


Name 


n tqqi 1 i n i£ 
Uo yyiiiu ib 


ft A 1 fi 
. U 4 1 U 


Lj . Ol ■ 


4- c 


Method 


TBLASTX : Soybean 






Start 


9061 








End 


9525 




^ i 


GI 


obU92 bu 








Score 


103 






Exons 


ft ft *n n c o c 
90ol . . 90ZO , 


o o ft 


ft /I O ft 

. . y 4 ou 












GI Descrip. 
















:? ~ 


Seq. No. 


39619 








Seq. ID 


OJ991110JL6.0410 


.C5 




Gene No. 


81885 








Strand 








Start 


o uz b 








End 


11935 






Name 


a mm 1 1 n i £ 

cjjyyiiiu ib 


ft /i i ft 
. U4 1U 


PC ~. i 
. LO . Ol . 


tc 


Method 


' TBLASTX: Cress 






Start 


91/2 








End 


9432 






GI 


none 








Score 


110 






Exons 


y i / z . . y4 , 


Q O C ft 

y z bu 


. . y 4 ou 












Seq. No. 


39619 








Seq. ID 


OJ991110_16.0410 


.C5 




Gene No. 


81885 








Strand 








Start 


o n o c 
oUz b 








End 


11935 






Name 


ujyyiiiu ib 


ft / 1 ft 

. U4 1U 


. CS.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


9445 








End 


10186 






GI 


none 








Score 


114 






Exons 


9445. .9627, 


9445 


..10185, 972E 


I. .10186, 


9785. .10186 






Seq. No. 


39619 








Seq. ID 


OJ991110_16.0410 


,C5 




Gene No. 


81885 








Strand 







39525 



Start 


8026 




End 


1 1 fl "3 C 

11935 


Name 


OJ991110 16. 0410. C5 


o2.tc 


Method 


TBLASTX : Cress 


Start 


9757 




End 




GI 


none 




Score 


122 


Exons 


9757. .9822, 9826. .10014, 10033. .10233 




Seq. No. 


39619 




Seq. ID 


OJ991110_16.0410 


Gene No. 


81885 




Strand 




Start 


8026 




End 


11935 


Name 


OJ991110 16. 0410. C5 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


9850 




End 


10248 


GI 


none 




Score 


88 


Exons 


9850. .10023, 10027. 


.10248, 


10031. .10177 


Seq. No. 


39619 




Seq. ID 


OJ991110_16.0410 


Gene No. 


81885 




Strand 




Start 


8026 




End 


11935 


Name 


OJ991110 16. 0410. C5 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


10036 




End 


10500 


GI 


none 




Score 


86 


Exons 


10036. . 10500, 10043 


. . 10261 








39619 




Seq. ID 


OJ991110_16.0410 


Gene No. 


81885 




Strand 




Start 


8026 




End 


11935 


Name 


OJ991110 16. 0410. C5 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


10188 




End 


10393 


GI 


none 




Score 


137 


Exons 


10188 . . 10385, 10190 


. .10393, 


10191. .10385, 10192. .10392 


Seq. No. 


39619 




Seq. ID 


OJ991110JL6.0410 


Gene No. 


81885 




Strand 




Start 


8026 




End 


11935 


Name 


OJ991110 16. 0410. C5 


.oS.ts 


Method 


TBLASTX: Soybean 


Start 


10258 




End 


10638 


GI 


none 




Score 


80 


Exons 


10258. .10506, 10489 


. .10638 






Seq. No. 


39619 




Seq. ID 


OJ991110_16.0410 


Gene No . 


81885 




Strand 




Start 


8026 




End 


11935 


Name 


OJ991110 16. 0410. C5 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


10612 




End 


10956 


GI 


none 




Score 


373 


Exons 


10612. .10653, 10682 


. .10954, 


10682. .10954, 10683. .10955, 




10684.. 10956 








Seq. No. 


39619 




Seq. ID 


OJ991110JL6.0410 


Gene No. 


81885 




Strand 




Start 


8026 




End 


11935 


Name 


OJ991110 16. 0410. C5 


. ol . gp 


Method 


AAT/GAP 


Start 


10897 




End 


11787 


GI 


101595 1.R1084 




Score 


1447 


Exons 


10897. .10971, 11087 


. .11787 







GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



39526 




C5 



Seq. No. 


39619 


Seq. ID 


OJ991110_ 


16.0410 


.C5 


Gene No. 


81885 


Strand 








Start 


8026 


End 


11935 






Name 


OJ991110 1 6 . 04 10 . C5 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


11479 


End 


11787 






GI 


none 


Score 


120 






Exons 


i i ji -jo i nnn 11/00 iif^^Q 
114 /y . . 11 fo i , 113 oZ . . 1 lDDo , 


11544. .11687, 11558 


.11740 




Seq. No. 


39619 


Seq. ID 


OJ991110_ 


JL6.0410 


p a 


Gene No. 


81885 


Strand 








Start 


8026 


End 


11935 






Name 


OJ991110 1 6 . 04 10 . Co . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11538 


End 


11935 






GI 


none 


Score 


156 






Exons 


11538 .. 11720, 11539 .. 11823, 


11558. .11749, 11800 


.11934, 






1 1 O *3 1 1 1 G T. C 

lio o / . . 1 1 y OO 










Seq. No. 


39620 


Seq. ID 


OJ991110_ 


i c n a i n 
1 o . U 4 1 U 


.CI 


Gene No. 


81886 


Strand 


+ ' 






Start 


27 9 


End 


605 






Name 


OJ991110_16 . 0410 . C7 . ol . gs 


Method 


GEN SCAN 






Start 


279 


End 


605 






GI 


none 


Score 


. 58 






Exons 


279 . . 605 










Seq. No. 


39621 


Seq. ID 


OJ991110_ 


i /■ a a i* n 
1 o . U4 1U 


.C9 


Gene No. 


81887 


Strand 








Start 


2785 


End 


3128 






Name 


OJ991110_16. 0410 .C9.o3. gs 


Method 


GENSCAN 






Start 


2785 


End 


0100 

3128 






GI 


none 


Score 


. 48 






Exons 


2785. .2840, zooj. . JUoo, JUy4 


. .3128 








Seq. No. 


39622 


Seq. ID 


ATQQ1 T 1 A 

u j y y n iu 


i a riyi i n 
10. U 4 1 u 


.C10 


Gene No. 


81888 


Strand 


+ 






Start 


113 


End 


o f a 

863 






Name 


.• OJ991110 16 . 04 10 . CIO . ol . gs 


Method 


GENSCAN 






Start 


113 


End 


863 ■ 






GI 


none 


Score 


.77 






Exons 


-iio one o a a con oiq o £ O. 

113. .315, 399. .53/, biy..obJ 










Seq. No. 


A A /*" a a 

39623 


Seq. ID 


OJ991110_ 


_16.0410 


PI 1 

. w J. J. 


Gene No. 


81889 


Strand 


+ 






Start 


4916 


End 


6150 






Name 


OJ991110 16.0410.Cll.ol.np 


Method 


AAT/NAP 






Start 


4916 


End 


6150 






GI 


6815099 


Score 


88 






Exons 


4916. .4980, 5044. .5072, 5945 


. . 6150 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39623 


Seq. ID 


OJ991110 


_16.0410 


PI 1 


Gene No. 


81890 


Strand 








Start 


974 


End 


1456 






Name 


OJ991110 16.0410.Cll.ol.gp 


Method 


AAT/GAP 






Start 


' 974 


End 


1456 






GI 


none 


Score 


906 






Exons 


974. .1456 











39527 



Seq. No. 


39624 








Seq. ID 


OJ991110_ 


_16.0410.C12 


Gene No. 


Q 1 Q Q 1 

o i o y l 








O i_ I- a 1 1 u 






Start 


1 CI 1 

loll 








HjI in 


so? ^ 




Name 


UJ""XXXU J. D . 


n a i n 

U H X u « 


PI 9 n1 

, X c. .OX . 


. gs 


L JC L. i 1UU 


VJJ D LM O ^/XiLN 




Start 


1 CI 1 

loll 










JUL J 




GI 


none 








Score 


. 5 




Exons 


1 CI 1 1 coo 
1011. . 1 JJJ; 


A 1 £ C, 
H ODD . 


A A £ "3 


A Q1 Q 

*± y x y * 


• O U c. O 






Seq. No. 


39625 








Seq. ID 


OJ991110_ 


16.0410.C13 


Gene No. 


81892 








Strand 






Start 


771 








End 






Name 


OJ991110 16. 


0410. 


.C13.o2 


. gs 


Method 


\J £j LN O 




Start 


771 








End 


C. -J C, -J 




GI 


none 








Score 


. 68 




Exons 


771. .782, 2063. .2178, 2282. .2525 






Seq. No. 


39625 








Seq. ID 


OJ991110 - 


_16.0410.C13 


Gene No. 


81893 








Strand 


+ 




Start 


3314 








End 


37 64 




Name 


OJ991110 16. 


0410. 


. C13 . ol 


.gp 


Method 


AAT /flAP 




Start 


3314 








End 


"37 64 




GI 


none 








Score 


845 




Exons ■ 


3314. .3764 














Seq. No. 


39625 








Seq. ID 


OJ991110 


_16. 0410.C13 


Gene No. 


81894 








Strand 






Start 


11458 








End 


1 1 an ft 




Name 


OJ991110 16. 


0410 


.C13.o4 


.gs 


Method 






Start 


11458 








End 


1 1 RHP 
X X O U O 




GI 


none 








Score 


. 7 1 




Exons 


11458. .11808 












Seq. No. 


39625 








Seq. ID 


OJ991110 


XD. UilUitlJ 


Gene No. 


81895 








Strand 






Start 


3597 








End 


9480 




Name 


OJ991110 16. 


0410 


.C13.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3433 








- End 


4798 




GI 


none 








Score 


39 




Exons 


3433. .3471, 


3591 


. .3620, 


3595. 


.3621, 3626. .3670, 


3627 3671, 




3676. .3705, 


3678 


. .3704, 


3732. 


.3761, 3843.-3992, 


"38. M 401 R 

JO • .1UJ.U, 




3871. .3993, 


3935 


. .4024, 


4015. 


.4077, 4068. .4109, 


4145 . .4348, 




4181. .4348, 


4182 


. .4349, 


4183. 


.4356, 4741. .4785, 


474? 47 Qft 


Seq. No. 


39625 








Seq. ID 


OJ991110 


_16.0410.C13 


Gene No. 


81895 








Strand 






Start 


3597 








End 


9480 




Name 


OJ991110 16. 


0410 


.C13.o3 


.gs 


Method 


GENSCAN 




Start 


3597 








End 


9413 




GI 


none 








Score 


.45 




Exons 


3597. .3663, 


3963 


. .4088, 


4118. 


.4217, 4744. .4785, 


4827 . .5702, 




5809. .5908, 


6572 


. .6695, 


7314. 


.7351, 8513. .8593, 


9000. . 9413 


Seq. No. 


39625 








Seq. ID 


OJ991110 


_16.0410.C13 


Gene No. 


81895 








Strand 






Start 


3597 








End 


9480 




Name 


OJ991110 16. 


,0410 


.C13.ol 


.tm 


Method 


TBLASTX: 


Maize 



39528 



Start 
GI 

Exons 



4806 

none 

4806. 

5044. 

5362. 



End 5412 
Score 326 

,5126, 4806. .4868, 4808. .5128, 4808. .5119, 4852. .5127, 

,5253, 5117.. 5170, 5140.. 5358, 5180.. 5362, 5358.. 5408, 

,5412 



Seq. No. 39625 

Gene No. 81895 

Start 3597 

Name OJ991110_16 . 04 10 . C13 . ol . ts 

Start 4823 

GI none 
Exons 



Seq. ID OJ991110_16.0410.C13 



Strand 
End 

Method 

End 

Score 



9480 

TBLASTX : Soybean 

5370 

78 



4823.-4897, 4855.-4896, 4898. .5047, 4898. .4957, 4900. .5064, 
5062. .5112, 5083. .5298, 5111. .5311, 5293. .5370, 5297. .5368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39625 
81895 
3597 

OJ991110_16.0410.C13.o2.gp 

4841 

none 

4841. .5679 

39625 
81895 
3597 

OJ991110_16.0410.C13.ol.tc 

5191 
none 
5191, 
5470. 
5810. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5403, 



OJ991110_16.0410.C13 

9480 
AAT/GAP 
5679 
1662 



OJ991110 16.0410.C13 



,5271, 5210. .5266, 5293 
,5565, 5571. .5693, 5579. .5686, 
,5914, 5811. .5909, 6572. .6622 



9480 

TBLASTX: Cress 
6622 
56 

5297. .5428, 5441. .5479, 
5587. .5703, 5588. .5710, 



Seq. No. 39625 

Gene No. 81895 

Start 3597 

Name OJ991110_16 . 04 10 . C13 . ol . tw 

Start ' 5408 

GI none 

Exons 5408.. 5479, 5500.. 5547, 5557, 
5811. .5909, 5828. .5911 



Seq. ID OJ991110_16.0410.C13 
Strand 

End 9480 

Method TBLASTX : Wheat 

End 5914 

Score 66 
.5703, 5567.. 5710, 5810.. 5914, 



Seq. No. 39625 

Gene No. 81895 

Start 3597 

Name OJ991110_16 . 04 10 . C13 . o2 . tm 

Start 5413 

GI none 

Exons 5413.. 5712, 5414.. 5731, 5796. 

5825. .5902, 5827. .5901 



Seq. ID OJ991110_16.0410.C13 
Strand 

End 9480 

Method TBLASTX : Mai ze 

End 5902 

Score 297 

.5900, 5801. .5899, 5806. .5901, 



Seq. No. 39625 

Gene No. 81895 

Start 3597 

Name OJ991110_16 . 04 10 . C13 . o2 . ts 

Start 5575 

GI none 



Seq. ID OJ991110_16.0410.C13 
Strand 

End 9480 

Method TBLASTX : Soybean 

End 8608 

Score 78 



39529 



Exons 



5575. .5703, 5581..5703, 5582. .5707, 5809. .5889, 5810. .5914, 

5811. .5909, 6572. .6718, 6576. .6719, 6578. .6721, 6586. .6720, 

7311. .7376, 7312. .7362, 7429.. 7530, 7430. .7528, 7433. .7534, 

8510. .8608, 8511. .8603 



Seq. No. 39625 Seq. ID 

Gene No. 81895 Strand 

Start 3597 End 

Name OJ991110_16. 0410.C13 .o5 . tm Method 

Start 6572 End ' 

GI none Score 
Exons 



OJ991110_16.0410.C13 
9480 

TBLASTX: Maize 

7530 

191 



6572. .6718, 6573. .6719, 7311. .7376, 7311. .7376, 7429. .7530, 
7430. .7528, 7432. .7530 



Seq. No. 39625 

Gene No. 81895 

Start 3597 

Name OJ991110_16 . 04 10 . C13 . o4 . tm 

Start 8444 

GI none 

Exons 8444. .8653, 8454. .8654, 8456. .8665 



Seq. ID OJ991110__16.0410.C13 



Strand 
End 

Method 
End 
Score 



9480 

TBLASTX: Maize 

8665 

230 



Seq. No. 39625 

Gene No. 81895 

Start 3597 

Name OJ991110_16. 0410.C13 .06. tm 

Start 9236 

GI none 

Exons 9236.. 9265, 9260.. 9403, 9264. 

9427. .9480, 9428. .9463 



Seq. No. 39626 
Gene No. 81896 
Start 2524 

Name OJ991110_16. 0410.C14 .ol 

Start 2524 

GI - 7485261 

Exons 2524.. 2574, 3726.. 3862 

GI Descrip. hypothetical protein A_ 
gi |2252836|gb|AAB62835. 
S. cerevisiae BOB1 prot 
gi I 604 9878 | gb | AAF027 93 . 
similarity to S. cerevi 
[Arabidopsis thaliana] 
contains weak 



,np 



OJ991110_16.0410.C13 
9480 

TBLASTX: Maize 

9480 

49 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9422, 9264..9422, 9265.-9423, 



Seq. ID OJ991110_16.0410.C14 

Strand + 

End 38 62 

Method AAT/NAP 

End 38 62 

Score 102 



IG005I10.16 - Arabidopsis thaliana 

1| (AF013293) contains weak similarity to 

ein (PIR:S45444) [Arabidopsis thaliana] 

1 |AF195115_13 (AF195115) contains weak 

siae BOB1 protein (PIR:S45444) 

gi I 7267117 | emb | CAB80788 . 1 | (AL1614 71) 



Seq. No. 39626 Seq. ID 

Gene No. 81896 Strand 

Start 2524 End 

Name 0 J991 1 1 0_1 6.0410.C14.o2.gp Method 

Start 3028 End 

GI 38012_1.R1084 Score 

Exons 3028.. 3108 

GI -Descrip. 1 4 097 94 7 /gb I U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



OJ991110_16.0410.C14 
+ 

3862 
AAT/GAP 
3108 
99 



Seq. No. 



39626 



Seq. ID OJ991110_16.0410.C14 



39530 



Gene No. 81897 Strand 

Start 400 End 504 

Name OJ991110_1 6 . 04 10 . C14 . ol . gp Method AAT/GAP 

Start 400 End 504 

GI LIB3477-003-P1-K1-E9 Score 138 
Exons 400.. 504 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39627 
81898 
1 

OJ991110_16.0410.C15.ol.np 
1 

7459603 



Seq. ID OJ991110_16.0410.C15 

Strand + 

End 1694 

Method AAT/NAP 

End 1694 

Score 484 



1..183, 968. .1516, 1596. .1694 

hypothetical protein F8L21.140 - Arabidopsis thaliana 
gi|5596481|emb|CAB51419.1| (AL096882) putative protein 
[Arabidopsis thaliana] gi I 7267834 | emb | CAB81236 . 1 1 (AL161531) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


39627 




Seq. ID 


OJ991110_16.0410.C15 


Gene No. 


'81898 




Strand 


+ 


Start 


1 




End 


1694 


Name 


OJ991110 16.0410.C15.ol. 


.qs 


Method 


GENSCAN 


Start 


10 




End 


1624 


GI 


none 




Score 


.88 


Exons 


10. .183, 968. .1624 








Seq. No. 


39627 




Seq. ID 


OJ991110_16.0410.C15 


Gene No. 


81899 




Strand 


+ 


Start 


5887 




End 


7738 


Name 


OJ991110 16.0410.C15.o2, 


.gs 


Method 


GENSCAN 


Start 


5887 




End 


7738 


GI 


none 




Score 


.62 


Exons 


5887. .5967, 6036. .6242, 


6981. . 


7072,' 7439. .7482, 7593. .7738 


Seq. No. 


39627 




Seq. ID 


OJ991110_16.0410.C15 


Gene No. 


81900 




Strand 




Start 


8677 




End 


8850 


Name 


OJ991110 16.0410.C15.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


1345 


GI 


none 




Score 


182 


Exons 


1..189, 9. .188, 962. .1345, 96^ 


.1185 




Seq. No. 


39627 




Seq. ID 


OJ991110_16.0410.C15 


Gene No. 


81900 




Strand 




Start 


8677 




End 


8850 


Name 


OJ991110 16.0410.C15.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


.992 




End 


1372 


GI 


none 




Score 


100 


Exons 


992. .1087, 1094. .1372 








Seq. No. 


39627 




Seq. ID 


OJ991110_16.0410.C15 


Gene No. 


81900 




Strand 




Start 


8677 




End 


8850 



39531 



Name 

Start 

GI 

Exons 



OJ991110_16. 0410.C15.ol. tc 

1149 

none 

1149. .1304, 1151. .1444, 1151. 
1596. .1613 



Method TBLASTX : Cress 
End 1613 
Score 223 

.1309, 1273. .1425, 1463. .1516, 



Seq. No. 39627 

Gene No. 81900 

Start 8677 

Name 0 J9 9 1 1 1 0_1 6.0410.C15.ol.tm 

Start 1385 

GI none 
Exons 



Seq. ID OJ991110_16.0410.C15 
Strand 

End 8850 

Method TBLASTX: Maize 

End ' 1741 

Score 109 



1385. .1501, 1386. .1502, 1405. .1506, 1406. .1525, 1545. .1661, 
1587. .1682, 1652. .1741, 1660. .1737 



Seq. No. 39627 

Gene No. 81900 

Start 8677 

Name OJ991110_16 . 0410 . C15 . o3 . gs 

Start 8677 

GI none 

Exons 8677.. 8850 



Seq. ID OJ991110_16.0410.C15 
Strand 

End 8850 

Method GENSCAN 

End 8850 

Score .83 



I LI 



Seq. No. 39628 

Gene No. 81901 

Start 2740 

Name OJ991110_16 . 0410 . C16 . ol . gs 

Start 2740 

GI none 

Exons 2740.. 2991, 3416.. 3573, 4575. 



Seq. ID OJ991110_16.0410.C16 

Strand + 

End 4806 

Method GENSCAN 

End 4806 

Score .63 
.4806 



Seq. No. 39628 

Gene No. 81902 

Start 5921 

Name OJ991110_16 . 0410 . C16 . o2 . gs 

Start ' 5921 

GI none 

Exons 5921.. 5974, 6956.. 7024 



Seq. ID OJ991110_16.0410.C16 

Strand + 

End 7024 

Method GENSCAN 

End 7024 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39629 
81903 
1681 

OJ991110_16.0410.C18.ol.np 
1681 
283004 



Seq. ID OJ991110_16.0410.C18 
Strand + 

3228 
AAT/NAP 
3228 
470 



End 

Method 
End 
Score 

1681. .2069, 2790. .3063, 3197. .3228 

DNA-binding protein Gt-2 - rice gi | 2024 9 | emb | CAA4 8328 | (X68261) 
gt-2 [Oryza sativa] 



Seq. No. 39629 

Gene No. 81903 

Start 1681 

Name OJ991110_16 . 04 10 . C18 . ol . gp 

Start 1732 

GI 43338_1.R1084 

Exons 1732.. 2069, 2790.. 3094 

GI Descrip. ' 283004/pir | | S28030 3.0e-42 DNA-binding protein Gt-2 



Seq. ID OJ991110_16.0410.C18 

Strand + 

End 3228 

Method AAT/GAP 

End 3094 

Score 1215 



rice 



39532 




>gi_2024 9_emb_CAA48328_ (X68261) gt-2 [Oryza sativa] ' 



Seq. No. 


39629 








Seq. ID 


OJ99lllO_l6 . 04 10 


,Cl8 


Gene No. 


81903 








Strand 


+ 




Start 


1681 - 








End 


3228 




Name 


OJ991110_16 . 


0410. 


C18.ol 


.gs 


Method 


GENSCAN 




Start 


1747 








End 


3202 




GI 


none 








Score 


. 63 




Exons 


1747 . . 2069, 


2790 . 


. 3202 










Seq. No. 


39629 








Seq. ID 


OJ99lll0_l6.04l0 


.Cl8 


Gene No. 


81903 








Strand 


+ 




Start 


1681 








End 


3228 




Name 


OJ991110_16. 


0410. 


C18 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1959 








End 


3021 




GI 


none 








Score 


166 




Exons 


1959 . . 2072, 


1960. 


.2070, 


1960 


..2067, 2760. .2936, 2764. .2997, 




2805. .2882, 


2806. 


.2895, 


2974 


. .3021 






Seq. No. 


39629 








Seq. ID 


OJ99lllO_l6.04lO 


. Clo 


Gene No. 


81903 








Strand 


+ 




Start 


1681 








End 


3228 




Name 


OJ991110_16. 


0410 . 


C18 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1959 








End 


2940 




GI 


none 








Score 


180 




Exons 


1959. .2072, 


1960. 


.2070, 


2772 


..2936, 2773. .2940 




Seq. No. 


39629 








Seq. ID 


OJ99lllO_16.04lO 


.C18 


Gene No. 


81903 








Strand 


+ 




Start 


1681 








End 


3228 




Name 


OJ991110_16 . 


0410 . 


C18 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2773 








End 


3027 




GI 


none 








Score 


. 285 




Exons 


2773 . .2955, 


2787 . 


.2954, 


2955 


..3026, 2956.. 3027 




Seq. No. 


39630 








Seq. ID 


OJ99lllO_16.04lO 


.C19 


Gene No/'' 


• 81904 ■ . 








Strand 


+ 




Start 


1 








End 


887 




Name 


OJ991110 16. 


0410. 


C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


884 




GI 


283004 








Score 


262 - 




Exons 


1 . .162, 232 . 


.369, 


501. . 


547, 


614 . .767, 


829. .884 




GI Descrip. 


DNA-binding 


protein Gt- 


2 - rice gi | 2024 9 | emb | CAA48328 | . 


(X68 




gt-2 [Oryza 


sativa] 










Seq. No. 


39630 








Seq. ID 


OJ99lllO_16.04lO 


.C19 


Gene No. 


81904 








Strand 


+ 




Start 


1 








End 


887 




Name 


n tqq i 1 1 n i £ 


0410. 


C19.ol 


.gs 


Method 


GENSCAN 




Start 


61 








End 


887 




GI 


none 








Score 


.98 




Exons 


61.. 369, 504 


. .887 












Seq. No. 


39630 








Seq. ID 


OJ99lllO_l6.04lO 


.C19 


Gene No. 


81905 








Strand 






Start 


848 








End. 


1492 




Name 


OJ991110 16. 


0410. 


C19.ol 


.gp 


Method 


AAT/GAP 





39533 




Start 


848 


End 


1492 






GI 


none 


Score 


1249 






Exons 


848 . . 14 92 










Seq. No. 


39631 


Seq. ID 


OJ991110_16 


.0410 


.C20 


Gene No. 


81906 


Strand 


+ 






Start 


1471 


End 


1561 






Name 


OJ991110 16.0410.C20.ol.gs 


Method 


GENSCAN 






Start 


1471 


End 


1561 






GI 


none 


Score 


. 44 






Exons 


1471 . . 1561 










Seq. No. 


39632 


Seq. ID 


OJ991020_11 


.0303 


.CI 


Gene No. 


81907 


Strand 


+ 






Start 


572 


End 


3910 






Name 


OJ991020_11 . 0303 ,C1 . ol . gs 


Method 


GENSCAN 






Start 


572 


End 


3602 






GI 


none 


Score 


. 5 






Exons 


572.-687, 1734. .1790, 2396 


. . 2541, 3196 


. . 3602 






Seq. No. 


39632 


Seq. ID 


OJ991020 11 


. 0303 


. CI 


Gene No. 


81907 


Strand 


+ 






Start 


572 


End 


3910 






Name 


OJ991020 11.0303.Cl.ol.np 


Method 


AAT/NAP 






Start 


805 


End 


3910 






GI 


7340868 


Score 


181 






Exons 


805.. 922, 2491.. 2668, 3860 


. .3910 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39632 


Seq. ID 


OJ991020_11 


.0303 


.CI 


Gene No. 


81908 


Strand 


+ 






Start 


9822 


End 


10927 






Name 


OJ991020 11.0303.Cl.o4.gs 


Method 


GENSCAN 






Start 


9822 


End 


10927 






GI 


none 


Score 


.76 






Exons 


9822.. 9833, 10124 .. 10161 , 


10471. .10703 


, 10923.. 10927 




Seq. No. 


39632 


Seq. ID 


OJ991020_11 


.0303 


.CI 


Gene No. 


81909 


Strand 


+ 






Start 


21650 


End 


22430 






Name 


OJ991020 11.0303.Cl.o7.gs 


Method 


GENSCAN 






Start 


21650 


End 


22430 






GI 


none 


Score 


.59 






Exons 


21650. .21807, 22007. .22430 










Seq. No. 


39632 


Seq. ID 


OJ991020_11 


.0303 


.CI 


Gene No. 


81910 


Strand 








Start 


4581 


End 


4837 






Name 


OJ991020 11.0303.Cl.o2.gs 


Method 


GENSCAN 






Start 


4581 


End 


4837 






GI 


none 


Score 


.53 






Exons 


4581. .4737, 4758. .4837 










Seq. No. 


39632 


Seq. ID 


OJ991020_11 


.0303 


.CI 


Gene No. 


81911 


Strand 








Start 


5358 


End 


7537 






Name 


OJ991020 11.0303.Cl.o2.np 


Method 


AAT/NAP 







39534 



Start 


5358 


End 


7208 








GI 


7523502 


Score 


169 








Exons 


5358. .5446, 6688. .6828, 7096.. 


7208 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


39632 


Seq. ID 


OJ991020_ 


11. 


0303. 


CI 


Gene No. 


81911 


Strand 










Start 


5358 


End 


7537 








Name 


OJ991020 11.0303.Cl.o3.gs 


Method 


GENSCAN 








Start 


6333 


End 


7208 








GI 


none 


Score 


. 72 








Exons 


6333.-6457, 6677. .6877, 7115.. 


7208 










Seq. No. 


39632 


Seq. ID 


OJ991020_ 


11. 


0J03. 


CI 


Gene No. 


81911 


Strand 










Start 


5358 


End 


7537 








Name 


OJ991020 11.0303-Cl.ol.gp 


Method 


AAT/GAP 








Start 


7080 


End 


7537 








GI 


4968598 


Score 


815 








Exons 


7080 . . 7537 












Seq. No. 


39632 


Seq. ID 


OJ991020_ 


_11. 


0303. 


CI 


Gene No. 


81912 


Strand 










Start 


11121 


End 


13433 








Name 


OJ991020 11.0303.Cl.o5.gs 


Method 


GENSCAN 








Start 


11121 


End 


13433 








GI 


none 


Score 


. 92 








Exons 


11121. .13433 












Seq. No. 


39632 


Seq. ID 


OJ991020_ 


_11 . 


0303. 


CI 


Gene No . 


81912 


Strand 










Start 


11121 


End 


13433 








Name 


OJ991020 11.0303.Cl.o3.np 


Method 


AAT/NAP 








Start 


11124 


End 


13400 








GI 


7435662 


Score 


1241 








Exons 


11124. .13400 












GI Descrip. 


subtilisin-like proteinase (EC 3.4.21. 


-) precursor 


P69B, 





pathogenesis-related - tomato gi | 2230959 | emb | CAA71234 . 1 | 
(Y10149) subtilisin-like protease [Lycopersicon esculentum] 
gi|4200336|emb|CAA76725.1| (Y17276) P69B protein [Lycopersicon 
esculentum] 



Seq. No. 39632 
Gene No. 81913 
Start . . 15164 

Name OJ991020_11 . 0303 . CI . ol . tc 

Start 11121 
GI none 
Exons 11121 

11664 

12048 

12804 

13092 



11189, 11226. 

,11999, 11725. 

12131, 12198. 

,12848, 12859. 

13163, 13215. 



11318, 
11826, 
12263, 
12930, 
13304 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11391. .11432, 



OJ991020 11. 0303. CI 



11739. 
12276. 
12861. 



31466 

TBLASTX: Cress 
13304 

76'' 

11490. . 11639, 
11927, 11878. . 12015, 
12779, 12319. . 12780, 
12929, 13002. . 13079, 



Seq. No. 
Gene No; 
Start 



39632 
81913 
15164 



Seq. ID 

Strand 

End 



OJ991020 11. 0303. CI 



31466 



39535 



Name 


OJ991020 11. 0303. CI. 


ol. ts 


Method 


TBLASTX : 


Start 


11406 






End 


13486 


GI 


none 






Score 


39 


Exons 


11406. 


.11432, H487. 


. 11639, 


•11544. .11573, 11587 




11664. 


.11978, H731. 


. 11976, 


12048. .12185, 12201 




12276. 


.12785, 12319. 


. 12771, 


12804. .12839, 12861 




13002. 


.13079, 13086. 


.13163, 


13212. .13304, 13406 


Seq. No. 


39632 






Seq. ID 


OJ991020 


Gene No. 


81913 






Strand 




Start 


15164 






End 


31466 


Name 


OJ991020 11. 0303. CI. 


ol . tm 


Method 


TBLASTX: 


Start 


11472 






End 


12623 


GI 


none 






Score 


207 


Exons 


11472. 


.11639, 11643. 


. 11999, 


11662. .11976, 12069 




12198. 


.12263, 12315. 


. 12395, 


12328. .12396, 12390 




12391. 


.12609 








Seq. No. 


39632 






Seq. ID 


OJ991020 


Gene No. 


81913 






Strand 




Start 


15164 






End 


31466 


Name 


OJ991020 11. 0303. CI. 


o3 . tw 


Method 


TBLASTX: 


Start 


11688 






End 


11984 


GI 


none 






Score 


59 


Exons 


11688. 


.11822, 11761. 


. 11823, 


11874 . .11927, 11878 




11940. 


.11984 








Seq. No. 


39632 






Seq. ID 


OJ991020 


Gene No . 


81913 






Strand 




Start 


15164 






End 


31466 


Name 


OJ991020 11. 0303. CI. 


o2 . tw 


Method 


TBLASTX: 


Start 


12195 






End 


12701 


GI 


none 






Score 


135 


Exons 


12195. 


.12263, 12276. 


. 12560, 


12277. .125( 


35, 12543 




12639. 


.12701 








Seq. No. 


39632 






Seq. ID-. 


OJ991020 


Gene No. 


81913 






Strand 




Start 


15164 






End 


31466 


Name 


OJ991020 11. 0303. CI. 


o4 . tm 


Method 


TBLASTX: 


Start 


12639 






End 


13305 


GI 


none 






Score 


131 


Exons 


12639. 


.12779, 12640. 


. 12780, 


12807. .12848, 12808 




12859. 


.12930, 12861. 


. 12929, 


13002. .13079, 13003 




13092. 


.13163, 13239. 


. 13304, 


13240.. 13305 


Seq. No. 


39632 






Seq. ID 


OJ991020 


Gene No. 


81913 






Strand 




Start 


15164 






End 


31466 


Name 


OJ991020 11. 0303. CI. 


o3.gp 


Method 


AAT/GAP 


Start 


14759 






End 


15553 


GI 


none 






Score 


1336 


Exons 


14759. 


.15333, 15430. 


.15553 






Seq. No. 


39632 






Seq. ID 


OJ991020 


Gene No. 


81913 






Strand 




Start 


15164 






End 


31466 



11622, 
,12263, 
,12929, 
,13486 



,12167, 
,12623, 



,11964, 



11. 0303. CI 



,12623, 



11. 0303. CI 



11. 0303. CI 



39536 



Name 

Start 

GI 

Exons 



OJ991020_11 .0303.Cl.o2.tm 

15152 

none 

15152. .15208, 15153. .15209, 

15205. .15336, 15424 .. 15558, 

15430. .15564, 15878 .. 16042, 

15925. . 16044, 16103 .. 16165, 

17428. .17499, 18591. .18725, 

18846. .18935, 18848. .18964, 
19009. . 19059 



Method TBLASTX : Mai ze 

End 19059 

Score 78 
15191. .15334, 15204. .15335, 
15425. .15562, 15426 .. 15563, 
15879. .16043, 15895 .. 16044 , 
16103. .16165, 16114. .16179, 
18592. .18723, 18601 .. 18732 , 
18849. .18935, 19009. .19059, 



Seq. No. 39632 Seq. ID 

Gene No. 81913 Strand 

Start 15164 End 31466 

Name OJ991020JL1 . 0303 . CI . 06 . gs Method GENSCAN 

Start 15164 End 20558 

GI none Score . 62 

Exons 15164. .15234, 15430 15562, 15884 .. 16042 , 16114 

16543. .16881, 16959 17054 , 17422 17522, 18467 



OJ991020 11. 0303. CI 



,16164, 
,18485, 



18606. .18732, 18849 .. 18928, 1934 9 .. 19534 , 19705 19774 , 
20392. .20558 



Seq. No. 39632 Seq. ID OJ991020_11 . 0303 . CI 

Gene No. 81913 Strand 

Start 15164 End 31466 

Name OJ991020_11 . 0303 . CI . o4 . np Method AAT/NAP 

Start 15170 End 20546 

GI 7076760 Score 996 

Exons 15170. .15339, 15430 .. 15562, 15884 16042, 16114 .. 16164 , 

17422. .17481, 18606 .. 18732, 1884 9 .. 18 933, 19009 .. 19083, 

19349. .19569, 19705 .. 19774 , 20392.. 20546 

GI Descrip. (AL138658) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



39632 

81913 

15164 

OJ991020 

16680 ' 

1076802 

16680. .1 

extensin 

extensin 

extensin 

39632 
81913 
15164 
OJ991020 
18843 
none 
18843. 
19009. 
19168. 
19337. 

39632 
81913 



11.0303.Cl.o5.np 



7027, 22124. 
like protein 
like protein 
like domain 



11.0303.Cl.ol.tw 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 11. 0303. CI 



8932, 18848. 

9083, 19009. 

9245, 19169. 

9483, 19338. 



31466 
AAT/NAP . 
31466 
147 

22399, 25464. .25585, 31287.. 31*55 
- maize gi | 600118 | emb | CAA8421K (Z34465) 
[Zea mays] .gi 1 1096557 I prf I I 211 . ■ 76LA 

[Zea mays] . 

Seq. ID OJ991020_11 ^3 .CI 
Strand 

End 31466 
Method TBLA^ /meat 
■ End 1° 
Score 

18849. . 1**932, 19001. . 19081, 
19011. . 19088, 19159.'. 1924 5, 
19169. .19252, 19335. .194 81, 



18964, 
19083, 
19249, 
19481 



Seq. ID 
Strand 



OJ991020 11. 0303. CI 



39537 



Start 


15164 






End 


31466 






Name 


OJ991020_11 . 0303 . CI 


. o2 . ts 




Method 


TBLASTX: Soybean 




Start 


18887 






End 


.19445 






GI 


none 






Score 


41 






Exons 


18887 .. 18931, 18888 


. . 18932, 


19036. .19083, 19039 


. .19077, 






iy io / . . lyz h y , iyioy 


1 QO A R 

. . i yz fi o, 


19337. .19444, 19344 


. .19445 




Seq. No. 


39632 






Seq. ID 


OJ991'020_ 


JL1.0303 


. ± 


Gene No. 


81913 






Strand 








Start 


15164 






End 


31466 






Name 


OJ991020 11. 0303. CI 


. o3 . tm 




Method 


TBLASTX: Maize 




Start 


19060 






End 


19761 






GI 


none 






Score 


90 






Exons 


19060 19083, 19159 


. . 19245, 


19169. .19249, 19337 


. . x. y o oh , 






19353 .. 19535 , 19/02 


. . iy / bi 












Seq. No. 


39632 






Seq. ID 


OJ991020_ 


_11.0303 




Gene No. 


81913 






Strand 








Start 


15164 






End 


31466 






Name 


OJ991020 11. 0303. CI 


. 08 . gs 




Method 


GENSCAN 






Start 


i n n o o 

22882 






End 


24405 






GI 


none 






Score 


.59 






Exons 


22882.. 22 947, 23129 


. . 23315, 


23461. .23629, 23770 


. .24040, 






24316 . .24405 














Seq. No. 


39632 






Seq. ID 


OJ991020 


_11.0303 


. u± 


Gene No. 


81913 






Strand 








Start 


15164 ■ 






End 


31466 






Name 


OJ991020 11. 0303. CI 


. o5 . gp 




Method 


AAT/GAP 






Start 


24643 






End 


24752 






GI 


uC-osflcyp082b07al 






Score 


169 






Exons 


24643. .24752 














GI Descrip. 


, 218221/dbj | D10675 | RICSINE1R6 


3.0e-30 


Oryza sativa p-SINEl 




gene, repeat sequence' 












Seq. No. 


39633 






Seq. ID 


OJ991020 


_11.0303 


.C2 


Gene' No. 


81914 






Strand 


+ 






Start 


: l 






End 


2609 






Name 


OJ991020 11. 0303. C2 


.ol.np 




Method 


AAT/NAP 






Start 


1 






End 


1882 






GI 


5852178 






Score 


77 






Exons 


1..26, 1319. .1479, 


1511. .1616 


, 1788.. 


1882 






GI Descrip. 


(AL117265) zhb0008. 


1 [Oryza 


sativa] 








Seq. No. 


39633 






Seq. ID 


OJ991020 


_11.0303 


.C2 


Gene No. 


81914 






Strand 


+ 






Start 


1 






End 


2609 






Name 


OJ991020 11. 0303. C2 


. ol . gs 




Method 


GENSCAN 






Start 


43 






End 


1125 






GI 


none 






Score 


.4 






Exons 


43.-258, 979. .1125 














Seq. No. 


39633 






Seq. ID 


OJ991020 


_11.0303 


.C2 


Gene No. 


81914 






Strand 


+ 






Start 


1 






End 


2609 






Name 


OJ991020 11. 0303. C2 


. o2 . np 




Method 


AAT/NAP 






Start 


467 






End 


2609 







39538 



GI 6063554 Score 171 

Exons 467. .541, 917. .1217, 1343. .1457, 2278. .2609 - 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



beq. No. 






oeq. iu 


c\ tqqi no n 


i i 


n^m no 


Gene • No . 


o iy io 




Strand 


+ 






Start 


2873 




End 


5374 






Name 


OJ991020_11. 0303. C2.o3. 


gs 


Method 


GENSCAN 






Start 


zo / o 




End 


5374 






GI 


none 




Score 


.64 






Exons 


OQT3 Ol HI COCQ C O "7 A 












Seq. No. 


oy boo 




Seq. ID 


OJ991020_ 


1 1 


mm r*o 


Gene No. 


o iyib 




Strand 


+ 






Start 






End 


9791 






Name 


ujyyiuzu 11 . uju j .lz .oft . 


gs 


Method 


GENSCAN 






Start 


CQOQ 

oyzo 




End 


7894 








none 




Score 


.4 






Exons 


5928. .5968, 6117. .6222, 


7224. 


.7334, 7733.. 7894 






Seq. No. 


39633. 




Seq. ID 


OJ991020 


11 


.0303.C2 


Gene No. 


81916 




Strand 


+ 






Start 


5928 




End 


9791 






Name 


OJ991020 ll.0303.C2.o3. 


np 


Method 


AAT/NAP 






Start 


6037 




End 


9791 






GI 


7485117 




Score 


168 






Exons 


6037. .6222, 7630. .7861, 


9753. 


.9791 








GI Descrip. 


hypothetical protein - 


Arabidopsis thaliana 








gi| 2244816 | emb | CAB10239 


Ml (Z97336) hypothetical 


protein 




[Arabidopsis thaliana] 


gi | 7268166 | emb | CAB78502 . 1 


1 


(AL16153 



hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


39633 


Seq. ID 


OJ991020_11.0303.C2 


Gene No. 


81917 


Strand 




Start 


1308 


End 


1601 


Name 


OJ991020 11.0303.C2.o2.gs 


Method 


GENSCAN 


Start 


1308 


End 


1601 


GI 


none 


Score 


.92 


Exons 


1308. .1601 







Seq. No. 39633 
Gene No. 81918 
Start 8851 

Name OJ991020_11 . 0303 . C2 . ol . tm 

Start 5905 
GI none 

Exons 5905.. 5970, 5907.. 5969, 5922. 

6115.. 6225, 7222.. 7266, 7223. 
7713.. 7769, 7729.. 7797, 7732. 



Seq. ID 
Strand 
End- 
Method 
End 
Score 



OJ991020 11. 0303. C2 



9699 

TBLASTX: Maize 
7798 
74 

.5978, 6093. .6224, 6094. 
.7294, 7223. .7270, 7224. 
.7797, 7733. .7798 



.6225, 
.7295, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39633 
81918 
8851 

OJ991020 
8583 



11.0303.C2.o4 .np 



Seq. ID OJ991020_11.0303.C2 
Strand 

End 9699 

Method AAT/NAP 

End 94 69 



39539 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7339707 Score 64 

8583. .8731, 8822. .8922, 9183. .9242, 9271. .9469 
(AP001539) hypothetical protein [Oryza sativa] 



39633 Seq. ID 

81918 Strand 

8851 End 

OJ991020_11 . 0303 . C2 . o5 . gs Method 

8851 End 

none Score 
8851. .9699 



OJ991020_11.0303.C2 

9699 
. GENSCAN 
9699 
.84 



Seq. ID OJ991020_11.0303.C3 

Strand + 

End 2673 

Method GENSCAN 

End 2673 

Score .88 

205. .272, 1023. .1127, 1857. .2028, 2030. .2475, 2490. .2673 



Seq. No. 39634 

Gene No. 81919 

Start 205 

Name . OJ991020_11 . 0303 . C3 . ol . gs 

Start 205 

GI none 
Exons 



Seq. No. 39634 Seq. ID 

Gene No. 81920 Strand 

Start 14757 End 

Name. ■ OJ991020_11 . 0303 . C3 . o5 . gp Method 

Start 14757 . End 

GI none Score 

Exons 14757. .15369 



OJ991020_11.0303.C3 
+ 

15369 
AAT/GAP 
15369 
1164 



Seq. No. 39634 

Gene No. 81921 

Start 24273 

Name OJ991020JL1 . 0303 . C3 . o5 . gs 

Start 24273 

GI none 

Exons 24273. .24283, 24859 .. 25001, 
28440. .28566, 29161 .. 29279, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
25740. .25762, 
29345. .29561 



OJ991020_11.0303.C3 
+ 

29561 
GENSCAN 
29561 
.63 

28075. .28190, 



Seq. No. 39634 

Gene No. 81922 

Start 3848 

Name OJ991020_11 . 0303 . C3 . ol . gp 

Start 3575 

GI 19351_1.R1084 

Exons 3575.-3987, 4591 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4672, 5043.. 5109 
'3660467/emb|CAA05023| 1.0e-32 (AJ001807) 
alpha subunit [Arabidopsis thaliana] 1 



OJ991020 11. 0303. C3 



11695 
AAT/GAP 
5109 
1035 



succinyl-CoA-ligase 



Seq. No. 39634 Seq. ID 

Gene No. 81922 Strand 

Start 3848 End 

Name OJ991020_11 . 0303 . C3 . o2 . gs Method 

Start 3848 End 

GI none Score 
Exons 



OJ991020_11.0303.C3 

11695 
GENSCAN 
11611 
.58 



3848.-3987, 4160. .4282, 4591. .4672, 5043. .5104, 5879. .5942, 
6374. .6583, 7712. .7854, 7917. .8126, 9255. .9306, 9718. .9778, 
9850.. 9977, 10542 .. 10752, 108 62 .. 11165 , 11259 .. 11296, 
11391. . 11611 



39540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39634 
81922 
3848 

OJ991020_11, 
3851 
1711572 
3851. .3987, 
6374. .6583, 



OJ991020 11. 0303. C3 



0303.C3.ol.np 



Seq. ID 
Strand 

End 11695 
Method AAT/NAP 
End 8737 
Score 956 
4591.. 4672, 5043.. 5105, 5571.. 5694, 5772.. 5942, 
7951. .8137, 8680. .8737 
SUCCINYL-COA LIGASE [GDP-FORMING] ALPHA-CHAIN, MITOCHONDRIAL 
PRECURSOR (SUCCINYL-COA SYNTHETASE, ALPHA CHAIN) (SCS-ALPHA) 
gi 1 1076415 Ipir | IS30579 succinate — CoA ligase (GDP-f orming) (EC 
6.2.1.4) alpha chain - Arabidopsis thaliana (fragment) 
gi|16510|emb|CAA48891| (X69138) succinate--CoA ligase 
(GDP-f orming) [Arabidopsis thaliana] 



Seq. No. 39634 

Gene No. 81922 

Start 3848 

Name OJ991020_11 . 0303 . C3 . o3 . gp 

Start 4641 

GI 390_1.R1084 

Exons 4641.. 4681, 
7951. .8067 

GI Descrip. 1 36604 67/emb | CAA05023 | 6.0e-64 (AJ001807) succinyl-CoA-ligase 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_11.0303.C3 

11695 
AAT/GAP 
8067 
938 



5050.. 5104, 5571.. 5761, 5868.. 5942, 6374.. 6583, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



alpha subunit [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020 11. 0303. C3 



39634 
81922 
3848 

OJ991020_11.0303.C3.o4 . gp 
10056 

757_1.R1084 

10056. .10327, 10542. .10752, 
11391. .11695 

1 1076724/pir | | S52341 1.0e-114 LHCI-680,. photosystem I antenna 
protein - barley. >gi_6 6 6 0.5.4 _emb_CAA5 904 9_ (X84308) LHCI-680, 
photosystem I antenna protein [Hordeum vulgare] ' 



11695 
AAT/GAP 
11695 
2011 



108 62. .11165, 11259. .11296, 



39634 
81922 
3848 

OJ991020_11.0303.C3.o2.np 

10527 

2306981 

10527. .10752, 10862. .11165, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_11.0303.C3 

11695 
AAT/NAP 
11614 
1150 



11259. .11296, 11391. . 11614 



(AF010321) photosystem I antenna protein [Oryza sativa] 



39634 
81923 
12217 

OJ991020_11.0303.C3.o3.np 
12217 
6498436 

12217. .12335, 12599. .12921, 15130. .15171 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020 11. 0303. C3 



15171 
AAT/NAP 
15171 
340 



39541 



Seq. No. 


39634 


Seq. ID 


OJ991020 


Gene No. 


81924 


Strand 




Of — , yf 

btart 


i c 9 o c 


tjna 


1 C/1 0-3 
X Ot O J 


Name 


a tqqi nor* i i c\ q m o _ 


Metnoa 


T7 XT O 7\ "K7 


Start 






i ozo / 


GI 


none 


Score 


± 


Exons 


1R99C 1 coqi 






Seq. No. 


j y d J4 


Oner TP* 

oeq. ID 




Hpnp No 


81924 


Strand 




Start 


15226 


End 


16483 


Name 


OJ991020 11.0303.C3.o6.gp 


Method 


AAT/GAP 


Start 


15499 


End 


16483 


GI 


5977 1.R1084 


Score 


1916 


Exons 


15499. .16483 






GI Descrip. 


1 56698 94 /gb | AAD4 6501 . 1 | AF14 8805_6 7 . Oe 


-15 (AF14 



nuclear antigen [Kaposi ?, s sarcoma-associated herpesvirus] 1 



Seq. No.- 39634 
Gene No. 81925 
Start 17134 

Name OJ991020_11 . 0303 . C3 . o3 . tm 

Start 3774 

GI none 

Exons • 3774 . .3809, '3775. 

4576. .4611, 4586. 
5041. .5118, 5042. .5119, 
5575. .5634, 5614. .5694, 
5868. .5942, 5868. 
6489. .6584, 7891. 



,3807, 
,4675, 



,5942, 
,8040, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 11. 0303. C3 



23769 

TBLASTX: Maize 
8157 
55 

3811. .3837, 3830. .3988, 3834 . .3989, 

4587. .4 673, 4 592. .4 675, 4 626. .4 697, 

5541. .5630, 5571. .5633, 5572. .5634, 

5630. .5713, 5633. .5695, 5637. .5711, 

5869. .5943, 6371. .6583, 6372. .6584, 

7949. .8041, 8046. .8156, 8047. .8157 



Seq. No. 39634 
Gene No. 81925 
Start 17134 

Name OJ991020JL1 . 0303 . C3 . o3 . ts 

Start 3778 . 

GI ^ ' ' none - 

Exons 3778.. 3816, 3848.. 3988, 3861. 

4587. .4673, 4592. .4681, 5571. 
5630. .5695, 5868. .5942, 5869. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3989, 3867 
.5633, 5575 
.5943, 6369 



OJ991020 11. 0303. C3 



23769 

TBLASTX : Soybean 
6421 
178 

4022, 4586. .4681, 
5634, 5614. .5694, 
6416, 6371. .6421 



Seq. No. 39634 
Gene No. 81925 
Start 17134 

Name OJ991020_11 . 0303 . C3 . o4 . tc 

Start 3848 
GI / - none 

Exons 3848.. 3985, 3849.. 4022, 3861, 

5571. .5633, 5581. .5634, 5614. 
5869. .5943, 6371.. 6583, 6372. 
7949. .8041 



Seq. ID OJ991020_11.0303.C3 
Strand 

End 23769 
Method TBLASTX : Cress 
End 8041 
Score 131 

.3986, 4586. .4675, 4592. .4681, 
.5694, 5633. .5695, 5868. .5942, 
.6584, 7891. .8022, 7891. .8040, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39634 

81925 

17134 

OJ991020 

10110 



11.0303.C3.o2.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ991020_11.0303.C3 
23769 

TBLASTX: Maize 
11292 



39542 





GI 


none 






Score 


55 




Exons 


10110 . 


. 1022b, 10270 


. 10329 , 


10530. .10751, 10531. . 10752, 






10614. 


.10757, 10627 


1 A H C C 

. 10 / bb , 


10859. .11167, 10859. . 10957, 






10879. 


.11166, 11057 


. 1 1 1 O / , 


11257. .11292 




Seq. No. 


39634 






Seq. ID 


OJ991020_11.0303 




Gene No. 


81925 






Strand 






Start 


17134 






End 


23769 




Name 


OJ991020 11. 0303. C3 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


10530 






End 


11447 




GI 


none 






Score 


280 




Exons 


10530. 


.10751, 10531 


. 10 fOZ , 


10627. .10752, 10859 .. 11164 , 






10871. 


.10957, 10879 


. lllo J, 


11260. .11298, 11391. .11447, 






11393. 


.11446 










Seq. No. 


39634 






Seq. ID 


OJ991020_11.0303 




Gene No. 


81925 






Strand 






Start 


17134 






End 


23769 




Name 


OJ991020 11. 0303. C3 


Ol . tc 


Method 


TBLASTX: Cress 




Start 


10530 






End 


11151 




GI 


none 






Score 


172 




Exons 


10530. 


.10712, 10531 


i a *7 i a 
. 1U / it) , 


10701. . 10769, 10702. . 10770, 






10882. 


.11151, 10883 


T T 1 A C 

,1114b 






===== 

% 


Seq. No. 


39634 






Seq. ID 


OJ991020_11.0303 




Gene No. 


81925 






Strand 






Start 


17134 






End 


23769 




Name 


OJ991020 11. 0303. C3 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10530 






End 


10963 




GI 


none 






Score 


319 




Exons 


10530. 


.10751, 10531 


. 10752, 


10614. .10757, 10633. . 10755, 


r j_j 




10859. 


.10963, 10859 


1 A A C T 

. 10957 , 


10879. . 10962 




Seq. No. 


39634 






Seq. ID 


OJ991020_11.0303 


% as- 


Gene No. 


81925 






Strand 




:. e 
~y 


Start 


17134 






End 


23769 




Name 


OJ991020 11. 0303. C3 


o2.tw 


Method 


TBLASTX: Wheat 


'%J 


Start 


10965 






End 


11447 




GI 


none 






Score 


59 




Exons 


10965. 


.11009, 10999 


. lllbb, 


11009. .11167, 11197. . 1124 4, 


f 1 




11257. 


.11298, 11387 


.114 4 3, 


11391. .114 47, 11391. .114 35, 






11393. 


.11446 










Seq. No. 


39634 






Seq. ID 


OJ991020_11.0303 




Gene No. 


81925 






Strand 






Start 


17134 






End 


23769 




Name 


OJ991020 11. 0303. C3. 


ob . tm 


Method 


TBLASTX: Maize 




Start 


16041 






End ■ 


16462 




GI 


none 






Score 


94 




Exons 


16041. 


.16154, 16045. 


. 1614 3, 


16105. . 16143, 16127. .16306, 






16164. 


.16301, 16199. 


. 16306, 


16373. .16462, 16379.. 16462 




Seq. No. 


39634 






Seq. ID 


OJ991020_11.0303 




Gene No. 


81925 






Strand 






Start 


17134 






End 


23769 




Name 


OJ991020 11. 0303. C3. 


o4 . gs 


Method 


GENSCAN 




Start 


17134 






End 


23769 



39543 






GI 


none 




Score 


.58 






Exons 


17134 . . 17231, 17387 . 


. 17534, 


19308. .19381, 19592. .19725, 








21131. .21173, 22192. 


. 23448, 


23706. .23769 ^ 






Seq. No. 


39634 




Seq. ID 


OJ991020_11.0303. 


C3 




Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020 11. 0303. C3. 


o5.np 


Method 


AAT/NAP 






Start 


17137 




End 


19706 






GI 


477134 




Score 


360 






Exons 


17137. . 17231, 17387. 


.17534, 


19308. .19381, 19592.. 19706 






GI Descrip. 


ubiquitin-conjugating enzyme 


ubc-2 - Caenorhabditis elegans 




Seq. No. 


39634 




Seq. ID 


OJ991020__11.0303. 


C3 




Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020 11. 0303. C3. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


22187 




End 


23444 






GI 


none 




Score 


91 






Exons 


22187. .22426, 22190. 


.22429, 


22481. .23443, 224 97 .. 2294 6, 








22709. .22963, 22983. 


.23444 










Seq. No. 


39634 




Seq. ID 


OJ991020_11.0303. 


C3 


T 5 


Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 




if! 


Name 


OJ991020 11. 0303. C3. 


o6.np 


Method 


AAT/NAP 




i y 


Start 


22187 




End 


23510 






GI 


4220485 




Score 


1189 






Exons 


22187. .23510 












GI Descrip. 


(AC006069) putative 


beta-1, 3 


-glucanase 


[Arabidopsis thaliana] 


5 !=? 


Seq. No. 


39634 




Seq. ID 


OJ991020_11.0303. 


C3 




Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020 11. 0303. C3. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


22190 




End 


22730 




s : 

~ S3 


GI 


none 




Score 


80 






Exons 


22190. .22390, 22191. 


.22394, 


22475. .22681, 224 91 .. 22682 , 








22697. .22729, 22698. 


.22730 








f 1 


Seq. No. 


39634 




Seq. ID 


OJ991020_11.0303. 


C3 




Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020 11. 0303. C3. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


22232 




End 


23227 






GI 


none 




Score 


87 






Exons 


22232. .22429, 22233. 


.22424, 


22481. .22690, 22518 .. 22 688, 








22682.-23227, 22698. 


.22958, 


22995. .23213 






Seq. No. 


39634 




Seq. ID 


OJ991020_11.0303. 


C3 




Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020 11. 0303. C3. 


o5 . tc 


Method 


TBLASTX: Cress 






Start 


22730 




End 


23068 ■ 






GI 


none r 1 




Score 


107 






Exons 


22730. .22978, 22761. 


.22961, 


23030. .23068 





39544 




Seq. No. 


39634 




Seq. ID 


OJ991020 


J.1.0303 


.C3 


Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020 11. 03.03. C3 


.o3.tc 


Method 


TBLASTX : 


Cress 




Start 


22979 




End 


23461 






GI 


none 




Score 


132 






Exons 


22979. .23020, 23115 


..23249, 23120. .23461, 23301 


. . 23438 




Seq. No. 


39634 




Seq. ID 


OJ991020 


J.1.0303 


.C3 


Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020_11 . 0303 ,C3 


.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


23153 




End 


23437 






GI 


none 




Score 


200 






Exons 


23153 . . 23437 












Seq. No. 


39634 




Seq. ID 


OJ991020 


_11.0303 


.C3 


Gene No. 


81925 




Strand 








Start 


17134 




End 


23769 






Name 


OJ991020 11. 0303. C3 


. o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


23228 




End 


23428 






GI 


none 




Score 


248 






Exons 


23228. .23428, 23228 


. .23428 










Seq. No.' 


39635 




Seq. ID 


OJ991020 


11 . 0303 


. C4 


Gene No. 


81926 




Strand 


+ 






Start 


1 




End 


7014 






Name 


OJ991020_11 . 0303.C4 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


2369 






GI 


4680183 




Score 


145 






Exons 


1 . .43, 1627 . . 1695, 


2278. .2369 










GI Descrip. 


(AF111709) gag-pol 


protein [Oryza sativa subsp. 


indica] 




Seq. No. 


39635 




Seq. ID 


OJ991020 


_11.0303 


.C4 


Gene No. 


81926 




Strand 


+ 






Start 


1 




End 


7014 






Name 


OJ991020 11. 0303. C4 


. ol . gs 


Method 


GEN SCAN 






Start 


874 




End 


7014 






GI 


none 




Score 


.42 






Exons 


874. .1048, 1119. .1222, 1627.. 


1695, 2148.. 2325, 


3771. .4044, 




4132. .4191, 5746. .5 


887, 6002. 


.6136, 6824. .7014 






Seq. No. 


39635 




Seq. ID 


OJ991020 


_11.0303 


.C4 


Gene No. 


81927 




Strand 


+ 






Start 


8511 




End 


11463 






Name 


OJ991020 11. 0303. C4 


. o2 . gs 


■ Method 


GEN SCAN 






Start 


8511 




End 


11463 






GI 


none 




Score 


.77 






Exons 


8511. .8756, 8828. .8 


923, 9097. 


.9270, 9719. .9749, 


10205. . 


105: 




10530. ; 11156, 11188 


.'.11463 










Seq. No. 


39635 




Seq. ID 


OJ991020 


_11.0303 


.C4 


Gene No. 


81928 




Strand 


•f 






Start 


12210 




End 


14098 






Name 


OJ991020 11. 0303. C4 


.03. gs 


Method 


GENSCAN 






Start 


12210 




End 


14098 






GI 


none 




Score 


1 







39545 



Exons 12210. .12655, 12733.. 14098 



Seq. No. 


39635 


Seq. ID 


OJ991020_11.0303. 


,C4 


Gene No. 


81928 


' Strand 


+ 




Start 


12210 


End 


14098 




Name 


OJ991020 11.0303.C4.o2.np 


Method 


AAT/NAP 




Start 


12234 


End 


14092 




GI 


4887010 


Score 


1762 




Exons 


12234. .12655, 12733. .14092 








GI Descrip. 


(AF123503) Nt-gh3 deduced protein [Nicotiana tabacum] 




Seq. No. 


39635 


Seq. ID 


OJ991020JL1.0303, 


■ C4 


Gene No. 


81929 


Strand 


+ 




Start 


14907 


End 


17113 




Name 


OJ991020 11.0303.C4 .o3.np 


Method 


AAT/NAP 




Start 


14907 


End 


16743 




GI 


7485791 


Score 


105 




Exons 


14 907. .1504 3, 16725. .16743 








GI Descrip. 


hypothetical protein F19F24. 


.9 - Arabidopsis thaliana 






gi|3004564|gb|AAC09037.1| (AC003673) ] 


putative protein kina; 




[Arabidopsis thaliana] 








Seq. No. 


39635 


Seq. ID 


OJ991020_11.0303, 


,C4 


Gene No. 


81929 


Strand 


+ 




Start 


14907 


End 


17113 




Name 


OJ991020 11.0303.C4.o5.gs 


Method 


GENS CAN 




Start 


16313 


End 


17113 




GI 


none 


Score 


.71 




Exons 


16313. .16438, 16925. .17113 









Seq. No. 39635 

Gene No. 81930 

Start 14181 

Name OJ991020_11 . 0303 . C4 . o4 . gs 

Start 14181 

GI none 

Exons 14181. .14397, .14448 .. 14842, 
15728. .15740 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_11.0303.C4 

15740 
GENS CAN 
15740 
. 47 



14871. .15328, 15393 .. 15662 , 



Seq. No. 39635 Seq. ID OJ991020_11 . 0303 . C4 

Gene No. 81931 Strand 

Start 17617 End 17734 

Name OJ991020_11 . 0303 . C4 . o4 . np Method AAT/NAP 

Start 17617 End 17734 

GI 5922630 Score 143 

Exons 17617. .17734 

GI Descrip. (AP000492) EST C98748 (E3038 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016863|dbj IBAA85206.il (AP000570) EST C9874 8 (E3038 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 39635 

Gene No. 81932 

Start 20159 

Name OJ991020_11 . 0303 . C4 . 06 . gs 

Start 20159 



Seq. ID .OJ991020_11.0303.C4 
Strand 

End 27941 

Method GENSCAN 

End 24831 



39546 






GI 


none 


Score 


.61 






Exons 


20159. .20785, 20845. .21151, 


24380. .24831 






Seq. No. 


39635 


Seq. ID 


OJ991020_11.0303, 


. C4 




Gene No. 


81932 


Strand 








Start 


20159 


End 


27941 






Name 


OJ991020 11.0303.C4 .oS.np 


Method 


AAT/NAP 






Start 


20195 


End 


24804 






GI 


4887010 


Score 


1466 






Exons 


20195. .21202, 24380. .24804 










GI Descrip. 


(AF123503) Nt-gh3 deduced protein [Nicotiana tabacum] 






Seq. No. 


39635 


Seq. ID 


OJ991020_11.0303, 


. C4 




Gene No. 


81932 


Strand 








Start 


20159 


End 


27941 






Name 


OJ991020 11. 0303.C4 ,o6.np 


Method 


AAT/NAP 






Start 


24703 


End 


27941 






GI 


5852093 


Score 


51 






Exons 


24703. .24788, 2 64 4 9 26567 , 


27887. .27941 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


39635 


Seq. ID 


OJ991020_11.0303 


.C4 




Gene No. 


81932 


Strand 








Start 


20159 


- End 


27-941" 




. <~ 


Name 


OJ991020 11.0303.C4.o7.gs 


Method 


GENSCAN 




in 


Start 


25582 


End 


27150 




? : s 
; L= 


GI 


none 


Score 


.51 




f"i 


Exons 


25582. .25596, 26675. .26956, 


27046. .27150 




[J 


Sea. No. 


39635 


Seq. ID 


O0[991020_11.0303 


.C4 




Gene No. 


81933 


Strand 






E br 


Start 


28515 


End 


28577 




5 


Name 


OJ991020 1-1. 0303. C4.o3.ts 


Method 


TBLASTX: Soybean 




fl 


Start 


8610 


End 


9246 






GI 


none 


Score 


171 




~ = 


Exons 


8610. .8756, 8618. .8758, 9081 


..9230, 9094. .9246 






Seq. No. 


39635 


Seq. ID 


OJ991020_11.0303 


.C4 


r " 


Gene No. 


81933 


Strand 








Start 


28515 


End 


28577 




O 


Name 


OJ991020 11.0303.C4.o5.tm 


Method 


TBLASTX: Maize 






Start 


9346 


End 


9506 






GI 


none 


Score 


108 






Exons 


9346. .9504, 9353. .9499, 9354 


. . 9506, 9360. .9500 






Seq. No. 


39635 


Seq. ID 


OJ991020JL1.0303 


. C4 




Gene No . 


81933 


Strand 








Start ' 


28515 


End 


28577 






Name 


OJ991020 11.0303.C4.o3.tm 


Method 


TBLASTX: Maize 






Start 


12195 


End 


24759 






GI 


none 


Score 


350 






Exons 


12195. .12605, 12210. .12374, 


12344 .. 12604, 24 427 24759, 








24430. .24552, 24431. .24718 










Seq. No. 


* 39635 


Seq. ID 


OJ991020_11.0303 


.C4 




Gene No. 


81933 


Strand 








Start 


28515 


End 


28577 





39547 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991020 11.0303.C4.o2.ts 



Method TBLASTX : Soybean 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



12246 
hone 
1224 6. 
12692. 
24379. 



End 24784 
Score.., . .121 

,12377, 12279. .12398, 12407 . .12 652, 12414 .'. 12656, 
,12862, 12724. .12861, 21074 211.99, 2107 6 .. 21225, 
,24612, 24383. .24640, 24619. . 24756, .24644 24784 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.12404, 12413. .12652, 12414 
.12831, 21103. .21225, 21104 
.24615, 24383. .24619, 24 628 .. 247 50, 24629. 



39635 
81933 
28515 

OJ991020_11.0303.C4.o2.tc 
12276 
none 
12276. 
12724. 
24379. 



OJ991020 11. 0303. C4 



28577 

TBLASTX: Cress 
24750 
115 

12656, 12692 
21199, 24373 



12832, 
24552, 
24718 



39635 
81933 
28515 

OJ991020_11.0303.C4 .o2. tm 
12756 
none 
12756. 
12871. 
12977. 
20959. 
21076. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12857, 12757. .12861, 12757 12858 12758 
12978, 12875. .12979, 1287 6 13004 , 12976 
13141, 12986. .13141, 20797 20964 , 20798 
21096, 20960. .21043, 21015 21068 , 21034 
21177, 21080.. 21172 



OJ991020 11. 0303. C4 



28577 

TBLASTX : Maize 
21177 
86 



.12862, 
.13140, 
.20965, 
.21081, 



39635 
81933 
28515 

OJ991020_11.0303.C4 .ol. ts 

12886 

none 

12886. .13032, 12893 .. 13150, 
13159. . 13281, 13268. .13411, 
13486. .13581, 13658. .13768, 
13822. .14079, 20195 .. 20278 , 
20525. .20668, 20526 .. 20660, 
20758. .21045, 20849. .21043 

39635 
81933 
28515 

OJ991020_ll.0303.C4.ol.tc 
12893 
none 
12893, 
13175. 
13658. 
13822. 
20525. 
20906. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 11. 0303. C4 



.13063, 12895. .13032, 

.13423, 13175. .13423, 

.13768, 13681. .13758, 

.14088, 20195. .20278, 

.20761, 20526. .20762, 
.21043 



28577 

TBLASTX : Soybean 
21045 
283 

12974. .13090, 13157 .. 13282 , 
13276. .13410, 13430. .13669, 
13690. .13764, 13808. .14089, 
20267. .20506, -20343 .. 20453, 
20654. .20782, 20655 .. 20777 , 



Seq. ID OJ991020_11.0303.C4 
Strand 

End 28577 

Method TBLASTX : Cress 

End 21045 

Score 194 
13171. .13326, 13174. .13422, 
13427. .13669, 134 8 6 .. 13587 , 
13793. .14074, 13808 .. 14 08 9, 
20267. .20509, 20343 .. 20453, 
20788. .20826, 20875 .. 2104 5 , 



Seq. No. 
Gene No. 



39635 
81933 



Seq. ID 
Strand 



OJ991020 11. 0303. C4 



39548 



i 




Start 


28515 




End 


28577 


Name 


OJ991020 11. 0303. C4. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


13187 




End 


20749 


GI 


none 




Score 


265 


Exons 


13187 .. 13414, 13207. 


. 134 13, 


13436. .13534, 13436 .. 13534 , 




20402 .. zObOU, 2U4U3. 


. ZU4 DO , 


20522. .20749, 20526. .20744 


Seq. No. 


39635 




Seq. ID 


OJ991020_11.0303.C4 


Gene No. 


81933 




Strand 




Start 


28515 




End 


28577 


Name 


OJ991020 11. 0303. C4 . 


ol . tm 


Method 


TBLASTX: Maize 


Start 


13333 




End 


20603 


GI ■ 


none 




Score 


129 


Exons 


13333 .. 134 10/ 13334. 


1 *3 A 1 A 

. 13414, 


13334. .13411, 13421. .13594, 




13427 13669, 136oo . 


. 13 /23, 


20213. .20278, 20218. .20241, 




20267 .. 20509, 20343. 


. 20453, 


20522. .20602, 20526 .. 20603 , 




^Uo4 / . . zU DUo 








Seq. No. 


39635 




Seq. ID 


OJ991020_11.0303.C4 


Gene No. 


81933 




Strand 




Start 


28515 




End 


28577 


Name 


OJ991020_11.0303.C4. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


13790 




End 


20209 


GI 


none 




Score 


134 


Exons 


13790 13894 , 13811. 


i "3 o r\ ri 

. 13900, 


13819. .138 99, 13882. .14094, 




13883.. 14095, 13901. 


. 14095, 


13965. .14096, 13978 .. 14 103, 




20171 . . 20209 








Seq. No. 


39635 




Seq. ID 


OJ991020_11.0303.C4 


Gene No. 


81933 




Strand 




Start 


28515 




End 


28577 


Name 


OJ991020 11. 0303. C4. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


14859 




End 


15044 


GI 


none 




Score 


200 


Exons 


14859 1504 4 , 14915. 


. loU4 0 






Seq. No. 


39635 




Seq. ID 


OJ991020_11.0303.C4 


Gene No. 


81933 




Strand 




Start 


28515 




End 


28577 


Name 


OJ991020 11. 0303. C4. 


ol.gp 


Method 


AAT/GAP 


Start 


28515 




End 


28577 


GI 


4715947 




Score 


73 


Exons 


28515. .28577 








GI Descrip. 


2252840 3.0e-09 (AF013293) 


contains regions of similarity 


Haemophilus influenzae permease (SP:P38767) [Arabidopsis 




thaliana] >gi 6049882 gb AAF02797.1 AF195115_17 (AF195115) 




contains regions of 


similarity to Haemophilus influenzae 




permease (SP: P38767) 


[Arabidopsis thaliana] 


Seq. No. 


39636 




Seq. ID 


OJ991020_11.0303.C5 


Gene No. 


81934 




Strand 


+ 


Start 


458 




End 


547 


Name 


OJ991020 11. 0303. C5. 


ol .gs 


Method 


GENSCAN 


Start 


458 




End 


547 


GI 


none 




Score 


.45 


Exons 


458. .547 









39549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39636 
81935 
1 

OJ991020_11.0303.C5.ol.gp 
1 

33820 1.R1084 



OJ991020 11. 0303. C5 



Seq. ID 
Strand 

End 24 4 8 

Method AAT/GAP 
End 24 4 8 

_ Score 1115 

1..332, 480.. 556, 1075.. 1107, 1479.. 1541, 2331.. 2448- 
'2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF1 95115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



39636 
81936 
3010 

OJ991020_11.0303.C5.ol. tm 

479 

none 



Seq. ID OJ991020_11.0303.C5 
Strand 
End 

Method 
End 
Score 



3129 

TBLASTX: Maize 

2451 

125 



479. .559, 480. .557, 1075. .1113, 1467. .1544, 1471. .1542, 
1480. .1554, 2328.-2447, 2329. .2451, 2332. .2451 



Seq. No. 39636 Seq. ID 

Gene No. 81936 Strand 

Start ■ 3010 End 

Name OJ991020__11 . 0303 . C5 . o2 . gs Method 

Start 3010 End 

GI none Score 

Exons 3010.. 3129 



OJ991020_11..0303.C5 

3129 
GENSCAN 
3129 
. 67 



Seq. No. 39637 Seq. ID OJ991020_1 1 . 0303 . C6 

Gene No. 81937 Strand + 

Start 845 End 3379 

Name OJ991020_11 . 0303 . C6 . ol . np Method AAT/NAP 

Start 845 . End 3367 

GI 7486437 Score 1289 

Exons . ■ 845. .941, 1848. .3367 

GI Descrip. hypothetical protein F4I1.4 - Arabidopsis thaliana 

gi I 3128170 I gb | AAC16074.il (AC004521) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 39637 Seq. ID 

Gene No. 81937 Strand 

Start 845 End 

Name OJ991020_11 . 0303 . C6 . ol . gs Method 

Start 8 66 End 

GI none Score 

Exons 866... 941, 1839.. 3379 



OJ991020_11.0303.C6 

+ 

3379 
GENSCAN 
3379 
.73 



Seq. No. 39637 Seq. ID 

Gene No. 81938 Strand 

Start 3222 End 

Name OJ991020_11 . 0303 . C6 . ol . gp Method 

Start 3222 End 

GI none Score 

Exons 3222. . 3544 



OJ991020_11.0303.C6 

3544 
AAT/GAP 
3544 
642 



39550 




Seq. No. 


39637 








Seq. - ID 


OJ991020_11.0303.C6 


Gene No. 


81939 








Strand 




Start 


4 Ud 1 








End 


4344 


Name 




. UoU J 


,tb. oz . 


cm 


Method 


TBLASTX: Maize 


Start 


lo4 / 








End 


2161 


GI 


none 








Score 


67 


Exons 


i o/n loo/ 
i o 4 / . • ± y^ 4 , 


1 y 4 D 


9 n r ^ 


X -7 4 D . 


.2059, 2072.. 2116, 2132. .2161 


Seq. No. 


39637 








Seq. ID 


OJ991020_11.0303.C6 


Gene No. 


81939 








Strand 




Start 


4 Ubl 








End 


4344 


Name 


(jjyyiuzu ii 


mm 


.lb. oz . 


tc 


Method 


TBLASTX: Cress 


Start 


t o c n 








End 


2208 


GI 


none 








Score 


74 


Exons 


Iodu . . iyz / / 


i y H D 






.2200, 2128.. 2208 


beq . wo . 


OjOj / 








Seq. ID 


OJ991020_11.0303.C6 


Gene No. 


81939 








Strand 




Start 


4051 








End 


4344 


Name 


OJ991020 11 


.0303 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2020 








End 


3223 


GI 


none 








Score 


161 


Exons 


2020. .2052, 


2108 


. .2251, 


2113. 


.2226, 2435. .2971, 2449. .2958, 



2684. .2959, 2972. .3079, 3167. .3223 





Seq. No. 


39637 








Seq. ID 


OJ991020_11.0303.C6 


\ i_i 


Gene No. 


81939 








Strand 






Start 


4051 








End 


4344 




Name 


OJ991020 11 


.0303. 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2210 








End 


2956 


"hi— 


GI 


none 








Score 


94 




Exons 


2210. .2353, 


2212. 


, .2355, 


2434. 


.2880, 2435. .2884, 2873.-2956 




Seq. No. 


39637 








Seq. ID 


OJ991020_11.0303.C6 




Gene No. 


81939 








Strand 






Start 


4051 








End 


4344 




Name 


OJ991020 11 


.0303. 


.C6.ol. 


tm 


Method ■ 


TBLASTX: Maize 




Start 


2407 








End 


3367' 




GI 


none 








Score 


242 




Exons 


2407. .2661, 


2435, 


, .2665, 


2620. 


.2970, 2621. .2971, 2920. .3066, 


z *~i 




2972. .3088, 


3166. 


, .3213, 


3167. 


.3211, 3293.. 3367, 3316.. 3366 




Seq. No. 


39637 








Seq. ID 


OJ991020_11.0303.C6 




Gene No. 


81939 








Strand 






Start 


4051 








End 


4344 




Name 


OJ991020 11 


.0303. 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


4051 








End 


4344 




GI.. 


none 








Score 


.78 




Exons 


4051. .4063, 


4226. 


. .4344 










Seq. No. 


39638 








Seq. ID 


OJ991020_11.0303.C7 




Gene No. 


81940 








Strand 


+ 




Start 


447 








End 


1830 




Name 


OJ991020 11 


.0303. 


.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


447 








End 


1112 




GI 


uC-osflcyplllallbl 




Score 


868 



Exons 447. .560, 640. .786, 918. .1112 



39551 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 1652856/dbj | BAA17774 | 1.0e-18 (D90909) hypothetical protein 
[Synechocystis sp.]' 



39638 Seq. ID 

81940 Strand 

4 47 End 

OJ991020JL1 . 0303 . C7 . ol . np Method 

622 End 

7485781 Score 



OJ991020_11.0303.C7 
+ 

1830 
AAT/NAP 
1830 
76 



622. .786, 918.. 1089, 1796. .1830 

hypothetical protein F19F24.15 - Arabidopsis thaliana 
gi|3004556|gb|AAC09029.1| (AC003673) hypothetical protein 
[Arabidopsis thaliana] 



39638 
81941 
447 

OJ991020_11. 0303.C7.ol.tc 

433 
none 

433. .462, 472. .558, 472. .585, 507 
728. .781 



Seq. ID OJ991020_11.0303.C7 
Strand 

End 1828 

Method TBLASTX: Cress 

End 781 

Score 36 

587, 637. .753, 641. .781, 



Seq. No. 39638 

Gene' No. 81941 

Start 447 

Name OJ991020_11 . 0303 . C7 . ol . gs 

Start 447 

GI none 

Exons 447. .625, 1562. .1640 

Seq. No. 39638 

Gene No. 81941 

Start 447 

Name OJ991020_11 . 0303 . C7 . ol . ts 

Start 471 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_11.0303.C7 

1828 
GENSCAN 
1640 
.61 



OJ991020_11.0303.C7 
1828 

TBLASTX: Soybean 

1820 

134 



471. .557,' 472. .558, 640. .753/ 641. .787, 653. .799, 898. .1143, 
916. .1146, 1023. .1166, 1745. .1792, 1747. .1818, 1753. .1818, 
1776. .1820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39638 Seq. ID 

81941 Strand 

447 End 

OJ991020_11 . 0303 . C7 . ol . tm Method 

665 End 

none Score 



OJ991020_11.0303.C7 
1828 " 

TBLASTX: Maize 

1828 

172 



665. .787, 665. .796, 898 . . 1143,. 899 . . 991, 916. .1146, 1023. .1166, 
1747. .1818, 1753. .1818, 1754. .1828, 1776. .1820 



39639 * ■ Seq. ID 

81942 Strand 

193 End 

OJ991220_12 . 0308 . C2 . ol . gp Method 

193 End 

none Score 
193. .325 



OJ991220_12.0308.C2 
325 

AAT/GAP 

325 

233 



39552 



Seq. No. 


39640 






Seq. ID 


OJ991220_12.0308 


.C3 


Gene No. 


81943 






Strand 






Start 


1 






End 


oy l 




Name_ 


OJ991220 


12 . 0308 . C3 . 


ol . tm 


Metnoa 


TOT A OTV • i *» /~> 




Start 


1 






End 


lo 0 




GI 


none 






Score 


11/1 
114 




Exons . 


1 . . 72, 2 


o o o o o 
. . o o , z . . o z , 


3 . .8 6, 


IOC o o £ 
lbO . . Zo 0, 


1 qq one 

iy y . .zoo 




Seq. No. 


39640 






Seq. ID 


OJ991220_12.0308 


.C3 


Gene No. 


81943 






Strand 






Start 


1 






End 


591 




Name 


OJ991220 


12 . 0308 . C3 . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


2 






End 


591 




GI 


none 






Score 


84 




Exons 


2 . . 61, 3 


..89, 4 . . 60, 


191. .DC 


39, 199. .591 




Seq. No. 


3964 1 






Seq. ID 


OJ991220_12. 0308 


fM 


Gene No. 


81944 






Strand 


+ 




Start 


8710 






End 


9072 




Name 


OJ991220 


_12.0308.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


28 






End 


759 




GI 


none 






' Score 


74 




Exons 


28. .90, 


34 . .87, 35.. 


100, '36 


..107, 36. 


.128, 74.-235, 99. 


.23 




133. .234 


, 570. .743, 


575. .673, 576. .743, 577. .759, 577.. 


756 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39641 
81944 
.,8710 

OJ991220_12.0308.C4 .o3.tm 

4994 

none 



Seq. ID OJ991220_12.0308.C4 

Strand + 

End 9072 

Method TBLASTX : Maize 

End 5241 

Score 184 



4994. .5062, 4995. .5162, 4995. .5141, 4996. .5163, 5008. .5199, 
5111. .5200, 5150. .5212, 5152. .5232, 5159. .5212, 5161. .5241, 
5181. .5240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39641 
81944 
8710 

OJ991220_12.0308.C4 .o2.tm 

5803 

none 



Seq.. ID OJ991220_12.0308.C4 

Strand + 

End 9072 

Method TBLASTX : Mai ze 

End 750? 

Score 94 



5803. .5841, 5871. .5993, 5878.-5973, 6190. .6246, 6239. .6310, 
6252. .6311, 6252. .6308, 7241. .7366, 7242. .7364, 7244. .7366, 
7456.. 7506, 7457.. 7507 



Seq. ID OJ991220_12.0308.C4 

Strand + 

End 9072 

Method AAT/GAP 

End 9072 

Score 686 



39641 
81944 
8710 

OJ991220_12.0308.C4.ol.gp 
8710 

59130JL.R1084 
8710.. 9072 

1 567893 7.0e-30 (L37382) beta-galactosidase-complementation 
protein [Cloning vector] 1 



Seq. No. 



39641 



Seq. ID OJ991220_12.0308.C4 



39553 




Gene No. 


81945 


Strand 




Start 


9700 


End 


10046 


Name 


OJ991220 12.0308.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9700 


End 


10046 


GI 


none 


Score 


116 


Exons 


9700.. 9735, 9852.. 10046, 9880 


. . 10038, 


9927 . . 10034 


Seq. No. 


39642 


Seq. ID 


OJ991220_12 .0308 


Gene No. 


O 194 D 


Strand 




Start 


2608 


End 


3401 


Name 


OJ991220 12.0308.C5.ol.gp 


Method 


AAT/GAP 


Start 


2608 


End 


3401 


GI 


2310899 


Score 


638 


Exons 


2608. .2751, 3178. .3401 






GI Descrip. 


4 584 538/emb|CAB4 07 68 . 1 | l.Oe- 


12 (AL049608) hypothetical 



[Arabidopsis thaliana] 



Seq. No. 39642 

Gene No. 81947 

Start 4449 

Name OJ991220_12 . 0308 . C5 . o2 . 

Start 4449 

GI 79912_1.R1084 

Exons 4449.. 4837, .4 94 9 . . 5074 , 
GI Descrip. '2270994 7.0e-35 (AF004 
[Glycine max] 1 

Seq. No. 39642 

Gene No. 81948 

Start 5562 

Name OJ991220_12 . 0308 . C5 . ol . 

Start 1175 

GI none 

Exons 1175.. 1342, 1177.. 1341, 

Seq. No. 39642 

Gene No. 81948 

Start 5562 

Name OJ991220_12 . 0308 . C5 . ol . 

Start 4687 

GI none 

Exons 4687.. 4827, 4730.. 4825, 
5157. .5240, 5330. .5416, 
5631. .5672, 5648. .5674, 

Seq. No. 39642 

Gene No. 81948 

Start 5562 - *: : 

Name OJ991220_12 . 0308 . C5 . o2 . 

Start 4697 

GI none 

Exons 4697. .4885, 4711.. 4833, 
4948. .5076, 5150. .5179, 

Seq. No. 39642 

Gene No. 81948 

Start 5562 



Seq. ID OJ991220_12.0308.C5 
Strand 

End 5398 
gp Method AAT/GAP 

End 5398 

Score 1124 
5155. .5249, 5330. .5398 
809) Ca+2-binding EF hand protein 



Seq. ID OJ991220_12.0308.C5 
Strand 

End 6138 

tm Method TBLASTX: Maize 

End 1555 

■ Score 172 
1324. .1554, 1325. .1555 

Seq.. .ID *OJ991220_12.0308.C5 
Strand 

End 6138 
tc Method TBLASTX: Cress 

End 5878 

Score 67 
4948. .5076, 4949. .5077, 5152. .5247, 
5331. .5417, 5519. .5599, 5520. .5597, 
5792. .5878 

Seq. ID OJ991220_12.0308.C5 
Strand 

End 6138 
tm Method. TBLASTX: Maize 

End 5187 

Score 191 
4943. .5077, 4947. .5024, 4948. .5079, 
5153. .5185, 5157. .5186, 5158. .5187 

Seq. ID OJ991220_12.0308.C5 
Strand 

End 6138 



39554 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ991220_12 . 0308 .C5.ol.tw Method TBLASTX: Wheat 

4711 End 5222 

none . Score 62 

4711. .4830, 4712. .4831, 4948. .5076, 4949. .5077, 5157. .5*222 



39642 
' 81948' 
5562 

OJ991220_12. 0308.C5.ol.ts 

4718 

none 



Seq. ID OJ991220_12.0308.C5 
Strand 

End 6138 

Method TBLASTX : Soybean 

End 5881 

Score 105 



4718. .4837, 4720. .4833, 4943. .5068, 4948. .5076, 5155. .5247, 
5157. .5240, 5330. .5416, 5481. .5609, 5519. .5599, 5792. .5881 



39642 
81948 
5562 

OJ991220_12.0308.C5.o3.tm 

5208 

none 



Seq. ID OJ991220_12.0308.C5 
Strand 

End 6138 

Method TBLASTX : Mai ze 

End 5680 

Score 42 



5208. .5240, 5223. .5255, 5330. .5413, 5330. .5419, 5519. .5680, 
5520. .5678, 5632. .5679 



39642 
81948 
5562 

OJ991220_JL2.0308.C5.o3.gp 
5562 

68583_1.R1084 
5562. .5676, 5791. .6138 

, 1177320/emb|CAA61981| 6.0e-12 (X89891) EFA27 for EF hand, 
abscisic acid, 27kD [Oryza sativa] ' 



Seq. ID OJ991220_12.0308.C5 
Strand 

End 6138 

Method AAT/GAP 

End 6138 

Score 753 



Seq. ID OJ991220_12.0308.C6 
Strand 

End 2711 

Method AAT/GAP 

End 2711 

Score 105 



39643 
81949 
2613 

OJ991220_12.0308.C6.ol.gp 
2613 

LIB3477-003-P1-K1-E9 
2613. .2711 

•2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



39644 
81950 
898 

OJ991220_12.0308.C7.ol.gp 
898 

248 1.R1084 



Seq. ID OJ991220_12.0308.C7 
Strand 

End 2524 

Method AAT/GAP 

End 2524 

Score 1729 



898. .1289, 1427. .1552, 1661. .1755, 1859. .1944, 2196. .2345, 
2447. .2524 

, 1177320/emb|CAA61981| 1.0e-132 (X89891) EFA27 for EF hand, 
abscisic acid, 27kD [Oryza sativa] ' 



39644 
81950 



Seq. ID OJ991220_12.0308.C7 
Strand 



39555 



Start 
Name 
Start 
GI 

Exons 



898 

OJ991220_12.0308.C7.ol.ts 
1136 
none 
1136. 
1660. 
2200, 



,1288, 
,1764, 
,2346, 



1182. .1286, 1184. 
1664.. 1756, 1859, 
2206.. 2343, 2448, 



Seq. No. 


39644 


Gene No. 


81950 


Start 


898 


Name 


OJ991220 12. 


Start 


1137 


GI 


none 


Exons 


1137 . . 1286, 




1430. . 1555, 




1860. . 1946, 




2449. .2520 


Seq. No. 


39644 


Gene No. 


81950 


Start 


898 


Name. 


OJ991220_12 . 


Start 


1217 


GI 


none 


Exons 


1217 . . 1288, 




2204 . . 2344 , 


"Seq. No. 


39645 


Gene No. 


81951 


Start 


104 6 


Name 


OJ991220 12 


Start 


1046 


GI 


none 


Exons. 


104 6 . . 1108 , 


Seq. No. 


39645 


Gene No. 


81951 


Start 


104 6 


Name 


OJ991220_12 


Start 


1163 


GI 


none 


Exons 


1163. . 1477, 


Seq. No. 


39645 


Gene No. 


81951 


Start 


1046 


Name 


OJ991220 12 


Start 


1163 


GI 


none 


Exons 


1163. .1345, 


Seq. No. 


39645 


Gene No. 


81951 


Start 


1046 


Name 


OJ991220 12 


Start 


1181 



1148. .1288, 1172. 
1654. .1767, 1655. 
2195.. 2272, 2206. 



End 2524 

Method TBLASTX : Soybean 

End 2520 

Score . 68 

.1297, 1429. .1554, 1430. .1546, 
.1957, 1860. .1952, 2195.. 2260, 
.2516, 2449. .2520 

Seq. ID OJ991220_12.0308.C7 
Strand 

End 2524 

Method TBLASTX: Cress 

End 2522 

Score 91 

.1297, 1426. .1539, 1429. .1563, 
.1747, 1657. .1755, 1859. .1957, 
.2346, 2206. .2343, 2448. .2522, 



Seq. ID OJ991220_12.0308.C7 
Strand 

End 2524 

Method TBLASTX: Maize 

End 2520 

Score • 69 

.1747, 1859. .1957, 1860. .1946, 
.2346, 2448. .2516, 2449. .2520 

Seq. ID OJ991220_12.0308.C9 
Strand 

End 2830 

Method TBLASTX : Wheat 

End 1333 

Score 178 
.1333, 1180.. 1332 

Seq. ID OJ991220_12.0308.C9 
Strand 

End 2830 

Method TBLASTX : Cress 

End 1477 

Score 238 



Seq. ID OJ991220_12.0308.C9 
Strand 

2830 

TBLASTX: Maize 
1380 
200 



End 

Method 
End 
Score 
.1374 



Seq. ID OJ991220_12.0308.C9 
Strand 

End 2830 

Method TBLASTX : Soybean 

End 2753 



39556 




GI 


none 








Score 


211 


Exons 


1181. . 1483, 


1183 . 


. 1482, 


1575 . 


.1634, 1659. .2099, 1684. .2022, 




2064. .2159, 


2322 . 


.2459, 


2356 . 


.2472, 2357.. 2503, 2396.-2473, 




2550. .2705, 


2552 . 


.2692, 


2552 . 


.2746, 2553.. 2753 


Seq. No. 


39645 








Seq. ID 


OJ991220_12.0308.C9 


Gene No. 


81951 








Strand 




Start 


1046 








End 


2830 


Name 


OJ991220_12 . 


, 0308 . 


C9. ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1381 








End 


1811 


GI 


none 








Score 


112 


Exons 


1381. . 1482, 


1382 . 


. 1483, 


1554 . 


.1658, 1558. .1662, 1656. .1811, 




1657 . . 1809 












Seq. No. 


39645 








Seq. ID 


OJ991220_12.0308.C9 


Gene No. 


81951 








Strand 




Start 


1046 








End 


2830 


Name 


OJ991220_12 , 


.0308 . 


C9.o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


1818 








End 


2135 


GI 


none 








Score 


130 


Exons 


1818 . . 2024, 


1819 . 


. 1974 , 


2058 . 


.2135 




Seq. No. 


39645 








Seq. ID 


OJ991220_12.0308.C9 


Gene No . 


81951 








Strand 




Start 


1046 








End 


2830 


Name 


OJ991220 12. 


. 0308 . 


C9. ol . 


tc 


Method 


TBLASTX: Cress 


Start 


2037 








End 


2768 


GI 


none 








Score 


124 


Exons 


2037. .2162, 


2349. 


.2459, 


2360. 


.2476, 2360. .2458, 254 T 9..2692, 




2558 . .2767, 


2559. 


.2768, 


2571 . 


.2768 




Seq. No. 


39645 








Seq. ID 


OJ991220_12.0308.C9 


Gene No. 


81951 








Strand 




Start 


1046 








End 


2830 


Name 


OJ99.1220_12 , 


. 0308 . 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2366 








End 


2830 


GI 


none 








Score 


189 


Exons 


2366 . .2455, 


2555 . 


. 2830 








Seq. No. 


39645 








Seq. ID 


OJ991220_12.0308.C9 


Gene No. 


81952 








Strand 




Start 


2771 








End 


3482 


Name 


OJ991220_12 , 


. 0308 . 


C9. o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2771 








End 


^3482 


GI 


none 








Score 


74 


Exons 


2771 . . 2890, 


2774 . 


. 2893, 


3003 . 


.3089, 3022.. 3090, 3305.. 3457, 




3308 . .3481, 


3318 . 


. 3482 








Seq. No. 


39645 








Seq. ID 


OJ991220_12.0308.C9 


Gene No. 


81952 








Strand 




Start 


Z 1 1 1 








End 


3482 


Name 


OJ991220 12 


.0308. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3317 








End 


3461 


GI 


none 








Score 


187 


Exons 


3317. .3454, . 


3318. 


.3452, 


3318. 


.3461 




Seq. No. 


39646 








Seq. ID 


OJ991220_12. 0308. C10 



39557 




Gene No. 


81953 








Strand 


- 


Start 


1936 








End 


2156 


Name 


OJ991220 12 


. 0308 . 


C10 . ol 


■ gp 


Method 


AAT/GAP 


Start 


1936 








End 


2156 


GI 


none 








Score 


379 


Exons 


1936 . .2156 












Seq. No. 


39647 








Seq. ID 


OJ991220 12. 0308. Cll 


Gene No. 


81954 








Strand 


- 


Start 


3650 








End 


4000 


Name 


OJ991220_12 


. 0308 . 


Cll . ol 


.gp 


Method 


AAT/GAP 


Start 


3650 








End 


4000 


GI 


none 








Score 


636 


Exons 


3650 . . 4000 












Seq. No. 


39648 








Seq. ID 


OJ991220 12.0308.C12 


Gene No. 


81955 








Strand 


- 


Start 


913 








End 


1075 


Name 


OJ991220_12 


. 0308 . 


C12 . ol 


gp 


Method 


AAT/GAP 


Start 


913 








End 


1075 


GI 


none 








Score 


297 


Exons 


913 . . 1075 












Seq. -No I-"' 


39648 








Seq. ID 


, OJ991220- 12.0308.C12 


Gene No. 


81956 








Strand 




Start 


1083 








End 


1739 


Name 


OJ991220_12 


.0308. 


C12.o2 


gp 


Method 


AAT/GAP 


Start 


1083 








End 


1603 


GI 


LIB3434-051 


-Pl-Kl 


-B3 




Score 


813 


Exons 


1083. . 1168, 


1252 . 


.1603 








GI Descrip. 


'4204286 1. 


Oe-13 


(AC003027) 


Unknown protein [Arabidopsis 




thaliana] ' 












Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308.C12 


Gene No. 


81956 








Strand 




Start 


1083 








End 


1739 


Name 


OJ991220_12 


.0308. 


C12.o4 


tm 


Method 


TBLASTX: Maize 


Start 


1285 








End 


1739 


GI 


none 








Score 


106 


Exons 


1285. . 1386, 


1286 . 


.1387, 


1287 


..1451, 1292. .1393, 1427. .1459, 




1489. . 1617, 


1491 . 


.1616, 


1566 


..1667, 1616. .1666, 1623. .1685, 




1651 . . 1734 , 


1674 . 


.1733, 


1691 


..1738, 1692. .1739 


Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308.C12 


Gene No. 


81957 








Strand 




Start 


5936 








End 


6221 


Name 


OJ991220_12 


. 0308 . 


C12.o7 


tw 


Method 


TBLASTX: Wheat 


Start 


593-6 








End 


6221 


GI . 


none 








Score 


87 


Exons 


5936. .5974, 


5937 . 


.6026, 


5985 


..6221, 6032.. 6220 


Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308.C12 


Gene No. 


81958 








Strand 




Start 


6890 








End 


7306 


Name 


OJ991220 12 


.0308. 


C12.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6890 








End 


7306 


GI 


none 








Score 


110 



39558 




Exons 


6890 . . 7009, 


6898 


. . 6999, 


7070 . 


.7306, 7072.. 7296 




Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308 


.C12 


Gene No. 


81959 








Strand 






Start 


74 99 








End 


7984 




Name 


✓"\taotooa i o 

OJ991220 12 


f\ OA O 

. 0308 


r> 1 o — 1 

. C12 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


74 99 








End 


7954 




GI 


none 








Score 


567 




Exons 


74 99. . 7954 , 


"7 C A O 

7507 


"TOCO 

. . 7 953 










Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308 


.C12 


Gene No. 


81959 








Strand 






Start 


/4 99 








End 


7984 




Name 


OJ991220 12 


AAA A 

. 0308 


/"* 1 o _ o 

. C12 . o2 


. t s 


Method 


TBLASTX: Soybean 




Start 


7538 








End 


7903 




GI 


none 








Score 


109 




Exons 


7538 . . / 762 , 


77 69 


"7 A A O 

. . 7903 










Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308 


.C12 


Gene No. 


81959 








Strand 






Start 


/ 4 yy 








End 


7984 




Name 


/otaaiooa io 

OJ991220 12 


. 0308 


. C12 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7628 








End 


7984 




GI 


none 








Score 


427 




Exons 


7628 . . 7 984 , 


7690 


. . 7983 










Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308 


.C12 


Gene No. 


81960 








Strand 






Start 


8012 








End 


8548 




Name 


OJ991220_12 


. 0308 


. C12 . o3 


tm 


Method 


TBLASTX: Maize 




Start 


8012 








End 


8395 




GI 


none 








Score 


311 




Exons 


o a i o o o o c 

8012 . . 8395, 


AATA 

8039 


O 1 A A 

. .814 9, 


O A A r 

804 6. 


.8228, 8176. .8394 




Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308 


.C12 


Gene No. 


81960 








Strand 






Start 


O A 1 O 

8012 








End 


8548 




Name 


OJ991220 12 


. 0308 


. C12 . o2 


tw 


Method 


TBLASTX: Wheat 




Start 


8069 








End 


8493 




GI 


none 








Score 


449 




Exons 


8069 . .8491, 


8114 


. .8458, 


O 1 "7 A 

8170 . 


.8493 






Seq. No. 


39648 . 








Seq. ID 


OJ991220_12.0308 


.C12 


Gene No. 


81960 








Strand 






Start 


O A 1 O 

8012 








End 


8548 




Name 


/~\ -r O O 1 O O O TO 

OJ991220 12 


. 0308 


C12 . ol 


ts 


Method 


TBLASTX : Soybean 




Start 


8123 








End 


8548 




GI 


none 








Score 


298 




Exons 


O "I O O a r « a 

8123 . . 8548, 


8182 


. 8307 










beq. no. 


O Q /~ A Q 

J 9b4 o 








Seq. ID 


OJ991220_12.0308 


. C12 


Gene No. 


81961 








Strand 






Start 


8619 








End 


9044 




Name 


OJ991220 12 


.0308 


C12.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8619 








End 


9044 




GI 


none 








Score 


172 




Exons 


8619. .8861, 


8684 


.8863, 


8889. 


.9044, 8973.. 9044 





39559 




Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308 


.C12 


Gene No. 


o i a f o 

8 1962 








Strand 






Start 


9087 








>End 


A O A 1 

9341 




Name 


OJ991220_12 . 


0308 


. C12 . 08 


. tw 


Method 


TBLASTX : Wheat 




Start 


A A A *7 

9087 








T-l J 

End 


A O A 1 

934 1 




GI 


none 








Score 


1/6 




Exons 


9087 . . 934 1 














Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308, 


.C12 


Gene No. 


o i a r *3 

8 1963 








Strand 






Start 


a a *d i 








End 


A A O A 

yy29 




Name 


/*\ Tftr>i loft i o 

OJ991220 12. 


0308 , 


. C12 . o2 


. tm 


Method 


TBLASTX : Mai ze 




Start 


9432 








End 


9893 




GI 


none 








Score 


O O A 

339 




Exons 


nyioo a o a o 

9432 . . yyy j, 


a c c i 
9 DO 1 . 


A H C. "1 

. . 9 / D 1 , 


A H T A 

9 / /9 


A O A A 

. .98 92 






Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308, 


.C12 


Gene No. 


81963 








Strand 






Start 


9432 








End 


A A A A 

9929 




Name 


OJ991220 12. 


A *5 A O 

0308 , 


. C12 . o4 , 


. tw 


Method 


TBLASTX : Wheat 




Start 


9546 








End 


9929 




GI 


none 








Score 


" C A 

354 




Exons 


9546 . . 9929, 


9581 , 


. . 9928 










Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308, 


.C12 


Gene No. 


81964 








Strand 






Start 


10052 








End 


10660 




Name 


OJ991220 12. 


0308. 


.C12.o3, 


. tw 


Method 


TBLASTX: Wheat 




Start 


10052 








End 


10660 




GI 


none 








Score 


339 




Exons 


10052. .10504 


, 10057. .10134, 


10201. .10308, 10529. .10660, 






10534. .10659 












Seq. No. 


39648 








Seq. ID 


OJ991220_12.0308. 


.C12 


Gene No. 


81964 








Strand 






Start 


10052 








End 


10660 




Name 


OJ991220 12. 


0308. 


,C12.o5. 


. tm 


Method 


TBLASTX: Maize 




Start 


10358 








End 


10624 




GI 


none 








Score 


141 




Exons 


10358. .10540 


, 10415. .10540, 


10534. .10590, 10541. .10624 




Seq. No. 


39649 








Seq. ID 


OJ991220_12.0308. 


.C14 


Gene No. 


81965 








Strand 






Start 


1107 








End 


2746 




Name 


OJ991220 12. 


0308. 


,C14.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


1107 








End 


2744 




GI 


none 








Score 


110 




Exons 


1107. .1178, 


1182. 


. .1283, 


1195 


..1281, 1372. .1530, 1386. .1529, 




2634. .2744 














Seq. No. 


39649 








Seq. ID 


OJ991220_12.0308, 


,C14 


Gene No. 


81965 








Strand 






Start 


1107 








End 


2746 




Name 


OJ991220 12. 


0308. 


.C14.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


1117 








End 


1415 




GI 


none 








Score 


159 





39560 




Exons 1117.. 1281, 1125.. 1283, 1386.. 1415 



Seq. No. 


39649 




Seq. ID 


OJ991220_12.0308.C14 


Gene No. 


81'965 




Strand 




Start 






End 


2746 


Name 




fin 

, Lin 


Method 


TBLASTX: Maize 


Start 


1 1 z u 




End 


2746 


GI 


none 




Score 


178 


Exons 


i i on 1 oqi iion i9Pi 


1 1 9 R 

X ± £. -J 


..1283, 1372.. 1539, 1386.. 1547, 




1 QQC 1 COO 1 ■OQO 1 ^ /! 


1 coi 

1 JZI 


..1556, 2404. .2496, 2637. .2744, 




2638.-2745, 2681. .2746 








Seq. No. 






Seq. ID 


OJ991220_12.0308.C16 


Gene No. 


Q1 QCC 




Strand 


+ 


Start 


O 3D 




End 


1123 


Name 


nTQQi oon 19 n^no r*i £ /-\i 

ujyyizzu . ujuo .uid.ox . 


.gp 


Method 


AAT/GAP 


Start 






End 


1123 


GI 


4 Z OZ Do 




Score 


534 


Exons 


Q "5 c: i i 9 o 








Seq. No. 


39650 




Seq. ID 


OJ991220_12.0308.C16 


Gene No. 


81967' 




Strand 


+ 


Start 


7400 




End 


7527 


Name 


OJ991220 12.0308.C16.o2, 


>gp 


Method 


AAT/GAP 


Start 


7400 




v - .End 


7527 


GI 


746 1.R1084 




Score 


192 


Exons 


7400. .7527 








GI Descrip. 


'2160782 0.0e+00 (AF001505) 


putative ammonium transporter 




OsAMTlp [Oryza sativa] ■ 








Seq. No. 


39651 




Seq. ID 


OJ991220_12.0308.C17 


Gene No. 


81968 




Strand 


+ 


Start 


1 




End 


1277 


Name 


OJ991220 12.0308.C17.ol, 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


1277 


GI 


746 1.R1084 




■ Score 


2369 


Exons 


1. ;1277 








GI Descrip. 


■2160782 0.0e+00" (AF001505) 


putative ammonium transporter 




OsAMTlp [Oryza sativa] 1 








beq. no. 


39651 




Seq. ID 


OJ991220_12.0308.C17 


Gene No . 


81968 




Strand 


+ 


Start 


1 




End 


1277 


Name 


OJ991220 12.0308.C17.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


222 


GI 


none 




Score 


364 


Exons 


1..222, 1..129, 2. .130, 


3. .218 




Cprj M n 
O ^ • LN \J • 


39651 




Seq. ID 


OJ991220_12.0308.C17 


Gene No. 


81968 




Strand 


+ 


Start 


1 




End 


1277 


Name 


OJ991220 12.0308.C17.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


756 


GI 


none 




Score 


1025 


Exons 


1..756, 6. .92, 16. .135, 


120. 


.362, 463 


..540, 525. .707 


Seq. No. 


39651 




Seq. ID 


OJ991220_12.0308.C17 



39561 




Gene No. 


81968 




Strand 


+ 




Start 


1 




End 


1 977 
1 Z / / 




Name 


OJyyizzi) iz . Uouo . ci / . oi 


. ts 


Method 


1 dIjH.0 IA.oO yiJ can 




Start 


Id 




End 


D :? u 




GI 


none 




Score 


y i y 




Exons 


ID.. Jiff lOi . DSU, 4 J / . . 1 


663, 525.-683 






Seq. No. 


39651 




Seq. ID 


OJ991220_12.0308. 


,C17 


Gene No. 


81968 




Strand 


+ 




Start 


1 




EjnQ 


197 7 
J.Z / / 




Name 


ojyyizzu lz . u JUo . Li / . o j 


. tm 


Method 


1 £3 JUH.O 1 A . l v Jal Z e 




Start 


Z J4 




End 






GI 


none 




Score 


DO 




Exons 


ZJ4..Zol, Z0O..Z0Z, Z / fi 


. .390, 


297. .389 






Seq. No. 


39651 




Seq. ID 


OJ991220_12.0308. 


.C17 


Gene No. 


81968 




Strand 


+ 




Start 


1 




End 


197 7 




Name 


ojyyizzu iz.ujUo.li/ .01 


. tm 


Method 


TRT ZiQTY • Ma i 70 
1 oJ-irio 1 A * nal 




Start 


jyi 




End 


P07 




GI 


none 




Score 


DUO 




Exons 


jyl. . OU / / 3oZ..4/y, OZO 


. .806 








Seq. No. 


o9 DOZ 




Seq. ID 


uuyyizzu xz.uouo, 


. ^ X J 


Gene No.' 


ol9oy 




Strand 






Start 


5485 




End 


5831 




Name 


OJ991220_12.0308.C19.ol 


.gp 


Method 


AAT/GAP 




Start 


54 oo 




End 


jOjI 




GI 


LIBo4 3 J-U4 o-Pl-Kl-i: b 




Score 


R Q £ 
Dot) 




Exons 


CVIOC COOT 

5485 . . 58 31 










GI Descrip. 


'577/olz/ emb | AJ z 4 o y U U . 1 


IOSA245900 4 . Oe 


— 47 Oryza sativa 






chromosome 4 BAC q3037— 


207F1 


complete 






Seq. No. 


o n c o 




Seq. ID 


OJ991220_12.0308, 


.C20 


Gene No. 


81970 




Strand 






Start 


5171 




End 


5602 




Name 


ujyyizzu iz.uouo.v^zu.oi 


. ts 


Method 


TBLASTX: Soybean 




Start 


51/1 




End 


5599 




GI 


none 




Score 


42 




Exons 


c m conn cna riqq 

51/1- .ozuu, oi/y..oiyy, 


5319. 


.5411, 5319. .5411, 5323. .5442, 




34UD..040Z, 0414. . jflDO, 


5465. 


.5599, 5466.. 5597 




Seq. No. 


39653 




Seq. ID 


OJ991220_12.0308 


.C20 


Gene No. 


81970 




Strand 






Start 


CI T1 

51/1 




End 


5602 




Name 


ojyyizzu lz . u juo . cz u . oi 


.tc 


Method 


TBLASTX: Cress 




Start 


con i 

5oy4 




End 


5599 




GI 


none 




Score 


96 




Exons 


COQ/ CyiCC CCQQ 


5466. 


.5597 






beq. no. 






Seq. ID 


OJ991220_12.0308 


.C20 


Gene No. 


81970 




Strand 






Start 


5171 




End 


5602 




Name 


OJ991220 12.0308.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5462 




End 


5602 




GI 


none 




Score 


217 




Exons 


5462. .5602, 5463. .5597 











39562 




beq. No. 


o y do h 


Seq. ID 


OJ991220_12.0308.C21 


Gene No. 


81971 . 


Strand 


+ 


Start 


2870 


End * 


3364 


Name 


ojyy±22u 12 . uouo . 021 . 01 . gp 


Method 


AAT/GAP 


Start 


o o "7 a 

287U 


End 


3364 


GI 


uc-osroM2U2U±4 giuDi 


Score 


689 


Exons 


28 /U. . Jiyb, J JUb. . ooo4 






GI Descrip. 


zy±4 / Uj 2.ue-io (Auuujy/41; 


unknown protein [Arabidopsis 




tnaliana J 






Seq. No. 


39654 


Seq. ID 


OJ991220_12.0308.C21 


Gene No. 


81972 


Strand 




Start 




End 


5656 


Name 


ujyyi22u i^.ujUo .Lzi^oi.tm 


• Method 


TBLASTX: Maize 


Start 


O 0 A /I 


End 


5652 


GI 


none 


Score 


73 


Exons 


Ton^ "3 O ^ O Tint; TO /i q oqc/i 


. .3530,- 34 30. .3531, 3430. .3534, 






..5647, 5538. .5651, 5539. .5652 


Seq. No. 


39654 


Seq. ID 


OJ991220_12.0308.C21 


Gene No. 


o l y I Z 


Strand 




Start 


O O A A 

3 3 0 4 


. End 


5656 


Name 


/-vTTiATOOA 1 O A "3 A O P01 ^.1 4- yi 

OJyyizzU 12 . UoUo . C2 1* . Ol . tc 


Method 


TBLASTX : Cress 


Start 


5519 


End 


5656 


GI 


• none 


Score 


202 


Exons 


5519. .5656, 5536. .5634, 5540 


..5641, 5541. .5651 


Seq. No. 


39654 


Seq. ID 


OJ991220_12.0308.C21 


Gene No. 


o i a n o 

oly /2 


Strand 




Start 


O O A /I 


End 


5656 


Name ■ 


/^iTAAIOOA TO AO.AO P01 „ 1 +_ — 

OJyyl22U 12 . UoUo . 02 1 . Ol . ts 


Method 


TBLASTX : Soybean 


Start 


C C 1 A 

do i y 


End 


5656 


GI 


none 


Score 


207 


Exons 


c; c 1 Q ccrc cci q croc c co^: 


. .564 6 




beq. wo-. 


'39655 


Seq. -ID 


OJ991220_12..0308.C22 


Gene No. 


81973 


Strand 


+ 


Start 


1071 


End 


1262 


Name 


OJ991220 12.0308.C22.ol.gp 


Method 


AAT/GAP 


Start 


1071 


End 


1262 


GI 


5667165 


\ Score 


352 


Exons 


1071. .1262 






GI Descrip. 


5670155/gb|AF161269. 1 IAF161269 4 .Oe-86 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 


beq. no. 


39656 " 


Seq. ID 


OJ991220_12.0308.C23 


Gene No. 


81974 


Strand 


+ 


Start 


732 


End 


1433 


LN dill 


OJ991220 12.0308.C23.ol.gp 


Method 


AAT/GAP 


Start 


732 


End 


1433 


GI 


4715227 


Score 


788 


Exons 


732. .982, 1104. .1206, 1331. . 


1433 




GI Descrip. 


3820531/gb|AAC69619. 1 | 1 . Oe- 


38 (AF072736) beta-glucosidase 




[Pinus contorta] 






Seq. No. 


39656 


Seq. ID 


OJ991220_12.0308.C23 



39563 



Gene No. 81975 
Start 2345 

Name OJ991220_12 . 0308 . C23 . ol . tm 

Start 723 
GI none 
Exons * 723 . . 

1557. 

7882. 

8200. 

8364. 

9212. 

9579. 

10873 



Strand 
End 

Method 
End 
Score 

902, 725. .901, 736. .981, 737.-982, 1104. .1208, 1351. .1434, 
.1721, 1558. .1722, 7648. .7725, 7650. .7706, 7875. .7958, 
8084, 8023.. 8085, 8023. 
8286, 8201.. 8299, 8204. 
8572, 8493.. 8621, 8788, 
9314, 9297.. 9458, 9299. 



7959, 8022. 

8286, 8200. 

8468, 8366. 

9307, 9213. 

9650, 9580. 



11046 

TBLASTX: Maize 

11038 

94 



,8109, 8030. 

,8293, 8361. 

.8898, 8810. 

,9454, 9544, 



.8110, 
,8615, 
.8899, 
.9660, 



9735, 10647. .10757, 1064 7 .. 107 63, 



,11037, 10873. .11037, 10874. .11038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39656 
81975 
2345 

OJ991220_12.0308 .C23.ol.ts 
734 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991220 12.0308.C23 



11046 

TBLASTX: Soybean 
11032 

none Score 155 

734. .889, 1128. .1208, 1327. .1431, 1563. .1706, 1564. .1716, 
7303. .7362, 7416. .7499, 7846. .7959, 7882. .7962, 8041. .8109; 
8042. .8110, 8200. .8277, 8201. .8287, 8363 .. 8578 , 8364 .. 8615, 
8367. .8621, 8785. .8898, 8813. .8902, 9210. .9296, 9288. .9368, 
9568. .'9660, 10879 .. 1 1022 , 10880.. 11032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39656 
81975 
2345 

OJ991220_12.0308.C23.ol.tw 

734 

none 



Seq. ID OJ991220_12.0308.C23 
Strand 

End 11046 

Method TBLASTX : Wheat 

End 9317 

Score 129 



734. .886, 7876. .7959, 8197. .8280, 8204. .8287, 8367. .8501, 
8526. .8624, 8810. .8902, 9209. .9286, 9210. .9317 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



39656 
.81975 ' 
2345 

OJ991220_12 .0308 .C23.o3.tc 

734 

none 



Seq. ID OJ991220_12.0308.C23 

Strand . - 

End 11046 

Method TBLASTX : Cress 

End' 11032 

Score 134 



734. .889, 1563. .1715, 1564. .1728, 9568. .9660, 10879 .. 11031, 
10880. .11032, 10880. .11032 



Seq. No. - 39656 

Gene No. 81975 

Start 2345 

Name OJ991220_12 . 0308 . C23 . o3 . tw 

Start 1563 

GI none 
Exons 



Seq. ID OJ991220_12.0308.C23 
Strand 

End 11046 

Method TBLASTX : Wheat 

End 11046 

Score 185 

1563. .1694, 1564. .1725, 9592. .9660, 10879 .. 11025, 10880 .. 1104 1, 
10886. .11032, 10897. .1104 6 



Seq. No. 39656 

Gene No. 81975 

Start 2345 

Name OJ991220_12 . 0308 . C23 . o2 . gp 



Seq. ID OJ991220_12.0308.C23 
Strand 

End 11046 

Method AAT/GAP 



39564 



Start 2345 End 2461 

GI 3683_1.R1084 Score 120 

Exons - 2345. .2461 

GI Descrip. ' 5734 616/db j | AP000391 . 1 | AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 39656 

Gene No. 81975 

Start 2345 

Name OJ991220_12 . 0308 . C23 . o2 . tm 

Start 4697 

GI none 

Exons 4697. .4744, 4698. .4745, 4727. 

4911. .5021, 5111. .5287, 5112. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991220 12.0308.C23 



11046 

TBLASTX: Maize 
5387 
64 

4909, 4762.. 4860, 4903. 
5288, 5271.. 5375, 5331. 



,5022, 
,5387 





Seq. No. 


39656 








Seq. ID 


OJ991220_12.0308.C23 




Gene No. 


81975 








Strand 






Start 


2345 








End 


11046 




Name 


OJ991220 12, 


. 0308 . 


,C23.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4727 








End 


5258 




GI 


none 








Score 


113 




Exons 


4727 . . 4 903, 


4762 , 


. . 4866, 


4903. 


.5019, 4920.. 5018, 5139.. 5258, 






5144 . . 5245 












% J 


Seq. No. 


39656 








Seq. ID 


OJ991220_12.0308.C23 




Gene No. 


81975 








Strand 






Start 


2345 








End 


11046 




Name 


OJ991220 12, 


r\ —> z^k r\ 

. 0308 , 


. C23 . o2 , 


. tc 


Method 


TBLASTX: Cress 


lJ 


Start 


4759 








End 


5282 




GI 


none 








Score 


101 


Q 


Exons 


4759. .4839, 


4760, 


. .4900, 


4914. 


.5027, 4927. .5022, 5100. .5282, 


a : s 
: : s 




5117. .5185, 


5205, 


. .5282 










Seq. No. 


39656 








Seq. ID 


OJ991220_12.0308.C23 


^ =? 


Gene No. 


81975 








Strand 




'"•4 


Start 


2345 








End 


11046 




Name 


OJ991220, 12, 


.0308, 


,C23.o2, 


. ts 


Method 


TBLASTX : Soybean 




Start 


4768 








.End 


5393 




GI 


none 








Score 


117 




Exons 


4768. .4800, 


4769. 


. .4900, 


4894 . 


.5028, 4908.. 5057, 5109.. 5288, 






5144. .5287, 


5286. 


. .5393 










Seq. No. 


39656 








Seq. ID 


OJ991220_12.0308.C23 




Gene No. 


81975 








Strand 






Start 


2345 








End 


11046 




Name 


OJ991220 12. 


.0308. 


,C23.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


8201 








End 


8615 




GI 


none 








Score 


92 




Exons 


8201. .8299, 


8330. 


. .8578, 


8361. 


.8615 





Seq. No. 39657 Seq. ID 

Gene No. 81976 Strand 

Start 13 End 
Name . OJ991220_12 . 0308 . C24 . ol . ts Method 

Start 13 End 

GI none Score 

Exons 13. .123, 139. .324, 418. .498 



OJ991220_12.0308.C24 
2751 

TBLASTX : Soybean 

498 

81 



39565 




Seq. No. 


39657 






Seq. ID 


OJ991220_12.0308.C24 


Gene No. 


81976 






Strand 




Start 


13 






End 


2751 


Name 


OJ991220 12 


.0308.C24.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


274 






End 


831 


GI 


none 






Score 


115 


Exons 


. 274. .417, 274. .381, 430 


. .831, 


438 . . 722 




Seq. No. 


39657 






Seq. ID 


OJ991220_12.0308.C24 


Gene No. 


81976 






Strand 




Start 


13 






End 


2751 


Name 


OJ991220 12 


.0308.C24.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


499 






End 


2751 


GI 


none 






Score 


175 


Exons 


499. .720, 2257. .2505, 2614. .2751 




Seq. No. 


39657 






Seq. ID 


OJ991220_12.0308.C24 


Gene No. 


81976 






Strand 




Start 


13 






End 


2751 


Name 


OJ991220 12 


.0308.C24.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2221 






End 


2502 


GI 


none 






Score 


220 


Exons 


- 2221.. 2502, 


2247. .2501 








Seq. No. 


39657 






Seq. ID • 


OJ991220_12.0308.C24 


Gene No. 


81977 






. Strand 




Start 


4849 






End 


7338 


Name 


OJ991220 12 


.0308.C24.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4849 






End 


7338 


GI 


none 






Score 


95 


Exons 


4849. .4947, 


5038. .5088, 


7009. 


.7086, 7090. .7221, 7240. .7338 


Seq. No. 


39658 






Seq. ID 


OJ991220_12.0308.C26 


Gene No. 


81978 






Strand 


+ 


Start 


5519 






End 


6208 


Name 


OJ991220 12 


.0308.C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


129 






End 


3496 * 


GI 


none 






Score 


82 


Exons 


129. .194, 142. .216, 143 


. .193, 


278. .349, 


278. .349, 279..3S3, 




429. .518, 430. .570, 665 


. .721, 


666. .725, 


716. .865, 718. .840, 




720. .881, 8 


7S..967, 881 


. .967, 


1125. .1247, 1150. .1251, 




1152. .1250, 


1336. .1398, 


1340. 


.1399, 1341. .1400, 1502. .1606, 




1502. .1606, 


1503. .1616, 


1506. 


.1613, 1759. .1896, 1774. .1896, 




1793. .1903, 


1794. .1934, 


1926. 


.1985, 1935. . 1985, . 2097. .2132, 




2100. .2174, 


2310. .2429, 


2312. 


.2428, 2491. -.2688, 2494.. 2688, 




- 2511. .2690, 


2956. .3090, 


2972. 


.3085, 2973. .3086, 2974.. 3087, 




3181. .3330, 


3185. .3337, 


3186. 


.3491, 3365. .3496, 3371. .3496 


Seq. No. 


39658 






Seq. ID 


OJ991220_12.0308.C26 


Gene No. 


81978 






Strand 


+ . 


Start 


5519 






End 


6208 


Name 


OJ991220 12 


.0308.C26.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1793 






End 


2693 


GI 


none 






Score 


227 


Exons 


1793. .1903, 


1794. .1976, 


1933. 


.1998, 2100. .2180, 2360. .2425, 




2494. .2688, 


2521. .2688, 


2553. 


.2693 





39566 




Seq. No. 


39658 , 








Seq. ID 


OJ991220_12.0308.C26 


Gene No. 


81978 * • 








Strand 


+ 


Start 


5519 








End 


/■ o a n 

6208 


Name 


OJ991220_12 . 


. 0308 . 


C2 6 . o2 , 


. ts 


Method 


TBLASTX : Soybean 


Start 


2974 








End 


3344 


GI 


none 








Score 


1 1 A 

114 


Exons 


2974 . . 3090, 


3180 . 


. 3284, 


3300 . 


. 3344 




Seq. No. 


39658 








Seq. ID 


OJ991220_12.0308.C26 


Gene No. 


81978 








Strand 


+ 


Start 


5519 








End 


6208 


Name 


OJ991220 12, 


. 0308 . 


C26 . o3 . 


. tm 


Method 


TBLASTX: Maize 


Start 


4745 








End 


5114 


GI 


none 








Score 


42 


Exons 


4745 . .4792, 


4765 . 


. 4908, 


4769 . 


.4912, 5039. .5080, 5088. .5114 


Seq. No. 


39658 








Seq. ID 


OJ991220_12.0308.C26 


Gene No. 


81978 








Strand 


+ 


Start 


5519 








End 


6208 


Name 


OJ991220 12. 


. 0308 . 


C26.o3. 


. ts 


Method 


TBLASTX: Soybean 


Start 


5261 








End 


5573 


GI 


none 








Score 


86 


Exons 


5261 . . 5344, 


5265 . 


. 5360, 


5434 . 


.5568, 5471.. 5494, 5472.. 5573 


Seq. No. 


39658 








Seq. ID 


OJ991220_12.0308.C26 


Gene No. 


81978 








Strand 


+ 


Start 


5519 








End 


6208 


Name 


OJ991220_12 , 


. 0308 . 


C26.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


5459 








End 


6208 


GI 


none 








Score 


194 


Exons 


5459 . . 5569, 


5461. 


. 5589, 


5463 . 


.5570, 5926. .6045, 5927. .6046, 




5954. .6061, 


6119. 


.6202, 


6134 . 


.6208 




Seq. No. 


39658 








Seq. ID 


OJ991220_12.0308.C26 


Gene No. 


81978 








Strand 


+ 


Start 


5519 








End 


6208 


Name 


OJ991220 12, 


.0308. 


C26.ol. 


• gp 


Method 


AAT/GAP 


Start 


5519 








End 


5772 


GI 


uC-osflcypl42b03bl 




Score 


488 


Exons 


5519. .5772 












GI Descrip. 


'3820531/gb|AAC69619.1 | 


1 . 0e- 


38 (AF072736) beta-glucosidase 




[Pinus contorta] 1 










Seq. No. 


39659 








Seq. ID 


OJ991220_12.0308.C27 


Gene No. 


81979 








Strand 




Start 


93 








End 


1779 


Name 


OJ991220 12, 


.0308. 


C27.ol, 


. tm 


Method" 


TBLASTX: Maize 


Start 


93 








End 


1779 


GI 


none 








Score 


100 


Exons 


93. .143, 94, 


. .153, 


1187. , 


.1273, 


1198. .1413, 1198. .1410, 




1200. .1415, 


1543. 


.1710, 


1544. 


.1711, 1549. .1779, 1679. .1774 


Seq. No. 


39659 








Seq. ID 


OJ991220_12.0308.C27 


Gene No. 


81979 








Strand 




Start 


93 








End 


1779 


Name 


OJ991220 12, 


.0308. 


C27.ol, 


. tc 


Method 


TBLASTX: Cress 



39567 




Start 


94 




End 


1779 


GI 


none 




Score 


78 


Exons 


94. .153, 1198. .1413, 1234. .14 


10, 1546. 


. 1641, 1549. . 1650, 




1657. .1779, 


1661. .1774 






Seq. No. 


39659 




Seq. ID 


OJ991220_12 . 0308 . C27 


Gene No. 


81979 




Strand 




Start 


93 




End 


177 9 


Name 


OJ991220 12 


0308.C27.o2.ts 


Method 


TBLASTX : Soybean 


Start 


206 




End 


413 


GI 


none 




Score 


69 


Exons 


206. .256, 214. .306, 261. .413, 


265 . .32^ 


, 272 . .409 


Seq. No. 


39659 




Seq. ID 


OJ991220_12.0308.C27 


Gene No . 


81979 




Strand 




Start 


93 




End 


1779 


Name 


OJ991220 12 


0308.C27.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1291 




End 


1779 


GI 


none 




Score 


164 


Exons 


1291. .1413, 


1291.. 1410, 1293. 


.1427, 1344. .1415, 1543. .1710, 




1544. .1711, 


1549. .1779, 1679. 


.1774 




Seq. No. 


39660 




Seq. ID 


OJ991110_05..0307.C2 


Gene No. 


81980 




Strand 




Start 


1 




End 


2959 


Name 


OJ991110 05 


0307 .C2.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2853 


GI 


6630696 




Score 


4694 


Exons 


1. .2853 









GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


39660 










Seq. ID 


OJ991110_05.0307 


C2 


Gene ■ No . 


81980 . 










Strand 






Start- 


1 










End 


2959 




Name 


OJ991110 


_05. 


0307. C2. 


o2 


.tm 


Method 


TBLASTX: Maize 




Start 


7 










■ End 


403 




GI 


none 










Score 


64 




Exons 


7. .402, 


85. . 


267, 272 




403 








Seq. No. 


39660 










Seq. ID 


OJ991110_05.0307 


.C2 


Gene No. 


81980 










Strand 






Start 


1 










End 


2959 




Name 


OJ991110 


_05. 


0307. C2. 


o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


58 










End 


402 




GI 


none 










Score 


49 




Exons 


58. .402, 


224 


. .346 












Seq. No. 


39660 










Seq. ID 


OJ991110_05.0307 


,C2 


Gene No. 


81980 










Strand 






Start 


1 










End 


2959 




Name 


OJ991110 


_05. 


0307. C2. 


ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


73 










End 


537 




GI 


5509260 










Score 


84 




Exons 


73. .537, 


281 


. .442 












GI Descrip. 



















39568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



39660 
81980 

1 ' 

OJ991110_05.0307.C2.ol.tc 
184 
none 

184. .444, 272. .442 

39660 
81980 
1 

OJ991110_05.0307.C2.ol.tw 
457 
none 

457. .615, 457. .1212, 462. .1193, 707, .1204 



Seq. ID OJ991110_05.0307.C2 
Strand 

End 2959 

Method TBLASTX : Cress 

End 4 44 

Score 100 



Seq. ID OJ991110_05.0307.C2 
Strand 

End 2959 

Method TBLASTX : Wheat 

End 1212 

Score 104 



Seq. ID OJ991110_05.0307.C2 
Strand 

2959 



39660 
81980 

1 End 

OJ991110_05 . 0307 . C2 . o2 . ts Method TBLASTX : Soybean 

862 End 1260 

none Score 100 

862.. 1035, 1039.. 1260, 1046.. 1258 



39660 
81980 
1 

OJ991110_05.0307.C2.o3.tm 

1048 

none 

1048. .1512, 1055.. 1231 

39660 
81980 
1 

OJ991110_05.0307.C2.o4.tw 

1213 

none 

1213. .1404, 1214. .1405 

39660 
81980 
1 

OJ991110J)5.0307.C2.o3.ts 

1270 

none 

1270. . 1518,' 1501. .1650 

39660 
81980 
1 

OJ991110_05.0307.C2.ol.tm 

1598 

none 



Seq. ID OJ991110_05.0307.C2 
Strand 

End 2959 

Method TBLASTX : Mai ze 

End 1512 

Score 77 



Seq. ID OJ991110_05.0307.C2 
Strand 

End 2959 

Method TBLASTX : Wheat 

End 1405 

Score 210 



Seq. ID OJ991110_05.0307.C2. 
Strand 

End 2959 

Method TBLASTX : Soybean 

End 1650 

Score 88 



Seq. ID OJ991110_05.0307.C2 
Strand 

End 2959 

Method TBLASTX : Mai ze 

End 2©;10' - 

Score 52 



1598. .1663, 1600. .1665, 1660. .2010, 1702. .1986, 1703. .1987 



39569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, ID OJ991110_05.0307.C2 
Strand 

End 2959 

Method TBLASTX: Maize . 

End 2811 

Score 171 



Seq. ID OJ991110_05.0307.C2 
Strand 

End 2959 

Method TBLASTX : Wheat 

End 2959 

Score 140 . 



39660 
81980 
1 

OJ991110_05.0307 .C2.o4 .tm 
2501 
none 

2501. .2764, 2503. .2811 

39660 
81980 
1 

OJ991110_05.0307 .C2.o2.tw 
2562 
none 

2562. .2744, 2562. .2744, 2563. .2847, 2576. .2773, 2824. .2958, 
2861. .2959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991110_05. 03.07. C3 

Strand + 

End 900 

Method AAT/NAP 

End 870 

Score 434 



39661 . . 

81981 
1 

OJ991110_05.0307.C3.ol.np 
1 

1076334 
1. .84, 130. .404, 598. .870 

hypothetical protein HYP1 - Arabidopsis thaliana 
gi|499168|emb|CAA56145| (X79707) HYP1 [Arabidopsis thaliana] 



39661 
81981 
1 

OJ991110_05.0307.C3.o2.ts 

113 

none 



Seq. ID OJ991110_05.0307.C3 

Strand + 

End 900 

Method TBLASTX : Soybean 

End 405 

Score 70 



113. .181, 123. .185, 179. .331, 195. .374, 204. .404, 256. .405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39661 
81981 
1 

OJ991110_05.0307.C3.ol.tc 

132 

none 

132. .377, 134. .370, 138. .404, 

39661 
81981 
1 

OJ991110_05.0307 .C3.ol.tm 

203 

none 



Seq. ID OJ991110_05.0307.C3 

Strand + 

End 900 

Method TBLASTX : Cress 

End 873 

Score 248 

571. .630, 717. .866, 718. .873 

Seq. ID OJ991110_05.0307.C3 

Strand + 

End 900 

Method TBLASTX : Mai ze 

End * '7 96 

Score 239 



203. .367, 204. .380, 574. .795, 595. .795, 596. .796 



39661 
81981 
1 , 

OJ9'91110_05 . 0307 . C3 . ol . gs 

276 

none 



Seq. ID OJ991110_05.0307.C3 

Strand + 

End 900 

Method GENSCAN 

End 870 

Score .59 



39570 



Exons 


276. . 404, 598. . 870 








Seq. No. 


39661 


Seq. ID 


OJ991110_05.0307. 


C3 


Gene No: 


81981 


Strand 


+■ 




Start 


1 


End 


900 




Name 


OJ991110 05.0307.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


708 


End 


900 




GI 


none 


Score 


214 




Exons 


708.. 872, 715.. 873, 733.. 900 








Seq. No. 


39662 


Seq. ID 


OJ991110 05.0307. 


C6 


Gene No. 


81982 


Strand 


+ 




Start 


1 


End 


723 




Name 


OJ991110 05.0307.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


723 




GI 


6498434 


Score 


42 




Exons 


1..22, 297. .409, 691. .723 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39663 


Seq. ID 


OJ991110_05.0307. 


C8 


Gene No. 


81983 


Strand 


+ 




Start 


83 


End 


547 




Name 


OJ991110 05.0307.C8.ol.gp 


Method 


AAT/GAP 




Start 


83 


End 


547 




GI 


none 


Score - 


862 




Exons 


83. .547 








Seq. No. 


39663 


Seq. ID 


OJ991110_05.0307. 


C8 


Gene No. 


81984 


Strand 






Start 


1 


End 


2850 




Name 


OJ991110 05.0307.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2691 




GI 


6693020 


Score 


1019 




Exons 


1..29, 1049. .1387, 1514. .1861 


, 2251. .2691 




GI Descrip. 


(AC012375) T22C5.14 [Arabidopsis thaliana] 




Seq. No. 


39663 


Seq. ID 


OJ991110_05.0307. 


C8 


Gene No. 


81984 


Strand 






Start 


1 


End 


2850 




Name 


OJ991110 05.0307.C8.ol.gs 


Method 


GENSCAN 




Start 


761 


End 


2691 




GI 


none 


Score 


.9 




Exons 


761. .1387, 1514. .1861, 2251.. 


2691 • 






Seq. No. 


39663 


Seq. ID 


OJ991110_05.0307. 


C8 


Gene No. 


81984 


Strand 






Start 


1 


End 


2850 




Name 


OJ991110 05.0307.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


851 


End 


1288 




GI 


none 


Score 


164 




Exons 


851. .1147, 854. .1141, 873. .1151, 1131. 


.1283, 1145. .1288, 






1146. .1286 








Seq. No. 


39663 


Seq. ID 


OJ991110_05.0307. 


C8 


Gene No. 


81984 


Strand 






Start 


1 


End 


2850 




Name 


OJ991110 05.0307.C8.ol.tm 


Method 


TBLASTX: Maize 





39571 




Start 


914 


End 


1663 


GI 


none 


Score 


140 


Exons 


914. .1024, 918. .1043, 998. .1060, 1020 


..1061, 1039.. 1296, 




1058.. 1393, 1059.. 1394, 1062., 


.1394, 1333. .1395, 1514. .1663, 




1521. .1661 ' 






Seq. No. 


39663 


Seq. ID 


OJ991110_05.0307.C8 


Gene No. 


81984 


Strand 




Start 


1 


End 


2850 


Name 


OJ991110 05.0307.C8.o2.gp 


Method 


AAT/GAP 


Start 


1076 


End 


1706 


GI 


uC-osflcyp071d04bl 


Score 


954 


Exons 


1076. .1387, 1514. .1706 






GI Descrip. 


■4835767/gb|AAD30234.1|AC007202 16 1.0e-55 (AC007202) T8K14 




[Arabidopsis thaliana] 1 






Seq. No. 


39663 


Seq. ID 


OJ991110_05.0307.C8 


Gene No. 


81984 


Strand 




Start 


1 


End 


2850 


Name 


OJ991110 05.0307.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1292 


End 


2850 


GI 


none 


Score 


110 


Exons 


1292. .1393, 1293. .1394, 1514., 


.18.61, 1521.. 1862, 2246.. 2353, 




2251.. 2.361, 2629.. 2691, 2'648. . 


.2692, 2794. .2850 


Seq. No. 


39664 


Seq. ID 


OJ991110_05.0307.C9 


Gene No. 


81985 


Strand 




Start 


3306 


End 


12049 


Name 


OJ991110 05.0307.C9.o2.gp 


Method 


AAT/GAP 


Start 


2660 


End 


3117 


GI 


LIB34 32-059-P1-K1-D8 


Score 


731 


Exons 


2660. .3117 






GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genom: 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


39664 


Seq. ID 


OJ991110_05.0307.C9 


Gene No. 


81985 


Strand 




Start 


3306 


End 


12049 


Name 


OJ991110 05.0307.C9.ol.gs 


Method 


GENSCAN 


Start 


3306 


End 


11914 


GI 


none 


Score 


.6 


Exons 


3306.. 3370, 7715.. 7845, 8310., 


.8351, 11865. .11914 


Seq. No. 


39664 


Seq. ID 


OJ991110_05.0307.C9 


Gene No. 


81985 


Strand 




Start 


3306 


End 


12049 


Name 


OJ991110 05.0307.C9.o3.gp 


Method 


AAT/GAP 


Start 


5503 


End 


5992 


GI 


LIB34 77-003-P1-K1-E9 


Score. 


136 


Exons 


5503.. 5576, 5960.. 5992 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


39664 


Seq. ID 


OJ991110_05.0307.C9 


Gene No. 


81985 


Strand 




Start 


3306 


End 


12049 



39572 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991110_05 . 0307 . C9 . o4 . gp Method AAT/GAP 

11542 . End 12049 

5867_1.R1084 Score 127 

11542. .11570, 11955. .12049 

, 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN- 
CARRIER PROTEIN 9) (UBCAT4B) >qi 421857 pir S32674 
ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



39665 
81986 
1517 

OJ991 110_05. 0307. C10. ol.tm 

1514 

none 

1514. .1600, 1518. .1598, 1893. 
2749. .2835, 2751. .2834, 2832. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 05. 0307. C10 



2874 

TBLASTX: Maize 
2871 
76 

.1937, 2076. .2210, 2077. .2199, 
,2870, 2833.. 2871 



Seq. No. 39665 .Seq. ID OJ991110_05 . 0307 . C10 

Gene No. 81986 Strand 

Start . 1517 End 2874 

Name OJ991110_05 . 0307 . C10 . ol . np Method AAT/NAP 

Start 1517 End 2874 

GI 3169172 Score 272 

Exons 1517. .1597, 1893. .1938, 2077. .2190, 2749. .2874 

GI Descrip. (AC004401) putative serine carboxypeptidase I [Arabidopsis 
thaliana] 



Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307.C11 


Gene No. 


81987 


Strand 


+ 


Start 


654 


End 


4663 


Name 


OJ991110 05.0307.Cll.ol.gs 


Method 


GENSCAN 


Start 


654 


End 


4663 


GI 


none 


Score 


. 93 


Exons 


654.. 764, 4031.. 4663 " 






Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307.C11 


Gene No. 


81988 


Strand 


.+ 


Start 


9773 


End 


10248 


Name 


OJ991110 05.0307.Cll.o3.gp 


Method 


AAT/GAP 


Start 


9773 


End 


10248 


GI 


uC-osroM202024hl2al 


Score 


791 


Exons 


9773. .10248 






GI Descrip. 


, 5231117/gb|AAD41078.1|AF141204 1 1 . Oe 


-25 (AF141204) Nramp2 




■ [Arabidopsis thaliana] * 






Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307.C11 


Gene No. 


81989 


Strand 




Start 


2353 


End 


2531 


Name 


OJ991110 05.0307.Cll.ol.gp 


Method 


AAT/GAP 


Start 


2353 


End 


2531 


GI 


15870 2.R1084 


Score 


290 


Exons 


2353. .2531 






GI Descrip. 


'287403/dbj | D10838 IRICSBE1 8 


. Oe-69 Rice gene for starch 



39573 



branching enzyme' 





Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307 


.Cll 




Gene No. 


81990 


Strand 








Start 


ZOO D 


End 


2655 






Name 


cjjyyiiiu uj . uou / . ti i . oz . gp 


Method 


AAT/GAP 






Start 


zooo 


End 


2655 






GI 


oovlZ 1 . KlUo 4 


Score 


85 






Exons 












GI Descrip. 


4 U y / r>4 / / go j U / ZZ DO | UbU i zzod z 


. 0e-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds * 






Seq. No. 




Seq. ID 


OJ991110JD5.0307 


pi i 




Gene No. 


o i y yi 


Strand 








Start 


D J JJ 


End 


8900 






Name 


cjjyyiiiu Uj . u ou / . ti i . oz . gs 


Method 


GEN SCAN 






pi- _ vf 

btart 


£ "3 "3 R 


End 


8900 






GI 


none 


Score 


.64 






Exons 


6335.-6632, 6902^.7027, 7854. 


.8026, 8586. .8900 






Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307 


.Cll 




Gene No. 


81992 


Strand 








Start 


10006 


End 


13016 




a? 
==. 


Name 


OJ991110 05.0307.Cll.o2.tm 


Method 


TBLASTX: Maize 






Start 


839 


End 


4 38 4- 




ft 

!!. 


GI 


none 


Score 


77 






Exons 


839. .946,. 858. .938, 1080. .1196, 1081.. 


1203, 1085. .1198, 




3 




3272.. 3376, 3273 .. 3377 , 3274.. 


.3378, 4055. .4222, 4062. .4223, 






4244. .4333, 4349. .4384 










Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307 


.Cll 




Gene No. 


81992 


Strand 








Start 


10006 


End 


13016 






Name 


OJ991110 05.0307.Cll.o3.ts 


Method 


TBLASTX : Soybean 






Start 


1086 


End 


4462 






GI 


none 


Score 


142 




lib 


Exons 


1086.. 1196, 3272.. 3376, 4055. 


.4222, 4262, .4462 




3 
3 


beq. no. 


39666 


Seq. ID 


OJ991110_05.0307 


.Cll 




bene No. 


81992 


Strand 








Start 


10006 


End 


13016 






Name 


OJ991110 05.0307.Cll.o2.tc 


Method 


TBLASTX: Cress 






Start 


3272 


End 


4462 






GI 


none 


Score 


95" 






Exons 


3272. .3349, 3338.. 3376, 4115. 


.4222, 4244. .4378, 4370. .4462 




Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307 


.Cll 




Gene No. 


81992 


Strand 








Start 


10006 


End 


13016 . 






Name 


OJ991110 -05.0307.Cll.ol.np 


Method 


AAT/NAP 






Start 


9999 


End 


13016 






GI 


5231117 


Score 


1326 






Exons 


9999. .10215, 10733. .11382, 11470 .. 11 606, 12867. .13016 






GI Descrip. 


(AF141204) Nramp2 [Arabidopsis thaliana] 






Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307 


.Cll 




Gene No. 


81992 


Strand 







39574 




otari; 


10006 






End 


13016 




Name 


OJ991110 05.0307.C11 


. Oj . qS 


Method 


GENSCAN 






10006 




End 


12976 






none 






Score 


.74 




Exons 


10006. 


.10215, 10733. 




11470. .11606, 12867 


■ . J. £, y / \j 


beq. iNo . 


39666 






Seq. ID 


OJ991110 






81992 






Strand 






Start 


10006 






. End 


13016 




Name 


OJ991110 05.0307.C11 


. ol . tm 


Method 


TBLASTX: 


Maize 


Start 


10015 






End 


11329 




GI 


none 






Score 


66 




Exons 


10015. 


.10218, 10049. 


.10222., 


10760. . 10816, 10760 


. . 10819, 




10817. 


.10897, 10865. 


.11329, 


10872. .11327 





Seq. No. 39666 
Gene No. 81992 
Start 10006 

Name OJ991110_05 0307 . Cll . ol . tc 

Start 10124 
GI none 
Exons 10124. 

10746. 

10887. 



.10207, 10126. 
.10826, 10763. 
.11261 



,10257, 
,10861, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10141. .10251, 
10862. .11263, 



OJ991110 05. 0307. Cll 



13016 

TBLASTX: Cress 
11263 
69 

10745. .10897, 
10868. .11236, 



Seq. No. 39666 

Gene No. 81992 

Start . 10006 

Name OJ991110_05 . 0307 . Cll . ol 

Start 10865 

GI none 

Exons 10865. .11284, 10868.. 11 

Seq. No. 39666 

Gene No. 81992 

Start 10006 

Name OJ991110_05 . 0307 . Cll ; ol 

Start 11249 

GI ' none 

Exons 11249. . 11383, 11256.. 11 
12857. .12904 



Seq. ID OJ991110JD5. 0307. Cll 

Strand - ■ 

End 13016 

.ts Method TBLASTX: Soybean 

End 11284 

Score 70 
050, 10869. .11282, 11105 .. 11284 

Seq. ID OJ991110_05. 0307. Cll 
Strand 

End 13016 

.tw Method TBLASTX : Wheat 

End 12904 

Score 134 
384, 11453. .11587, 114 66 .. 11585 , 



Seq. No. 39666 

Gene No. 81992 

Start 10006 

Name OJ9911 10_05 . 0307 . Cll . o2 . ts 

Start .11285 

GI none 

Exons 11285. .11392, 1128 6 .. 11384 , 
114 68. .11587, 11508. .11594, 



Seq. ID OJ991110_05. 0307. Cll 
Strand 

End 13016 

Method TBLASTX : Soybean 

End 12938 

Score 108 >^ . 
11466. .11585, 11468. .11605, 
12858. .12938, 128 69. .12937 



Seq. No. 39666 Seq. ID 

Gene No. 81992 Strand 

Start 10006 End 

Name OJ991110_05 . 0307 . Cll . o3 . tm Method 

Start 11330 End 

GI none Score 



OJ991110_05. 0307. Cll 
13016 

TBLASTX: Maize 

13016 

72 



39575 



Exons 11330. .11392, 11334 11384 , 11468 11587, 11469 11585, 

.12858. .13016, 12869.. 13015 



Seq. No. 


bob 


beq. iu 


n tqqi 1 1 n n ^ mm n i 


Gene No. 


o iy yZ 


Strand 




Start 


i n n n a 
1UUU O . 




1 jUID 


Name 


ujyyiiiu uj . u ju / . li i . o j . z c 


Method 


i dlho i a . tress 


Start 




bna 


1 jUID 


GI 


none 


Score 


1 bU 


Exons 


12801. .13016, 12839. .13015 






Seq. No. 


39666 


Seq. ID 


OJ991110_05.0307.C11 


Gene No. 


81992 


Strand 




Start 


10006 


End 


1 JUID 


Name 


OJ991110 05.0307.Cll.o4.gp 


Method 




Start 


12895 


End 


1 jUID 


GI 


428877 


Score 


9 9 £ 
ZZ 0 


Exons 


12895. .13016 






GI Descrip. 


5231117/gb|AAD41078.1|AF141204 1 1 . Oe 


-25 (AF141204) Nramp2 




[Arabidopsis thaliana] 






Seq. No. 


39667 


Seq. ID 


niQQi i 1 n mm fi o 

ujyyiiiu ud. uju/. Liz 


Gene No. 


81993 


Strand 


+ 


Start 


6260 


End 


£ C A O 


Name 


OJ991110 05.0307.C12.o2.gp 


Method 




Start 


6260 


End 


/" C A O 


GI 


426253 


Score 


c r\ o 

oUz 


Exons 


6260. .6548 






Seq. No. 


39667 


Seq. ID 


OJ991110_05.0307.C12 


Gene No . 


81994 


Strand 


+ 


Start 


8813 


End 


12767 


Name 


OJ991110 05.0307.C12.o3.gs 


Method 


GEN SCAN 


Start 


8813 


End 


12349 


GI 


none 


Score 


.82 


Exons 


8813. .9055, 9750. .9956, 10629 .. 10660, 


10889. .11168, 




11513. .11620, 11783. .12036, 


12220. .12349 


Seq. No. 


39667 


Seq. ID 


OJ991110_05.0307.C12 


Gene No . 


81994 


Strand 


+ 


pi.. ' L 

btart 


8813 


End 


12767 


Name 


OJ991110 05.0307.C12.o4 .gp 


Method 


AAT/GAP 


otart 


10961 


End 


12767 


bl 


4257 1.R1084 


Score 


2285 


Exons 


10961. . 11168, 11513. .11620, 


11783. .12039, 12103. .12767 


GI Descrip. 


'3650033 4.0e-43 (AC005396) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


39667 


Seq. ID 


OJ991110_05.0307.C12 


Gene No. 


81995 


Strand 


+ 


Start 


13625 


End 


15771 


Name 


OJ991110 05.0307.C12.o4.gs 


Method 


GENSCAN 


Start 


13625 


End 


15771 


GI 


none 


Score 


.95 


Exons 


13625. .14 005, 14084 14 31 6, 


14420. .14 


572, 14691. .14724,. 




14835. .14 984, 15071. .15205, 


15745. .15771 



39576 





Seq. No. 


oybb / 


Seq. ID 


OJ991110_05.0307.C12 




Gene No* 


Q1 QQC 


Strand 


+ 




O i. _ „ J_ 

otart 


IjDZj 


End 


15771 




Name 


ujyyiiiu u d . u ju / . biz . oz . np 


Method 


AAT/NAP 




Start 


13631 


End 


15364 




GI - 


7438513 


Score 


779 




Exons 


1 ODjl . . 14UU j, 14 Uo 4 . . 1 4 Jl O, 


14420. .14572, 14 691. .14724, 






1 4 0 OO . . 1 4 y 0 4 , 1 OU / 1 . . 1 OZUD , 


15293.. 15364 




GI Descrip. 


cyclin A— type (clone 59) - 


common tobacco 






gi | lu o4 y j i i emo i laadjd4 i . i | 


(X92965) cyclin A-like protein 






[Nicot iana t aba cum] 








Seq. No. 


39667 


beq. iu 


ptqqi 1 1 n nc n^m pi 0 

u j yyiiiu uo, .uju/.biz 




Gene No. 


81996 


Strand 


+ 




Start 


ZUi / 1 


hna 


on >i 1 n 

zU4 10 




Name 


bjyyiiiu . uju / . biz . oo . gp 


Method 


AAT / GAP 




Start 


Z UZ / 1 


T~i _ _J 

hna 


ZU4 1U 




bl 


none 


Score 


208 




Exons 


onoii on A^ n 
Z UZ / 1 . .ZU41U 








Seq. No. 


39667 


Seq. ID 


OJ991110_05.0307.C12 




Gene No. 


. 81997 


Strand 






Start 


i 


End 


67 




Name 


ujyyiiiu uo . Uou / . biz . oi . gp 


Method 


AAT /GAP 




Start 


1 


End 


67 




GI 


none 


Score 


110 


f y 


Exons 


i an 
1 . . b / 








Seq. No. 


3966 / 


Seq. ID 


OJ991110_05.0307.C12 


i j 


Gene No. 


81998 


Strand 






Start 


978 


End 


7342 




Name 


ujyyiiiu u o . u ou / . biz . oz . gs 


Method 


GENSCAN 


: b- 


O -4- -i -*-4- 

otart 


y / 0 


End 


7342 


2 


bl 


none 


Score 


.73 


fl 


Exons 


Q"7Q 1 1 1 n O A 1Q OCCC /mo 

y/o..iiiU/ z4jy..zobo, 4/jy 


..4811, 579S..5888, 6658. .6717, 






/ zyu . . / J4Z 








beq. no. 


39667 


Seq. ID 


OJ991110_05.0307.C12 




Gene No. 


81998 


Strand 






Start 


978 


End 


7342 




Name 


OJ991110 05.0307.C12.ol.np 


Method 


AAT/NAP 




o tart 


2279 


End 


4065 






7228450 


Score 


164 




Exons 


2279. .2390, 2493. .2608, 2752. .2818, 4042. .4065 




GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39667 . 


Seq. ID 


OJ991110_05.0307.C12 




Gene No . 


81999 


Strand 






Start 


9748 


End 


9966 




Name 


OJ991110 05.0307.C12.o3.gp 


Method 


AAT /GAP 




Start 


9748 


End 


9966 




GI 


uC-osflM202037a02bl 


Score 


381 




Exons 


9748. .9966 








GI Descrip. 


'3650033 2.0e-24 (AC005396) 


unknown protein [Arabidopsis 






thaliana] 1 








Seq. No. 


39667 


Seq. ID 


OJ991110_05.0307.C12 



39577 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



82000 Strand 

16832 End 

OJ991110_05.0307.C12.o2. tm Method 

9743 ■ End 

none ■ 1 Score 



17467 

TBLASTX: Maize 

12206 

111 



9743. .9868, 9752. .9880, 9762. .9881, 9870. .9968, 9883. .9960, 
9908. .9964, 10887 .. 10985, 10888 10992, 11100 11168 , 
11510. .11623, 11510. .11599, 11512 11625 , 11527 1164 9, 
11776. .11931, 11777. .11947, 11780 11 947 , 11939. . 12037, 
11939. .12037, 11961. .12029, 12099 .. 12206, 12111 12197, 
12118. .12204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991110 05.0307.C12 



39667 Seq. ID 

82000 Strand 

16832 End 

OJ991110_05 . 0307 . C12 . o2 . ts Method 

9752 End 

none Score 
9752.. 9880, 9768.. 9881, 9775. 

11494. .11628, 11510. .11656, 11510 .. 11 674 , 1177 6 .. 11931, 

11777. .11959, 11942. .12037, 12099 .. 12 197 , 12120. .12197 



17467 

TBLASTX: Soybean 
12197 
150 

,9924, 9870. .9959, 9883. .9960, 



39667 
82000 
16832 

OJ991110_05.0307.C12.o2.tc 

9758 

none 



Seq. ID OJ991110_05.0307.C12 



Strand 
End 

Method 

End 

Score 



17467 

TBLASTX: Cress 

12203 

156 



9758. .9880, 9765. .9881, 9793. .9918, 9814. .9921, 9870. .9959, 
9883. . 9960, 11510. ; 11623, 11527. .1164 9, 1177 6. .11877, 
11777. .11881, 11936. .12037, 12099. .12203, 12111. .12182 



Seq. No. 39667 
Gene No. 82000 
Start 16832 

Name OJ991110_05 . 0307 . C12 . ol . tw 

Start 11074 
GI none 
Exons 11074. 

11512. 

11777. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 05.0307.C12 



,11169, 11077. .11166, 11497, 
,11637, 11513. .11650, 11775. 
,11947, 11783. .11947, 11942. 



17467 

TBLASTX: Wheat' 
11971 
112 

11649, 11510. . 11626, 
11933, 11776. .11931, 
11971 



Seq. No. 39667 
Gene No. 82000 
Start 16832 

Name OJ991110_05 . 0307 . C12 . ol . ts 

Start 13958 
GI none 
Exons .13958. .14011, 14081 .. 14311 , 14420 

14448. .14576, 14 850 .. 14 984 , 14909 

15105. .15125 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 05.0307.C12 



17467 

TBLASTX : Soybean 
15205 
54 

14572, 14421. .14573, 
14983, 15092. .15205, 



Seq. No. 39667 Seq. ID 

Gene No. 82000 Strand 

Start 16832 End 

Name OJ991110_05 . 0307 . C12 . ol . tc Method 

Start - 14087 End ' 



OJ991110 05.0307.C12 



17467 

TBLASTX: 

15205 



Cress 



39578 



GI 


none 




Score 


218 


Exons 


14087. .14311, 14421. 


.14573, 


14850. .14 984, 14 909. .14 983, 




15080. .15205, 15082. 


. 15195 






Seq. No. 


39667 




Seq. ID 


OJ991110_05 . 0307 .C12 


Gene No. 


8200.0 




Strand 


— 


Start 


16832 




End 


17467 


Name 


OJ991110 05.0307.C12 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


14087 




End 


14311 


GI 


none 




Score 


213 


Exons 


14087. .14311 








Seq. No. 


39667 




Seq. ID 


OJ991110_05.0307.C12 


Gene No. 


82000 




Strand 




Start 


16832 




End 


17467 


Name 


OJ991110 05.0307.C12 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


14417 




End 


15418 


GI 


none 




Score * 


169 


Exons 


14417 . .14572, 14419. 


. 14568, 


14421. .14573; 14421 14594 , 




14665. .14733, 14685. 


. 14732, 


14832. .14984, 14 836 .. 15009, 




14837. .14983, 14838. 


. 14984, 


15067. .15204, 15073 .. 15204 , 




15077. .15205, 15290. 


. 15418, 


15292. .15417 


Seq. No. 


39667; 




Seq. ID 


OJ991110_05.0307.C12 


fipnp No 


82000 

\j i_ \s \j v 




Strand 




Start 


16832 




End 


17467 


Name 


OJ991110 05.0307.C12 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


16832 




End 


17341 


GI 


none 




Score 


48 


Exons 


16832. .16870, 16836. 


.16889, 


16877. .16924, 1 6878 .. 1691 6, 




17024 . .17215, 17025. 


. 17234, 


17048. .17236, 17297. .17341 


Seq. No. 


39667 




Seq. ID 


OJ991110__05.0307.C12 


Gene No. 


82000 




Strand 




Start 


16832 




End 


17467 


Name 


OJ991110 05.0307.C12. 


. o5 . gs 


Method 


GENSCAN 


Start 


16832 




End 


17419 


GI 


none ' ^ 




Score 


.99 


Exons 


16832. .17419 








Seq. No. 


39667 




Seq. ID 


OJ991110_05.0307.C12 


Gene No. 


82000 




Strand 




Start 


16832 




End 


17467 


Name 


OJ991110 05.0307.C12 


. o5 . gp 


Method 


AAT/GAP 


Start 


16887 




End 


17467 


GI 


LIB34 34-04 4-P1-K1-F2 




Score 


1077 


Exons 


16887.. 17467 








GI Deserip. 


? 1362021/pir| IS55887 


1.0e-14 


zink finger protein 7 - Arabidopsis 




thaliana >gi 790685 


(L39650) 


zinc finger protein [Arabidopsis 




thaliana] >gi_2213609 (AC000103) F21J9 


.3 [Arabidopsis thaliana] 1 


Seq. No. 


39667 




Seq. ID 


OJ991110_05.0307.C12 


Gene No. 


82000 




Strand 




Start 


16832 




. . End- 


17467 


Name 


OJ991110 05.0307.C12 


. o3 . np 


Method 


AAT/NAP 


Start 


17059 




End 


17407 


GI 


1362015 




Score 


147 



39579 



Exons 17059.. 17407 

GI Descrip. zinc finger protein 1 - Arabidopsis thaliana 

gi|2129779|pir| IS71240 zinc finger protein 1 - Arabidopsis 
thaliana gil 790673 (L39644) zinc finger protein [Arabidopsis 
thaliana] gi 11297186 (U53501) zinc finger protein 1 [Arabidopsis 
thaliana] gi | 6503285 | gb | AAF14 661 . 1 | AC011713_9 (AC011713) 
Identical to gi|S55881 zinc finger protein 1 from Arabidopsis 
thaliana. 



Seq. No. 39668 Seq. ID 

Gene No. 82001 Strand 

Start 71 End 

Name OJ991110_05 . 0307 . C13 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71 . .47 6 



OJ991110_05.0307.C13 
+ 

476 

GENSCAN 
476 
. 96 



Seq. No. 39668 Seq. ID 

Gene No. 82002 Strand 

Start 8392 End 

Name OJ991110_05 . 0307 . C13 . o4 . gs Method 

Start 8392 End 

GI none Score 
Exons 



OJ991110_05.0307.C13 
+ 

18995 
GENSCAN 
18995 
.57 



8392. .8438, 9780. .10001, 10053 .. 10156, 11198 .. 11228, 
12092. .12218, 12694. .12954, 1297 9 .. 13152 , 13187 .. 134 98, 
13509. .13797, 13897 .. 13988, 14264 .. 14 47 6, 14 627 .. 164 69, 
16622. .16755, 16792 .. 18657, 18804. .18995 



Seq. No. 39668 Seq. ID 

Gene No. 82002 Strand 

Start 8392 End 

Name OJ991110_05 . 0307 . C13 . ol . np Method 

Start 14792 End 

GI 7489805 Score 

Exons 14792. .18519, 18794.. 18979 

GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



OJ991110_05.0307.C13 
+ 

18995 
AAT/NAP 
18979 
2860 



Seq. No. 39668 Seq. ID 

Gene No. 82003 Strand 

Start 4311 End 

Name OJ991110_05 . 0307 . C13 . o3 . gs Method 

Start 4311 End 

GI none Score 

Exons 4311.. 5015, 5396.. 6325 



OJ991110_05.0307.C13 

6325 
GENSCAN 
6325 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39668 
82004 
19062 

OJ991110_05. 

4326 

none 

4326. .4943, 
5909. .6076 



0307.C13.ol.tc 



4386.. 4460, 4573. 



Seq.. ID 
Strand 
End 

Method 
End 
Score 
.4938, 



OJ991110 05.0307.C13 



23182 

TBLASTX: Cress 
6076 
43 

4818. .4970, 5396. .5494, 



Seq. No. 
Gene No. 



39668 
82004 



Seq. ID 
Strand 



OJ991110 05.0307.C13 



39580 





C f -a r-4- 


1 906? 

X Z? \J VJ 




End 


23182 






Name 


nTQQiiin 05 0307 


P1 3 ol t <; 


Method. 


TBLASTX : Soybean 






btarc 


A "399 ~~ 




End 


4956 ' 






GI 


none 




Score 


156 






Exons 


4399 4541 4573 


4956, 4578 


. .4946 








Seq. No. 


39668 




Seq. ID 


OJ991110_05.0307. 


C13 




Gene No. 


82004 




Strand 








o car u 


1 9062 

X .7 U U 




End 


23182 






Name 


O.T991 110 OS 0307 


C13 o2 tm 


Method 


TBLASTX: Maize 






CM . v-f 

btart 


A "39 Q ~~ 




End 


4956 






GI 


none 




Score 


156 






Exons 


4399 4541 4573 


4956. 4578 


. . 4946 








Seq. No. 


39668 




Seq. ID 


OJ991110_05.0307. 


C13 




Gene No. 


82004 




Strand 










19062 




End 


23182 






Name 


D.T991 110 05 0307 


C13 o5 tw 


Method 


TBLASTX: Wheat 






Of a yf 


4 638 _ 

*i U J O 




End 


5572 






bl 


none 




Score 


176 






Exons 


4638 4937 4639 


4926, 4695 


..4931, 5402. .5503, 5492. .5572 




Seq. No. 


39668 




Seq. ID 


OJ991110_05.0307 


.C13 


•5 


Gene No. 


82004 




Strand 








oiart 


1 Qfl 69 




End 


23182 






Name 


HTQQ11T0 D5 0307 


PI 3 o5 tm 


Method 


TBLASTX: Maize 






Hi. _ „f 

btart 






End 


5681 




i y 


GI 


none 




Score 


68 




hi 


Exons 


R^Q^ SSI S 5403 


5471 5498 


..5680, 5544. .5681 




1% 


Seq. No. 


39668 




Seq. ID 


OJ991110_05.0307 


.C13 


f\ i 


Gene No. 


82004 




Strand 








Of o y-f 


19062 




End 


23182 




s 


Name 


OJ991110 05.0307 


.C13.o6. tw 


Method 


TBLASTX: Wheat 






Of 5 v>f 


15035 




End 


15394 






bl 


none 




Score 


81 






Exons 


15035. .15166, 15173. .15394/ 


15-217. .15393 






Seq. No. 


39668 




Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 




Strand 








Of o yf 
O Lai L 


19062 




End 


23182 






Name 


OJ991110 05.0307 


.C13.o2. tw 


Method 


TBLASTX: Wheat 






Qf 3 yf 


15599 




End 


15952 






bl 


none 




Score 


356 






XT v r^i C 1 


15599. .15952, 15 


817. .15951, 


15842. .15928 






Seq. No. 


39668 




Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 




Strand 








Of 3 r f 


19062 




End 


23182 






Name 


OJ991110 05.0307 


.C13.o4 . ts 


Method 


TBLASTX: Soybean 






O Lai L 


15638 




End 


16003 






GI 


none 




Score 


120 






Exons 


15638. .15862, 15869.. 16003 










Seq. No. 


39668 




Seq. ID 


OJ991!10_05.0307 


.C13 




Gene No. 


82004 




Strand 








Start 


19062 




End 


23182 





39581 






Name 


OJ991110 05.0307.C13 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


15727 






End 


16084 






GI 


none 






Score 


421 






Exohs 


15727. 


.16083, 15728. 


. 16084 , 


15785. .16084 






Seq. No. 


39668 






Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 






Strand 








Start 


19062 






End 


23182 






Name 


OJ991110 05.0307.C13 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


15953 






End 


16372 






GI 


none 






Score 


479 






Exons 


15953. 


.16372, 15955. 


. 16122, 


15965. .16363, 16156. .16371 






Seq. No. 


39668 






Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 






Strand 








Start 


19062 






End 


23182 






Name 


OJ991110 05.0307.C13 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


16112 






End 


16495 






GI 


none 






Score 


363 






Exons 


16112. 


.16495, 16133. 


16384 , 


16222. .16482 






Seq. No. 


39668 






Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 






Strand 








' Start 


19062 






End. 


23182 




--J 


Name 


OJ991110. 05.0307.C13 


o2 . ts 


Method 


TBLASTX : Soybean 




f pi 


Start 


16214 






End 


16561 




r 1 i 


GI 


none 






Score 


225 






Exons 


16214. 


.16561, 16264. 


16407 










Seq. No. 


39668 






Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 






Strand 








Start 


19062 






End 


23182 






Name 


OJ991110 05.0307.C13 


08 . tw 


Method 


TBLASTX: Wheat 






Start 


16654 






End 


16863 




-~ 


GI 


none 






Score 


182 




'J 


Exons 


16654. 


.16809, 16657. 


16863, 


16677. .16859 




? 


Seq. No. 


39668 






Seq. ID 


OJ991110_05.0307 


.C13 


r ^ 


Gene No. 


82004 






Strand 








Start 


19062 






End 


23182 






Name 


OJ991110 05.0307.C13 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


16863 






End 


17295 






GI 


none 






Score 


309 






Exons 


16863. 


.17294, 16864. 


i t o n c 

17295 










Seq. No. 


39668 






Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 






Strand 








Start 


19062 






End 


23182 






Name 


OJ991110 05.0307.C13 


od . tm 


Method 


TBLASTX: Maize 






Start 


17482 






End 


17748 






GI 


none 






Score 


237 






Exons 


17482. 


.17748, 17589. 


17747 










Seq. No. 


39668 






Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


82004 






Strand 








Start 


19062 






End 


23182 






Name 


OJ991110 05.0307.C13 


o4 . tw 


Method 


TBLASTX: Wheat 





39582 



Start 17590 End . 17979 

GI none Score 266 

Exons 17590. .17979, 17634 .. 17801, 17856.. 17897 





beq. no. 


jjDDO 




Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


o onn 4 

0 Z UU fi 




Strand 








Start 






End 


23182 






Name 




L> -J • LIU 


Method 


TBLASTX: Maize 






Start 


17749 




End 


18126 






GI 


none 




Score 


379 






Exons 


1 774 Q 1 ft 1 1 1 1 7 P4 1 

X / / 1 J • • X O X X X , X / O *i X . • 


18110, 


17935. .18126 






beq. no. 


-JQCCQ 




Seq. ID 


OJ991110__05.0307 


.C13 




Gene No . 


p 9 nn a 




Strand 


- 












End 


23182 






Name 


WU_7_7XXXU U .J • U JU / . ^ ~L ~J • 


o3 . ts 


Method 


TBLASTX: Soybean 






Start 


17752 




End 


18126 






GI 


none 




Score 








Exons 


177S9 17PQS 177R1 


17894 , 


17901. . 18: 


L19, 17902. .18126 






beq. wo. 






Seq. ID 


OJ991110_05.0307 


.C13 




Gene No. 


o o n n a 
o z UU 4 




Strand 


- 






C H ! 

otdlU 






End 


2-3182 






Name 




o7 . tw 


. Method 


TBLASTX: Wheat 




sr. 


Start 


18097 ~ 




End 


18387 




[il 


GI 


none 




Score 


94 






Exons 


1 PHQ7 1 poi c 1Q941 

itjuy / . .xozxd, 10^41 . . 


1 ft ^ft 7 








ir 


C 1 n ft hi ^ 

beq. no. 


O 7uDO 




Seq. ID 


OJ991110_05.0307 


.C13 


: : I 


Gene No. 


o Z UU 41 




Strand 






- ""H 

a? 




X .7 U O 




End 


23182 




if 1 : 


Name 




. KJ f • Ulll 


Method 


TBLASTX: Maize 






Start 


1 Q 1 A 9 
X O X 4 Z 




End 


18405 




E 


bl 


none 




Score 


189 




C3 


Exons 


X O X 1 . ♦ 1 U T U J 












Seq. No. 


39668 




Seq. ID 


OJ991110_05.0307 


.C13 


z. ^ 


Gene No. 


82004 




Strand 






— <~ 


Start 


19062 




End 


23182 






Name 


OJ991110 05.0307.C13. 


. o5 . gs 


Method 


GENSCAN 






Start 


19062 




End 


23182 






GI 


none 




Score 


.72 






Exons 


19062. .19091, 19127., 


.19621, 


19654. .19798, 198 93 .. 19983, 








20046. .20121, 20194.. 


.20601, 


20760. .20945, 21060 .. 21202 , 








21364. .21528, 23111.. 


.23182 









Seq. No. 39669 Seq. ID OJ991110_ 

Gene No. 82005 Strand + 

Start . 9716 End 10217 

Name OJ991110_05 . 0307 . C14 . ol . gp Method AAT/GAP 

Start 9716 End 10217 

GI 919_1.R1084 Score 953 

Exons 9716.. 10217 

GI Descrip. ' 4768972/gb | AAD29699 . 1 | AF140486_1 5 
P450 [Oryza sativa] ' 



05.0307.C14 



Oe-56 (AF140486) cytochrome 



Seq. No. 



39669 



Seq. ID OJ991110_05.0307.C14 



39583 



Gene No. 82006 
Start 17008 

Name OJ991110_05 . 0307 . C14 . o4 . np 

Start 17008 
GI 7487484 
Exons 17008. .17231, 17339 .. 17506, 18215 .. 18278 , 18566.. 18807 

GI Descrip. hypothetical protein T27I1.11 - Arabidopsis thaliana 

gi|3540190|gb|AAC34340.1| (AC004122) Hypothetical protein 

[Arabidopsis thaliana] 



Strand 


+ 


End 


20023 


Method 


AAT/NAP 


End ' 


18807 


Score 


327 



Seq. No. 39669 Seq. ID OJ991110JD5 . 0307 . C14 

Gene No. 82006 Strand + 

Start 17008 End 20023 

Name OJ991110_05 . 0307 . C14 . o5 . gs Method GENSCAN 

Start 17008 End 19694 

GI none Score .42 

Exons 17008. .17243, 17351 17506, 18215 18278 , 18 62 9 .. 18775 , 
19506. .19694 



Seq. No. 39669 

Gene No. 82006 

Start 17008 

Name OJ991110_05 . 0307 . C14 . o5 . np 

Start 19503 

GI 1076334 

Exons 19503. .19688, 19872.. 20023 
GI Descrip. hypothetical protein HYP1 - 



Seq. ID OJ991110_05.0307.C14 

Strand + 

End 20023 

Method AAT/NAP 

. . End 20023 

Score 211 

Arabidopsis thaliana 



gi|499168|emb|CAA56145| (X79707) HYP1 [Arabidopsis thaliana] 



Seq. No. 


39669 




Seq. ID 


OJ991110_05.0307 


.C14 


Gene No. 


82007 




Strand 






Start 


151 




End 


1321 




Name 


OJ991110 05.0307.C14.ol, 


.gs 


Method 


GENSCAN 




Start 


151 




End 


1321 




GI 


none 




Score 


.61 




Exons 


151. .199, 633. .946, 951, 


. .1096, 


1132. . 


1321 




Seq. No. 


39669 




Seq. ID 


OJ991110_05.0307 


.C14 


Gene No. 


82008 




Strand 






Start 


6049 




End 


7761 




Name 


OJ991110 05.0307.C14.o3, 


.gs 


Method 


GENSCAN 




Start 


6049 




End 


7761 




GI 


none 




Score 


.99 




Exons 


6049. .7761 










Seq. No. 


39669 




Seq. ID 


OJ991110_05.0307 


.C14 


Gene No. 


82008 




Strand 






Start 


6049 




End 


7761 




Name 


OJ991110 05.0307.C14 .ol, 


.np 


Method 


AAT/NAP 




Start 


6052 




End 


7593 




GI 


7430662 




Score 


949 




Exons 


6052. .6783, 6811. .7593 










GI Descrip. 


cytochrome P450 homolog 


F6G17. 


10 - Arabidopsis thaliana 






gi | 4 4 68802 | emb | CAB38203 . 


.11 (AL035601) 


cytochrome p450-like 



protein [Arabidopsis thaliana] gi I 7270718 | emb | CAB80401 . 1 1 
(AL161591) cytochrome p450-like protein [Arabidopsis thaliana] 



39584 




Seq. No. 


39669 . 






Seq. ID 


OJ991110_05.0307 


.C14" 


Gene No. 


82009 






Strand 






Start . 


9808 • 






End . 


11962 




Name 


OJ991110_05. 


0307. 


C14.ol.tc . 


Method 


TBLASTX: Cress 




Start 


bUbl 






End 


11833 




GI 


none 






Score 


63 




Exons 


duoi. . oz / y , 


6080. 


.6232, 6320. 


.6616, 6328. .6765, 6979. .7080, 




/ 1 14 . . / Joy, 


7336. 


.7443, 7435. 


.7497, 9841. .10035, 9842.. 






lUUb J . . 1U4 lo 


, 10109. .10447, 11531. .11701, 11774. .11833 




Seq. No. 


*3 o a c o 

oby 






Seq. ID 


OJ991110_05.0307 


PI A 


Gene No. 


82009 






Strand 






Start 


9808 






End 


11962 




Name 


atqqi i 1 n n ^ 

uj yyiiiu ud . 


0307. 


C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


bU bl 






End 


10431 




GI 


none 






Score 


114 




Exons 


bU bl . . bz / y / 


6319. 


.6684, 6320. 


.6625, 9818. .10024, 9841.. 


10035, 




lUUbb. . 1U4 Jl 


, 10109.. 10429 








Seq. No. 


jy bby 






Seq. ID 


OJ991110_05.0307 


-C14 


Gene No. 


o o a n Q 

bzuuy 






Strand 






Start 


9808 






End 


11962 




Name 


OJ991110 05. 


0307. 


C14 .ol. ts 


Method 


TBLASTX : Soybean 




Start 


6163 






End 


11839 




GI 


none 






Score 


123 




Exons 


6163. . 6279, 


6325. 


.6705, 6329. 


.6628, 6823. .7005, 7114. .7404, 




7465. .7503, 


9931. 


.10035, 10039. .10464, 


10136. .10423, 






11522. .11707, 11795. .11839 








Seq. No. 


39669 






Seq. ID 


OJ991110_05.0307 


.C14 


Gene No. 


82009 






Strand 






Start 


9808 






End 


11962 




Name 


OJ991110 05. 


0307. 


C14 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


6388 






End 


10425 




GI 


none 






Score 


161 




Exons 


6388. .6774, 


6389. 


.6628, 10126 


. .10425, 


10127. .10423 




Seq. No. 


39669 






Seq. ID 


OJ991110_05.0307 


.€14 


Gene No. 


82009 






Strand 






btart 


9808 






End 


11962 




Name 


OJ991110 05. 


0307. 


C14 ,o2. tm 


Method 


TBLASTX: Maize 




Start; 


6685 






End 


6973 




GI 


none 






Score 


135 




Exons 


6685. .6783, 


6826. 


.6972, 6845. 


.6973 






Seq. No. 


39669 






Seq. ID 


OJ991110_05.0307 


.C14 


Gene No. 


82009 






Strand 






Start 


9808 






End 


11962 . 




Name 


OJ991110 05. 


0307. 


C14 .o3. tm 


Method 


.TBLASTX: Maize 




Start 


7024 






End 


11840 




GI 


none 






Score 


74 




Exons 


7024. .7239, 


7240. 


.7404, 7411. 


.7503, 11522. .11560, 11576 


. .11701, 




11780. .11839 


, 11787. .11840 








Seq. No. 


39669 






Seq. ID 


OJ991110_05.0307 


.C14 


Gene No. 


82009 






Strand 






Start 


9808 






End 


11962 





39585 




Name 


ojyyuiu uo . uju / . bi4 . o4 . gs 


Method 


GENSCAN 






Start 


yoUo 


End 


11962 






GI 


none 


Score 


.72 






Exons 


yoUo . . 1U4^0, 11U1U . . 1140 / , 


11562. .11962 






Seq. No. 


jy boy 


Seq. ID 


OJ991110_ 


UO . UoU / , 


r> -1 A 
. b!4 


Gene No . 


ozuuy 


Strand 


- 






Start 


QQHQ 


End 


11962 






Name 


OJ991110 05.0307.C14.o2.np 


Method 


AAT/NAP 






Start 


9811 


• End 


11962 






GI 


"7/1 QnCTC 

/ 4 ou boo 


Score 


902 






Exons 


QQ1 1 1 n/OI 1 1 AftC 1111*5 

yoll . . lUflZ 1 , 1 1UU b . . 1 1 1 lo , 


11141. .118 


34, 11862.. 


11962 




GI Descrip. 


cytocnrome r40U (Lb 1.14.— . 


-) 81Blc - 


Jerusalem 


artichoke 




gi i ouoyi^y i enuo i b/\AU4 1 1 b . 1 1 


(AJ000477) 


cytochrome 


P450 






[Helianthus tuberosus] 










Seq. No. 


oy oby 


Seq. ID 


OJ991110_ 


05.0307, 


.C14 


Gene No. 


82010 


Strand 








Start 


18575 


End 


20023 






Name 


ujyyiixu u o . uou / . bi 4 . oz . re 


Method 


TBLASTX: Cress 




O +- -i -w- +- 

otart 


1 QCTC 

1 o 0 / 0 


End 


20023 






bl 


none 


Score 


202 






Exons 


100/0. . io / / 3/ loblU. . lo / / I, 


19869. .19919, 19871. 


.19939, 






i yo /z . . i y yj / , iyy4o..^uuiy / 


19949. .20023, 19955. 


.20023 




Seq. No. 


o n t n 


Seq. ID 


OJ991110_ 


05.0307. 


.C15 


Gene No . 


o z U 1 1 


Strand 


+ 






Start 


1 


End 


1031 






Name 


OJ991110 05.0307.C15.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1007 






bi 


498707 


Score 


336 






Exons 


1.-109, 487. .724, 882. .1007 










GI Descrip. 


(X78422) HYP1 [Arabidopsis 


thaliana] 










gi | 6714 4 78 |gb IAAF26164.il AC008261 21 


(AC008261) 


unknown prote: 




[Arabidopsis thaliana] 










Seq. No. 


39670 


Seq. ID 


OJ991110_ 


05.0307, 


.C15 


Gene No . 


82011 


Strand 


+ 






otart 


1 


End 


1031 






Name 


OJ991110 05.0307.C15.ol.gs 


Method 


GENSCAN 






otart 


485 


End 


1031 






bl 


none 


Score 


.72 






Exons 


485. .724, 882. .1031 










beq. no. 


39670 


Seq. ID 


OJ991110_ 


05.0307, 


■ C15 


bene wo. 


82012 


Strand 


+ 






Start 


6680 


End 


7122 






Name 


OJ991110 05.0307.C15.o2.np 


Method 


AAT/NAP 






C4- — . v-4- 

o tar z 


6680 


End 


7122' 






bl 


2281647 


Score 


228 






Exons 


6680.. 6926, 7013.. 7122 










GI Descrip. 


(AF003104) AP2 domain containing protein RAP2.11 


[Arabidopsis 




thaliana] 










Seq. No. 


39670 


Seq. ID 


OJ991110_ 


05.0307, 


*C15 


Gene No. 


82013 


Strand 








Start 


4311 


End 


4626 







39586 






Name 


OTQQ1 1 1 n or 0^07 ns n9 




Mot* h piH 


\D L_j LN O \^fil' 






b tar l 


4 Jll 




End 


4626 








none 






76 






Exons 


4311 4346 4624.-4626 












beq. fsio. 








OJ991110 05 0307 


-C15 




Gene No. 


82014 




Strand 








Start 


6648 




End 


6989 






Name 


O.TQQI 1 1 0 OS 0307 C15 ol 


tm 


Met hod 


TBLASTX : Mai ze 








4 7 9 ~ 




End 


1030 








none 




Score 


229 






Exons 


479 790 479 793 47fi 


794 


48Q 7^1 


87 Q 1 09R 881 


. 101S 






885 1025 926 1030 












beq . iNo . 


3Qfi7 0 




Seq. ID 


OJ991110 05 0307 


.C15 




Gene No. 


82014 




Strand 








Start 


6648 




End 


6989 






Name 


OJ991110 05.0307.C15.o2'. 


tc 


Method 


TBLASTX: Cress 








476 




End 


1240 






bl 


none 




Score 


175 






Exons 


476. .607, 488. .628, 490. 


.705 


501 719 


511 720. 668 . . 


730, 






879. .992, 1077. .1130, 1160.. 


1240 








Seq. No. 


39670 




Seq. ID 


O.J991110_05.0307 


'.C15 




Gene No. 


82014 




Strand 






Us 


b tar u 


OOfl 0 




EjI l<wl 


69RQ 




f ! ! 


Name 


OJ991110 05.0307.C15.o2. 


ts 


L it; L. i lUV-1 


TRT.A9TX • ^nvhpan 

1 J-J JjflU LA • iJU j 1— / C CI 1 L 






btart 


476 




PnH 


7 30 




i. -J 




none 




OLUI e 


903 






Exons 


476. .730, 488. .694, 496. 


.699 










Seq. No. 


39670 




Seq. ID 


OJ991110_05.0307 


■ CIS 




Gene No. 


82014 




Strand 






- 


Q+- 3 r-4- 


6648 




End 


6989 




£,_! 


Name 


OJ991110 05.0307.C15.o3. 


gs 


L ie u i i \j \*i 


GENSCAN 






ot am 


6648 • 




End 


6989 




~ — 


C T 


none 




Score 


. 9 








6648. .6989 










E3 


Seq. No. 


39670 




Seq. ID 


OJ991110_05.0307 


.C15 




Gene No. 


82014 




Strand 








Of- -a r f 


6648 




End 


6989 






Name 


OJ991110 05.0307.C15.ol. 


ts 


Mpi* H nH 

L1C LllUU 


TRLASTX • Sovbean 








6744 




End 


6929 








none 




OLUI c 


247 






Exons 


6744. .6929, 6749. .6928 












Seq. No'. 


39670 




'Seq. ID 


OJ991110_05.0307 


.C15 




Gene No. 


82014 




Strand 










6648 




End 


6989 






Name 


OJ991110 05.0307.C15.o2. 


tm 


Mo i~ hoH 

L1C L 11U \U 


TBLASTX 'Maizp 






Start 


6744 




End 


6854 






GI 


none 




Score 


182 






Exons 


6744. .6854, 6746. .6853 












Seq. No. 


39670 




Seq. ID 


OJ991110_05.0307 


.C15 




Gene No. 


82014 




Strand 







39587 



b tart 










EjI 1<mL 






Name 


n tqqi i 1 n n ^ 


. UjU / 


PI ^ n1 






TRT.A9TX ■ \ 

1 DLinO 1 /v • 1 


frpq 0 
01 C O O 


Of i -v- 4- 

btart 


67 4 Q 

d / h y 








End 


6925 




bl 


none 










204 

c. \J *i 




Exons 


an a q 609^ 


67 SO 


. • D _7 J 










Seq. No. 


39671 








Seq. ID 


OJ991110 


_05.0307.C16 


Gene No. 


82015 








Strand 


+ 




C +- -i >- 4- 


D y 








End 


632 




Name 




0^07 

. U O \J f 


PI 6 nl 






GRNSCAN 

\J UlU Villi 




btart 


O y 








End 


632 




bl 


none 








Score 


. 98 




Exons 


en 6^9 














Seq. No. 


o y o / 1 








Seq. ID 


OJ991110 


OS 0307 C16 


bene no . 










Strand 






Start 


1709 








End 


4942 




Name 


OJ991110 05 


.0307 


.C16.01 


.np 


Method 


AAT/NAP 






1 706 

1 / UD 








End 


4942 




r" t 
bl 


A R ft 7 QQ^ 








Score 


1424 




Exons 


17 0 6 1 Q47 

1 / UO. .1174 / f 


2403 


. .2512, 


2598. 


.2791, 2877. .3017, 


3137. .3287, 




J / JJ. . H\J ±z? f 


4643 


. .4942 












\ rac U O *J c- f -7 } 


hypothetical 


protein [Arabidopsis thaliana] - 


beq. no. 


j y 0 / 1 








Seq. ID 


OJ991110 


_05.0307.C16 


Gene No. 


82016 








Strand 






Start 


1709 








End 


4942 




Name 


r\ tqqi 1 1 n rm 
uj y y 1 11U uo 


.0307 


.C16.o2 


.gs 


Method 


GEN SCAN 




OH l -v~ 4- 

otart 


1 / u y 








End 


4930 




bl 


none 








Score 


.75 




Exons 


1 7 fl Q 1 Q/17 

1 / u y . . 1 y *t / , 


2403 


. .2512, 


2598. 


.2791, 28 


89. .2979, 


3733. .4019, 


















beq. no. 


0 y d / 1 








Seq. ID 


OJ991110 


_05.0307.C16 


Gene No . 










Strand 






Start 


1 7 n q 
1 / u y 








End 


4942 




Name 


v tq Qi 1 1 n n ^ 
uj y y 1 1 1 u uo 


.0307 


.CI6.0I 


. tm 


Method 


TBLASTX: 


Maize 


btart 










End 


4832' 




bl 


none 








Score 


133 




Exons 


1820. .1936, 


1823 


. . 1936, 


1827. 


.1937, 18 


61. .1938, 


2404 . .2439, 




2437. .2472, 


2438 


. .2512, 


2449. 


.2514, 2450. .2512, 


2451. .2519, 




9^Q*3 9640 


2597 


. .2647, 


2602. 


.2640, 2623. .2658, 


2659. .2793, 




9660 97Q4 


2663 


. .2794, 


2667. 


.2795, 2888. .2959, 


2889. .2960, 




ooqn 9QRP 


3128 


. .3334, 


3138. 


.3335, 3143. .3334, 


3150. .3335, 




J J. 3 ft . . JJ^Z, 


3154 


. .3348, 


3705. 


.4022, 3724. .4020, 


3747. .4025, 




4 64 H 4 666 
4D4U . . 4DDD, 


4640 


. .4819, 


4731. 


, .4832 






beq . no . 


0 y d / ± 








Seq. ID 


OJ991110 


_05.0307.C16 


Gene No. 


82016 








Strand 






Start 


1709 








End 


4942 




Name 


OJ991110 05 


.0307 


.CI6.0I 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2600 








End 


3335 




GI 


none 








Score 


67 




Exons 


2600. .2794, 


2673 


. .2777, 


2871. 


.2960, 2890. .2955, 


3128. .3334, 




3138. .3335 














Seq. No. 


39671 








Seq. ID 


OJ991110 


_05.0307.C16 



39588 



Gene No. 


82016 


Strand 






Start 


1709 


End 


4942 




Name 


OJ991110_05 . 0307 .CI6.0I . tc 


Method 


TBLASTX: Cress 




Start 


264 5 


End 


2961 ■ : 




GI 


none 


Score 


91 




Exons 


2645.-2794, 2670.. 2783, 2871 


..2960, 2890.. 2961 




Seq. No. 


39672 


Seq. ID 


OJ991110_05.0307 


-C17 


Gene No. 


82017 


Strand 


+ 




Start 


819 


End 


982 




Name ■ 


OJ991110 05.0307.C17.ol.gs 


Method 


GEN SCAN 




Start 


819 


End 


982 




GI 


none 


Score 


.52 




Exons 


819 . . 842, 896 . . 982 








Seq. No. 


39672 


Seq. ID 


OJ991110_05.0307 


• CI / 


Gene No . 


o o m q 
oZUlo 


Strand 


+ 




Start 


2749 


End 


4683 




Name 


OJ991110 05.0307.C17.ol.np 


Method 


AAT/NAP 




Start 


2749 


End 


4680 




GI 


7487145 


Score 


397 




Exons 


2749.-2867, 3431. ,4680 








GI Descrip. 


hypothetical protein T18E12 . 


13 - Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gil354 8810Jgbl-AAC34 4 82.il (AC005313)' putative, chloroplast 
nucleoid DNA-binding protein [Arabidopsis thaliana] 



39672 Seq. ID- 

82018' Strand 

2749 End 
OJ991110_05 . 0307 . C17 . o2 ; gs Method 

3343 End 

none Score 
3343. .4683 



OJ991110_05.0307.C17 
+ 

4683 
GENSCAN 
4683 
.98 



Seq. No. 39672 Seq. ID 

Gene No. 82018 Strand 

Start 2749 End. 

Name OJ991110_05 . 0307 . C17 . ol . tm Method : 

Start 3436 End 

GI none Score 
Exons 



OJ991110_05.0307.C17 
+ 

4683 

TBLASTX: Maize 

3692 

93 



3436. .3534, 34 39 .. 3531, 3606 .. 3692 , 3607. .3690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



39673 
82019 
1 

OJ991110_05.0307.C19.ol.np 



Seq. ID OJ991110_05.0307.C19 

Strand + 

End 1257 

Method AAT/NAP 

End 700 

Score 592 



5441880 . 
1..128, 219. .350, 466. .700 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



39673 Seq. ID 

82019 Strand 

1 End 

OJ991110_05 . 0307 . CI 9 . o2 . np Method 



OJ991110_05.0307.C19 
+ 

1257 
AAT/NAP 



39589 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



1003 
265 



7228442 
1..128, 819. .1003 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 





O D / O 




Cpa T n 

oe^. ±u 


\JO y y x ± J. u 


Pan o M/^ 

bene inu . 






0 1_ lauU 




Start 


1 




End 


1257 


Name 


OJ991110 05.0307.C19.ol 


. gs 


Method 


GENSCAN 


Start 


219 




End 


979 


GI 


none 




Score 


.76 


Exons 


219. .350, 414. .461, 466 


. .668, 


819. .979 




Seq. No. 


-39673 




Seq. ID 


OJ991110 


Gene No. 


82019 




Strand 


+ 


Start 


1 




End 


1257 


Name 


OJ991110 05.0307.C19.ol 


.gp 


Method 


AAT/GAP 


Start 


804 




End 


1257 


GI 


LIB3431-04 5-P1-N1-A10 




Score 


852 


Exons 


804. .1257 








GI Descrip. 


' 54'11876/dbj IAP000367.1 


IAP000367 0.0e+00 Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



DNA/ chromosome 2, clone : P0437H03 (contig b) 1 



39674 
82020 
1 

OJ991110_05.0307.C20.ol.np 
1 

6630696 
1. .817 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ991110_05.0307.C20 

Strand 

End 817 

Method AAT/NAP 

End 817 

Score 1309 



Seq. No. 


39674 










Seq. ID 


OJ991110 


Gene No. 


82020 










Strand 




Start 


1 










End 


817 


Name 


OJ991110 


05 


0307. 


C20.ol 


.tw 


Method 


TBLASTX: 


Start 


14 










End 


489 


GI 


none 










Score 


370 


Exons 


14. .400, 


16 


.399, 


415. . 


489, 


416. .484, 


424. .489 


Seq. No. 


39674 










Seq. ID 


OJ991110 


Gene No. 


82020 










Strand 




Start 


1 










End 


817 


Name 


OJ991110 


05 


0307. 


C20.ol 


.gs 


Method 


GENSCAN 


Start 


76 










End 


411 


GI 


none 










Score 


.44 


Exons 


76. .411 














Seq. No. 


39674 










Seq. ID 


OJ991110 


Gene No. 


82020 










Strand 




Start 


1 










End 


817 


Name 


OJ991110 


05. 


0307. 


C20.ol 


.ts 


Method 


TBLASTX: 


Start 


127 










End 


501 



39590 



GI 

Exons 



none Score 48 

127. .351, 221. .352, 382.-495, 397. .501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39674 
82020 
1 

OJ991110_05.0307 .C20.ol.tm 

346 

none 

346..693, 347. .658 

39674 
82020 
1 

OJ991110_05.0307.C20.o2.ts 

505 

none 

505. .684, 512. .667, 685.-765 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_05.0307.C20 
817 

TBLASTX: Maize 

693 

275 



Seq. ID OJ991110_05.0307.C20 
Strand 
End 

Method 
End 
Score 



817 

TBLASTX: Soybean 

765 

76 



39675 Seq. ID 

82021 Strand 
1 End 
OJ991020_06.0303.C3.ol.np Method 
1 End 
2271477 Score 
1..326, 423,. 517, 640. .729, 1050. .1.098, 1202. .1340, 1485. .1601, 
1698. .1788, 1865. .2007, 2270. .2384, 2700. .2744, 2826. .2903 
(AF009631) AP47/50p [Arabidopsis thaliana] 



OJ991020_06.0303.C3 
+ 

10084 
AAT/NAP 
2903 
1431 



3967 
8202 
1 

OJ99 

228 

none 

228. 

636. 

1049 

1467 

1864 

2700 

2825 



1020 06.0303.C3.ol.tc 



.317, 233. .325, 234. .314, 
.731, 640. .732, 650. .736, 
..1102, 1191.. 1289, 1193. 
..1604, 1483. .1602, 1696. 
..2007, 1878. .2012, 2265. 
..2747, 2806. .2871, 2820. 
..2914, 2825. .2902 



Seq. ID OJ991020_06.03O3.C3 

Strand + 

End 10084 

Method TBLASTX : Cress 

End 2914 

Score 7 6 

235. .330, 418. .546, 422.. 517, 
651.. 746, 1047.. 1100, .1047. .1097, 
.1288, 1194. .1340, 1195. .1338, 
.1791, 1698. .1793, 1862. .2008, 
.2387, 2270. .2386, 2699. .2752, 
.2870, 2823. .2906, 2824. .2871, 



Seq. ID OJ991020_06.0303..C3 

Strand + 

End 10084 

Method TBLASTX : Soybean 

End 2386 

Score 151 



39675 
82021 
1 

OJ991020_06 . 0303 . C3 . ol . ts 
233 
none 

233. .325, 235. .330, 415. .546, 422. .517, 424. .525, 636. .731, 
638. .730, 640. .732, 645. .746, 1047. .1100, 1049. .1099, 
1194. .1340, 1195. .1338, 1204. .1365, 1479. .1604, 1483. .1602, 
1496. .1615, 1696. .1791, 1698. .1790, 1699. .1791, 1867. .2007, 
1877. .2008, 1883. .2008, 2265. .2384, 2270. .2386 



Seq. No. 
Gene No. 



39675 
82021 



Seq. ID OJ991020_06.0303.C3 
Strand + 



39591 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ991020_06.0303.C3.o3.tm 

233 

none 



End 

Method 

End 

Score 



10084 

TBLASTX: Maize 

540 

151 



233. .325, 233. .325, 234. .326, 235. .330, 415. .513, 417. .512, 
422. .517, 424. .540-. 



39675 
82021 
1 

OJ991020_06.0303.C3.ol.gp 
234 

34884_1.R1084 
234. .326, 423. .517, 640. 
1485. .1601, 1698. .1757 
1 4 17 6420/dbj | BAA371 67 | 2 
[Arabidopsis thaliana] 1 



729, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1050 



OJ991020_ 
+ 

10084 
AAT/GAP 
1757 
1083 
1098, 1202.. 



06. 0303. C3 



39675 
82021 
1 

OJ991 

236 

none 

236. . 

1485. 

2826. 

7532. 



1340, 

0e-ll (AB008097) cytochrome P450 
Seq. ID OJ991020_06. 0303. C3 



020^06. 0303. C3.ol.gs 



Strand + 
End 10084 
Method GENSCAN 
End 10084 
Score .78 

326, 396. .517, 640. .729, 1050. .1098, 1202. .1340, 
.1601, 1698. .1788, 1865. .2007, 2270. .2384, 2700. 
.2899, 5001. .5130, 5674. .6045, 6562. .6815, 6925. 
.7670, 8539. .8683, 8743. .8821, 9022. .9055, 9735. 



2744, 
7033, 
10084 



39675 Seq. ID 

82021 Strand 

1 End 

OJ991020_06.0303.C3.ol.tm Method 

633 End 

none Score 



OJ991020_06.0303.C3 
+ 

10084 

TBLASTX: Maize 

3283 

158 

1097, 1049. .1111, 



633. .731, 640. .732, 1047. .1100, 1047, 

1194. .1340, 1195. .1338, 1200. .1355, 1482. .1604, 1483. .1602, 

1696. .1791, 1698. .1793, 1862 .. 2008 , 1864 .. 2007, 1865. .2008, 

2265. .2387, 2270. .2386, 2271. .2387, 2690. .2752, 2700. .2747, 

2811. .2906, 2823. .2909, 2824. .2913, 2977. .3009, 2977. .3006, 

3018. .3071, 3052. .3150, 3072. .3152, 3218. .3283, 3237. .3263 



Seq. ID OJ991020_06.0303.C3 
Strand + 
End 10084 
Method AAT/GAP 
End' 3271 
_ Score 1185 

1962. .2007, 2270. .2384, 2700. .2744, 2826. .3271 
, 2245141/emb|CAB10562.1| 1.0e-17 (Z97344) acetylornithine 
deacetylase [Arabidopsis thaliana] 1 



39675 
82021 
1 

OJ991020_06.0303.C3.o2.gp 
1962 

22570 1.R1084 



39675 
82021 
1 

OJ991020 
2661 



06.0303.C3.o2.tw 



Seq. ID OJ991020_06.0303.C3 

Strand + 

End 10084 

Method TBLASTX : Wheat 

End 5228 



39592 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

2661.. 2747, 2681.. 2746, 2682. 
2824. .2919, 2824. .2928, 2941. 
5172. .5228 

39675 
82021 
1 

OJ991020_06.0303.C3.o4.ts 

2699 

none 



Score 97 

.2750, 2820. .2918, 2820. .2918, 
.2964, 2980.. 3009, 3025.. 3069, 



Seq. ID OJ991020_06.0303.C3 

Strand + 

End 10084 

Method TBLASTX : Soybean 

End 2906 

Score 78 



2699. .2752, 2700. .2747, 2821. .290.1, 2823. .2906, 2825. .2905 



39675 
82021 
1 

OJ991020_06.0303.C3.o3.gp 
5623 
5607379 
5623.-5972 

224 5141/emb|CAB10562. 1 | 1.0e-17 (Z9734 4) acetylornithine 
deacetylase [Arabidopsis thaliana] 



Seq. ID OJ991020_06.0303.C3 

Strand + 

End 10084 

Method AAT/GAP ' 

End 5972 

Score 683 



39675 
82021 
1 

OJ991020_06.0303.C3.o2.tc 

5719 

none 



Seq. ID OJ991020_06.0303.C3 

Strand + 

End 10084 

Method TBLASTX : Cress 

End 6669 

Score 390 



5719. .6045, 5730. .5828, 5889. .6047, 6562. .6597, 6592. .6669, 
6615. .6668 



39675 
82021 
1 

OJ991020_06. 0303.C3.o2.ts 

5719 

none 

5719. .6045, 5736. .6047, 6554. 
6615. .6680 



Seq. ID OJ991020_06.0303.C3 

Strand + 

End 10084 

Method TBLASTX : Soybean 

End . 6681 

Score 361 

.6589, 6562.. 6597, 6598.. 6681, 



Seq. ID OJ991020_06.0303.C3 
Strand + 
End 10084 
Method AAT/NAP 
End 9406 
Score 1298 

5827. .6045, 6562. .6815, 6925. .7033, 7532. .7670, 7785. .7842, 
8561. .8683, 8785. .8940, 9022. .9055, 9303. .9406 

(AL021889) N-acetylornithine deacetylase-like protein, fragment 
[Arabidopsis thaliana] 



39675 
82021 
1 

OJ991020_06. 0303.C3.o2.np 

5827 

5738376 



39675 
82021 
1 

OJ991020_06.0303.C3.ol.tw 
5875 



Seq. ID OJ991020_06.0303.C3 

Strand + 

End 10084 

Method TBLASTX : Wheat 

End 6979 



39593 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 267 

5875-. .6045, 5875.. 5937, 5880.. 6047, 6560.. 6817, 6561.. 6818, 
6561. .6818, 6924. .6977, 6925.-6978, 6926.-6979 



39675 
82021 
1 

OJ991020_06.0303.C3.o2.tm 
5994 
none 

5994. .6047, 5998. .6045, 
6926.. 7033, 7501.. 7668, 



7786. 
8780. 
8985. 



,7848, 7787. 
,8848, 8783. 
,9056, 9007. 



Seq. ID OJ991020_06.0303.C3 
Strand + 
End 10084 
Method TBLASTX : Mai ze 
End 9346 
Score 71 
6561. .6818, 6562. .6816, 6925. .7032, 
7529.. 7669, 7530.. 7670, 7733.. 7843, 
.7843, 8478. .8621, 8624. .8683, 8625.-8684, 
,8881, 8818. .8940, 8848. .8940, 8850. .8942, 
,9057, 9018. .9056, 9281. .9346, 9301. .9345 



39675 
82021 
1 

OJ991020_06.0303.C3.o3.ts 
6697 
none 

6697. .6816, 6708. .6818, 6714, 
6928.. 7026, 7529.-7669, 7531, 
7787.-7864, 8478. .8672, 8558. .8671 



Seq. ID OJ991020_06.0303.C3 
Strand + 
End 10084 
Method TBLASTX : Soybean 
End 8672 
Score 88 

.6818, 6913.. 7020, 6926.. 7033, 
.7668, 7534.. 7671, 7786.-7875, 



■ gp 



39675 
82021 
1 

OJ991020_06.0303.C3.o4 
7624 

11461_1.R1084 
7624 . .7670, 7785. .7842, 
9303.. 9521 

, 224 5141/emb|CAB10562. 1 | 1.0e-17 (Z9734 4) acetylornithine 
deacetylase [Arabidopsis thaliana] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020_06.0303.C3 
+ 



10084 
AAT/GAP 
9521 
1126 



8561. .8683, 8785. .8940, 9022. .9055, 





Seq. No. 


39676 






Seq. ID 


OJ991020 


C3 


Gene No. 


82022 






Strand 


+ 




Start 


317 






End 


664 




Name 


OJ991020 06. 0303. C5 


ol 


gs 


Method 


GENSCAN 




Start 


317 






End 


664 




GI 


none 






Score 


.73 




Exons 


317. .387, 433. .664 












Seq. No. 


39676 






Seq. ID 


OJ991020 




Gene No. 


82023 






Strand 






Start ' 


2884 






End 


3026 




Name 


OJ991020 06. 0303. C5 


o2 


gs 


Method 


GENSCAN 




Start 


2884 






End 


3026 




GI 


none 






Score 


.97 




Exons 


2884. .3026 












Seq. No. 


39677 






• Seq. ID 


OJ991020 




Gene No. 


82024 






Strand 


+ 




Start 


6397 






End 


10727 




Name 


OJ991020 06. 0303. C7 


o2 


np 


Method 


AAT/NAP 



39594 






Start 


6397 


End 


107 97 






GI 


6815053 


Score 


70Q 






Exons 


6397. .6553, 10318. .104 63, 104 90. .10727 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


oaf -i v3 1 
Da LX VCl J 






Seq. No. 


39677 


Seq. ID 


OJ99.1020 


_06.0303.C7 




Gene No. 


82025 


Strand 








Start 


427 


End 


5117 






Name 


OJ991020 06.0303.C7.ol.gs 


Method 


GENSCAN 






Start 


427 


End - 


5117 






GI 


none 


Score 


.63 






Exons 


427. .462, 1069. .1244, 1334.. 


1388, 1492 


..1792, 2266.. 2293, 






2469. .2591, 2607.. 2805, 3178 


..3290, 3375.. 3397, 


SHI 4 R117 

.J W X *i . . J 1 J. f 




Seq. No. 


39677 


Seq. ID 


OJ991020 


_06.0303.C7 




Gene No. 


82025 


Strand 








Start 


427 


End 


5117 






Name 


OJ991020 06.0303.C7 .ol.np 


Method 


AAT/NAP 






Start 


1053 


End 


1758 






GI 


6671365 


Score 


523 






Exons 


1053. .1244, 1334. .1388, 1492 


. .1758 








GI Descrip. 


(AF216497) P-glycoprotein [Gossypium hirsutum] 






Seq. No. 


39677 


Seq. ID 


OJ99102.P 


_06.0303.C7 




Gene No. 


82026 


Strand 








Start 


6722 


End 


6814 




j?j§ 


Name 


OJ991020 06.0303.C7.ol.gp 


Method 


AAT/GAP 






Start 


6722 


End 


6814 






GI ■ 


uC-osflcyp088bl2bl 


Score 


128 






Exons 


6722. .6814 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


O ^ +~ T TT 3 /~*f i-i /"\TTI T 

SaL-Lvd y cIKJIilXO 


i J 




DNA, chromosome 8, clone : P0026F07 1 






E 


Seq. No. 


39677 


Seq. ID 


OJ991020 


06 0?0^ CI 




Gene No. 


82027 


Strand 








Start 


8219 


End 


12687 






Name '. 


OJ991020 06.0303.C7.ol.tc 


Method 


TBLASTX: 






Start 


1054 


End 


1681 




f "% 


GI 


none 


Score 


220 






Exons 


1054. .1245, 1067. .1246, 1338 


..1391, 1339. .1389, 


1492. .1680, 






1493. .1681 










Seq. No. 


39677 


Seq. ID 


OJ991020 


_06.0303.C7 




Gene No. 


82027 


Strand 








Start 


8219 • 


End 


12687 






Name 


OJ991020 06.0303.C7.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1162 


End 


1687 






GI 


none 


Score 


123 






Exons 


1162.. 1245, 1163.. 1246, 1282 


..1389, 1315. .1401, 


1317. .1391, 






1492.. 1686, 1493.. 1687 










Seq. No. 


39677 


Seq. ID 


OJ991020 


_06.0303.C7 




Gene No. 


82027 


Strand 








Start 


8219 


End 


12 687 






Name 


OJ991020 06.0303.C7.o3.gs 


Method 


GENSCAN 






Start 


8219 


End 


12687 






GI 


none 


Score 


.8 





39595 



Exons 



8219. .8393, 8511. .8751, 9230. .9419, 10362 10505, 11562 .. 11595, 
12279. .12418, 12496.. 12687 



Seq. No. ' 39678 Seq. ID 

Gene No. 82028 Strand 

Start 95 End 

Name OJ991020JD6 . 0303 . C8 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95. .130, 201. .310, 402. .489 

Seq. No. 39679 Seq. ID 

Gene No. 82029 Strand 

Start 257 End 

Name OJ991020_06 . 0303 . C10 . ol . gs Method 

Start 257 End 

GI none Score 

Exons 257.. 367, 569.. 711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991020_06.0303.C8 
+ 

489 

GENSCAN 

489 

.87 



OJ991020_06. 0303. C10 
+ 

711 

GENSCAN 

711 

.49 



39679 Seq. ID 

82030 Strand 
1 End 
OJ991020_06. 0303. C10. ol.np Method 
1 End 
7508879 Score 
1..58, 264. .719 

hypothetical protein W03D2.1 - Caenorhabditis elegans 
gi|1947160|gb|AAC48255.1| (AF000298) weak similarity to 
collagens; glycine- and proline-rich [Caenorhabditis elegans] 



OJ991020_06. 0303. C10 
719 

AAT/NAP 

719 

95 



Seq. No. 


39680 








Seq. ID 


OJ991020_ 


_06. 


0303 


.Cll 


Gene No. 


82031 








Strand 










Start 


2217 








End 


2381 








Name 


OJ991020 06. 


0303. 


Cll.ol 


.gs 


Method 


GENSCAN 








Start 


2217 








End 


2381 








GI 


none 








Score 


.61 








Exons 


2217 . : . 2381 


















Seq. No. 


39681 








Seq. ID 


OJ991020_ 


_06. 


0303 


.C12 


Gene No. 


82032 








Strand 


+ 








Start 


29 








End 


545 








Name 


OJ991020 06. 


0303. 


C12.ol 


.gs 


Method 


GENSCAN 








Start 


29 








End 


545 








GI 


none 








Score 


.63 








Exons 


29. .91, 130. 


.303, 


330. . 


545 












Seq. No. 


39681 








Seq. ID 


OJ991020_ 


_06. 


0303 


.C12 


Gene No. 


82033 








Strand 










Start 


2794 








End 


2911 








Name 


OJ991020 06. 


0303. 


C12.o2 


.gs 


Method 


GENSCAN 








Start 


2794 








End 


2911 








GI 


none 








Score 


.58 








Exons 


2794 . .2911 


















Seq. No. 


39682 








Seq. ID 


OJ991020_ 


_06. 


0303 


.C13 


Gene No. 


82034 








Strand 


+ 








Start 


897 








End 


5027 









39596 




Name OJ991020_06 . 0303 . C13 . ol . np Method AAT/NAP 

Start 897 End • 4135 

GI 5852093 . Score 67 

Exons 897.. 948, 2231.-2413, 3705.. 3728, 4044.. 4135 

GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No.. 39682 

Gene No. 82034 

Start 897 

Name OJ991020_06 . 0303 . C13 . o2 . np 

Start 3013 

GI 7485764 

Exons 3013.. 3041, 
GI Descrip. 



Seq. ID OJ991020_06.0303.C13 

Strand + 

End 5027 

Method AAT/NAP 

End 4577 

Score 315 
.4101, 4321. .4577 



3270.. 3499, 3931, 
hypothetical protein F19D11.9 - Arabidopsis thaliana 
gi|3510255|gb|AAC33499.1| (AC005310) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39682 
82034 
897 

OJ991020_06.0303.C13.o2.gs 

3137 

none 



Seq. ID OJ991020_06.0303.C13 

Strand + 

End 5027 

Method GENSCAN 

End 5027 

Score .83 



3137. .3499, 3931. .4515, 4848. .5027 



39682 
82034 
897 

OJ991020_06.0303.C13.ol.tm 

4188 

none 



Seq. ID OJ991020_06.0303.C13 

Strand + 

End 5027 

Method TBLASTX : Mai ze 

End 4518 

Score 74 



4188. .4223, 4189. .4224, 4329. .4460, 4330. .4518, 4336. .4518 





Seq. No. 


39682 








Seq. ID 


OJ991020__06.0303 


.C13 




Gene No. 


82034 








Strand 


+ 




V 5 


Start 


897 








End 


5027 






Name 


OJ991020 06 


0303 


C13.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


4318 








End 


4518 




r 


GI 


none 








Score 


209 






Exons 


4318. .4518, 


4332 


.4463, 


4402. 


.4518 








Seq. No. 


39683 








Seq. ID 


OJ991020_06.0303 


.C14 




Gene No. 


82035 








Strand 


+ 






Start 


499 








End 


672 






Name 


OJ991020 06 


0303 


C14 .ol 


gs 


Method 


GENSCAN 






Start 


499 








End 


672 






GI 


none 








Score 


. 67 






Exons 


499. . 672 















Seq. No. 39683 Seq. ID 

Gene No. 82036 Strand 

Start 2508 End 

Name OJ991020_06 . 0303 . C14 . ol . np Method 

Start 2508 End 

GI 7340881 Score 

Exons 2508.. 2749 

GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



OJ991020_06.0303.C14 
+ 

2749 
AAT/NAP 
2749 
94 



39597 



Seq. No. 39683 Seq. ID 

Gene No. . 82037 Strand 

Start 1308 End 

Name OJ991020_06 . 0303 . CI 4 . ol . gp Method 

Start 1308 End 

GI none Score 

Exons 1308.. 1437 



OJ991020_06.0303.C14 

1437 
AAT/GAP 
1437 
204 



Seq. No. 39683 Seq. ID 

Gene No. 82038 Strand 

Start 1473 End 

Name OJ991020_06 . 0303 . C14 . o2 . gp Method 

Start 1473 End 

GI none Score 

Exons 1473.. 1932 



OJ991020_06.0303.C14 

1932 
AAT/GAP 
1932 
739 



Seq. No. 39683 Seq. ID 

Gene No. 82038 Strand 

Start 1473 End 

Name OJ991020_06 . 0303 . C14 . o3 . gp Method 

Start 1473 End 

GI none Score 

Exons 1473.. 1932 ■ * • 



OJ991020_06.0303.C14 

1932 
AAT/GAP 
1932 
741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39684 
82039 
125 

OJ991020 

125 

none 

125. .412 



06.0303.C15.ol.gs 



Seq. ID OJ991020_06.0303.C15 

Strand + 

End 412 

Method GEN SCAN 

End 412 

Score . 65 



Seq. No. 39684 

Gene No. 82040 

Start 1198 

Name OJ991020_06 . 0303 . CIS . o2 . gs 

Start " : ""1198 

GI none 
Exons 



Seq. ID OJ991020_06.0303.C15 

Strand + 

End 11348 

Method GENSCAN 

End 3994 

Score .89 



1198. .1254, 2546. .3139, 3183. .3332, 3761. .3994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39684 Seq. ID 

82040 Strand 

1198 End 

OJ991020_06 . 0303 . C15 . ol . np Method 

3761 End 

4680179 Score 
3761. .3982, 7008. .11345 

(AF11170S) polyprotein [Oryza sativa subsp. indica] 



OJ991020_06.0303.C15 
+ 

11348 
AAT/NAP 
11345 
7472 



39684 
82040 
1198 

OJ991020_06.0303.C15.o4 .gs 

8240. 

none 



Seq. ID OJ991020_06.0303.C15 



Strand 
End 

Method 

End 

Score 



+ 

11348 
GENSCAN 
11348 
.46 



8240. .8616, 8632. .9052, 9062. .9247, 9304. .9802, 10096 .. 10560, 



39598 



10594. .11348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39684 
82041 
4741 , 

OJ991020J36.0303. 

4741 

none 

4741. .4946, 5001. 
7663. .7741 

39684 
82041 
4741 

OJ991020_06.0303. 

7053 

none 

7053.. 7391, 7056. 

39684 
82042 
7931 

OJ991020_06.0303. 

7931 

none 

7931.. 8125, 7981. 

39684 
82043 
8510 

OJ991020JD6.0303. 

8510 

none 

8510.. 8992, 8614, 

39684 
82043 
8510 

OJ991020_06.0303. 

8579 

none 

8579.. 9046, 8666, 

39684 
82043 
8510 

^OJ991020_06.0303, 
8933 
none 

8933.. 8965, 8933. 
9085.. 9195, 9153. 

39684 
82043 
8510 

OJ991020_06.0303. 
9041 



C15.o3. 
.5227, 



6129. 



C15.o7.tw 



,7394 



Seq. ID OJ991020_06.0303.C15 

Strand - ■ 

End 7741 

Method GENSCAN 

End 7741 

Score .74 

.6228, 6656. .6791, 7438. .7502, 



Seq. ID OJ991020_06.0303.C15 
Strand 

End 7741 

Method TBLASTX : Wheat 

End 7394 

Score 278 



Seq. ID OJ991020_06. 0303.C15 
Strand 

8347 

TBLASTX : Wheat 
8347 
144 



End 

Method 
End 
Score 



C15.o8.tw 
.8079, 8165. .8347, 8191. .8346 



C15.o3.tw 
.8949, 8621. 

C15.o4 . tm 
.9013 

C15.ol.ts 



Seq. ID OJ991020_06.0303.C15 
Strand 

9408 

TBLASTX: Wheat 
8992 
525 



End 

Method 
End 
Score 
.8989 



,8977, 
,9326, 



8965. 
9169. 



C15.o6.tw 



Seq. ID OJ991020_06.0303.C15 
Strand 

End 9408 

Method TBLASTX: Maize 

End 904 6 

Score 366 



Seq. ID OJ991020_06.0303.C15 
Strand 

End 9408 

Method TBLASTX : Soybean 

End - ; " 9327 

Score 57 

.9012, 8969.. 9196, 8973.. 9041, 
. 9327 

Seq. ID OJ991020_06.0303.C15 
Strand 

End 9408 

Method TBLASTX : Wheat 

End 9342 



39599 




GI 


none 








Score 


176 




Exons 


9041 . . 9196, 


9042 


. . 9143, 


9079 . 


9195, 9153.. 9341, 9168.. 9335, 




y i by . . y 34 2 














Seq. No. 


39684 








oeq. ±u 


ujyyiuzu uo. ujuj 


pi c 


Gene No. 


82043 








o urana 






Start 


O C 1 A 










<XA f\Q 

y h uo 




Name 


ATfim aoa r\ ez 

ojyyiu20 (jo. 


A O A O 


. Clb . oo . 


tm 


Method 


i d Li/\o i a : LYia i z e 




Start 


yioo 








IjIIQ 


OA f)Q 

UO 




GI 


none 








Score 


O O "3 




Exons 


y lo j . . y4 u / , 


A 1 A a 

9 1 9b 


. . y 4 Oo 










Seq. No. 


39684 








Seq. ID 


OJ991020_06.0303 




Gene No. 


82044 








Strand 






Start 


9i4 J 








End 


9852 




Name 


/~\toa*iaoa a c 

ojyyiuzu od. 


A O A *3 

0303 


. Clo . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


y J4 o 








End 


9852 




GI 


none 








Score 


609 




Exons 


y o4 j . . y y o2 , 


A Q /I C 

yj4 o 


. . y bo b, 


Q A O 1 

y4z i . 


9753, 9729.. 9761 




Seq. No. 


39684 








Seq. ID 


OJ991020_06.0303 




Gene No. 


82044 








Strand 






Start 


y J4 j 








End 


9852 




Name 


^taaiaoa r\ s~ 

OJ991020 06. 


A O A "5 

0303 


CI 5 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


934 9 








End 


9594 




GI 


none 








Score 


193 




Exons 


A ^ J A A r A /I 

9349 . . 9594 














Seq. No. 


. 39684 








Seq. ID 


OJ991020_06.0303 


PIC 


Gene No. 


82044 








Strand 






Start 


9343 








End 


9852 




Name 


r\ T A A 1 aoa a /~ 

OJ991020 06. 


0303 


C15 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


94 lo 








End 


9780 




GI 


none 








Score 


468 




Exons 


y4 lo . . y / do, 


A A ~\ "7 

y 4 1 / 


A C O O 


A X ^ O 

y4 bo . . 


9773, 9469. .9780 




Seq. No. 


39684 








Seq. ID 


OJ991020_06.0303 


. LID 


Gene No. 


82045 








Strand 






Start 


y 94 b 








End 


' 11335 




Name 


*"\TAATAOA A/" 

OJ991020 Oo. 


A "5 A O 

0303 


C15 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


A A A (2 








End 


10334 




GI 


none 








Score 


57 




Exons 


y y 4 b . . y y y b, 


A A C A 

y yt>y 


i n m o 
. lUUlo , 


10011. .10334, 


10079. . 10333 




Seq. No. 


39684 








Seq. ID 


OJ991020_06.0303 


. LlO 


Gene No. 


82045 








Strand 






Start 


994 6 








End 


11335 




Name 


OJ991020 Ub. 


0303 


C15.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


10122 








End 


10382 




GI 


none 








Score 


288 




Exons 


t a t a a 1 A *3 A A 

10122 . . 10382 


, 10127.. 10381 








Seq. No. 


39684 








Seq. ID 


OJ991020JD6.0303 


-C15 


Gene No. 


82045 








Strand 






Start 


9946 








End 


11335 




Name 


OJ991020 06. 


0303. 


C15.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


10181 








End 


10472 





39600 



# • 



GI 


none 




Score 


380 


Exons 


lUlo 1 . . 1U4 bo , lUloV. 


. 1U4 / £ , 


10326. .10466 


Seq. No. 


39684 




Seq. ID 


OJ991020_06.0303.C15 


Gene No. 


82045 




Strand 




C" -4- -» -w» 4- 

btart 


y y** 0 




End 


11335 


Name 




• Ol - tw 


Method 


TBLASTX: Wheat 


Start 


1UJ4 1 




End 


10967 


GI 


none 




Score 


688 


Exons 




. luyob 






Seq. No. 


39684 




Seq. ID 


OJ991020_06.0303.C15 


Gene No. 


82045 




Strand 




Start 


Q Q A a 

y y 4 b 




End 


11335 


Name 


ojyyiu^u ud.uoUo.lid 


. ol . tm 


Method 


TBLASTX: Maize 


Start 






End 


11120 


GI 


none 




Score 


217 


Exons 


lUjiii . . luooz, luozy. 


1 n £7 r 
. 1 U D / 0 f 


10680. .11120, 10682. .11107 


Seq. No. 


39684 




Seq. ID 


OJ991020_06.0303.C15 


Gene No. 


82045 




Strand 




Start 


Q Q A C 

y y 4 b 




End 


11335 


Name 


ojyyiuzu ud.ujuo.lid 


. 00 . tw 


Method 


TBLASTX: Wheat 


Start 


lUy bo 




End 


11335 


GI 


none 




Score 


364 


Exons 


luy do . . 1 loUU , luyyo. 


. 1 1U / 0 , 


11060. .1117 6, 11282. .11335 


Seq. No. 


39684 




Seq. ID 


OJ991020_06.0303.C15 


Gene No. 


82045 




Strand 




Start 


y y 4 d 




End 


11335 


Name 


cjjyyiuzu ud.Uouj.oid 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


111^4 




End 


11321 


GI 


none 




Score 


197 


Exons 


1 1 1 O d IIOOI 

1 11^.4 . . lloz 1 








Seq. No. 


oy boo 




Seq. ID 


OJ991020_06.0303.C16 


bene lmo . 


82046 




Strand 




Start 


275 ' 




End 


1043 


Name 


OJ991020 06.0303.C16 


.ol.np 


Method 


AAT/NAP 


btart. 


275 




End 


1043 


GI 


5295955 




Score 


721 


Exons 


275. .858, 898. .1043 








GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 








Seq. No. 


39685 




Seq. ID 


OJ991020_06.0303.C16 


Gene No. 


82046 




Strand 




btart 


275 




End 


1043 


Name 


OJ991020 06.0303.C16 


. ol . gs 


Method 


GENSCAN 


Start 


419 




End 


1010 


GI 


none 




Score 


.67 


Exons 


419. .1010 








Seq. No. 


39686 




Seq. ID 


OJ991020_06.0303.C17 


Gene No. 


82047 




Strand 


+ 


Start 


902 




End 


2698 


Name 


OJ991020 06.0303.C17 


. ol . gs 


Method 


GENSCAN 



39601 



Start 
GI 

Exons 



902 End 2665 

none Score .71 

902. .950, 1311. .1347, 1531. .1669, 2070. .2243, 2286.-2377, 

2422. .2665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39686 Seq. ID 

82047 .Strand . 

902 End 

OJ991020_06.0303.C17.ol.np Method 

1841 End 

7340881 Score 



OJ991020_06.0303.C17 
+ 

2698 
AAT/NAP 
2698 
542 



1841. .1923, 2070. .2193, 228 6 .. 2384 2442 .. 2698 
(AP001551) hypothetical protein [Oryza sativa] 

39686 Seq. ID OJ991020 

82048 Strand + 

3494 End 4080 

OJ991020_06 . 0303 . C17 . o3 . np Method AAT/NAP 

3494 End 4080 

6721561 Score 95 
3494. .3585, 
(AP001073 



06.0303.C17 



4058. .4080 
EST AU082058 



C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


39686 


Seq. ID 


OJ991020_ 


JD6.0303 


.C17 


Gene No. 


82049 


Strand 








Start 


2900 


End ' 


3016 






Name 


OJ991020 06.0303.C17.o2.gs 


Method 


GEN SCAN 






Start 


2900 


End 


3016 






GI 


none 


Score 


.42 






Exons 


2900. .3016 










Seq. No. 


39686 


Seq. ID 


OJ991020_ 


_06.0303 


.C17 


Gene No. 


82050 


■ Strand 








Start 


3372 


End 


3523 






Name 


OJ991020 06.0303.C17.o2.np 


Method 


AAT/NAP 






Start 


3372 


End 


3523 






GI 


4680183 


Score 


123 






Exons 


3372. .3523 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


39687 


Seq. ID 


OJ991020_ 


_06.0303 


.C18 


Gene No. 


82051 


Strand 


+ 






Start 


1 


End 


2533 






Name 


OJ991020 06.0303.C18.ol.np- 


Method 


AAT/NAP 






Start 


1 


End 


2533 






GI 


5917666 


Score 


80 






Exons 


1..88, 1179. .1350, 2084. .2533 








GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays] 






Seq. No. 


39687 


Seq. ID 


OJ991020_ 


_06.0303 


.C18 


Gene No. 


82051 


Strand 


+ 






Start 


1 


End 


2533 






Name 


OJ991020 06.0303.C18.o2.gp 


Method 


AAT/GAP 







39602. 






Start 










£DZ 1 










Gi 








Score 


c; n "5 

jUj 










Exons 


ooci 9 c; 9 1 


















Seq. No. 


39687 






Seq. ID 


OJ991020_ 


_06. 


0303 


.C18 




Gene No. 


82052 - 






Strand 












btart 


i 
l 






Htna 


9 £9 1 










Name 


uj^yiuzu uo.ujuj. 




• 9P 


roe Lfioa 












Start 


1 






TP -r^ /~i 


9 £ Q 










GI 


none 






Score 


JOJ 










Exons 


1 0 £Q 


















Seq. No. 


39687 






Seq. ID 


OJ991020_ 


06. 


0303 


.C18 




Gene No. 


82052 






Strand 














1 






End 


2621 










Name 


OJ991020 06.0303. 


C18.ol 


. gs 


Method 


GENSCAN 










btart 


33 






End 


2621 










G± 


none 






Score 


.71 










Exons 


33. .166, 220. .297, 881. 


1 Oil 


1137.. 1168, 1313.. 


1483, 2538. 




Seq. No. 


39688 






Seq. ID 


OJ991020 


06. 


0303 


.C19 




Gene No. 


82053 






Strand 


+ 








ir. 

h ST 


Of -4 >~ 4- 

btar L 


120 






End 


1961 








Name 


OJ991020 06.0303. 


C19.ol 


.gp 


Method 


AAT/GAP 










Start 


120 






End 


1390 








V l 


GI 


none 






Score 


QAQ 

y uo 








f\ I 


Exons 


120. .260, 932. .1037, 1146. .1390 










L _J 


Seq. No. 


39688 






Seq. ID 


OJ991020_ 


06. 


0303 


,C19 


w 


Gene No. 


82053 






Strand 


+ 










CM 1 

btart 


120 






End 


1961 










Name 


OJ991020 06.0303. 


C19.ol 


. gs 


Method 


GENSCAN 








\ y 


b tar l 


998 






End 


1649 








S 


G± 


none 






Score 


.7 










Exons 


998. .1000, 1521.. 


1649 
















Seq. No. 


39688 






Seq. ID 


OJ991020_ 


06. 


0303 


.C19 




Gene No. 


82053 






Strand 


+ 








t =? 
? ~ 


Oldit 


120 






End 


1961 








f ^ 


Name 


OJ991020 06.0303. 


C19.o2 


• gp 


Method 


AAT/GAP 












1523 






End 


1961 










GI 


5002888 






Score 


628 










Exons 


1523. .1961 


















Seq. No. 


39688 






Seq. ID 


OJ991020_ 


06. 


0303 


C19 




Gene No. 


82054 






Strand 












Of v+. 
OLdlt 


5847 






End 


6155 










Name ■ 


OJ991020 06.0303. 


C19.o3 


.gp 


Method 


AAT/GAP 










b nart. 


5847 






End 


6155 










C T 

Gl 


428437 






Score 


600 










Exons 


5847. .6155 


















Seq. No. 


39688 






Seq. ID 


OJ991020_ 


06. 


0303 


C19 




Gene No. 


82055 






Strand 












Start 


6540 






End 


7390 










Name 


OJ991020 06.0303. 


C19.ol 


.np 


Method 


AAT/NAP 










Start 


6540 






End 


7390 









39603 






bl 


cm 71 1 q 
ou i / 1 1 y 








Score 


521 




Exons 


cci/in 7"3Qn 

ODh u . . / jjU 














oi uescrip. 




unknown protein [Arabidopsis thaliana] 




oeq. jno . 


jyocj o 








Seq. ID 


OJ991020_06.0303.C19 




Gene No. 










Strand 






otart 


y y y o 








End 


10138 




Name 


OJ991020 06 


.0303 


.C19.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6365 








End 


6836 




bl 


none 








Score 


45 




Exons 


D J DO . . OjOO; 


6367 


. .6390, 


6396. 


.6476, 6398. .6433, 6402. .6539, 






D'i Uj. . O J *i D , 


6403 


. .6495, 


6443. 


.6556, 6513.. 6659, 6542.. 6607, 






CCO A CCQQ 
DDZ f±. . DDOj/ 


DOO J 


£7 A 9 


£ CQ7 
D D y / . 


.6723, 6698.. 6724, 6707.. 6835, 






67^9 fift^fi 














Seq. No. 


39688 








O • -L U 


D.TQQ1 090 Of, 0^0^ fl Q 




Gene No. 


82056 








Qf- rand 








_7 -/ 17 O 








Hi I l\J. 


1 01 ^P, 

1 Ul JO 




Name 


n tqqi 090 nc 
ujyyiuzu uo 


.0303 


.C19.ol 


.ts 


Method 


TBLASTX: Soybean 




OUOlt 


D DO D 








End 


7000 






none 








Score 


133 




Exons 


fifiPfi 7000 


6747 


. .6968 










Seq. No. 


39688 








Seq. ID 


OJ991020_06.0303.C19 




Gene No. 


82056 








Strand 




£ft 


btart 


y y y o 








End 


10138 




Name 


n TQQI 090 nc 

ujyyiu^u ud 


.0303 


,C19.ol 


.tc 


Method 


TBLASTX: Cress 




btart 


£7 Q 0 








End 


7000 




bl 


none 








Score 


74 




EjXons 


C7QO 7000 


C7QQ 

d / o y 


. . t>yz o 








sJ 

s : ; 


beq. no. 


j y do o 








Seq. ID 


OJ991020_06.0303.C19 


5 \_z 


Gene No. 


82056 








Strand 






Start 


9998 








End 


10138 




Name 


n TQQI 090 Ofi 
wuyyiuzu uo 


.0303 


.C19.ol 


tm 


Method 


TBLASTX: Maize 


"4 


otari 


do y D 








End 


7343 




bl 


none 








Score 


92 




Exons ■ 


cqqc; '70 *^o 


CQ1 9 

d y iz 


709P 


Dy i ft . 


.7036, 7028.. 7198, 7100. .7201, 


f ! 




7101 7944 


7242 


. .7343, 


7247. 


.7342 






Seq. No. 


39688 








Seq. ID 


OJ991020_06.0303.C19 




Gene No. 


82056 








Strand 






C+- a r-4- 


QQQP, 








End 


10138 




Name 


n TQQI 090 0C 

uuyyiu^u ud 


.0303 


.C19.o2 


tc 


Method 


TBLASTX: Cress 




o tar l 


7194 

/ 1 ^ H 








End 


7355 




P 1 T 
bl 


none 








Score 


88 




Li ' \» f~\ r\ c 1 


7194 7901 


7125 


. .7226, 


7221. 


.7355, 7274.. 7354 




Seq. No. 


39688 








Seq. ID 


OJ991020_06.0303.C19 




Gene No. 


82056 








Strand 






Start 


9998 








End 


10138 




Name 


OJ991020 06 


.0303 


.C19.o3 


gs 


Method 


GENSCAN 




Start 


9998 








End 


10138 




GI 


none 








Score 


.62 




Exons 


9998. . 10138 














Seq. No. 


39689 








Seq. ID 


OJ991020_06. 0303.C20 



39604 



Gene No. 


o^UD / 




D U. ITcillvJ. 






Q 4- 3 v- f- 






End 


4347 




Name 


OJ991020 06.0303.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


4234 




End 


4347 




bi 


T TR^477- 00 "3 — Pi —PCI — P Q 

LJ.D J4 / / UVJj IT J. i\ ± Hi _7 




Score 


146 




Exons 


*iZj4..fiJ*i/ 










GI Descrip. 


1 i r»/i o i MPm 

JoD / Sp | y4UDjO | vic\J±. 


ORYSA 


2.0e-24 


MAJOR POLLEN 


AT.T.FRCiF'N ORY 

rt. J_lJ_f J_i 1\<J Hi LN W I\ a 




>gi_1173557 (U31771) Ory s 


1 rOr\/7p 




bdLlvdJ 










Seq. No. 


39690 




Seq. ID 


OJ991020_06. 


.0303. C21 


Gene No. 


82058 




Strand 


+ 




otart 


1 099 

1\J Z Z 




End 


2921 




Name 


riTQQin9n o£ n^m r9i ni 


. CfS 


Method 


GENSCAN 




Start 


1 099 ~~ 
± UZZ 




End 


2921 




GI 


none 




Score 


.7 




Exons 


1099 1 OfiO 177R 1 Q1 

J. U Z Z . , 1UDU/ X / f D * . -L -/ J- O / 


91 *3R 
Z IjO . 


.2296, 2609.. 2921 




Seq. No. 


39690 




Seq. ID 


OJ991020JD6. 


.0303. C21 


Gene No. 


82059 




Strand 


+ 




OLdll. 


9 Q06 




End 


3569 




Name 


n TQQi H9n o£ o^o^ P91 ni 


. gp 


Method 


AAT/GAP 




otart 


9 QO £ _ 




End 


3569 




GI 


none 




Score 


1226 




Exons 


9 QO £ ^ ^ £Q 










Seq. No. 


39690 




Seq. ID 


OJ991020_06. 


.0303. C21 


Gene No. 


82060 




Strand 






btart 


1 ^ £7 




End 


5512 




Name 


a TQQi n9n n£ mm foi ^9 
uuyyiuzu uo.ujUj.LiCi.oz 


.gs 


Method 


GENSCAN 




Start 


000/ 




End 


4415 






none 




Score 


.65 




Exons 


1161 ^Q79 4070 4976 


4365. 


.4415 






beq. no. 






Seq. ID 


OJ991020_06, 


0?0^ P91 


Gene No. 


82060 




Strand 






Start 


3367 




End 


5512 




Name 


OJ991020 06.0303.C21.ol 


.np 


Method 


AAT/NAP 




C -i , 4- 

brart: 


3370 




End 


5512 




bl 


6714272 




Score 


676 




Exons 


3370.. 3591, 3754.. 3972, 


4070. 


.4255, 5474.. 5512 




GI Descrip. 


(AC017118) F6N18.8 [Arabidopsis thaliana] 




beq. wo. 


39690 




Seq. ID 


OJ991020_06. 


• U J U J • -L 


bene no. 


82060 




Strand 






Start 


3367 




End 


5512 




Name 


OJ991020 06.0303.C21.o2 


.gp 


Method 


AAT/GAP 




oiari 


3834 




End 


4535 




bl 


12230 2.R1084 




Score 


975 




Exons 


3834. .3972, 4070. .4276, 


4365. 


.4535 






GI Descrip. 


' 2894 599/emb|CAA17 133. 1 


I 3.0e 


-45 (AL021889) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


39690 




Seq.. ID 


OJ991020_06, 


.0303. C21 


Gene No. 


82061 




Strand 






Start 


5574 




End 


10032 




Name 


OJ991020 06.0303.C21.ol 


. tc 


Method 


TBLASTX: Cress 



39605 



Start 


JJJ / 








End 


5844 


GI 


none 








Score 


218 


Exons 




jj . 


7 A S Q 
. j fl j , 


^7^4 


.3975, 3758.-3973, 3818.. 3976, 




">Q A A "3 Q7 Ci 
jO fl fl • • J y / J , 


a n £7 


4 9SS 

• 4l JJ/ 


419 9 


.4259, 572 


:8. .5844 


Seq. No. 


jy oyu 








Seq. ID 


OJ991020_06. 0303.C21 


Gene No. 


QOAC1 
OZ U 0 1 








Strand 




Start 


5574 








End 


10032 


Name 


OJ991020_06 


.0303. 


C21.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


jjD / 








End 


4419 


GI 


none 








Score ' 


79 


Exons 


O ^ 4 "3 9 


J J DO . 


• Jri 1Z / 


^4 "I S 

J4i J • 


.3570, 3446.. 3550, 3634.. 3687, 




jDjj . . jDOO, 


71 R 4 
j / J ft . 


• j y r J , 


J / JO . 


.3973, 3844.. 3975, 4067.. 4267, 




fi 1 ± y . . fl Z DO , 


fi J O _7 • 


4 4 1 Q 

• 4 4 1 7 








Seq. No. 


jy oyu 








Seq. ID 


OJ991020_06.0303.C21 


Gene No. 


82061 








Strand 




Start 


5574 








End 


10032 


Naine 


n tqqi n 90 n 6 


. U JU J ■ 


P91 nl 




Method 


TBLASTX: Soybean 


Start 


1 ^ £7 
JJD / 








End 


5844 


GI 


none 








Score 


258 


Exons 


"3 "3 £ "7 "3 4 c; Q 


J H L O . 


"34 77 
• j ft / / , 


^7^4 
J / J4 . 


.3975, 37S8..3973, 3841.. 3975, 




jO/O. . J3/D; 


40 67 


4 9 A 


4122 . 


.4271, 5728.-5844 


Seq. No. 


39690 








.Seq.. ID 


OJ991020_06.0303.C21 


Gene No. 


82061 








Strand 




Start 


3 j / fl 








End 


10032 


Name 


ujyyiuzu uo 


. UjUj . 


Lz I.Ol. 


. LW 


Method 


TBLASTX: Wheat 


Start 


Jo JO 








End 


4268 


GI 


none 








Score 


186 


Exons 


jojo, . jy/j, 


"3 Q *3 Q 

jo jy i 


^ Q7 7 
. j y / j , 


^fl 4 1 

Ju fl -L . 


.3975, 4067. .4267, 4119. .4268 


Seq. No. 


39690 








Seq. ID 


OJ991020_06.0303.C21 


Gene No. 


82061 








Strand 




btart 


0 0 / fl 








End 


10032 


Name 


uj y yiUiCU u o 


. UjUj . 


P9 1 


. gs 


Method 


GENSCAN 


Start 


c; c; 7 a 
J J / ft 








End 


10032 




none 








Score 


.71 


Exons 


jj / 4 . . ODIO, 


^697 

JuZ / • 


. J i OH f 


JO ? J • 


.6059, 9892.. 10032 


Seq. No. 


39691 








Seq. ID 


OJ991020_06.0303.C24 


bene no . 


82062 








Strand 


+ 


Start 


642 








End 


6044 


Name 


OJ991020 06 


.0303. 


C24 .ol 


.np 


Method 


AAT/NAP 


otart 


642 








End 


6026 


GI 


6671365 








Score 


3995 


Exons 


642. .768, 2227. .2 


!427, 2523.-2 


782, 2872. 


..3798, 3890.. 4550, 




4627. .4874, 


4965. 


.5377, 


5479. 


.6026 




GI Descrip. 


(AF216497) 


P-glycoprotein [Gossypium hirsutum] 


oeq . lno . 


39691 








Seq. ID 


OJ991020_06.0303.C24 


Gene No. 


82062 








Strand 


+ 


Start 


642 








End 


6044 


Name 


OJ991020 06 


.0303. 


C24 .ol 


.gs 


Method 


GENSCAN 


Start 


1018 








End 


6044 


GI 


none 








Score 


.89 


Exons 


1018. .1023, 


2227. 


.2514, 


2523. 


.2782, 2872.-3798, 3890.. 4550, 



39606 



4627. .4874, 4965. .5377, 5479. .5699, 5757. .6044 



OJ991020_06.0303.C24 
+ 

6044 
AAT/GAP 
5068 
722 



Seq. No. 39691 Seq. ID 

Gene No. ' 82062 Strand 
Start 642 End 

Name OJ991020_06 . 0303 . C24 . ol . gp Method 

Start 4486 End 

GI uC-osflcypl79cllbl Score 

Exons 4486. .4550, 4627. .4874, 4965. .5068 

GI Descrip. ' 2108252/emb | CAA71277 | 2.0e-54 (Y10228) P-glycoprotein-2 
[Arabidopsis thaliana] >gi_2108254_emb_CAA7 127 6_ (Y10227) 
P-glycoprotein-2 [Arabidopsis thaliana] 

>gi_4 538 925_emb_CAB39661. 1_ (AL049483) P-glycoprotein-2 (pgp2) 
[Arabidopsis thaliana] T 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39691 Seq. ID OJ991020_06 . 0303 . C24 

82063 Strand 

5861 End 6294 

OJ991020_06.0303.C24 ,o2.gp Method AAT/GAP 

5861 End 6294 

uC-osflcypl79cllal Score 824 

5861. . 6294 

*2108252/emb|CAA71277| 1.0e-ll (Y10228) P-glycoprotein-2 
[Arabidopsis thaliana] >gi_2108254_emb_CAA7 1276_ (Y10227) 
P-glycoprotein-2 [Arabidopsis thaliana] 

>gi_4538925_emb_CAB39661.1_ (AL049483) P-glycoprotein-2 <pgp2) 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39691 

82064 

7202 

OJ991 

2224 

none 

2224 . 

2654 . 

3004. 

3887. 

4617. 

4966. 

5474. 

5744. 



020 06.0303.C24 .ol.tc 



.2430, 2226.. 2315, 2382. 

.2836, 2744. .2788, 2872. 

.3294, 3086. .3319, 3140. 

.3922, 4002.. 4550, 4014. 

.4871, 4621. .4875, 4624. 

.5379, 5155. .5379, 5217. 

.5581, 5478. .6002, 5478. 
.5983 



Seq. I 
Strand 
End 

Method 

End 

Score 
.2429, 
.3717, 
.3757, 
.4388, 
.4875, 
.5378, 
. 6002, 



D OJ991020_06.0303.C24 
9473 

TBLASTX: Cress 
6002 
305 

2520. .2783, 2522. .2614, 
2873. .3802, 2996. .3745, 
3352.. 3696, 3873.. 3920, 
4549, 4485. 
4875, 4951. 
5378, 5468. 



4031 
4663 
5217 

5648.. 5701, 5738. 



.4553, 
.5223, 
.5698, 
.6001, 



Seq. No. 39691 

Gene No. 82064 

Start 7202 

Name OJ991020_06 . 0303 . C24 . ol . ts 

Start 2227 

GI none 

Exons 2227.. 2442, 2912. .3304, 2914, 
4624. .4875, 4954. .5145, 5134, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991020 06.0303.C24 



9473 

TBLASTX : Soybean 
5576 
106 

3114, 3169.. 3297, 4254.. 4529, 
5379, 5478. .5576 



Seq. No, 
Gene No. 
Start 
Name 
Start 



39691 
82064 
7202 

OJ991020_ 
2987 



06.0303.C24.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ991020_06.0303.C24 
9473 

TBLASTX: Maize 
5687 



39607 



GI 

Exons 



none Score 311 

2987. .3415, 3004. .3294, 3101. .3328, 3276. .3326, 4532. .4549, 

4532. .4549, 4621. .4875, 4624. .4875, 4626. .4913, 4956. .5024, 

4959.-5378, 4966.. 5379, 5478.. 5687, 5478.. 5666 



Seq. No. . . 39691 Seq. ID 

Gene No. 82064 Strand 

Start 7202 End 

Name OJ991020_06 . 0303 . C24 . o2 . ts Method 

Start 3388 End 

GI none Score 
Exons 



OJ991020__06.0303.C24 
9473 

TBLASTX: Soybean 

6002 

406 



3388.-3696, 3389. .3748, 5661. .6002, 5663. .6001 



Seq. No. 


39691 








Seq. ID 


OJ991020_06.0303.C24 


Gene No. 


82064 








Strand 




Start 


7202 








End 


9473 


Name 


OJ991020 06 


0303. 


C24 .ol 


tw 


Method 


TBLASTX: Wheat 


Start 


3407 . 








End 


5930 


GI 


none 








Score 


317 


Exons 


3407. .3658, 


3415. 


.3654, 


5679. 


.5930, 5687.. 5926 


Seq. No. 


39691 








Seq. ID 


OJ991020_06.0303.C24 


Gene No. 


82064 








Strand 




Start 


7202 








End 


9473 


Name 


OJ991020 06 


0303. 


C24 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3415 








End 


6002 


GI 


none 








Score 


384 


Exons 


3415. .3693, 


3416. 


.3772, 


3419. 


.3760, 5687. .6001, 5688. .6002, 



5886. .6002 





Seq. No. 


39691 


Seq. ID 


OJ991020_06. 0303.C24 




Gene No. 


82064 


Strand 






Start 


7202 


End 


9473 




Name 


OJ991020 06.0303.C24.o3.tm 


Method 


TBLASTX: Maize 




Start 


4140 


End 


4484 




GI 


none 


Score 


212 




Exons 


4 140.. 4484, '42 33.. 4 343, 4 373. 


.4483 ■ 






Seq. No. 


39691 


Seq. ID 


OJ991020_06.0303.C24 




Gene No. 


82064 


Strand 






Start 


7202 


End 


9473 




Name 


OJ991020 06.0303.C24.o3.np 


Method 


AAT/NAP 




Start 


6893 


End 


9413 




GI 


114521 


Score 


198 




Exons 


6893.. 6918, 9152.. 9413 








GI Descrip. 


ATP SYNTHASE ALPHA CHAIN gi I 67827 | pir | 


PWRZA H+-transporting 






synthase (EC 3.6.1.34) alpha 


chain - rice chloroplast 






gi|11979|emb|CAA33993| (X15901) ATPase 


alpha subunit [Oryza 






sativa] gi I 226696 I prf 1 1 1603356X ATPase 


alpha [Oryza sativa] 




Seq. No. 


39691 


Seq. ID 


OJ991020_06.0303.C24 




Gene No. 


82064 


Strand 






Start 


7202 


End 


9473 




Name 


OJ991020 06.0303.C24 .o2.gs 


Method 


GENSCAN 




Start 


7202 


End 


9473 




GI 


none 


Score 


.8 




Exons 


7202.. 7252, 7389.-7625, 7861. 


.8079, 934S..9473 



ATP 



39608 





oeq . NO . 


j^oy 1 


Seq. ID 


OJ991020_06.0303.C24 




Gene No . 


Q 0 ft £/l 
O Z U 0 4 


Strand 






btart 


7202 


End 


9473 




Name 


OJ991020 06.0303.C24 .o2.np 


Method 


AAT/NAP 




Start 


7486 


End 


9222 




OX 


7452044 


Score 


50 




Exons . 


7486.. 7913, 9201.. 9222 








GI Descrip. 


hypothetical protein F27B13. 


20 - Arabidopsis thaliana 






gi| 4 914 402 | emb | CAB43653 . 1 | ( 


AL050352) 


hypothetical protein 






[Arabidopsis thaliana] gi | 72 69877 | emb | CAB7 9736 . 1 | (AL161575) 






hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39691 


Seq. ID 


OJ991020_06.0303.C24 




Gene No . 


82064 


Strand 






Start 


7202 


End 


9473 




Name 


OJ991020 06.0303.C24.o4.tm 


Method 


TBLASTX: Maize 




Start 


7500 


End 


7687 




GI 


none 


Score 


87 




Exons 


7500.. 7604, 7501.. 7560, 7624 


..7686, 7634. .7687 




beq . iNo . 


39692 


Seq. ID 


OJ991020_06.0303.C25 




Gene No . 


82065 


Strand 


+ 


?<= 


Start 


2978 


End 


5188 




Name 


OJ991020 06.0303.C25.ol.np 


Method 


AAT/NAP 


fS 


Start 


2912 


End 


5146 


f i | 


GI 


7485060 


Score 


816 


f i 


Exons 


2912.. 3138, 4328.. 4598, 4767 


..4937, 5024. .5146 


~ ~ 


GI Descrip. 


hypothetical protein - Arabidopsis thaliana 






gi|2245138|emb|CAB10559.1| (Z97344) hypothetical protein 






[Arabidopsis thaliana] gi | 7268532 | emb | CAB78782 . 1 1 (AL161547) 


rLJ 




hypothetical protein [Arabidopsis thaliana] 


r =s 


Seq. No. 


39692 


Seq. ID 


OJ991020_06.0303.C25 




Gene No . 


82065 


Strand 


+ 


-'^ 


Start 


2978 


End 


5188 


r" 


Name 


OJ991020 06.0303.C25.o2.gs 


Method 


GENSCAN 




otart 


2978 


End 


5188 






none 


Score 


.87 


□ ■ 


Exons 


2978. .3138, 4328. .4598, 4767 


..4937, 5024. .5188 




beq. no. 


39692 


Seq. ID 


OJ991020_06.0303.C25 




Gene No. 


82066 


Strand 






Start 


5857 


End 


6914 




Name 


OJ991020 06.0303.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


2995 


End 


5262 






none 


Score 


140 




Exons 


2995.. 3138, 2996. .3139, 4320 


..4439, 4332. .4589, 4333. .4446, 






4343.. 4600, 4376.. 4600, 4512 


..4601, 4764. .4937, 4766. .4936, 






4774.. 4938, 5018. .5152, 5023 


..5148, 5024. .5176, 5224. .5262 




Seq. No. 


39692 


Seq. ID 


OJ991020_06.0303.C25 




Gene No. 


82066 


Strand 






Start 


5857 


.End 


6914 




Name 


OJ991020 06.0303.C25.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3005 


End 


5166 




GI 


none 


Score 


100 



39609 



Exons 



3005. .3136, 4320. .4439, 4339.-4455, 4343. .4600, 4376. .4588, 
4761. .4937, 4764. .4934, 4766. .4936, 4775. .4939, 5018. .5143, 
5023.. 5166, 5023.. 5157 



Cpn Mn 


39692 

■J ZJ \J ZJ £. 






Seq. ID 


OJ991020_06. 


0303, 


CO 5 




82066 

U u u u 






Strand 








rt* 


5857 






End , 


6914 






LNdlUC 


OJ991020 0 6 


0303 




Method 


TBLASTX: Cress 




Start 


4430 






End 


4937 






GI 


none 






Score 


116 








4430 4588 


4512 . 


4601 4739 


..4933, 4764. .4937 








39692 

j j \j zj c 






Seq. ID 


OJ991020_06. 


0303, 


CO 5 


uCilC LN ^ • 


82066 






Strand 


- 






OLai L. 


S8S7 






End 


6914 






Name 


OJ991020 06 


. 0303 . 


\s . UJ . y O 


Method 


GENSCAN 






Start 


5857 






End 


6914 






GI 


none 






Score 










5857 5923 


6215 . 


6473 6790 


. . 6914 








O tr * in o . 


^9699 

J -7 U -7 ^ 






Seq. ID 


OJ.991020_06. 


0303, 


CO s 


Cono Mo 


fi 9066 

O /I u u u 






Strand 


- 






o L a. I. L. 


RPt R7 






End 


6914 






Name 


O TQQ1 090 06 


0^0^ 


pot; ^ i 


Method 


AAT/GAP 






Start 


5954 






End 


6911 






GI 


4714975 






Score 


1160 






Exons 


647^ 


67 QO 


6Q1 1 

. O Z? ± X 










Q rr Mo 


TOCO'S 






Seq. ID 


OJ991020_06. 


0303 , 


CO 6 


f2onn Mo 


89067 

O £. \J \J ( 






Strand 








uLdi L 


1 
X 






End 


7379 






LNdllltr 


O.T991090 06 


0^0^ 


CO 6 o 1 an 


Method 


AAT/GAP 






Start 


1 ~~ 






End 


84 






GI 


2312174 






Score 


153 






Exons 


1. .84 














Seq. No. 


39693 






Seq. ID 


OJ991020_06. 


0303. 


.C26 


Gene No. 


82067 






Strand 








Start 


1 






End 


7379 






Name 


OJ991020 06. 


,0303. 


C26 . ol . np 


Method 


AAT/NAP 






Start 


1 






End 


1500 






GI 


7487780 






Score 


444 






Exons 


1..217, 298. 


.633, 


707. .879, 


1168. .1269, 


1371. .1500 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



hypothetical protein T6K21.70 - Arabidopsis thaliana 
gi I 2894598 | embl CAA17132.il (AL021889) putative protein 
[Arabidopsis thaliana] gi | 726854 1 | emb I CAB78791 . 1 | (AL161547) 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991020 06.0303.C26 



39693 
82067 
1 

OJ991020_06 . 0303 . C2 6 . o2 . gp 
91 

4714974 
91. .214, 298. .615 

2894598/emb|CAA17132.1| 2.0e-33 (AL021889) putative protein 
[Arabidopsis thaliana] 



7379 
AAT/GAP 
615 
831 



39610 



Seq. No. 39693 Seq. ID 

Gene No. 82067 Strand 

Start 1 End 

Name OJ991 020JD6 . 0303 . C2 6 . ol . tm . Method 

Start 92 End 

GI none Score 

Exons 92.. 187, 170.. 235, 307. .390, 310.. 372, 
704. .877 



OJ991020_06. 0303.C26 
7379 

TBLASTX: Maize 

877 

62 

382. .588, 391. .627, 



Seq. No. 39693 
Gene No. 82067 
Start 1 

Name OJ991020_06 . 0303 . C26 . ol . gs 

Start 95 
GI none 

Exons 95.. 214, 298.. 633, 1193., 121 i 

2071.. 2163, 2853.. 2963, 3247. 
7373. .7379 



OJ991020_06.0303.C26 

7379 
GENSCAN 
7379 
. 66 

1500, 1952.. 2029, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
, 1380 

.3330, 3987. .4178, 6628. .6788, 



Seq. No. 39694 Seq. ID 

Gene No. 82068 Strand 

Start 534 End 

Name OJ991020_06 . 0303 . C27 . ol . gp Method 

Start 534 End 

GI 15624_1.R1084 Score 

Exons 534.. 767, 2118.. 2195, 2274.. 2349, 2505 

2866. .3088 

GI Descrip. 1 1169369 /sp | P3072 5 | DNAJ_CLOAB 5.0e-16 DNAJ PROTEIN 

>gi_541427_pir S41758 heat shock protein dnaJ - Clostridium 

acetobutylicum >gi_43307 9_emb_CAA4 87 92_ (X69050) DnaJ 
[Clostridium acetobutylicum] * 



OJ991020_06.0303.C27 
+ 

3088 
AAT/GAP 
3088 
1343 

..2578, 2666. .2736, 



Seq. No. 


39694 


Seq. ID 


OJ991020__06. 


,0303. C27 


Gene No. 


82068 


Strand 


+ 




Start 


534 


End 


3088 




Name 


OJ991020 06.0303.C27.ol.gs 


Method 


GENSCAN 




Start 


625 


End ' 


2740 




GI 


none 


Score 


.71 




Exons 


625. .767, 2115. .2195, 2274.. 


2349, 2505. 


,.2578, 2666, 


, .2740 


Seq. No. 


39694 


Seq. ID 


OJ991020_06. 


.0303. C27 


Gene No. 


82068 


Strand 


+ 




Start 


534 


End 


3088 




Name 


OJ991020 06.0303.C27.ol.np 


Method 


AAT/NAP 




Start 


2106 


End 


2559 




GI 


1169369 


Score 


108 




Exons ■ 


2106.. 2195, 2274.. 2349, 2505 


.'.2559 ' 






GI Descrip. 


DNAJ PROTEIN gi | 54 14 27 | pir | | 


S41758 heat shock protein dnaJ 


Clostridium acetobutylicum gi | 433079 | emb | CAA487 92 | 


(X69050) 




[Clostridium acetobutylicum] 








Seq. No. 


39694 


Seq. ID 


OJ991020_06. 


.0303. C27 


Gene No. 


82069 


Strand 


+ 




Start 


4407 


End 


4523 




Name 


OJ991020 06.0303.C27.o2.gp 


Method 


AAT/GAP 




Start 


4407 


End 


4523 





39611 



GI LIB3431-045-P1-N1-A10 Score 189 

Exons 4407.. 4523 

GI Descrip. 1 5441876/dbj I AP000367 .1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 39694 

Gene No. 82070 

Start 4071 

Name OJ991020_06 . 0303 . C27 . ol . ts 

Start 2115 

GI none 

Exons 2115.. 2195, 2116.. 2205, 2276. 
2666. .2695 



OJ991020_06.0303.C27 
15836 

TBLASTX : Soybean 

2695 

114 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2347, 2277. .2345, 2498. .2578, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39694 
82070 
4071 

OJ991020_06.0303.C27.o2.gs 

4071 

none 



Seq. ID OJ991020_06.0303.C27 



Strand 
End 

Method 

End 

Score 



15836 
GENSCAN 
5821 
.78 



4071. .4193, 5333. .5410, 5477. .5635, 5819. .5821 



39694 
82070 
4071 

OJ991020_06.0303.C27.o2.np 

4902 

7.228438 

4902. .5162, 5333.. 5635, 6878. 
7711. .8009, 8101. .8511, 8596. 
(AP001366) 



Seq. ID OJ991020_06.0303.C27 
Strand 

End 15836 

Method AAT/NAP 

End 15836 

Score 3594 
.6943, 7101.. 7283, 



7376. .7634, 



EST C28952 (C62945) 



8694, 10208. .10513, 15792. .15836 
corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 39694 

Gene No. 82070 

Start 4071 

Name OJ991020JD6 . 0303 . C27 . o3 . gs 

Start 6048 

GI none 

Exons 6048.. 6208, 6359.. 6561, 6566. 

7163. .7283, 7376. .7634, 7711. 



Seq. ID OJ991020_06.0303.C27 
Strand 

End 15836 
Method GENSCAN 
End 12075 
Score .71 

.6613, 6677. .6787, 7050. .7131, 
.8009, 8101. .8511, 8686. .8932, 



9038.. 9188, 9628.. 9923, 10125 .. 10353, 11256 11362, 11930.. 12075 



Seq. No. 39694 Seq. ID OJ991020_06 . 0303 . C27 

Gene No. 82070 Strand 

Start 4071 End 15836 

Name OJ991020_06 . 0303 . C27 . o3 . gp Method AAT/GAP 

Start 7384 End 7883 

GI LIB3475-007-P1-K1-G8 Score 789 

Exons 7384.. 7634, 7711.. 7883 

GI Descrip. 1 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 
Gene No. 



39694 
82070 



Seq. ID 
Strand 



OJ991020 06.0303.C27 



39612 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4071 End 15836 

OJ991020_06.0303.C27.o3.np Method AAT/NAP 
10692 End 11007 

6721543 Score 99 

10692. .10803, 10878.. 11007 

(AP001073) hypothetical protein [Oryza sativa] 



Seq*. ID OJ991020_06.0303.C27 
Strand 

End 15836 

Method AAT/GAP 

End 10993 

Score 209 



39694 
82070 
4071 

OJ991020_06.0303.C27.o4.gp 
10844 

7406_1.R1084 
10844.. 10993 

1 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39694 
82070 
4071 

OJ991020_06.0303.C27.o4.np 
13218 
3668085 

13218. .13316, 13350., 13835 . . . 

(AC004667) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991020_06.0303.C27 
Strand 

End 15836 

Method AAT/NAP 

End 13835 

Score 126 



39695 
82071 
174 

OJ991020_06.0303.C28.ol.np 
174 

6721512 



Seq. ID OJ991020_06. 0303.C28 

Strand + 

End 1935 

Method AAT/NAP 

End 1935 

Score 84 



174. .223, 1729. .1880, 1908. .1935 

(AP001072) hypothetical protein [Oryza sativa] 



39695 

82072 » . 

50 • ' 

OJ991020_06.0303.C28.ol.gs 
50 

none 

50. .509, 1027. .1060, 1772., 

39696 
82073 
144 

OJ991020_06.0303.C29.ol.gs 

144 

none 

144. .262 



Seq. ID OJ991020_06.0303.C28 
Strand * - 

1817 
GENSCAN 
1817 
.84 



End""'" • ~ 
Method 
End 
Score 
1817 



Seq. ID OJ991020_06.0303.C29 

Strand + 

End 262 

Method GENSCAN 

End 262 

Score . 92 



Seq. No. 39697 

Gene No. 82074 

Start 1 

Name OJ991110_06 . 0330 . CI . ol . np 

Start 1 

GI 4416302 



Seq. ID OJ991110_06.0330.C1 

Strand + 

End 1017 

Method AAT/NAP 

End 1017 

Score 531 



39613 




Exons 


1..837, 986. .1017 






GI Descrip. 


(AF105716) copia-type pol polyprotein 


[ Zea mays] 




Seq. No. 


39697 


Seq. ID 


OJ991110_06.0330 


.CI 


Gene No. 


82074 


Strand 


+ 




Start 


1 


End 






Name 


OJ991110 


06.0330.Cl.ol.tw Method 


i dLAoIa : wneat 




Start 


15 


End 


JDU 




GI 


none 


Score 






Exons 


lo . . z4d , 


OO/I Aid OAT ylOO A CiH C C n 

zo4..4/o, oy/..4zo, 4y/..ooy, 


tr A a c CL C\ 

DU4 . . obU 




Seq. No. 


39697 


Seq. ID 


OJ991110_06.0330 


.CI 


Gene No. 


82074 


Strand 


+ 




btart 


1 


End 


i n i "7 




Name 


OJ991110 


06. 0330. CI .ol .gs Method 






Start 


299 


End 


y y u 






none 


Score 


. d y 




Exons 


y y . . 4 iu , 


o y d . . y y u 






Seq. No. 


39697 


Seq. ID 


OJ991110_06.0330 


.CI 


Gene No. 


82074 


Strand 


+ 




Start 


1 


End 


1U1 / 




Name 


OJ991110 


06.0330.Cl.ol. tm Method 


i dLAo i a : Mai ze 




Start 


305 


End 


o Jb 




GI 


none 


Score 


lib 




Exons 


H A C /TO 

305 . . 478 , 


391. .423, 504. .716, 506. .715 


Til Q"3C 




Seq. No. 


39697 


Seq. ID 


OJ991110_06.0330 


.CI 


Gene No. 


82074 


Strand 


+ 




Start 


1 


End 


i a i n 
1U1 / 




Name 


OJ991110 


06.0330.Cl.ol.ts Method 


TBLASTX : Soybean 




Start 


413 


End 


O "3 C 

o Jb 




GI 


none 


Score 


c; a 
DU 




Exons 


413. .475, 


504. .698,. 504. .590, 506. .706 


IOC QOC 




Seq. No. 


39698 


Seq. ID 


ATQQ1 1 1 n C\C A *3 "3 A 

ujyyinu ub.ujoU 




Gene No.. 


82075 


Strand 


+ 




Start 


1 


End 


703 




Name 


OJ991110 


0 6 . 0330 . C2 . ol . np Method 






Start 


1 


End 








4416302 


Score 


ODD 




Exons 


1. .703 








GI Descrip. 


(AF105716 


) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


39698 


Seq. ID 


OJ991110_06.0330 


.C2 


Gene No. 


82076 


Strand 


+ 




Start 


1834 


End 


7648 




Name 


OJ991110 


0 6 . 0330 . C2 . ol . tm Method 


TBLASTX: Maize 




Start 


39 


End 


666 






none 


Score 


191 




A-J \w/ 1 1 O 


39. .233, 


47. .229, 240. .353, 241. .360, 


354. .581, 355. .639, 




460. .666 








Seq. No. 


39698 


Seq i . ID 


OJ991110_06.0330 


.C2 


Gene No. 


82076 


Strand 


+ 




Start 


1834 


End 


7648 




Name 


OJ991110 


06.0330.C2.ol. ts Method 


TBLASTX: Soybean 





39614 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



69 

none 

69.-242, 241. .357, 451. .636 

39698 
82076 
1834 

OJ991110_06.0330.C2.ol.gs 

1834 
none 

1834. .1849, 2579. .2803, 3944.. 
5258. .5392, 7451. .7648 

39699 
82077 
65 

OJ991110_06. 0330.C3.ol.gs 
65 

none 

65. .264, 654. .880, 2229. .2341 



End 
Score 



636 
103 



Seq. ID OJ991110_06.0330.C2 

Strand + 

End 7648 

Method GEN SCAN 

End 7648 

Score .52 

.4074, 4462..4978, 5138. .5256, 



Seq. ID OJ991110_06.0330.C3 

Strand + 

End 2341 

Method GENSCAN 

End 2341 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39699 
82078 
4638 

OJ991110__06. 0330.C3.o2.gs 

4638 

none 

4638. .4799, 5792. .5969, 6378, 
9343. . 10422 



Seq. ID OJ991110_06.0330.C3 

Strand + 

End 11032 

Method GENSCAN 

End 10422 

Score .75 

.6459, 6696. .6816, 8958. .9260, 



39699 
82078 
4638 

OJ991110_06.0330.C3.ol.np 

8773 

7228448 



OJ991110_06.0330.C3 
+ 



Seq. ID 
Strand 

End 11032 
Method AAT/NAP 
End 11032 
Score 78 

8773.. 8874, 9074.. 9148, 9190.. 9311, 9367.. 9529, 11012.. 11032 
(AP001366) ESTs AU068685 (C30691 ) , AU068684 (C30691 ) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAC F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39699 
82079 
16022 

OJ991110_06.0330.C3.o3.gs 
16022 
none 

16022. .16149, 16410. .16432, 16950 .. 1701 9, 17174 
17859. .17959, 18 159 .. 18229, 18306.. 18437 



Seq. ID OJ991110_06.0330.C3 
Strand + 

18437 
GENSCAN 
18437 
.59 



End 

Method 

End 

Score 



17330, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39699 Seq. ID 

82080 Strand . 

14982 End 

OJ991110JD6 . 0330 . C3 . o2 . np Method 

14982 End 

4206200 Score 



OJ991110_06.0330.C3 

18497 
AAT/NAP 
18497 
119 



39615 



Exons 14982. .15023, 16156 .. 16495, 18428.. 18497 

GI Descrip. (AF071527) hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


39700 




Seq. ID 


OJ991110_06.0330.C4 




bene ino . 


QOAfil 




Strand 


+ 




buart 


9 £7 A 




End ' 


7036 




Name 




D^^O CA a? crq 


Method 


GENSCAN 




btart 


9674 _ 




End 


7036 










Score 


.75 




Exons 


oaiA 97"}7 


974? 97Q4 ^766 


.4080, 4138. .4636, 4724. .4920, 






4941. .5077, 


5266.. 5361, 5427. 


.5691, 5775.-5996, 6053. .6208, 






6461. . 6613, 


6920. .7036 








O £i /~t KT /-\ 
OcCj. IN U . 


39700 




Seq. ID 


OJ991110_06.0330.C4 




bene lno . 


82082 




Strand 






btaru 


1 




End 


19818 




Name 


OJ991110 06. 


0330 .C4 .o5 .np 


Method 


AAT/NAP 






1 




End 


19052 






7106516 




Score 


177 




Exons 


1..78, 11936. . 11986, 13682 13859, 18989. .19052 




GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39700 




Seq. ID 


OJ991110_06.0330.C4 




kJ 


Gene No. 


82082 




Strand 






Start 


1 




End 


19818 


W • 

f F= 


Name 


OJ991110 06. 


0330.C4 .ol.gs 


Method 


GENSCAN 




Start 


7 




End 


1936 




GI 


none 




Score 


.66 




Exons 


7. .90, 310.. 


408, 709. .1241, 1336. .1936 






Seq. No. 


39700 




Seq. ID 


OJ991110_06.0330.C4 




bene no . 


82082 




Strand 




ry 


b car l 


1 




End 


19818 


_. 


Name 


OJ991110 06. 


0330.C4.o3.tm 


Method 


TBLASTX: Maize 


- ^ 


C 4- -5 v+- 

otarr 


805 




End 


19770 






none 




Score 


64 




Exons 


805. .912, 809. .904, -916. .972, 


917. .976 


, 994.. 1050, 998.. 1042, 






1046. .1078, 


1096. .1209, '1097. 


.1207, 19516. .19641, 19520 19633, 


%2 




19645. .19770, 1964 6. .197 68 








C Qr f Kin 

o e q . ln o . 


39700 




Seq. ID 


OJ991110_06.0330.C4 




bene lno . 


82082 




Strand 






Of orf 


1 




End 


19818 




Name 


OJ991110 06. 


0330.C4.o5.tm 


Method 


TBLASTX: Maize 




Of 3 rf 


1511 




End 


1805 




b± 


none 




Score 


102 




Hi A. v_Jl 1 0 


1511. .1603, 


1512. .1601, 1517. 


.1603, 1546. .1608, 1667. .1735, 






1673. .1729, 


1708. .1800, 1739. 


.1798, 1740.. 1805 




Seq. No. 


39700 




Seq. ID 


OJ991110_06.0330.C4 




Gene No. 


82082 




Strand 






Start 


1 




End 


19818 




Name 


OJ991110 06 


0330.C4.o3.gs 


Method 


GENSCAN 




Start 


7939 




End 


12926 




GI 


none 




Score 


.5 




Exons 


7939. .8473, 


8499. .8721, 8941. 


.9021, 9111. .9229, 9549. .9835, 



9908. .1018 9, 10308. .10733, 1074 7. .10825, 10899. .11080, 



39616 



11259. .11480, 11706. .11897, 12020 .. 12263, 12520.. 12926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrlp. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39700 
82082 
1 

QJ991110_06.0330.C4.o3.np 
7942 
7489805 
7942.. 9795, 10659.. 10699 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AADH615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ991110_06.0330.C4 
Strand 

End ' 19818 
Method AAT/NAP. 
End --10699 
Score 1276 



39700 
82082 
1 

OJ991110_06.0330.C4 .ol.tm 

8513 

none 



Seq. ID OJ991110_06.0330:C4 
Strand 

End 19818 

Method TBLASTX : Mai ze 

End 8881 

Score 70 



8513. .8881, 8519. .8626, 8520. .8789 



Seq. No. 39700 

Gene No. 82082 

Start 1 

Name OJ991110_06 . 0330 . C4 . o2 . tw 

Start 8651 

GI none 

Exons 8651. . 9040 



Seq. ID OJ991110_06.0330.C4 
Strand 

End 19818 

Method TBLASTX : Wheat 

End 9040 

.Score 232 



Seq. No. 39700 

Gene No. 82082 

Start 1 

Name OJ991110_06 . 0330 . C4 . o4 . tm 

Start 8882 

GI none 

Exons 8882.. 9103, 8883.. 9050 

Seq. No. 39700 

Gene No. 82082 

Start 1 

Name OJ991110JD6 . 0330 .C4 . o3 . tw 

Start 9503 

GI none 

Exons 9503.. 9775, 9504.. 9776 

Seq. No. 39700 

Gene No. 82082 

Start 1 

Name OJ991110_06 . 0330 . C4 . o2 . tm 

Start 9756 

GI none 

Exons 9756.. 10031, 9770.. 10027 

Seq. No. 39700 

Gene No. 82082 

Start 1 

Name OJ991 110_06 . 0330 . C4 . ol . tw 

Start 9777 



Seq. ID OJ991110_06.0330.C4 
Strand 

End 19818 

Method TBLASTX: Maize 

End 9103 

Score 73 



Seq. ID.' OJ991110_06.0330.C4 
Strand 

End 19818 
Method TBLASTX : Wheat 
End 9776 
Score 125 



Seq. ID OJ991110_06.0330.C4 
Strand 

End 19818 

Method TBLASTX: Maize . 

End 10031 

Score 208 



Seq. ID OJ991110_0 6 . 0330 . C4 
Strand 

End 19818 

Method TBLASTX : Wheat 

End 10105 



39617 




GI 


none 


Score 


i oy 




Exons 


V f f f . . 1 U U 4 O , " / / J • . lUlUJ 








Seq. No. 


39700 


Seq. ID 


OJ991110_06.0330. 


C4 


Gene No. 


82082 


Strand 






Start 


1 


End 


19818 




Name 


ojyyiiiu ud.ujju.l4 .od. tw 


Method 


TBLASTX: Wheat 




Start 


i y y 


End 


10658 




GI 


none 


Score 


93 




Exons 


i H9QQ TH^nn 


10527. .10658 




Seq. No. 


39700 


Seq. ID 


OJ991110JD6.0330 


C4 


Gene No. 


82082 


Strand 






Start 


1 


End 


19818 




Name 


ATQQ1 1 1 fl H £ Pi "3 ^ H C* A r\A +-t»t 

ujyyiiiu ud . u j ju . l^i .oh . tw 


Method 


TBLASTX: Wheat 




Start 




End 


11795 




GI 


none 


Score 


58 




Exons 


1 1 TQC 1 1 COI 1 1 CQ'7 

ii4oi-.il/yD/ iiozi..iioy/ 








Seq. No. 


o y / uu 


Seq. ID 


OJ991110_06.0330 




Gene No. 


82082 


Strand 






Start 


1 


End 


19818 




Name 


OJ991110 06.0330.C4 .ol.gp 


Method 


AAT/GAP 




Start 


16903 , 


End 


17364 




GI - . 


LIB3432-059-P1-K1-D8 


Score 


733 




Exons 


16903.. 17364 








GI Descrip. 


f 5734616/dbj IAP000391.1 IAP000391 0.0e+00 Oryza sativa genor 




DNA, chromosome 6, clone : P0538C01 f 






Seq. No. 


39700 


Seq. ID 


OJ991110_06.0330 


.C4 


Gene No. 


82082 


Strand 






Start 


1 


End 


19818 




Name 


OJ991110 06.0330.C4 .o4.gs 


Method 


GENSCAN 




Start 


17503 


End 


19818 




GI 


none 


Score 


.48 




Exons 


17503. .17697, 19426. .19818 








Seq. No. 


39701 


Seq. ID. 


OJ991110_06.0330 


.C5 


Gene No. 


82083 


Strand 


+ 




btart 


1607 


End 


1720 




Name 


OJ991110 06.0330.C5.ol.gs 


Method 


GENSCAN 




Start 


1607 


End 


1720 




GI 


none 


Score 


.58 




Exons 


1607. .1720 








Seq. No. 


39701 


Seq. ID 


OJ991110_06.0330 


.C5 


Gene No. 


82084 


Strand 






Start. 


1794 


End 


2021 




Name 


OJ991110 06,0330. C5.ol.np 


Method 


AAT/NAP 




Start 


1794 


End 


2021 




GI 


5042454 


Score 


66 




Exons 


1794. .1859, 2001. .2021 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


39702 


Seq. ID 


OJ991110_06.0330 


.C6 


Gene No. 


82085 


Strand 


+ 




Start 


809 


End 


2458 





39618 



Name 

Start 

GI 

Exons 



OJ991110_06.0330.C6.ol.gs 

809 

none 

809. .2458 



Method GENSCAN 
End 2458 
Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991110_06.0330.C6 



39702 
82086 
9085 

OJ991110_06.0330.C6.o3.np 
9085 
7523512 
9085. .9126, 10234. .10372 

(AP001633) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

10372 
AAT/NAP 
10372 
104 



39702 
82087 
12771 

OJ991110_06.0330.C6.o4 . gs 
12771 



End 

Method 
End 

none Score 
12771. .12909, 12935. .13008, 14011 .. 14066, 14302 14 482 , 
15941. .16206, 16462. .16606, 16704 .. 16832, 16871 .. 16954 , 
17024. .17167 



Seq. ID OJ991110_06.0330.C6 
Strand ■ + 

17167 
GENSCAN 
17167 
.65 



Seq. No. 39702 Seq. ID 

Gene No. 82088 Strand 

Start 3101 End 

Name OJ991 1 10_06 . 0330 . C6 . o2 . gs Method 

Start 3101 End 

GI . none Score 

Exons 3101.. 6766 



OJ991110_06.0330.C6 

9256 
GENSCAN 
6766 
. 95 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39702 Seq. ID 

82088 Strand 

3101 End 

OJ991110_06.0330.C6.ol.np Method 

3104 End 

7228457 Score 



OJ991110_06.0330.C6 

9256 
AAT/NAP 
9256 
9330 



3104. .4654, 4721. .5872, 5995. .6829, 6893. .8828, 8890. .9256 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 39702 Seq. ID 

Gene No. 82088 Strand 

Start 3101 End 

Name O J9 9 1 1 1 0_0 6.0330.C6.o3.gs Method 

Start 6830 End 

GI none . Score 

Exons 6830.. 9256 



OJ991110_06.0330.C6 

9256 
GENSCAN 
9256 
.82 



Seq. No. 39702 Seq. ID 

Gene No. 82089 Strand 

Start 9487 End 

Name OJ991110_06 . 0330 . C6 . 06 . tw Method 

Start 3113 End 

GI none Score 



OJ991110_06.0330.C6 
16158 

TBLASTX: Wheat 

3715 

75 



39619 








^11? "39 ?ft 


J 1 x / 


^9^Q ?^77 

■ . J^. J ,7 , J J / / • 


.3715, 3432. .3710 






Seq. No. 


39702 






Seq. ID 


OJ991110_06.0330 


.C6 




Gene No. 


82089 






Strand 








o Lai u 


9487 " 






End 


16158 






Name 


UU 7 171 I1U U V • 


o?^o 


P6 1" t»7 

■ V/ V . U4 . LW 


Method 


TBLASTX: Wheat 






C -(- -3 r-+- 
jlai L 


^71 6 ~~ 
j / x u 






End 


4097 






r; t 

OX 








Score 


171 






U 1 V Tl Q 
Hi AL>i 13 


J / X U . . "I U ^ U , 


"374 7 

J / *i / 


?QQS "37 

■ • *J Z? Zt -J i J f J J • 


.4093, 4041. .4097 






Seq. No. 


39702 






Seq. ID 


OJ991110_06.0330 


-C6 




Gene No. 


82089 






Strand 


- 








Q4ft7 
_7 *± o / 






End 


16158 






Name 


d.tqqi 1 1 n n 

UU 5 U U • 


U J J U 


. U . U J • ULl 


Method 


TBLASTX: Maize 






oldl L 


1 ~ 

J ,7 X X 






End 


4234 








none 






Score 


196 






Exon s 


^0.11 4 9^4 


?Q94 


490S 

• ■ *i Z. U J 










Seq. No. 


39702 






Seq. ID 


n.TQQi 1 1 n nfi n^?n 

V_/U_7_7XXXU UO.UJJU 


.C6 




Gene No. 


82089 






Strand 








OLai L 








End 


16158 






Name 


J Jlllu UU. 


n^o 

u j j u 


P6 nft -H w 


Method 


TBLASTX: Wheat 






Of- a r +- 


4497 _ 

■a *S ^ / 






End 


4739 






■ ul 


iluilc 






Score 


67 ' 




ST 
=| 


IT* v /-\ r*» e? 


4 4 9 7 4 £ft 7 


1 JO J 


4 7 Vq 








n 


o e q . ln o . 


q Q7 no 

J ;7 / UZ 






Seq. ID 


OJ991110_06.0330 


.to 


y 


Gene No. 


82089 






Strand 






J 


Start 


9487 






End 


16158 






Name 


o.tqqi Tin n 


n^^n 


.C6.o2.ts 


Method 


TBLASTX : Soybean 




LJ 


O Lai U 


4 4 ft 7 _ 






End 


5053 




=| 




jddd / y d 






Score 


68 




1 § 


LiAUilO 


4 4 ft 7 4 fift 7 


4 7 4 9 


..4879, 4955. 


.5053 








X LJt-OL-J L LJ • 


4906^06 9 Op 


,-1 n 

X U 


(AF049110) prpol [Zea 


mays] 




J 


OCl^ i Vi \J ■ 


^Q709 






Seq. ID 


OJ991110_06.0330 


.C6 




Gene No . . 


82089 






Strand 








Start 


9487 






End 


16158 






Name 


O.TQQI 110 Ofi 


0330 

UJJU 


.C6.o7.tw 


Method 


TBLASTX: Wheat 






OLCtL L 


4 7 4 9 ~~ 






End 


5176 






(IT 

\J X 








Score 


39 






P von c 


4 7 4 9 All A 


4ft9fi 


..4891, 4827. 


.4880, 4829.-4882, 4925. .5176, 






*a _7 J J . • J X X X , 


4 QS9 


. .5161 










Seq. No. 


39702 






Seq. ID 


OJ991110_06.0330 


.C6 




Gene No. 


82089 






Strand 








O Lai L 


Q4 ft 7 






End 


16158 








o.tqqi 1 1 n nfi 


o^o 


.C6.ol. tw 


Method 


TBLASTX :.Wheat 






u Lai L • 


4 77 6 ~~ 






End 


6822 






\j x 


n An o 






Score 


381 






Exons 


All & d ft 9 ^ 


D J J _7 


..6820, 6360. 


.6821, 6634.. 6822 






Seq. No. 


39702 






Seq. ID 


OJ991110_06.0330 


.C6 




Gene No. 


82089 






Strand 








- Start 


9487 






End 


16158 






Name 


OJ991110 06. 


0330 


.C6.ol. ts 


Method 


TBLASTX : Soybean 






Start 


5801 






End 


6172 





39620 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

5801. . 6172 

39702 
82089 
9487 

OJ991110_06. 

5826 

none 

5826. .6251, 

39702 
82089 
9487 

OJ991110_06, 

5924 

none 

5924 . .6307, 

39702 
82089 
9487 

OJ991110_06. 

6335 

none 

6335. .6640, 

39702 
82089 
9487 

OJ991110_06. 

7 013 

none 

7013. .7471, 

39702 
82089 
9487 

OJ991110_06. 

8210 

none 

8210. .8467, 

39702 
82089 
9487 

OJ991110_06. 

8312 

none 

8312. .8560, 

39702 
82089 
9487 

OJ991110_06. 

9487 

5042454 



0330.C6.o2.tw 
5831. .6250 

0330.C6.o2.tm 
5943. . 6308 

0330.C6.ol.tm 
6335.. 6691, 6345. 

0330.C6.o3.tw 
7017. .7277, 7335. 

0330.C6.o5.tw 



Score 274 



Seq. ID OJ991110_06.0330.C6 
Strand 

End . 16158 

Method TBLASTX : Wheat 

End 6251 

Score 319 



Seq. ID OJ991110_06.0330.C6 
Strand 

End 16158 

Method TBLASTX : Maize 

End 6308 

Score 231 



Seq. ID OJ991110_06.0330.C6 
Strand 

16158 

TBLASTX: Maize 
6691 
130 



End 

Method 
End 
Score 
. 6656 



Seq. ID OJ991110_06.0330.C6 
Strand 

16158 

TBLASTX: Wheat 
7472 
171 



End 

Method 
End 
Score 
.7472 



Seq. ID OJ991110_06. 0330.C6 
Strand 

End ' 16158 

Method TBLASTX : Wheat 

End 8602 

Score 92 

8244. .8483, 8450. .8548, 8451. .8543, 8555. .8602 

Seq. ID OJ991110_06.0330.C6 
Strand 

End 16158 

0330.C6.o4 . tm Method TBLASTX : Maize 

End 8597 

Score 107 

8313. .8597 



Seq. ID OJ991110_06.0330.C6 
Strand 

End 16158 

Method AAT/NAP 

End 16157 

Score 260 



0330.C6.o2.np 



39621 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9487. .9540, 9773. .9965, 10498 .. 10567, 12614 .. 1294 9, 16012. .16157 
(AC007789) putative polyprotein [Oryza sativa] 



39702 
82089 
9487 

OJ991110_G-6.0330.C6.o4.np 

12752 

6681183 



Seq. ID OJ991110_06.0330.C6 
Strand 

End 16158 

" Method AAT/NAP 

End ■ 16158 

Score 72 
,16158 



12752. .12959, 15085 .. 15303, 16071. 
diaphanous homolog 1 (Drosophila) 

gi|6014 968|sp|O08808|DIAl_MOUSE DIAPHANOUS PROTEIN HOMOLOG 1 
(P140MDIA) gi | 2114473 (U96963) pl40mDia [Mus musculus] 





Cp/-r ]\Jo 


39703 


Seq. ID 


\JU _7 ^ X J. J. VJ \J \J • 




Cl 






82090 


Strand 










OLai u 


73 


End 


i sn 








Name 


OJ991110 06.0330.C7.ol.gs 


Method 


GENSCAN 








Start 


73 


End 


150 










none 


Score 


. 43 










73. .150 














39703 


Seq. ID 




n??n 


Cl 


S3 




82091 


Strand 


-j- 






SI 


Of av-|- 


752 


End 


U t 1 








Name 


OJ991110 06.0330.C7.ol.np 


Method 


AAT /NAP 






f \% 


Start 


752 


End 


2041 






TLJ 


GI 


6907089 


Score 


1959 






r ^ 


DAUllO 


752. .2041 












f^T np<;rT"i n 


(AP001129) hypothetical protein [Oryza 


sativa] 






^ cJ 


Qc^n No 


39703 


Seq. ID 


OJ991110_06. 


UJJU . 


Cl 


f II 


fipn^ No 


82091 


Strand 


+ 








Start 


752 


End 


2041 






i J 


Name 


OJ991110 06.0330.C7.o2.gs 


Method 


GENSCAN 






~ ~i 


Start 


752 


End 


1972 








GI 


none 


Score 


.87 






= s~ 


Exons 


752. . 1972 












Seq. No. 


39704 


Seq. ID 


OJ991110_06. 


0330. 


C8 




Gene No. 


82092 


Strand 


+ 








Start 


85 


End 


6075 








Name 


OJ991110 06.0330.C8.ol.gs 


Method 


GENSCAN 








Start 


85 


End 


6075 








GI 


none 


Score 


. 64 








Exons 


85. .945, 1638. .1764, 3149.. 


3271, 3701. 


.3946, 3995.. 


4128, 








4486.-4729, 4779. -.4901, 5166. .5210, 5288. .6075 








Seq. No. 


39704 


Seq. ID 


OJ991110_06. 


0330. 


C8 




Gene No. 


82093 


Strand 


+ 








Start 


12948 


End 


15395 








Name 


OJ991110 06.0330.C8.o2.np 


Method 


AAT/NAP 








Start 


12948 


End 


15395 








GI 


5922623 


Score 


379 








Exons 


12948. .13028, 13398 13545, 


13713. .13788, 15258.. 15395 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gi I 6016856 | db j | BAA85199.il 


(AP000570) 


hypothetical 


protein 



39622 



[Oryza sativa] 





39704 








Seq. ID 


OJ991110_06.0330.C8 


Gene No. 


82094 








Strand 




Start 


6719 








End 


12871 


Name 


OJ991110 06 


.0330 


.C8.ol. 


np 


Method' 


AAT/NAP 


Of a vf- 


6719 








End 


12871 


C T 


7228457 








Score 


9194 


txons 


6719. .8269, 


8336 


. .9487, 


9610. 


.10444, 10508. .12443, 12505. .12871 




(AP001366) 


Similar- to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 












Q on Mo 


tun 








Seq. ID 


OJ991110_06.0330.C8 




Q o n Q K 








Strand 






1 ODZ. f 








End 


16830 


Name 


r\ tqqi 1 i n n c 

ujyyinu ud 


n o. q n 


. Lo . Oo . 


tw 


Method 


TBLASTX: Wheat 


Q+- 3 r-t- 
Olol L 


O A 1 

oZh 1 








End 


3895 


PT 


none 








Score 


90 


Exons 


3247. .3426, 


3278 


. .3430, 


3451. 


.3741, 3827.. 3895 




jy /U4 








Seq. ID 


OJ991110_06.0330.C8 


bene ino . 


oZ uyo 








Strand 






1 £T C O T 








End 


16830 


Name 


r\TQQ1 1 i n C\CL 


. UJoU 


. Lo . O J . 


ts 


Method 


TBLASTX: Soybean 


o nar u 










End 


3639 


C T 


■ none 








Score 


107 


Exons 


3265. .3450, 


3445 


. .3639 








oetj. In \J . 


■3 y / U 4 








Seq. ID 


OJ991110_06.0330.C8 


bene ino • 










Strand 




Of -s r-+- 
otdl t. 


1 C O T 

1 boz / 








End 


16830 


Name 


nTQQT i 1 n c\c 

uj yyiiiu ud 


noon 
. UjjU 


pQ ^ C 

. Lo . Oj . 


fm 

tin 


Method 


TBLASTX: Maize 


Of arf 


b / lo 








End 


6859 




none 








Score 


115 


Exons 


6713. .6859, 


6738 


. .6854 










o y / u 4 








Seq. ID 


OJ991110_06.0330.C8 




ozuy o 








Strand 




Of- -> yf 
O Lai L 


IbDZ / 








End 


■16830 


Name 


OJ991110 06 


.0330 


,C8.o7. 


tw 


Method 


TBLASTX: Wheat 




6728 








End 


7330 


(IT 
bl 


none 








Score 


75 


Exons 


6728. . 6853, 


6741 


. .6854, 


7046. 


.7330, 7047.. 7325 




39704 








Seq. ID 


OJ991110_06.0330.G8 




82095 








Strand 






16527 








End 


16830 


Name 


OJ991110 06 


.0330 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7331 








End 


7712 


GI 


none 








Score 


154 


Exons 


7331. .7711, 


7362 


. .7610, 


7656. 


.7712 




Seq. No. 


39704 








Seq. ID 


OJ991110_06.0330.C8 


Gene No. 


82095 








Strand 




Start 


16527 








End 


16830 


Name 


OJ991110 06 


.0330 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 



39623 




Start 


7526 








End 


T o A n 

/o4 9 




GI 


none 








Score 


192 




Exons 


IOC TO / Q 

/ 52b . . / o4 y , 


/ o j y 


noon 










Seq. No. 


39704 








Seq. ID 


OJ991110_06.0330 


.C8 


Gene No. 


82095 








Strand 






Start 


IodZ 1 










1 DO jU 




Name 


ojyyinu ut>. 


U O JU 


. to . oy . 


tw 


Method 


i dJjA.o i a : wnea l. 




Start 


8042 








End 


8354 




GI 


none 








Score 


en 
b / 




Exons 


8042 . . o JuZ , 


oi /o 












Seq. No. 


39704 








Seq. ID 


riTQQi 1 1 n nQ'jn 

vjjyyiiiu ub.uoou 


o 

. Lo 


Gene No. 


82095 








Strand 






Start 


16527 








End 


16830 




Name 


mQQi 1 1 n n £ 


n i ^ n 


.C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8 102 








End 


8668 




GI 


c r a c n a c 
56dd /yo 








Score 


68 




Exons 


8102 . . ojOz , 


O O C T 

835 / 


. .8494, 


8570. 


.8668 






GI Descrip. 


4 zUboUo £ . ue 


1 U 


(AF049110) prpol [Zea mays] 




Seq. No. 


39704 








Seq. ID 


OJ991110_06.0330 


.C8 


Gene No. 


82095 








Strand 






Start 


"1 f c o *7 

1652 / 








End 


.16830 




Name 


OJ991110_06 . 


ATOP; 

0330 


.C8'.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8357 








End 


8791 




GI 


none 








Score 


87 




Exons 


8357 . . 8506, 


O *D c o 

8358 


. .8495, 


. 8553. 


.8726, 8567. .8791, 8567. .8 


/ y l 


Seq. No. 


39704 








Seq. ID 


OJ991110_06.0330 


,C8 


Gene No. 


82095 








Strand 






Start 


1652 / 








End 


16830 




Name 


OJ991110 06. 


n o id n 
03 J,U 


,C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9416 








End 


9787 




GI 


none 








Score 


90 




Exons 


94 1 D . . y /o / , 


ybz / 


. .9770 










Seq. No. 


39704 








Seq. ID 


OJ991110_06.0330 


.-C8 


Gene No. 


82095 








Strand 






Start 


lb52 / 








End 


16830 




Name 


OJ991110 06. 


0330 


.C8.o2. 


tw " 


Method 


TBLASTX: Wheat 




Start 


9441 








End 


9865 




GI 


none 








Score 


331 




Exons 


9441. .9860, 


94 4 b 


. .9865 










Seq. No. 


39704 








Seq. ID 


OJ991110_06.0330 


.C8 


Gene No. 


82095 








Strand 






Start 


1 C C O "7 

16527 








End 


16830 




Name 


OJ991110 06. 


f\ n i n 

0330 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


ri C "3 o 

9539 








End 


9923 




GI 


none 








Score 


221 




Exons 


9539. .9922, 


9558 


. .9923 










Seq. No. 


39704 








Seq. ID 


OJ991110_06.0330 


.C8 


Gene No. 


82095 








Strand 






Start 


16527 








End 


16830 




Name 


OJ991110 06. 


0330 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 





39624 






Start 


9950 


End 


i none 






GI 


none 


Score 








Exons 


9950.. 10255, 9950.. 10306, 9960.. 10280 








Seq. No. 


39704 


Seq. ID 


OJ991110_06.0330 


.C8 




Gene No. 


82095 


Strand 








Start 


16527 


End 


1 DO jU 






Name 


OJ991110 06.0330.C8.ol.tw 


Method 


TOT 7\ C TV . TaTK -i +- 

i bij/ib i a : wnea u 






Start 


9974 


End 








GI 


none 


Score 


/inn 
4 UU 






Exons 


9974. .10435, 9975. .10436, 9994. .10437 








Seq. No. 


39704 


Seq. ID 


OJ991110_06.0330 


.C8 




Gene No. 


82095 


Strand 








Start 


16527 


End 


16830 






Name 


OJ991110 06.0330.C8.o3.tw 


Method 1 


TBLASTX: Wheat 






Start 


10601 


End 


11087 






GI. 


none 


Score 


172 






Exons 


10601 .. 11086, IOdUo . ..lOoyz , 


10.914 . . 11087 






Seq. No. 


39704 


Seq. ID 


OJ991110_06.0330 


. to 




Gene No. 


82095 


Strand 








Start 


16527 


End 


16830 




E3 


Name 


OJ991110 06.0330.C8.o6.tw 


Method 


TBLASTX: Wheat 




%j 


Start 


11825 


End 


12217 






GI 


none 


Score 


89 




L 1 : 


Exons 


11825. .12082, 11859. .12098, 


12065. .12163, 12066. .12146, 








12170. .12217 








M 


Seq. No. 


39704 


Seq. ID 


OJ991110_06.0330 


.C8 




Gene No. 


82095 


Strand 






r j | 


Start 


16527 


End 


16830 






Name 


OJ991110 06.0330.C8.o4.tm 


Method 


TBLASTX: Maize 






Start 


11927 


End 


12212 






GI 


none 


Score 


103 






Exons 


11927. .12175, 11928.. 12212 








CI 


Seq. No. 


39704 


Seq. ID 


OJ991110_06.0330 






Gene No . 


82095 


Strand 








Start 


16527 


End 


16830 




S3 


Name 


OJ991110 06.0330.C8.o3.np 


Method 


AAT/NAP 






Start 


16527 


End 


16830 






GI 


4505323 


Score 


105 






Exons 


16527. .16830 










GI Descrip. 


Wiskott-Aldrich syndrome-like gi 1 2116984 | dbj | BAA20128 | 


( uo o Q OU ) 






N-WASP [Homo sapiens] 










Seq. No. 


39705 


Seq. ID 


OJ991110_06.0330 


.LIU 




Gene No. 


82096 


Strand 


+ 






Start 


1 


End 


437 • 








OJ991110 06.0330.C10.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


437 






GI 


4680183 


Score 


124 






Exons 


1..26, 346. .437 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 






Seq. No. 


39705 


Seq. ID 


OJ991110_06.0330 


.C10 



39625 



Gene No. 82097 Strand 

Start 224 End 315 

Name OJ991110_06 . 0330 . CIO . ol . np Method AAT/NAP 

Start 224 End 315 

GI 6721561 Score 98 

Exons 224.. 315 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


o9 / U b 


Seq. ID 


OJ991110_06.0330 


Oil 

. Cll 




' Gene No. 


o o n n o 

82098 


Strand 


+ 






Start 


1 


End 


1766 






Name 


/^vTomiTn r\c noon, /"•it -i 

ojyyiiiu u b . Uoiu . ci i . oi . np 


Method 


AAT/NAP 






Start 


1 


End 


1766 






GI 


2443320 


Score 


2420 






Exons 


1. .1766 










GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 






Seq. No. 


O C\ 1 C\ f 

39706 


Seq. ID 


OJ991110_06.0330 


. Cll 




Gene No. 


o o r\ n o 

82098 


Strand 


+ 






Start 


i 


End . 


1766 






Name 


OJ991110 06 . 0330 . Cll . ol . gs 


Method 


GENSCAN 






Start 


15 


End 


1655 






GI 


none 


Score 


.75 






Exons 


1 C O "1 ICO 4 O 1 C Pi C 1 rr r 

15. .ol, loo. .421, o9S..lbDO 










Seq. No. 


39706 


Seq. ID 


OJ991110_06.0330 


oil 

. Cll 


\2 


Gene No. 


o o n n o 
82098 


Strand 


+ 






Start 


i 


End 


1766 






Name 


a toqi 1 1 n r\c noon ^11 ^ 0 4- , 

ojyymu Uo . Uo jo . cii . 02 . tw 


Method 


TBLASTX: Wheat 




5 


Start 


o4 4 


End 


1100 






GI 


none 


Score 


74 






Exons 


644. .889, 676. .891, 680. .958 


, 681.. 893 


, 891. .1100, 903. 


.1097 




Seq. No. 


39 /Ob 


Seq. ID 


OJ991110_06.0330 


.Cll 


- =t 


Gene No. 


82098 


Strand 


+ 




h: 


Start 


1 


End 


1766 




r ^ 


Name 


OJ991110 06.0330.Cll.o2.ts 


Method 


TBLASTX: Soybean 






Start 


954 


End 


1337 






GI 


none 


Score 


82 






Exons 


954.. 1088, 1113.. ,1337, 1137. 


.1259 








Seq. No. 


39706 


Seq. ID 


OJ991110_06.0330 


.Cll 




Gene No. 


82098 


Strand 


+ 






Start 


1 


End 


1766 






Name 


OJ991110 06.0330.Cll.ol.tw 


Method 


TBLASTX : Wheat 






Start 


1113 


End 


1764 






GI 


none 


Score 


704 






Exons 


1113. .1637, 1129. .1638, 1129 


..1599, 1139. .1636, 1622. .1660, 






1669. .1764 










Seq. No. 


39706 


Seq. ID 


OJ991110_06.0330 


.Cll 




Gene No. 


82098 


Strand 


+ 






Start 


1 


End 


1766 





39626 



# • 



Name 


OJ991110 06 . 0330 . Cll . ol . tm 


Method 


TBLASTX : Maize 




Start 


1119 


End 


1559 




GI 


none 


Score 


2/9 




Exons 


1119. . 1559 








Seq. No. 


39706 


Seq. ID 


OJ991110_06.0330. 


Cll 


Gene No. 


82098 


Strand 


+ 




Start 


1 


End 


1766 




Name 


OJ991110 06 . 0330 . Cll . ol . ts 


Method 


TBLASTX : Soybean 




Start 


1347 


End 


1746 




GI 


none 


Score 


193 




Exons 


1347. .1574, 1349. .1573, 1575 


..1637, 1672. .1746 




Seq. No. 


o n ~i r\ "7 

39707 


Seq. ID 


OJ991110_06.0330. 


Clz 


Gene No. 


82099 


Strand 


+ 




Start 


1 


End 


3558 




Name 


OJ 991110 (Jo. U330.Clz.ol. np 


Method 


AAT/NAP 




Start 


1 


End 


1531 




GI 


24 43320 


Score 


2230 




Exons 


1 . . 1531 








GI Descrip. 


(Doooy/) polyprotem [Oryza 


australiensis] 




Seq. No. 


39707 


Seq. ID 


OJ991110JD6.0330. 


C12 


Gene No. 


82099 


Strand 


+ . 




Start 


1 


End 


3558 




Name 


OJ991110_06. 0330.C12.ol.gs 


Method 


GENSCAN 




Start 


25 


End 


330 




GI 


none 


Score 


.88 




Exons 


25 . . 330 








Seq. No. 


39707 


Seq. ID 


OJ991110_06.0330. 


C12 


Gene No. 


82099 


Strand 


+ 




Start 


1 


End 


3558 




Name 


OJ991110 06 . 0330 . C12 . o2 . gs 


Method 


GENSCAN 




Start 


845 


End 


3558 




GI 


none 


Score 


.46 




Exons 


O * r 11/1/1 1 —> Pi <"l 0/~00 

845. .1144, 1157. .1399, 2688. 


.2764, 2830.. 3374, 3401.. 3558 


Seq. No. 


39707 


Seq. ID 


OJ991110_06.0330. 


C12 


Gene No. 


82100 


Strand 


+ 




Start 


12024 


End 


12586 




Name 


OJ991110 06.0330.C12.o2.np 


Method 


AAT/NAP 




Start 


12024 


End 


12586 




GI 


6907092 


Score 


470 




Exons 


12024. .12291, 12326. .1238 6, 


12450. .12586 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39707 


Seq. ID 


OJ991110_06.0330. 


C12 


Gene No. 


82101 


Strand 






Start 


12045 


End 


12569 




Name 


OJ991110 06.0330.C12.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


170 




GI 


none 


Score 


196 




Exons 


1..165, 1..165, 18. .170 








Seq. No. 


39707 


Seq. ID 


OJ991110_06.0330. 


C12 


Gene No. 


82101 


Strand 







39.627 




Start 


12045 




End 


12569 




Name 


ujyyuiu ud.ujju.liz.oi 


. z s 


Method 


l Dii/\b i a : boyoean 




Start 


A "3 
4 0 




bna 


A Q "3 

4o j 




bl 


c c n Q O C fl 




Score 


.OCT 

OOO 




Exons 


40..400, yb..oUO, jJj. . 


4 / U 








GI Descrip. 












Seq. No. 


39707 




Seq. ID 


OJ991110_06.0330 


.C12 


Gene No. 


82101 




Strand 






Start 


1 Z U4 0 






iz d by 




Name 


ojyyinu UD.u-5ou.biz.oi 


•4- y-i 


Metnoa 


ibLAb IX : cress 




Start 


loz 






Q Q £T 

oy b 




bl 


none 




Score 


zz u 




Exons 


1^9 0CQ QQC 
1 0Z . . ZD!? , Ijj. . j^O 










beq. no. 


o y / u / 




beq. iu 


riTQQi 1 1 n nc n *3 "3 n 
vjjyyiiiu ub.uoou 


.blZ 


Gene No. 


82101 




Strand 






Start 


12045 




End 


12569 




Name 


ujyyiiiu ud.UjjU.liz.oi 


. tw 


Method 


i Dii/\b i a ; wnea t 




Start 


1/1 




bna 


G *3 1 

y o i 




bl 


none 




Score 


a a n 
4 4 U 




Exons 


i ii c;n*3 i"70 c;n/i cno 
1/1. . jUj, 1 /Z. . jU4/ jUZ 


. • DZ 1 , 


OU o . . OD4 


, ouy . . / u y , bou . . 


/yi, 




c c: n too c^n "7Qi ££i 

djU. . /yj, oou. . /yi/ Doi 


. . / yz , 


n C~l G "3 1 

/ b / . . y o 1 


, / by . . you 




Seq. No. 


39707 




Seq. ID 


OJ991110_06.0330 


.C12 


Gene No. 


82101 




Strand 






Start 


12045 




r-i _ _i 

End 


12569 




Name 


ojyyiiio 0d.0oo0.ciz.oi 


. tm 


Method 


TBLASTX : Maize 




Start 


17 / 




End 


604 




GI 


none 




Score 


111 




Exons 


"1 "7 "7 Ol 1 1 /I Q "3 Q Q O 

1 / / . .oil, lyo. . 4oj, ooo 


And 
. .4 / U , 


o U o . . bU4 






Seq. No. 


39707 




Seq. ID 


OJ991110_06.0330 


.C12 


Gene No. 


82101 




Strand 






btart 


1ZU4 0 




bna 


iz j by 




Name 


ojyyiiiu ud.uoou.ciz.oz 


. tm 


Method 


TBLASTX : Maize 




bear u 


o y o 




tr 1 „ 

bna 


1 boo 




bl 


none 




Score 


1 H 1 
1/1 




Exons 


Cjyj. . IZ b / , IZOD. . 1 4 O U / 


1 D / j . . 


1 f CO 

1 D JO 






Seq. No. 


39707 




Seq. ID 


OJ991110_06.0330 


.C12 


Gene No. 


82101 




Strand 






b tar l. 


1 Z U ~x j 




bna 


izo by 




Name 


ujyyinu ud.Ujju.liz.oz 


. ts 


Method 


i bLAb l a : boyoean 




otsrt 


yuz 




bna 


ioy b 




bl 


none 




Score 


o n o 
Z UZ 




Exons 


yuz. .izd4, iuyD. .izoi, 


TOGO 

iz y z . . 


i o y d 






Seq. No." 


39707 




Seq. ID 


OJ991110_06.0330 


.C12 


Gene No. 


82101 




Strand 






Start 


12045 




End 


12569 




Name 


OJ991110 06.0330.C12.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1004 




End 


1492 




GI 


none 




Score 


527 




Exoris 


1004. .1492/ 1005. .1337, 


1009. 


.1491 






Seq. No. 


39707 




Seq. ID 


OJ991110_06.0330 


.C12 



39628 






Gene No. 


82101 






Strand 












C -4- •*»■♦- 

btart 


XZU4 3 






bna 


xz 3 oy 










Name 


i^tqqi 1 1 n noon pi o 

ujyyxxxu ud. Ujju.tiz . 


o4 


.gs 


Method 


rCHCABM 

vjblNbOAlN 










btart 


1 on/it; 
XZU4 3 








XZ3 by 












none 






Score 


A 1 
. H 1 










Exons 


199/19 199R^ 
XZUfi3 . .J.ZZ4Z r I^Zjj. . 


12569 














Seq. No. 


39708 






Seq. ID 


OJ991110_ 


_06 


0330 


.C14 




Gene No. 


82102 






Strand 


+ 










Start 


9 1 Ql 






bna 


on /i 










Name 


^ TQQ1 1 1 H n £ AQon pi /i 

ujyyuiu ut> . u Jou . Lift . 


ol 


.gs 


Method, 


TCMCABH 

tjblNbUAN 










bt art 


z x y / 






bna 


Z J X 4 










bl 


none 






Score 


. OH 










Exons 


9 1 07 OTI 4 

ziy / . . z j x 


















Seq. No. 


39709 






Seq. ID 


OJ991110_ 


_06 


0330 


.C15 




Gene No. 


82103 






Strand 


+ 










O 4- — i v- 4- 

b tar l 


duo 






bna. 


XZ X 3 










Name 


UjyyillU UD. UjjU.LIj. 


ol 


.gs 


ciecnoa 


P M C P TS. XI 










btart 


DUO 






bna 


i 91 c 
XZ X 3 










p t 


none 






Score 


. 0*1 










Exons 


£OQ 71 Q 1 AQ7 1 01 c 
OUO. . / lo, XU-7 / ■ . xz X3 


















Seq. No. 


39-710 






Seq. ID 


OJ991110_ 


_06 


0330 


-C17 




Gene No.. 


82104 






Strand 


+ 








n 


Start 


3 bU 






bna 


XbU / 










Name 


^Toniiin a^t noon i *7 

ujyyxxxu uo.ujju.li / . 


ol 


.gs 


Metnoa 


bbNbLAN 










Start 


3 OU 






bna 


IbU / 










01 


none 






Score 


Q 9 

. yz 










Exons 


3 bU . . DUj, X 4 / o . . 1DU / 


















Seq. No. 


39710 






Seq. ID 


OJ991110_ 


_06 


0330 


.C17 


=? 


Gene No. 


82105 






Strand 


+ 










otart 


a a r i 






bna 


4 b3 X 










Name 


riTQQi i 1 n n £ noon n i 
ujyyxxxu ud . UjjU .li / . 


o2 


. gs 


Method 












O 4- -s v~ 4- 

btarr 


/ a ^ n 
H H 3 / 






bna 


A C Q i 
4 b3 X 










\j X 


none 






Score 


QQ 

. yo 








1 


Exons 


A A E*l / CC1 
fi ft 3 / . . fl b3 X 
















3 


beq. no. 


OQ71 A 

j y / xu 






oeq . x u 


A TQQ1 1 1 n 

uj y y x x xu 


n £ 
u b 


noon 

UjjU 


pi n 
. ex / 




Gene No. 


82106 






Strand 


+ 










Start 


8117 






End 


10157 










Name 


OJ991110 06.0330.C17. 


ol 


.np 


Method . 












otart 


8117 






End 


1 A1 R7 

XUX3 / 










P T 
bX 


7523502 






Score 


1 £9 

x bz 










Exons 


8117. .8210, 8524. .865 


4, 


10121 


. .10157 












GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sat xva j 










Con KI r\ 

o c q . in u . 


39711 






Seq. ID 


n TQQ1 1 1 0 


u o . 


UjjU 


P9 ^ 




Gene No. 


82107 






Strand 


+ 










Start 


181 






End 


508 










Name 


OJ991110 06.0330.C23. 


ol 


.np 


Method 


AAT/NAP 










Start 


181 






End 


498 










GI 


5091536 






Score 


59 










Exons 


181. .271, 400. .498 

















GI Descrip. (AC007067) T10O24.5 [Arabidopsis thaliana] 



39629 




Seq. No. 


39711 








Seq. ID 


OJ991110_ 


06. 


0330 


.C23 


Gene No. 


82107 • 








Strand 


+ 








Start 


181 








End ' 


508 








Name 


OJ991110_ 


06 . 0330 . C23 




. gs 


Method 


GEN SCAN 








Start 


24 9 








End 


508 








GI 


none 








Score 


. 96 








Exons 


249 . .271, 


400 . . 508 
















Seq. No. 


39712 








Seq. ID 


OJ991110_ 


06. 


0330 


.C27 


Gene No. 


82108 








Strand 


+ 








Start 


216 








End 


34 9 








Name 


OJ991110_ 


06.0330.C27 


ol 


.gs 


Method 


GEN SCAN 








Start 


216 








End 


34 9 








GI 


none 








Score 


. 53 








Exons 


216 . .34 9 


















Seq. No. 


39713 








Seq. . ID 


OJ991110 


06. 


0330 


.C31 


Gene No. 


82109 








Strand 










Start 


424 








End 


504 








Name 


OJ991110_ 


06 . 0330 . C31 


ol 


.gs 


Method 


GENSCAN 








Start 


424 








End 


504 








GI 


none 








Score 


. 73 








Exons . 


424 . . 504 


















Seq. No. 


39714 








Seq. ID 


OJ991110_ 


06. 


0330 


.C32 


Gene No. 


82110 








Strand 


+ 








Start 


104 








End 


238 








Name 


OJ991110_ 


06. 0330 .C32 


ol 


.gs 


Method 


GENSCAN 








Start 


104 








End 


238 








GI 


none 








Score 


. 54 








Exons 


104 . . 238 


















Seq. No. 


39715 








Seq. ID 


OJ991110_ 


06. 


0330 


.C33 


Gene No. 


82111 








Strand 


+ 








Start 


374 








End 


512 








Name 


OJ991110_ 


_06.0330.C33 


ol 


.gp 


Method 


AAT/GAP 








Start 


374 








End 


512 








GI 


5004205 








Score 


247 








Exons 


374 . . 512 


















Seq. No. 


39715 








Seq. ID 


OJ991110_ 


06. 


0330 


.C33 


Gene No. 


82112 








Strand 


+ 








Start 


438 








End 


f A C 

64 5 








Name 


OJ991110_ 


06.0330.C33 


ol 


.gs 


Method 


GENSCAN 








Start 


438 








End 


645 








GI 


none 








Score 


. 68 








Exons 


438 . . 512, 


565 . .645 
















Seq. No. 


39716 








Seq. ID 


OJ991110_ 


06. 


0330 


C34 


Gene No. 


82113 








Strand 


+ 




















h j _? 








Name 


OJ991110 


06.0330.C34, 


ol 


.gs 


Method 


GENSCAN 








Start 


. 293 








End 


433 








GI 


none 








Score 


.48 








Exons 


293. .433 


















Seq. No. 


39717 








Seq. ID 


OJ990830_ 


11. 


0303 


CI 



39630 



J 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



82114 Strand 

728 End 

OJ990830_11 .0.3.03 . CI . ol . tw Method 

728 * End 

none Score 



910 

TBLASTX: Wheat 

910 

108 



728.-847, 729. .863, 846.-896, 854. .910,. 857. .910 



39718 
82115 
13 

OJ990830_11.0303.C2.ol.tw 
13 

none 



Seq, ID OJ990830_11.0303.C2 

Strand 

End 318 

Method TBLASTX : Wheat 

End 318 

Score 157 



13. .228, 20. .220, 24. .227, 211. .318 



39719 
82116 
215 

OJ990830_11. 0303.C4 .ol.ts 

215 

none 

215. .277, 287. .454, 294. .455 

39719 
82116 
215 

OJ990830_11.0303.C4 .ol.tw 

273 

none 



Seq. ID OJ990830_11.0303.C4 

Strand 

End 638 

Method TBLASTX : Soybean 

End 4 55 

Score 66 



Seq. ID OJ990830_11.0303.C4 

Strand 

End 638 

Method ' TBLASTX: Wheat 

End 638 

Score 142 



273.-452, 280. .456, 285.-446, 287. .466, 456.-497, 457. .510, 
460. .630, 537.-638 



39720 
82117 
335 

OJ990830_11.0303.C7.ol.tm 

335 

none 

335.-667, 389. .580 



Seq. ID OJ990830_11.0303.C7 

Strand 

End 667 

Method TBLASTX: Maize 

End 667 

Score 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



39721 
82118 
2353 

OJ990830_11.0303.C8-ol.gp 

2353 

426500 

2353. .2451, 3413. .3501 

39722 
82119 
1 

OJ990830_11.0303.C16.ol.tc 
1 

none 



Seq. ID OJ990830_11.0303.C8 

Strand + 

End 3501 

Method AAT/GAP 

End 3501 

Score 323 



Seq. ID OJ990830_11.0303.C16 

Strand 

End 447 

Method TBLASTX : Cress 

End • 420 

Score 52 



1..48, 3.-62, 117. .197, 125. .184, 280. .414, 280 . - 420 , ' 281 . . 4 15 
39722 Seq. ID OJ990830_11 . 0303 . C16 



-3-9631 






Gene No. 


82119 




Strand 






Start 


1 




End 


447 




Name 


uj yyuo ju 


_11.0303'.C16.ol.tm 


Method 


TBLASTX: Maize 




btart 


1 




End 


447 




GI 


none 




Score 


83 




Exons 


1 HQ "5 
1 . . / O , O . 


.80, 74. .184, 84.. 


197, 87. .197, 242. .409, 281. .307 






z yo . . 4 Z4 , 


29S..423, 310. .447 






Seq. No. 


39722 




Seq. ID 


UJy^UO jU 11 . UjUj. LID 




Gene No. 


82119 




Strand 






btart 


1 




End 


447 




Name 


ujy yuoou 


11.0303.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 






End 


4 Z U 




bl 


none 




Score 


A ^ 
4 O 




Exons 


O . .JO; J> . 


.62, 56. .184, 105. 


.197, 278.. 


AOQ Opn 490 9P1 A 
4 U :? , ZOU..4ZU, Z 0 1 . . 4 




Seq. No. 


39723 




Seq. ID 


ujyyuoou ii.uouo.bi/ 




Gene No. 


82120 




btrana 






btart 


b J 




End 


457 




Name 


uj y y uo ju 


_11.0303.C17.ol.ts 


Method 


TBLASTX: Soybean 




0 4- -i v~ 4- 

otart 


UJ 




End 


a in 
4 oU 




bl 


none 




Score 


*5 o n 
oz U 




Exons 


b j . . 4/j , 


77. .427, 77. .430 






cr 


Seq. No. 


39723 




Seq. ID 


ujyyuoou ii.uouo.bi/ 




Gene No'. 


82120 




btrana 






Start 


oj 




End 


457 


!! 


Name 


oj yyoooU 


11.0303.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


/ / 




End 


A O R 
4 ZD 




GI 


none 




Score 


a o 
oZ 


"r? 


Exons 


/ / . . ioy, 


78. .140, 137. .286, 


141. .278, 


O 1 yi A O A "31 Q /IOC 

O 14 . . 4z4, olo. . 4ZD 


y 


Seq. No.. 


39723 




Seq. ID 


ujyyuoou ii.uouo.bi/ 




Gene No. 


82120 




btrana 




=^ 


btart 


CO 




End 


457 


3 


Name 


oj y yuo ou 


11.0303.C17.ol.tw 


Method 


TBLASTX: Wheat 




btart 


y b 




End 


4 o u 




GI 


none 




Score 


fj ifi 




Exons 


y b . . 4 z o , 


98. .430, 101. .430 








Seq. No. 


39723 




Seq. ID 


uuyyuoou ii.uouo.bi/ 




Gene No. 


82120 




Strand 






btart 


bo 




End 


yl CT 

4 0/ 




Name 


uj y y uo ju 


11.0303.C17.ol.tm 


Method 


TBLASTX: Maize 




btart 


1 bl 




End 


457 




GI 


none 




Score 


284 




Exons 


1 bl . . 4 o / , 


162. .428 








Seq. No. 


39724 




Seq. ID 


OJ990830_11.0303.C18 




Gene No. 


82121 




Strand 






Start 


1803 




End 


2043 




Name 


OJ990830 


11.0303.C18.ol.gp 


Method 


AAT/GAP 




Start 


, . 1803 




End 


2043 




GI 


3761970 




Score 


454 




Exons 


1803. .2043 







Seq. No. 39725 Seq. ID OJ990830_11 . 0303 . C21 



39632 




Gene No. 


82122 










Strand 






Start 


39 










End 


750 




Name 


OJ990830 


_11. 


0303. 


C21. 


ol.gp 


Method 


AAT/GAP 




Start 


39 










Erid 


682 




GI 


305 2.R1084 








Score 


938 




Exons 


on i i o 
33 . . 11 J, 


204 


. .682 










GI Descrip. 


4 1 33Z b4 


1.0e-83 


(AF111812) 


actin [Brassica napus] * 




Seq. No. 


o m o c 
33 / ZD 










Seq. ID 


OJ990830_11.0303. 


C21 


Gene No. 












Strand 






Start 


O O 

39 










End 


750 




Name 


/->. t n, n n o on 

OJ99083Q 




0303. 


C21. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


41 










End 


530 




GI 


none 










Score 


72 




Exons 


41. . b / , 


69. . 


131, 


76. . 


117, 177. .530, 201. .509, 205. .528 




Seq. No. 


o m o c 

39/25 










Seq. ID 


OJ990830_11.0303. 


C21 


Gene No. 


o o i o o 

82122 










Strand 






Start 


O Q 

jy 










End 


750 




Name 


OJ990830 


_11. 


0303. 


C21. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


69 










End 


750 




GI 


none 










Score 


56 




Exons 


69 . . 116, 


69. 


.131, 


70. 


.117, 


177. .749, 


201. .749, 205. .750, 






one Ten 

205 . . 750 
















Seq. No. 


39725 










Seq. ID 


OJ990830_11.0303. 


C21 


Gene No. 


o o i o o 

82122 










Strand 






Start 


39 










End 


750 




Name 


OJ990830 


_11. 


0303. 


C21. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


69 










End 


750 




GI 


none 










Score 


67 




Exons 


69 . .116/ 


69. 


.131, 


70. 


.117, 


177. .749, 


205. .747, 208. .750 




Seq. No. 


o n *** o c 

39/25 










Seq. ID 


OJ990830_11.0303. 


C21 


Gene No. 


oZIZZ 










Strand 






Start 


o o 

39 










End 


750 




Name 


,OJ990830 


_11. 


0303. 


C21. 


ol.ts 


Method. 


TBLASTX : Soybean 




Start 


'69 










End 


750 




GI 


none 










Score 


53 




Exons 


by . .lib, 


69. 


.131, 


76. 


.117, 


177. .749, 


192. .749, 205. .750 




Seq. No. 


39 / 2o 










Seq. ID 


OJ990830_11.0303. 


C21 


Gene No. 


QOI OO 

oZLZZ 










Strand 






Start 


O Q 

jy 










End 


750 




Name 


uj y y u o jU 


_n. 


0303. 


C21. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


531 










End 


750 




GI 


none 










Score 


209 




Exons 


531. .749 


, 532. .750 










beq. no. 


39726 










Seq. ID 


OJ990830_11.0303. 


poo 


Gene No. 


82123 










Strand 






Start 


54 










End 


284 




Name 


OJ990830 


_11. 


0303. 


C23. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


54 










End 


282 




GI 


none 










Score 


63 




Exons 


54. .281, 


55. 


.171, 


72. 


.281, 


220. .282 







39633 




Seq. No. 


39726 






Seq. ID 


OJ990830_11.0303 


.C23 


Gene No., 


82123 






Strand 






Start . 


C A 

04 






hnd 


O Q A 

ZoQ 




Name 


ojyyuoju 11. 


.0303.C23.o2 


.tni 


Method 


mnT 7V crnv « \a _ J _ 

TBLASTX : Mai ze 




Start 








hnd 


O O A 

Z o4 




GI 


none 






Score 


bl 




Exons 


DU . . zo 4 , oZ , 


..177, 96. .245 








Seq. No. 


39726 






Seq. ID 


OJ990830_11.0303 


.C23 


Gene No. 


82124 






Strand 






Start 


2-94 






hnd 


•JOT 

f Zo 




Name 


OJ990830 11. 


.0303.C23.ol 


.tm * 


Metnod 


l BitAb 1 a : Mai ze 




Start 


294 






bnd 


TOT 

/ Z o 




GI 


none 






Score 


4 Z 




Exons 


294. .437, 311. .367, 325 


. .402, 


A A O TOO. 
4 4 Z . . / Z 3 t 


A A CQ1 A A Q 

44J..Dyi, 4 4 o . . 


TOO 
/ Z 3 


Seq. No. 


39726 






Seq. ID 


OJ990830_11.0303 


.C23 


Gene No. 


82124 






Strand 






Start 


294 - 






T7" y-, ,-J 

bnd 


TOO 

/ Zo 




Name 


OJ990830 11. 


.0303.C23.ol 


.ts 


Metnod 


TBLASTX: Soybean 




Start 


457 






End 


/ll 




GI 


none 






Score 


ion 
1ZU 




Exons 


457. .711, 506. . 685 










Seq. No. 


39726 






Seq. ID 


OJ990830_11.0303 


.C23 


Gene No. 


82124 






Strand 






Start 


294 






End 


1 o o 

72 J 




Name 


OJ990830 11. 


.0303.C23.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


463 






End 


"7 o o 

723 




GI 


none 






Score 


4 4 




Exons 


463. .723, 493. .600, 584 


. .703 








Seq. No. 


39727 






Seq. ID 


OJ990830JL1.0303 


.C28 


Gene No. 


82125 






Strand 


+ 




Start 


4173 






End 


4454 




Name 


OJ990830 11, 


Z0303.C28.ol 




Method 


TBLASTX: Maize 




Start 


3126 






End 


3485 




GI 


none 






Score 


66 ■ 




Exons 


3126. .3179, 


3180. .3254, 


3306. . 


,3446, 3314. .3445, 3420. .3485, 




3435. .3479 












beq. No. 


39727 






Seq. ID 


OJ990830_11.0303 


.C28 


Gene No. 


82125 






Strand 


+ 




Start 


4173 






End 


4454 




Name 


OJ990830 11. 


,0303.C28.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3186 






End 


3761 




GI 


none 






Score 


83 




Exons 


3186. .3254, 


3306. .3479, 


3311. . 


3382, 3330.. 3494, 3564.. 3590, 




3674. .3730, 


3699. .3761 










oeq. no. 


39727 






Seq. ID 


OJ990830_11.0303 


.C28 


Gene No. 


82125 






Strand 


+ 




Start 


4173 






End 


4454 




Name 


OJ990830 11. 


0303.C28.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3306 






End 


4212 




GI 


none 






Score 


183 




Exons 


3306. .3479, 


3564. .3593, 


3935. . 


4066, 4153. .4212 





39634 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39727 
82125 
4173 

OJ990830_11.0303.C28.o2.tm 

3548 

none 



Seq. ID OJ990830_11.0303.C28 



Strand 
End 

Method 

End 

Score 



+ 

4454 

TBLASTX: Maize 

3848 

77 



3548. .3601, 3549. .3596, 3674. .3760, 3699. .3761, 3715. .3762, 
3742. .3819, 3765. .3848, 3765. .3836 



39727 Seq. ID 

82125 Strand 

4173 End 
OJ990830_11.0303.C28 .ol.gp Method 

4173 End 

none Score 
4173. .4454 



OJ990830_11.0303.C28 
+ 

4454 
AAT/GAP 
4454 
440 



Seq. ID 

Strand 

End 

Method 

End 

Score 



39728 
82126 
1 

OJ990830_11. 0303. C36. ol.gp 
1 

uC-osflM202014c01bl 
1..312 A 
l 395930/emb|X66522|OSTOS12A 8.0e-49 O.sativa retrotransposon 
Tosl-2 >gi_2176333_dbj_E08212_E08212 DNA sequence containing 
retrotransposon region 1 



OJ990830_ 
+ 

312 

AAT/GAP 

312 

568 



11.0303.C36 



39728 Seq. ID 

82127 Strand 
321' End 
OJ990830_11.0303.C36.o2.gp Method 
321 End 
1427_1.R1084 Score 
321. .447 

M504379/ref |NP_003658.1|pHG38| 2.0e-13 G protein-coupled 
receptor 4 9 >g'i_3366802 (AF062006) orphan G protein-coupled 
receptor HG38 [Homo sapiens] 1 _ ■ 



OJ990830_11.0303.C36 
+ 

447 

AAT/GAP 

447 

173 



39729 
82128 
1238 

OJ990830_11.0303.C37.ol.ts 

1238 

none 

1238. .1426, 1244, .1444 

39730 
82129 
259 

OJ990830_11.0303.C38.ol.tm 

259 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_11.0303.C37 
1444 

TBLASTX : Soybean 

1444 

210 



OJ990830_11.0303.C38 
104 6 

TBLASTX: Maize 

1046 

48 



259. .375, 284. .388, 287. .379, 343. .378, 399. .560, 399.-458, 
412. .549, 413. .541, 433. .558, 434.-532, 435.-557, 436. .519, 
442. .552, 452. .571, 656. .712, 662. .712, 665. .742, 677. .769, 



39635 





£77 769 731 91 0 7?? 


R1 S 


7fi0 91 s 


761. .910, 770. .925, 




779 91 R R?7 RR3 936 


. 104 6 








Seq. No. 


39731 




Seq. ID 


OJ990830_11.0303 


.C45 


Gene No. 


82130 




Strand 








4 37 




End 


96S 




Name 


n.TQ9(,R30 11 0303 P4S nl 


tm 


Mp t" hod 


TRT.ASTX • Mai7P 

x Dunu x £\. • Liaise 




CM » f- 


4 37 _ 




End 


R21 




C T 


none 




Score 


332 






437. .517, 441. .821, 465. 


.710, 


605 . . 820 






Seq. No. 


39731 




Seq. ID 


OJ990830_11.0303 


.C45 


Gene No. 


82130 




Strand 








4 37 




End 


965 




Name 


OJ990830 11 0303 C45 ol 


t w 


Mpthod 


TBLASTX : Wheat 




Of 3 r-f- 

olait 


4 _ 




End 


919 






none 




Score 


471 




IT VATl C 
D AUllO 


495 917. 498 779, 605. 


. 919 








Seq. No. 


39731 




Seq. ID 


OJ990830_11.0303 


.C45 


Gene No. 


82130 




Strand 






Of a y~f- 


4 37 




End 


965 




Name 


0,7990830 1 1 0303 P4S nl 


t s 


Mpt" hnd 


TRT.ASTX • ^nvhp^n 




O -1 1 yf 


^4 9 ~~ 




End 


96S 

_7 U .J 






none 




Score 


317 






S49 96^ 60R 733 










beq. no. 


39732 




Seq. ID 


OJ990930_10.0310 


.C10 


Gene No. 


82131 




Strand 






Start 


605 




End 


2909 




in a. me 


OJ990930 10. 0310. C10. o4. 


ts 


Method 


1 DIulu X z\ • OUyJJCQll 






605 




End 


?ft 1 9 




PT 


none 




Score 


7 3 




iiiXons 


605.. 712, 716. .1051, 2555.. 2602, 2612.. 


2653, 2664 . .2807 






2757. .2819 










Seq. No. 


39732 




Seq. ID 


OJ9-90930_10.0310 


.C10 


Gene No. 


82131 




Strand 






OtalL 


605 




End 


2909 




Name 


OJ990930 10. 0310. C10. o3. 


tw 


Method 


TRT.A9TX • Whpat 




O Ldl L 


608 




End 


1003 






none 




Score 


247 




Ej A. W 1 1 0 


608. .703, 610. .708, 611. 


. 1003 








Seq. No. 


39732 




Seq. ID 


OJ990930_10.0310 


.C10 


Gene No. 


82131 




Strand 






Cf a r*+- 

O t-d.IT L. 


605 




End 


2909 




Name * 


OJ990930 10. 0310. C10. 06. 


tm 


Method 


TBLASTX :.M 






2560 




End 


2903 




r* t 


none 




Score 


90 




Exon s 


2560.. 2634, 2561. .2632, 


2646. 


.2885, 2658. .2903, 2663.. 2902 


Seq. No. 


39732 




Seq. ID 


OJ990930_10.0310 


.C10 


Gene No. 


82131 




Strand 






Start 


605 




End 


2909 




Name 


OJ990930 10. 0310. C10. o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2679 




End 


2909 





396316 






none 








Score 


906 






9679 9Q09 


9679 

\J 1 z* • 


. 2720 , 


2768 . 


.2893 






Seq. No. 


39732 - 








Seq. ID 


OJ990930_10.0310 


,C10 


Gene No. 


82132 








Strand 






o tdi L 


2 908 








End 


4048 




NI a m o 

LNCLlUG 


OJ990930 10 


. 0310 . 


CIO . o5 


. tm 


Method ■ 


TBLASTX: Maize 




q-t- a -rf- 
O L.dl L 


9Q08 ~~ 

£. Z> \J O 








End 


3295 




ox 


n on o 








Score ' 


114 




Hi auj 10 


2908 3015 


2921 . 


. 3028, 


3019. 


.3294, 3023.. 3295 




C ^rr Ma 

oeq. ln u . 


"3Q7 ^9 








Seq. ID 


OJ990930_10.0310 


.C10 


Gene No. 


82132 








Strand 






Start 


2908 








End 


4048 




LN cUUC 


OJ990930 10 


0310 . 


C10 . ol 


. tw 


Method 


TBLASTX: Wheat 




O Lai L, 


3059 ~ 








End 


3631 




rij 

\J X 


n on 








Score 


266 




17 von q 


3059 3307 

-J \J ~-J Z> • . \J f f 


3067 . 


.3291, 


3231 . 


.3359, 3318. .3362, 3343.-3423, 




3347 3631, 


3359. 


. 3628, 


3505 . 


.3630 






Con Kin 

OCvJ. LN L> . 


TQ7^9 








Seq. ID 


OJ990930_10.0310 


.C10 


Gene No. 


82132 








Strand 






Start 


2908 








End 


4048 




Lvdilltr 




031 0 

U J1U i 


n 0 n9 


. tm 


Method 


TBLASTX: Maize 




o ua.ru 


O z? Xj 








End 


4048 




OX 


none 








Score 


111 




XT' v r\TTi o 
HtXOiib 




jJUl . 


• O O \) Z? f 




.3538, 3368. .3979, 3493. .3951, 




JJ J? • i J5 / J; 


A 0 1 Q 

H U X Z* • 


404ft 

t 4 U4 O 










Seq. No. 


39732 








Seq. ID 


OJ990930_10.0310 


.C10 


Gene No. 


82132 








Strand 






O Lai L 


J 7 VJ o 








End' 


4048 




Name 


Z? Z? \J Zs ~) \J _L \_/ 


. 0310 . 


C10 . o3 


. ts 


Method 


TBLASTX : Soybean 




O-t- -a r -f- 
O L Cl X L 


"34 7 6 ~~ 








End 


3922 




v3 -L 


none 








Score 


310 




LiAUl ID 


3476 399? 


34 96. 


.378 6, 


3500 . 


.3787, 3811. .3921 




Seq. No. 


39732 








Seq. ID 


OJ990930_10.0310 


.C10 


Gene No. 


•82132 








Strand 






qf o r -h 

U Lai L 










End 


4048 




lNdlut: 


UU JJU JJU XL* 


mi n 

> \J O X L» . 


n n ol 

LIU • L> X 


"ho 
• LL- 


Method 


TBLASTX: Cress 




OLal L 


9 ~~ 
jjit 








End 


3928 




O X 


n one* 








Score 


212 




F" von q 


3519 3998 














Seq. No. 


39732 








Seq. ID 


OJ990930_10.0310 


C10 


Gene No. 


82132 . 








Strand 






O lOl L 


2908 








End 


4048 




LN CUllC 




W J 1 u • 


m n o4 

LiU • \J 4 


. L W 


Method 


TBLASTX: Wheat 




O Lai L 


^71 Q _ 








End 


3958 




o J. 


none 








Score 


133 




Exons 


3719. .3808, 


3721. 


.3795, 


3797. 


.3958, 3808.. 3951 




Seq. No. 


39732 








Seq. ID 


OJ990930_10.0310 


C10 


Gene No. 


82133 








Strand 






Start 


4133 








End 


5010 




Name 


OJ990930 10 


0310. 


C10.o4 


. tm 


Method 


TBLASTX: Maize 





39637 



Start 
GI 

Exons 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



4133 End 
none Score 

4133. .4258, 4139. .4456, 4140. .4454 

39732 Seq. ID 

82133 Strand 
4133 End 
OJ990930_10. 0310. CIO. ol.ts Method 
4163 End 
5509260 Score 

4163. .4378, 4164. .4379, 4388. .4456, 

4453. .4770, 4573. .4770 



4456 
103 



OJ990930_10. 0310. C10 
5010 

TBLASTX: Soybean 
4770 
243 

4389.-4463, 4452. .4763, 



39732 
82133 
4133 

OJ990930_10, 

4289 

none 

4289. .4378, 
4483. .4764 



Seq. ID OJ990930_10. 0310. C10 
Strand 

End 5010 

Method . TBLASTX : Wheat 

End 4764 

Score 86 

4305. .4379, 4373. .4408, 4383. .4745, 4462. .4758, 



0310. C10. o2.tw 



39732 
82133 
4133 

OJ990930_10. 

4574 

none 

4574. .4981, 



0310. C10. o3.tm 



4575. .5006, 4576. 



Seq. ID OJ990930_10.0310.C10 
Strand 

End 5010 

Method TBLASTX : Maize 

End 5010 

Score 621 
.5010 



39732 
82134 
5125 

OJ990930_10. 

5125 

none 

5125. .5820, 

39732 
82134 
5125 

OJ990930_10. 

5143 

none 

5143. .5532, 

39732 
82134 
5125 

OJ990930_10. 

5281 

none 

5281. .5541, 

39733 
82135 



0310. C10. ol.tm 



Seq. ID OJ990930_10. 0310. C10 
Strand 

End 5828 

Method TBLASTX: Maize 

End 5828 

Score 958 
5133. .5828, 5133. .5813, 5473. .5817, 5717. .5818 



Seq. ID OJ990930_10. 0310. C10 
Strand 

End 5828 

Method TBLASTX : Soybean 

End 5784 

Score 271 
.5636, 5551. .5784 



0310. C10. o2.ts 



5367. .5531, 5544, 



0310. C10. o6.tw 



5560. .5748 ., 



Seq. ID OJ990930_10. 031-0. C10 
Strand 

End 5828 

Method TBLASTX : Wheat 

End 5748 

Score 100 



Seq. ID OJ990930_10.0310.C12 
Strand 



39638 




OLdi L 


2868 








End 


3206 

*J \J \J 


N3IT16 


O.T990930 1 0 
y y u y j u xu 


0310 

• U O X u 


PI 2 06 




Mot - hnH 




OLal L 


2ff fift ~~ 

£. O U O 








Cji lv_l 


320 6 • 


TT 
\J X 


n on 0 
nunc 








C! 00 t~o 


1 96 

X _7 \J 


Hi i\\Ji 1 0 


2868 3206 












Seq. No. 


39733 








Seq. ID 


OJ990930_10.0310.C12 


Gene No. 


82136 








Strand 




O (_ d X L 


3616 








End 


4 669 


Name 


O.7990930 1 n 


0310 
. u 0 X u 


PI 9 n 5 




Mpf h oH 

1 iC L.11UU 


1 ID JjnO 1 /\ ■ tjKjykJKZGiLl 


C 4- -3 v-+- 


361 6 








End 


39ft 1 
0 _? 0 X 


PT 
\j X 


1 1U1 ic 








0 r~ 0 


1 3ft 
x 0 0 


I* 1 v on Q 

LAUllD 


361 6 3840 


3627 


. 3839, 


384 7 . 


. 3981 




Seq. No. 


39733 








Seq. ID 


OJ990930_10.0310.C12 


Gene No. 


82136 








Strand 




u lai u 


3616 








End 


4669 


LN CtiltC 


OJ990930 10 


. 0310 


C12 . ol . 


tw 


Method 


TBLASTX: Wheat 


OLdl L 


3778 _ 








End 


4182 


PT 
\j x 


n on e± 
nunc 








Score 


69 


von q 


3778 3834 


37 92 


3824 


3829 


.4182, 3837. .4139, 3841. .4182 


Seq. No. 


39733 








Seq. ID 


OJ990930_10.0310.C12 


Gene No. 


82136 








Strand 






361 6 

O D X O 








End 


4669 


Name 


VJU-7.7U.70U XU 


0^10 
• u 0 x u 


PI 9 o9 




Method 


TBLASTX: Maize 




^ft ^9 _ 








End 


4050 


PT 
oX 


none 








Score 


293 




3ft39 4050 


3ft 32 

JO 


4 032 


3ft 37 
000/ ■ 


.4049 




Seq. No. 


39733 








Seq. ID 


OJ990930_10.0310.C12 


Gene No. 


82136 








Strand 




O Lai l 


361 6 








End 


4669 


Name 


O.T990930 1 0 


0310 

■ U O X \j 


n 2 nl 




Method 


TBLASTX: Maize 


OLai L 


4 051 _ 

*i U *J X 








End 


4513 


P T 
O X 


n on 0 








Score 


406 




4051 4374 


4051 

*i \J *J J- 


4 383 


4 381 

*4 J O X • 


.4512, 4382.. 4513 


Seq. No. 


39733 








Seq. ID 


OJ990930_10.0310.C12 


Gene No. 


82136 








Strand 




Start 


3616 








End 


4669 


Name 


OJ990930 10 


. 0310 


C12 . o5 . 


u w 


Method 


TBLASTX: Wheat 


Start 


4183 _ 








End 


4582 


W X 


none 








Score 


142 


Pvnnc 

Hi 1 1 0 


4183 4377 


4 200 


4 310 


4 4 99 

*i h y y » 


.4582 




Seq. No. 


39733 








Seq. ID 


OJ990930_10. 0310.C12 


Gene No. 


82136 








Strand 




u Lai L 


3616 








End 


4669 


Name 


O.T990930 1 0 


031 0 


PI 2 o2 




Method 


TBLASTX : Soybean 


0 car l 


4 1 Qft 

^ X .7 O 








End 


4669 


GI 


none 








Score 


162 


Exons 


4198. .4398, 


4236. 


.4310, 


4376. 


.4480, 4 4 ( 


31. .4669, 4525. .4656 


Seq. No. 


39733 








Seq. ID 


OJ990930_10.0310.C12 


Gene No. 


82137 








Strand 




Start 


4819 








End 


5263 



39639'- 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990930_10. 

4819 

none 

4819. .4971, 

39733 
82137 
4819 

OJ990930_10. 

4865 

none 

4865. .4948, 

39733 
82138 
5663 

OJ990930_10. 

5663 

none 

5663. .5827, 

39733 
82138 
5663 

OJ990930_10. 

5681 

none 

5681. .5839, 

39733 
82138 
5663 

OJ990930_10, 

5684 

none 

5684. .6082 

39733 ■ 

82139 

6242 

OJ990930_10. 

6242 

none 

6242. .6649, 

39733 
82139 
6242 

OJ990930_10, 

6425 

none 

6425. . 6670, 

39734 
82140 
2527 

OJ990930 10. 



0310.C12.ol.ts 
4820. .4957, 4978. 

0310;ci2.o3.tw 
4994. .5263 

0310.C12.o4 .tw 
5852. .5956 

03.10. C12.o3.tm 
5837. .6061 

0310.C12.o4.ts 



0310.C12.o2.tw 
6472. .6615 

0310.C12.o3.ts 
6463. .6597, 6634, 

0310.C20.ol.gp 



Method TBLASTX : Soybean 

End 5232 

Score 132 

.5061, 4979. .5230, 5119. .5232 

Seq. ID OJ990930_10.0310.C12 
Strand 

End 5263 

Method TBLASTX : Wheat 

End 5263 

Score 63 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_10.0310.C12 
6082 

TBLASTX: Wheat 

5956 

141 



OJ990930_10.0310.C12 
6082 

TBLASTX: Maize 

6061 

88 



OJ990930_10.0310.C12 
6082 

TBLASTX : Soybean 

6082 

233 



Seq. ID OJ990930_10.0310.C12 
Strand 

End 6675 

Method TBLASTX : Wheat 

End 6649 

Score 228 



Seq. ID OJ990930_10.0310.C12 
Strand 

6675 

TBLASTX: Soybean 
6675 
234 



End 

Method 
End 
Score 
.6675 



Seq. ID OJ990930_10.0310.C20 
Strand 

End 4078 

Method AAT/GAP 



39640 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2527 
none 

2527. .2936, 3021. .3088, 3848, 

39734 
82140 
2527 

OJ990930_10.0310.C20.ol.tm 

2775 

none 

2775. .2939, 2776. .2940, 2776. 
3021. .3086, 3037. .3117, 3962. 

39734 
82140 
2527 

OJ990930_10 .0310.C20.ol.tc 

2786 

none 

2786.. 2938, '2787. .2954, 3018. 
4004. .4078, 4010. .4075 

39735 

82141 * - 
331- 

OJ990930_10.0310.C21.ol.gp 

331 

none 

331. .466, 1147. .1241 

39736 

82142 • 
1655 

OJ990930_10.0310.C22.ol.gp 

1655 

none 

1655.. 2011 



End 38 67 

Score 896 
.3867 

Seq. ID OJ990930_10.0310.C20 
Strand 

End 4078 

Method TBLASTX : Mai ze 

End 3997 

Score 253 

.2934, 2780. .2938, 3020.. 3088, 
.3997 



OJ990930_10.0310.C20 
4078 

TBLASTX: Cress 

4078 

157 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3089, 3020. .3091, 3968.. 4009, 



Seq. ID OJ990930_10.0310.C21 
Strand 

End 1241 

Method AAT/GAP 

End 1241 

Score 317 



Seq. ID OJ990930_10.0310.C22 

Strand + 

End 2011 

Method AAT/GAP 

End 2011 

Score 706 



Seq. No. 39736 
Gene No. 82143 
Start 1930 

Name OJ990930_10 . 0310 . C22 . ol . tm 

Start 1930 
GI none . 

Exons 1930.. 2451, 1985.. 2080, 2220. 

2452.. 2697, 2454.. 2726, 2466. 
2839.. 3054 ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2270, 2336 
.2705, 2826 



OJ990930 10.0310.C22 



3054 

TBLASTX: Maize 
3054 
63 

2440, 2349. 
2924, 2835, 



.2459, 
.3044, 



Seq. No. 39736 

Gene No. 82143 

Start 1930 

Name OJ990930_10 . 0310 . C22 . ol . ts 

Start 2452 

GI none 

Exons 2452.. 2661, 2454.. 2666 



Seq. ID OJ990930_10.0310.C22 
Strand 

End 3054 

Method TBLASTX : Soybean 

End 2666 

Score 129 



Seq. No. 



39736 



Seq. ID OJ990930_10.0310.C22 



39641 




Gene No. 


82143 






Strand 






Start 


i you 






bna 






Name 


(jjyyuyou iu 


. UjIU . 


Li^i .Oj. tS 


■MetnOa 


i dlao i a : o oyoe an 




Start 


zoZU 






rp t~ /-J 


Of|1 Q 




GI 


none 






Score 


O J 




Exons 


idozv . . z y 4 o , 


OQ01 




oul / 






Seq. No. 


39736 






Seq. ID 


OJ990930_10.0310. 


C22 


Gene No. 


82144 






Strand 






Start 


o4 t>y 






End 


4479 




Name 


ojyyuyju iu 


. UjIU. 


POO ^ O 4- — , 

. OZ . tS 


Method 


TBLASTX : Soybean 




Start 


o4 by 






End 


4479 




GI 


none 






Score 


56 




Exons 


J4oy. • 3D 1 o f 


j4 / O . 


. ODOZ, JJO J'. . 


3653, 4408. .4479 




Seq. No. 


/j / 






Seq. ID 


OJ990930_10.0310. 




bene inu . 


OlIt J 






Strand 


+ 




Start 


9527 






End 


10025 




Name 


OJ990930 10 


.0310. 


C23.ol.gp 


Method 


AAT/GAP 




Start 


9527 






End 


10025 




GI 


LIB3431-015 


-Pl-Kl 


-C7 


Score 


616 




Exons 


9527. .9668, 


9741. 


.9865, 9949.. 


10025 






GI Descrip. 


'1532135 -6. 


Oe-32 


(U49442) chloroplast 


mRNA-binding protein CSP41 




precursor [Spinacia oleracea] 1 








Seq. No. 


39737 






Seq. ID 


OJ990930 10.0310. 


C23 


Gene No. 


82146 






Strand 


+ 




Start ' 


10703 






End 


10988 




Name 


OJ990930 10 


.0310. 


C23.o2.gp 


Method 


AAT/GAP 




Start 


10703 






End 


10988 




GI 


702014 






Score 


485 





Exons 10703. . 10988 

GI Descrip. 4512018/gb | AAD21574 . 1 | 4.0e-43 (AF106660) mRNA binding protein 



precursor [Lycopersicon esculentum] 



Seq. No..' 


39737 




Seg. ID 


OJ990930_10..0310. 


.C23 


Gene No. 


82147 




Strand 






Start^ 


12628 




End 


1624*6 




Name 


OJ990930 10.0310.C23.o3, 


.tc 


Method 


TBLASTX: Cress 




Start 


221 




End 


442 




GI 


none 




Score 


195 




Exons 


221. .442, 251. .406 










Seq. No. 


39737 




Seq. ID 


OJ990930_10.0310, 


.C23 


Gene No. 


82147 




Strand 






Start 


12628 




End 


16246 




Name 


OJ990930 10.0310.C23.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


3366 




End 


4170 




GI 


none 




Score 


152 




Exons 


3366.. 3608, 3367.. 3594, 


3640. 


.3726, 4i 


090. .4170 




Seq. No. 


39737 




Seq. ID 


OJ990930_10.0310. 


,C23 


Gene' No. 


82147 




Strand 






Start 


12 628 




End 


16246 




Name 


OJ990930 10.0310.C23.o4, 


. ts 


Method 


TBLASTX: Soybean 




Start 


3367 




End 


3717 




GI 


5509260 




Score 


149 





39642 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3367. .3603, 3640. .3717 



39737 
82147 
12628 

OJ990930_10. 

3865 

none 

3865. .4020, 



39737 . 

82147 

12628 

OJ990930_10. 

4129 

none 

4129. .4167, 

39737 
82147 
12628 

OJ990930_10, 

4 60-8- 

none 

4608. .4799, 

39737 
82147 
12628 

OJ990930_10. 

9506 

none 

9506. .9685, 

39737 
82147 
12628 

OJ990930_10, 

9506 

none 

9506. .9691, 

39737 
82147 
12628 

OJ990930_10. 

9507 

none 

9507. .9650, 

39737 
82147 
12628 

OJ990930_10. 

9831 

none 



0310.C23.o3.ts 
4141. .4272 

0310.C23.ol.tm 
4159. .4482, 4170. 

0310.C23.o4.tm 
4612.. 4800, 4615. 

0310.C23.ol.tc 
9507. .9668 

0310.C23.o2.ts 
9507. .9668 

0310.C23.o5.tm 
9519. .9647 

0310.C23.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4481 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_10.0310.C23 
16246 

TBLASTX: Soybean 

4272 

126 



OJ990930_10.0310.C23 
16246 

TBLASTX: Maize 

4482 

44 



OJ990930_10.0310.C23 
16246 

TBLASTX: Maize 

4801 

228 



,4800, 4685. .4801 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



OJ990930_10.0310.C23 
16246 

TBLASTX: Cress 

9685 

241 



OJ990930_10.0310.C23 
16246 

TBLASTX: Soybean 

9691 

241 



OJ990930_10.0310.C23 
16246 

TBLASTX: Maize 

9650 

226 



OJ990930_10.0310.C23 
16246 

TBLASTX: Maize 

10242 

67 



39643 



Exons 9831.. 9875, 9941.. 10051, 9946.. 10053, 9947.. 10051, 10158 .. 10211 , 

10159. .10212, 10219. .10242, 10225.. 10242 



Seq. No. 


O Q "7 o n 




Seq. ID 


OJ990930_10.0310 


l^j 


Gene No. 


001 A 1 

0^14 / 




Strand 






Start 


1 O C O O 

\Z D^O 




End 


16246 




Name 




rt 1 +- <-> 

. Ol . US 


Method 


TBLASTX : Soybean 




Start 


1UUZ1 




End 


11676 




GI 


none 




Score 


56 




Exons 


10021. .10053, 10022. 


.10051, 


10158. .10316, 10159. .10317, 






10703. .10984, 10704. 


.10982, 


11518. .11676, 11520. .11675 




Seq. No. 


jy / J / 




Seq. ID 


OJ990930_10.0310 


^Z J 


Gene No. 


0 01 /IT 

oZl4 / 




Strand 






Start 


1Z oZo 




End 


16246 




Name 


ujyyuyju iu . ujiu .czj 


. OZ . ZC 


Method 


TBLASTX : Cress 




Start 


i noon 

iu yzu 




End 


11676 




GI 


none 




Score 


103 




Exons 


± u y z u . .luyoo, ±iox/. 


. 1 JL O / D , 


11518. .11676, 11560. .11676 




Seq. No. 


39737 




Seq. ID 


OJ990930_10.0310 


C23 


Gene No . 


82147 




Strand 






Start 


12628 




End 


16246 




Name 


OJ990930 10.0310.C23 


.o3.gp 


Method 


AAT/GAP 




Start 


12628 




End 


16246. 




GI 


29810 1.R1084 




Score 


1496 




Exons 


12628. .13005, 14011. 


.14094, 


14 542. .14 659, 15987. .1624 6 




GI Descrip. 


'4512018/gb|AAD21574 


.11 4.. Oe 


-43 (AF106660) mRNA binding 


protein 




precursor [Lycopersicon esculentum] ? 






Seq. No. 


39737 




Seq. ID 


OJ990930_10.0310 


C23 


Gene No. 


82147 




Strand 






Start 


12628 




End 


16246 




Name 


OJ990930 10.0310.C23 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12755 




End 


16057 






none 




Score 


160 




Exons 


12755. .13021, 12760. 


.12999, 


12 900. .13031, 14011. .14 094, 






14535. .14657, 14541. 


.14657, 


14 542. .14 667, 1454 6 14 659, 






15986. .16057, 15989. 


.16057 








O ^ ~ KT rt 

Seq. No. 


39737 




Seq. ID 


OJ990930_10.0310 


HO "3 

\^Z z> 


Gene No. 


82147 




Strand 






Start 


12628 




End 


16246 




Name 


OJ990930 10.0310.C23 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


12772 




End 


14658 




GI 


none 




Score 


44 




Exons 


12772. .12825, 12772. 


.13005, 


12776. .12958, 12 900 .. 13031 , 






14011. .14094, 14542. 


.14643, 


1454 3. .14 602, 14 638. .14 658 




Seq. No. 


39738 




Seq. ID 


OJ990930_10.0310 


C26 


Gene No. 


82148 




Strand 






Start 


1 




End 


363 




Name 


OJ990930 10.0310.C26 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


282 




GI 


2799714 




Score 


327 




Exons 


1..33, 123. .282 











39644 



Seq. No. 39738 Seq. ID 

Gene No. 82148 Strand 

Start 1 End 

.Name OJ990930_10 . 0310 . C26 . o2 . tm Method 

Start 122 End 

GI none Score 

Exons 122.. 361, 130.. 363 



OJ990930_10.0310.C26 
363 

TBLASTX: Maize 

363 

118 



Seq. No. 39738 Seq. ID 

Gene No. 82149 Strand 

Start 2848 End 

Name OJ990930_10 . 0310 . C26 . ol . tm Method 

Start 2848 End 

GI none Score 
Exons 



OJ990930_10.0310.C26 
3143 

TBLASTX: Maize 

3143 

126 



2848.-2982, 2849. .2980, 2859. .2990, 2888. .2989, 3063. .3143, 
3069. .3137 



Seq. No. 39739 

Gene No. 82150 

Start 186 

Name OJ990930_10 . 0310 . C27 . o2 . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990930_10.0310.C27 
Strand 
End 

Method 
End 
Score 



1386 

TBLASTX: Maize 

224 

161 



1..201, 2. ,205, 8. .208, 9. .224, 13. .207 



Seq. No. 


39739 


Gene No. 


82150 


Start 


186 


Name 


OJ990930 


Start 


186 


GI 


3548947 


Exons 


186. .226 


Seq. No. 


39739 


Gene No. 


82151 


Start 


4730 


Name 


OJ990930 


Start 


4730 


GI 


none 


Exons 


4730. .50 



4730. .5014, 4739. .5017, 5074, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5109 



OJ990930_10.0310.C27 

1386 
AAT/GAP 
1386 
1222 



OJ990930_10.0310.C27 
5109 

TBLASTX: Maize 

5109 

188 



Seq. No. 


39740 






Seq. ID 


OJ990930_10.0310, 


,C2 


Gene No. 


82152 






Strand 






Start 


96 






End 


756 




Name 


OJ990930 


10.0310.C28.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


96 






End 


660 




GI 


none 






Score 


66 




Exons 


• 96. .215, 


98. .229, 307.. 


660 








Seq. No. 


39740 






Seq. ID 


OJ990930_10.0310, 


,C2 


Gene No. 


82152 






Strand 






Start 


96 






End 


756 




Name 


OJ990930 


10.0310.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


310 






End 


756 




GI 


none 






Score 


65 




Exons 


310. .456, 


310. .756, 311 


. .754 









39645 






Seq. No. 


39740 




Seq. ID 


OJ990930JL0.0310 


.C28 




Gene No. 


82152 




Strand 








Start 


96 




End 


756 






Name 


OJ990930 10 0310 C28 ol 


ts 










Start 


322 _ 




End' 


723 






GI 


none 




Score 


74 






Exons 


322. .561, 323. .442, 566. 


. 676, 


571 . . 723 








Seq. No. 


39740 




Seq. ID 


OJ990930_10.0310 


.C28 




Gene No. 


82153 




Strand 








Start 


1046 




End 


1285 






Name 


OJ990930 10 0310 C28 o2 


ts 


Mf^t hod 


TRLASTX * qnvhpan 






Start 


1046 _ 




End 


1285 






GI 


none 




Score 


87 






Exons 


104 6. . 12 85, 1068.. 1283 












Seq. No. . 


39741 




Seq. ID 


OJ990930_10.0310 


.C29 




Gene No. 


82154 




Strand 








Start 


5 




End 


268 






Name 


OJ990930 10 0310 C29 ol 


ts 


Mpt hod 


TBLASTX • Sovbpan 

-L 1_J XJXA X t\ . <J w V U Cull 






Start 


5 ~ 




End 


268 






GI 


none 




Score 


208 






Exon s 


5 . .268 












Seq. No. 


39742 




Seq. ID 


OJ990930_10.0310 


.C30 


Ft 


Gene No. 


82155 




Strand 








Start 


1621 




End 


2229 




: i 






L- W 


Method 


TBLASTX : Wheat 






Start 


1621 ~ 




End 


2229 






GI 


none 




Score 


70 






Exons 

J-J -*V N_/ J. 1 *J 


1621. 1752. 1622 1747. 


1777 . 


.2229, 1973. .2050, 2129. .2215 


U 


Seq. No. 


39742 




Seq. ID 


OJ990930_10.0310 


-C30 




Gene No. 


82155 




Strand 






=. 


Start 


1621 




End 


2229 






Name 


OJ990930 10 0310 C30 ol 


tm 


Method 


TBLASTX : Maize 






Start 


1657 • _ 




End 


1923 






GI 


none 


„- . ■. 


Score 


48 . 




~i 


Exons 


165 7.. 1740, 1691. .1747, 


1741 . 


.1857, 17< 


11. .1923 






Seq. No. 


39743 




Seq. ID 


OJ990930_10.0310 


.C31 




Gene No. 


82156 




Strand 








Start 


125 




End 


379 






Name 


OJ990930 10 0310 C31 06 


tw 


Method 


TBLASTX: Wheat 






Start 


125 ~~ 




End 


379 






GI 


none 




Score 


67 






Exon s 


125 379. 252 377 












Seq. No. 


39743 




Seq. ID 


OJ990930_10.0310 


.C31 




Gene No. 


82157 




Strand 








Start 


422 




End 


830 






Name 


OJ990930 10.0310.C31.o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


422 




End 


830 






GI 


none 




Score 


53 






Exons 


422. .493, 422. .595, 603. 


.830, 


605. .829 








Seq. No. 


39743 




Seq. ID 


OJ990930_10.0310 


.C31 



39646 



Gene No. 82158 Strand 

Start 920 End 

Name OJ990930_10 . 0310 . C31 . ol . ts ■ Method 

Start 920 End 

GI none Score 

Exons 920.. 1345, 1161.. 1286 



1456 

TBLASTX : Soybean 

1345 

86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39743 
82158 
920 

OJ990930 

975 

none 



10.0310.C31.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_10.0310.C31 
1456 

TBLASTX: Wheat 

1399 

244 



975. .1289, 977. .1399, 995. .1348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39743 Seq. ID 

82158 Strand 

920 End 
OJ990930_10 . 0310 . C31 . o2 . tm Method 

1073 End 

none Score 

1073. .1456, 1074. .1289, 1359. .1421 



OJ990930_10.0310.C31 
1456 

TBLASTX: Maize 

1456 

113 



Seq. No. 39743 

Gene No. 82159 

Start 1484 

Name OJ990930_10 . 0310 . C31 . ol . tm 

Start 1484 

GI none 

Exons 1484.. 1840, 1485.. 1778 



Seq. ID OJ990930_10.0310.C31 
Strand 

End. 1961 

Method TBLASTX: Maize 

End 1840 

Score 202 



Seq. No. 39743 Seq. ID 

Gene No. 82159 Strand 

Start 1484 End 

Name OJ990930_10 . 0310 . C31 . ol . tw Method 

Start 1514 End 

GI none Score 

Exons 1514.. I960',' 1515.. 1961 



OJ990930_10.0310.C31 
1961 

TBLASTX: Wheat 

1961 

311 



Seq. No. 


39743 








Seq. ID 


OJ990930_10.0310.C31 


Gene No. 


82160 








Strand 




Start 


2176 








End 


2616 


Name 


OJ990930 10 


0310 


.C31.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2176 








End 


2616 


GI 


none 








Score 


142 


Exons 


2176. .2397, 


2183 


. .2395, 


2434. 


.2616, 2507. .2608 


Seq. No. 


• 39743 








Seq. ID 


OJ990930_10.0310.C31 


Gene No. 


82161 








Strand 




Start 


3252 








End 


3650 


Name 


OJ990930 10 


0310 


.C31.o4 


tw 


Method 


TBLASTX: Wheat 


Start 


3252 








End 


3650 


GI 


none 








Score 


90 


Exons 


3252. .3512, 


3253 


. .3480, 


3486. 


.3599, 3538.. 3588, 3600.. 3650 


Seq. No. 


39743 








Seq. ID 


OJ990930_10.0310.C31 


Gene No. 


82161 








Strand 





39647 



Start 
Name 
Start- 
GI 

Exons 



3252 End 

OJ990930_10.0310.C31.o3.tm Method 

3366 End 

none Score 
3366. .3605 



3650 

TBLASTX: Maize 

3605 

187 



Seq. No. 39744 Seq. ID 

Gene No. 82162 Strand 

Start 420 End 

Name OJ990930_10 . 0310 . C32 . ol . tw Method 

Start 420 End 

GI none Score 

Exons 420. .473, 421. .822, 546. .728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39745 
82163 
1748 

OJ990930_10.0310.C33.o2.tw 

1748 

none 

1748. .2149, 1891. .2133 

39745 
82164 
2357 

OJ990930_10.0310.C33.ol.tw 

2357 

none 

2357.. 2716, 2371.. 2715, 2372. 

39745 
82164 
2357 

OJ990930_10.0310.C33.ol.tm 

2563 

none 

2563. .2709, 2564. .2716, 2719. 

39745 
82164 
2357 

OJ990930_10.0310.C33.o3.tw 

2719 

none 

2719.. 2925, 2722.. 2925, 2724. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_10.0310.C32 
822 

TBLASTX: Wheat 

822 

240 



OJ990930_10.0310.C33 
2149 

TBLASTX: Wheat 

2149 

323 



Seq. ID OJ990930_10.0310.C33 
Strand ■ 

End 2 927 

Method TBLASTX : Wheat 

End 2718 

Score 364 
.2716, 2590.. 2718 

Seq. ID OJ990930_10.0310.C33 
Strand 

2927 

TBLASTX: Maize 
2829 
160 



End 

Method 
End 
Score 
2829 



Seq. No. 39746 

Gene No. 82165 

Start 2 

Name OJ990930_10 . 0310 . C34 . o5 . tw 

Start 2 

GI none 

Exons 2.. 166, 16.. 165 



Seq. No. 
Gene No. 
Start 



39746 
82165 
2 



Seq. ID OJ990930_10.0310.C33 
Strand 

End 2927 

Method TBLASTX : Wheat 

End 2927 

Score 253 
.2927 

Seq. ID OJ990930_10.0310.C34 
Strand 

End 595 

Method TBLASTX : Wheat 

End 166 

Score 197 



Seq. ID OJ990930_10.0310.C34 
Strand 

End 595 



39648 




Name 




.0310.C34.ol 


.ts 




TOT nCTY • CnuKoan 












onci 


j" / 






none 






Score 


9ft 9 




Cj A (J I Id 




.138, 193. .324 








Seq. No. 


39746 






Seq. ID 


OJ990930_10.0310 


.C34 


Gene No. 


■ 82165 






Strand 






C -J- 


o 






End 






Name 


n.TQQn Q^n i n 

-7 -7 U -7 O \J -L U 


0310.C34 .o2 


. tm 


Method 


TRT BQTY • Ma n to 
I OJjM.O 1 A . rJdlZc 




Cf a y 4- 
Olall 


V 4 






End 


A ft d 




C T 


none 






Score 


9 6*3 




XT' v/*m^i c 




.319, 311.. 


484, 340. .423 






Seq. No. 


39746 






Seq. ID 


OJ990930_10.0310 


.C34 


Gene No. 


82165 






Strand 






O Lai L 


2 






End 






Name 


OJ990930 10 


0310.C34 .o3 


.tw 


Method 


TRT DCTY • TaTViojs f- 
1 DLnj 1A ■ WIlcaL 




O Lai L 


166 






End 








none 






Score 






Exons 


166. .423, 167. .595 










Seq. No. 


39746 






Seq. ID 


OJ990930_10.0310 


.C34 


Gene No. ■ 


82166 






Strand 






oLaiL 


629 






End 


1138 




Name 


OJ990930 10 


0310.C34.o2 


.ts 


Method 


TBLASTX: Soybean 




C -I- -J >~-f- 


629 






End 


1009 




bi 


none 






Score 


86 




Exons 


629. .727, 631. .717, 766 


. .849, 


767. .1009 




Seq. No. 


39746 






Seq. ID 


OJ990930_10.0310 


.C34 


Gene No. 


82166 






Strand 






Cf ar f 
OLaL L 


629 






End 


1138 




Name 


OJ990930 10. 


0310.C34.o4 


.tw 


Method 


TBLASTX: Wheat 






632 






End 


1054 






none 






Score 


131 




Exons 


632.. 742, 637-. .924, 773 


. .1054 








Seq. No. 


* 39746 






Seq. ID 


OJ990930_10.0310 


.C34 


Gene No. 


82166 






Strand 






J Ldi L 


629 






End 


1138 




Mom o 
ln a me 


OJ990930 10. 


0310.C34.o5 


.tm 


Method 


TBLASTX: Maize 




o Lai L 


884 






End 


1138 




O -L 


none 






Score 


179 




Hi AU1 lO 


884. .1138 












Seq. No. 


39746 






Seq. ID 


OJ990930_10.0310 


.C34 


Gene No. 


82167 






Strand 






O Lai L 


1363 






End 


1759 




Name 


OJ990930 10. 


0310.C34.ol 


.tm 


Method 


TBLASTX :'Maize 




o Ua J_ t 


1363 






End 


1735 




PT 


none 






Score 


404 




Exons 


1363. .1692, 


1367. .1693, 


1682. 


. 1735 






Seq. No. 


39746 . 






Seq. ID 


OJ990930_10. 0.310 


.C34 


Gene No. 


82167 






Strand 






Start 


1363 






End 


1759 




Name 


OJ990930 10. 


0310.C34.o2 


.tw 


Method 


TBLASTX: Wheat 





39649 




jLal L 


1 379 

X O f 




End 


1759 ■ 




none 




Score 


383 - 




1 372 1683 


1373 1 7R9 1 S74 


.1747, 1714. .1758 


Seq. No. 


39746 




Seq. ID 


OJ990930_10.0310.C34 


Gene No. 


82168 




Strand 




0 4- v-f- 
O L al L 


1831 




End 


2488 


Name 


OJ990930 10 


0 310 T34 n4 +-m 


Method 


TBLASTX: Maize 


O Lax L 


18 31 _ 

lO Jl 




End 


2104 


m 


n on o 




Score 


89 


Exons 


18 31 1 Q9Q 
x <j —> -L . * j- y *l y f 


18 32 1 930 1 921 


.1995, 1925.. 2008, 2018.. 2104 


Seq. No. 


39746 ' 




Seq. ID 


OJ990930_10.0310.C34 


Gene No. 


82168 




Strand 




O Ldl L 


X O -J X 




End 


2488 


Name 


n.T990930 i n 

\JU Z7 Z* \J Z7 JU x u • 


0 310 P34 ol tw 


Method 


TBLASTX: Wheat 


o L a x L 


1 874 _ 

1 O ' T 




End 


2488 




none 




Score 


347 


L AU115 


1874 233? 


1 909 1 983 2029 

X 27 \J Z* . • lyOJ/ £.\J Z* * 


.2136, 2351.. 2488, 2362.. 2484 


Seq. No. 


39746 




Seq. ID 


OJ990930_10.0310.C34 


Gene No. 


82168 




Strand 




O La.1- L 


18 31 

lO Jl 




End 


2488 


Name 


n.T990930 i n 


0310 P34 o3 

UJ1U ,LJ4 • UJ • LIU 


Method rf 


TBLASTX: Maize 


OlaiL 


9 1 8 _ 




End 


2449 


P T 


none 




Score 


139 




OipC 9 ^ £R 
ZIOD. . Z jDO, 


9347 94 4 R 9^R1 


.2449 




Seq. No. 


39747 




Seq. ID 


OJ990930_10.0310.C35 


Gene No. 


82169 




Strand 




j Lai. L 


998 

.7 o 




End 


1218 


Name 


Pi TQQ0Q30 1 0 


0310 P 3 R ol i- w 


Method 


TBLASTX: Wheat 


j Lai L 


998 ~~ 

Z* O 




End 


1218 


pt 


ti on o 




Score 


188 




928 1218 

Z7 ^ \-> * • X X U 








Seq. No. 


39748 




Seq. ID 


.OJ990930_12.0310.C1 


Gene No. 


82170 




Strand 




Start 


1 ^2 
i 




End 


463 


ln aiuc 


O.T990930 1 2 


0310 PI ol rrQ 


Method 


GENSCAN 


o Lai l 


1 R2 _ 




End 


463 


P,T 

\J X 


n on o 




Score 


.44 


T? yon Q 


1 S2 ' 4 63 

IJi . . 4 DJ 








OCLJ . LNU * 


397 4 Q 




Seq. ID 


OJ990930_12.0310.C2 


Hpnp "Mo 


82171 




Strand 




Start 


1 




End 


1108 


Name 


OJ990930 12. 


0310.C2.ol.gp 


Method 


AAT/GAP 


J Lul L 


1 




End 


494 


pt 

O X 


LIB3431-001- 


P1-N1-B5 


Score 


708 


T* 1 v on q 


1..206, 312. 


.494 






GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 1 . Oe- 


■39 (AF114171) TNP2-1 




protein [Sorghum bicolor] 1 






Seq. No. 


39749 




Seq. ID 


OJ990930_12.0310.C2 


Gene No. 


82171 




Strand 




Start 


1 




End 


1108 



39650 



Name 

Start 

GI 

Exons 



OJ990930_12 . 0310 . C2 . ol . gs Method GEN SCAN 

270 End 1108. 

none - Score .78 

270.. 483, 650.. 820, 903. .1108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39750 Seq. ID OJ990930_12 . 0310 . C3 

82172 - .Strand 

1 End 745 

OJ990930_12 . 0310 . C3 . ol . np Method AAT/NAP 

1 End 745 

7106512 Score 1025 

1..745 

(AP001278) EST C9842 9 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



39750 Seq. ID 

82172 Strand 

1 End 

OJ990930_12 . 0310 . C3 . ol . gs Method 

75 End 

none Score 
75. .671 



OJ990930_12.0310.C3 
745 

GENSCAN 

671 

.61 



Seq. No. 39751. _ Sec?. ID 

Gene No. 82173 Strand 

Start 274 End 

Name OJ990930_12 . 0310 . C5 . ol . gs Method 

Start 274 End 

GI none Score 

Exons 274. .399 



OJ990930_12.0310.C5 
399 

GENSCAN 

399 

.5 



Seq. No. 39752 Seq. ID 

Gene No. 82174 Strand 

Start 371 End 

Name OJ990930_12 . 0310 . C12 . ol . gs Method 

Start 371 ' End - " 

GI none . Score 

Exons 371. .44 5 



OJ990930_12.0310.C12 
445 

GENSCAN 

445 

.84 



Seq. No. 


39753 


Seq. ID 


OJ990930_12.0310.C15 


Gene No. 


82175 


Strand 


+ 


Start 


222 


End 


478 


Name 


OJ990930 12.0310.C15.ol.gs 


Method 


GENSCAN 


Start 


222 


. End 


478 


GI 


none 


Score 


.8 


Exons 


222. .396, 465..478 






Seq. • No. 


•39753 


Seq. ID 


OJ990930_12.0310.C15 


Gene No. 


82176 


Strand 


+ 


Start 


2475 


End 


8701 


Name 


OJ990930 12.0310.C15.ol.gp 


Method 


AAT/GAP 


Start 


2475 


End 


3222 


GI 


306 1.R1084 


Score 


1436 


Exons 


2475.-3222 






GI Descrip. 


, 2118429/pir| IS59925 7 . Oe- 


59 allergen 


RA5B precursor - rice 




>gi 1398918 dbj BAA07713 


(D42142) allergenic protein [Oryza 



sativa] 1 



39651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39753 Seq. ID 

■82176 Strand 
2475 End 
OJ990930_12.0310.C15.ol.hp Method 
2596 End 
2118429 Score 
2596. .3075 

allergen RA5B precursor - rice gi | 1398 918 | dbj | BAA077 13 | (D42142) 
allergenic protein [Oryza sativa] 



OJ990930_12.0310.C15 
+ 

8701 
AAT/NAP 
3075 
861 



Seq. No. 39753 

Gene No. 82176 

Start 2475 

Name OJ990930_12 . 0310 . C15 . o2 . gs 

Start 2596 

GI none 

Exons 2596.. 3040, 3713.. 3884, 4946, 
6590. .7665, 8364. .8594 



Seq. ID OJ990930_12.0310.C15 

Strand + 

End 8701 

Method GENSCAN 

End 8594 

Score . 62 

.5071, 5124. .5243, 6232.. 6292, 



Seq. No. 39753 Seq. ID 

Gene No. 82176 Strand 

Start 2475 End 

Name OJ990930_12 . 0310 . C15 . o2 . gp . Method 

Start 5838 End 

GI 72524JL.R1084 Score 

Exons 5838.. 6145 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990930_12.0310.C15 
+ 

8701 
AAT/GAP 
6145 
416 



fcaf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39753 Seq. ID 

82176 Strand 

2475 End 

OJ990930_12.0310.C15.o2.np Method 

6098 End 

7106512 Score 



OJ990930_12.0310.C15 
+ 

8701 
AAT/NAP 
8701 
1884 



6098.. 6158, 6232.. 7717, 8254.. 8701 

(AP001278) EST C98 429 (E0i38 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 39754 Seq. ID 

Gene No. 82177 Strand 

Start 1 End 

Name OJ990930_12 . 0310 . C16 . ol . np Method 

Start 1 End 

GI 7106512 Score 

Exons 1 . . 1334 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990930_12.0310.C16 
+ 

6134 
AAT/NAP 
1334 
1542 



Seq. No. 39754 

Gene No. 82177 

Start 1 

Name OJ990930_12 . 0310 . C16 . ol . gs 

Start 6 

GI none 
Exons 



Seq. ID OJ990930_12.0310.C16 

Strand + 

End 6134 

Method GENSCAN 

End 5078 

Score .79 



6. .1068, 1415. .1516, 1691. .1869, 4766. .4885, 5064. .5078 



39652 



Seq. No. 39754 ' Seq. ID ' OJ990930JL2 . 0310 . C16 

Gene No. 82177 Strand + 

Start 1 End 6134 

Name ' OJ990930JL2 . 0310 . C16 . o2 . gp Method AAT/GAP 

Start. 3487 End 3736 

GI 3761181 Score 410 

Exons 3487.. 3736 

GI Descrip. 4 521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39754 Seq. ID 

82177 Strand 

1 End 

OJ990930_12 . 0310 . C16 . o2 . np Method 

3633 End 

7106512 Score 



OJ990930_12.0310.C16 
+ 

6134 
AAT/NAP 
6134 
96 



3633. .3693, 3767. .3814, 6102. .6134 

(AP001278) EST C98429 ( E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 39754 Seq. ID 

Gene No. 82178 • Strand 

Start 3373. End 

Name OJ99Q930_12 . 0310 . C16 . ol . gp Method 

Start 3373 End 

GI 72524_1.R1084 Score 

Exons 3373.. 3680 

GI Descrip. * 50914 96/db j | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ990930_12.0310.C16 

3680 
AAT/GAP 
3680 
419 



Seq. No. 39755 

Gene No. 82179 

Start 710 

Name OJ990930_12 . 0310 . C17 . ol . gs 

Start 710 

GI none 

Exons 710. .882, 914. .1097, 1255. .134* 



Seq. ID OJ990930_12.0310.C17 

Strand + 

End 1348 

Method GENSCAN 

End 1348 -.-l"- 

Score .41 



Seq. No. 39755 Seq. ID 

Gene No. 82180 Strand 

Start ' 2015 End 

Name OJ990930_12 . 0310 . C17 . o2 . gs Method 

Start 2015 End 

GI none Score 

Exons 2015.. 2197 



OJ990930_12.0310.C17 

2197 
GENSCAN 
2197 
.92 



Seq. No. 39756 

Gene No. 82181 

Start 939 

Name OJ990930_12 . 0310 . C18 . ol . gs 

Start 939 

GI none 

Exons 939.. 1096, 1447.. 1561 

Seq. No. 39756 

Gene No. 82182 



Seq. ID OJ990930_12.0310.C18 

Strand + 

End 1561 

Method GENSCAN 

End 1561 

Score .55 



Seq. ID OJ990930_12.0310.C18 
Strand + 



39653 






Start 


2967 








End 


3320 






Name 


OJ990930_12 


.0310 


,C18.ol 


.gp 


Method 


AAT/GAP 






Start 


2967 








End ; 


3320 






GI 


426759 








Score 


670 






Exons 


2967 . . 3320 
















Seq. No. 


39756 








Seq. ID 


OJ990930 


_12.0310.C18 




Gene No. 


82183 








Strand 


+ 






Start 


4769 








End 


5056 






Name 


OJ990930_12 


. 0310 


.C18 .o2 


.gp 


Method 


AAT/GAP 






Start 


4769 








End 


5056 






. GI 


3761047 








Score 


463 






Exons 


4769 . . 5056 
















Seq. No. 


39756 








Seq. ID 


OJ990930 


_12.0310.C18 




Gene No. 


82184 








Strand 


+ 






Start 


7776 








End 


8282 






Name 


OJ990930_12 


. 0310 


. C18 . o4 


.gs 


Method 


GENSCAN 






Start 


7776 








End 


8282 






GI 


none 








Score 


. 45 






Exons 


777 6 . .8282 
















Seq. No. 


39756 








Seq. ID 


OJ990930 


_12 . 0310 . C18 




Gene No. 


82185 








Strand 






J 


Start 


2578 








End 


4190 




i : 


Name 


OJ990930 12 


0310 


,C18 .ol 


. tm 


Method 


TBLASTX: 


Maize 


Li 


Start 


.1599 








End 


2362 






GI 


none 








Score 


68 






Exons 


1599. . 1676, 


1601 


. . 1684, 


1734 . 


.1841, 1734. .1823, 


1734 . . 1823, 






1734. .1835, 


1734 


. . 1844, 


1736. 


.1831, 1747. .1860, 


1749. .1826, 


1 




1749. . 1826, 


1750 


. . 1857, 


1750. 


.1833, 1751. .1840, 


1754. .1831, 


i : 




1869. . 2030, 


1876 


. . 1995, 


1878 . 


.1988, 1879. .1995, 


1881 . .2030, 






1888 . . 1986, 


1889 


. . 2032, 


1902 . 


.1988, 1957. .2034, 


1962 . .2039, 


1 




1969. .2046, 


2040 


. .2189, 


2050 . 


.2166, 2058. .2168, 


2059 . .2181, 






2059. .2106, 


2068 


. . 2169, 


2087 . 


.2173, 2088. .2210, 


2088 . .2168, 






2213 . . 2362, 


2215 


. . 2349 












Seq. No. 


39756 








Seq. ID 


OJ990930 


_12.0310.C18 




Gene No. 


82185 








Strand 








Start 


2578 








End 


4190 






Name 


OJ990930_12 


0310 


.C18 .o2 


.gs 


Method 


GENSCAN 






Start 


2578 








End 


4190 






GI 


none 








Score 


.58 






Exons 


2578 . . 3095, 


3680 


. . 3890, 


4149. 


.4190 








Seq. No. 


39757 








Seq. ID 


OJ990930 


_12.0310.C20 




Gene No. 


82186 








Strand 








Start ' 


218 








End 


2842 






Name 


OJ990930 12 


0310 


.C20.ol 


.gs 


Method 


GENSCAN 






Start 


218 








End 


2842 








none 








Score 


.92 






Exons 


218. .643, 722. .1310, 1544. .1680, 2806. 


.2842 






Seq. No. 


39758 








Seq. ID 


OJ990930 


_12.0310.C21 




Gene No. 


82187 








Strand 








Start 


352 








End 


2617 






Name 


OJ990930 12 


0310 


.C21.ol 


.gp 


Method 


AAT/GAP 





39654 




O +- -3 v 4- 


352 


End 


1808 




Kjl 


5002953 


Score 


1233 




Exons 


352. .533, 1013. .1419, 1677.. 


1808 






GI Descrip. 


4680203/gb| AAD27566. 1 IAF114171 7 1.0e-39 (AF114171) TNP2 


X X 




protein [Sorghum bicolor] 








beq. NO. 


jy / oo 


Seq. ID 


OJ990930_12.0310. 


CO 1 

k^Z X 


Gene No. 




Strand 






Start 


Joz 


End 


2617 




Name 


ujyyuyju 1z.ujiu.Lzi.01.np 


Method 


AAT/NAP 




b tart 


4 DO 


End 


2617 




bl 


4 DoUZUj 


Score 


1055 




Exons 


4oo..i4U4, ibou . . iyuy, ZUbo. 


.2155, 2196 


. .2617 




LjI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




beq. no. 


j? / Do 


Seq. ID 


OJ990930_12.0310. 


CO 1 
\^Z X 


Gene No . 




Strand 






Start 


*3 £ 9 


End 


2617 




Name 


n TQQHQTn 1 O OQ1 ft COl r\1 f n 


Method 


TBLASTX: Wheat 




btart 


0 / / 


End 


1793 




Vjl 


none 


Score 


67 




Exons 


577. .669, 670. .774, 698. .775 


, 799. .840, 


799..837, 844. .£ 


91, 




880. .1083, '896. .1036, 1051.. 


1218, 1059. 


.1235, 1254. .1361, 




loUb.. .UbZ, loo/..144y, uyz 


...1793, 1453.. 1749 




Seq. No. 


0 m c 0 

jy /oo 


Seq. ID 


OJ990930_12.0310. 


CO 1 
L,Z 1 


Gene No. 


ozlo / 


Strand 






Start 


"3 c; 0 


End 


2617 




Name 


ujyyuyou iz . ujiu.lzi .01 . tc 


Method 


TBLASTX: Cress 




Start 


1068 


End 


1449 






none 


Score 


62 




Exons 


1 ooc 1 AQt 1 0 1 Q 1 OR/! 

lUbo..lZoo, luyb..lZlo, 1ZD4 


..1361, 1387. .1449 




Seq. No. 


jy / do 


Seq. ID 


OJ990930_12.0310. 


C21 


Gene No. 


QOI QT 

0ZI0 / 


Strand 






b tart 




End 


2617 




Name 


ujyyuyou iz . uoiu . lzi . 01 . tin 


Method 


TBLASTX: Maize 




C4- v-4- 

otart 


1455 


End 


1752 






none 


Score 


149 




TT 1 vr y*\ c 


14DO. . 1 / Ol , 14 O D . . 1 / OZ 








Seq. No. 


/ JO 


Seq. ID , 


OJ990930_12.0310. 


C21 


Gene No. 


oZ lo / 


Strand 






O -I . yf 

otait 


03Z 


End 


2617 




Name 


ujyyuyou iz . ujiu .lzj. . oz . lw 


Method 


TBLASTX: Wheat 




otart 


1 p n q — 


End 


2152 




bl 


none 


Score 


52 




Exons 


1808. .1879, 1809.. 1880, 1916 


..2152, 1917. .2117 




o c q . IN o . 


39758 


Seq. ID 


OJ990930_12.0310. 


C21 


Gene No. 


82187 


Strand 






Start 


352 


End 


2617 




Name 


OJ990930 12.0310.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


1925 


End 


2140 




GI 


none 


Score 


93 




Exons 


1925.. 1987, 1994.. 2140, 2004 


. .2111 







39655 



Seq. No. 

"Gene No. 

Start 

Name 

Start 

GJC. . 

EXons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



39758 
82187 
352 

OJ990930_12.0310.C21.ol.ts 

2285 

none 

2285.. 2512, 2364.. 2510 



Seq. ID OJ990930_12.0310.C21 
Strand 

End 2617 

Method TBLASTX : Soybean 

End 2512 

Score 94 



Seq. ID OJ990930_12.0310.C23 
Strand + 

3695 
AAT/NAP 
2514 
2203 



End 

Method 

End 

Score 



39759 
82188 
1 

OJ990930_12.0310.C23.ol.np 
1 

7248394 

1..358, 629. .1698, 2135. .2514 

(AP001389) ESTs C97394 (C60113) ,AU07 5824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX : Soybean 

End 696 • 

Score 133 



39759 
82188 
1 

OJ990930_12.0310.C23.o5.ts 
328 
none 

328. .546, 562. .696 

39759 
82188 
1 

OJ990930_12.0310.C23.ol.gs 
343 
none 

343. .1120, 1334. .1427, 1503. .2349, 2397. .2585, 2787. .3668 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method GEN SCAN 

End 3668 

Score .87 



39759 
82188 
1 

OJ990930_12.0310.C23.ol.tw 

490 

none 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX : Wheat 

End 898 

Score 587 



490. .897, 507. .824, 616. .846, 797. .898, 800. .898 



39759 
82188 
1 . 

OJ990930_12.0310.C23.o2.tm 

550 

none 

550.. 765, 552.. 764 

39759 . 

82188 

1 

OJ990930 12.0310.C23.ol.tm 



Seq. ID OJ990930_12. 0310.C23 

Strand + 

End 3695 

Method TBLASTX : Maize 

End 765 

Score 296 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX : Maize 



39656 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Mme 

Start 

GI 

Exons 



766 End 1227 

none Score 619 

766. .1227, 768. .824, 885. .1226 



39759 
82188 
1 

OJ990930_12.0310.C23.o4 . ts 

913 

none 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX : Soybean 

End 1382 

Score 219 



913. .1194, 943. .1062, 948. .1-148, 1236. .1382 



39759 
82188 
1 

OJ990930_12.0310.C23.o3. tw 

916 

none 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX : Wheat 

End 1292 

Score 200 



916. .1218, 1195. .1272, 1197. .1292 



39759 
82188 
1 

OJ990930_12.0310.C23.ol.ts 

1533 

none 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX: Soybean 

End 1950 

Score 67 



1533. .1661, 1533. .1667, 1534. .1677, 1707. .1793, 1708. .1950, 
1833. .1946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



39759 
82188 
1 

OJ990930_12.0310.C23.o5.tw 

1579 

none 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX: Wheat 

End 2013 

Score 66 



1579. .1647, 1744. .2013, 1755. .1796, 1827. .1928 



39759 
82188 
1 

OJ990930_12.0310.C23.o2.tw 

1649 

none 

1649. .1741, 3216. .3632 

39759 
82188 
1 

OJ990930_12.0310.C23.o3.tm 

2463 

none 

2463. .2816 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX : Wheat 

End 3632 

Score 230 



Seq. ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method TBLASTX : Maize 

End 2816 

Score 217 



Seq. No. 39759 

Gene No. 82188' 

Start 1 

Name OJ990930_12 . 0310 . C23 . o2 . np 



Seq,. -ID OJ990930_12.0310.C23 

Strand + 

End 3695 

Method AAT/NAP 



•39657 




Start 2533 End 3695 

GI 629693 Score 555 

Exons 2533.. 3695 

GI Descrip. ' probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



beg. wo. 


/ j 5 








OcLJ ■ X U 


UU x ^. • u j x u 


f9^ 


bene no . 


ft 9 1 ft ft 








OH ai lu 


_l_ 




Start 


1 








End 


3695 




Name 


OJ990930 12. 


0310 


C23.o3 


.ts 


Method 


TBLASTX : Soybean 




b tar t 


z o / u 








Ilii 1LJ. 


jUDj 






none 








OUUI 


9 d n 




Exons 


Z 0 / U . . jUOJ/ 


977 1 

£. 1 I X 












beg. no. 


o y / D y 








OC^ . X U 


n.TQQOQ^n 1 9 n^i n 


P9^ 


bene no . 


ft 9 1 ft ft 








OLi al lvj 


_L 
1 




Start 


1 








End 


3695 




Name 


OJ990930 12. 


0310 


C23.o4 


.tw 


Method 


TBLASTX: Wheat 






9ft 9£ 
£ 0 Z D 










Q 1 Q Ci 
JlOJ 




bl 


none 








Score 


1 ft ^ 

loo 




Exons 


ZOZD. . JlOJ 














beg. no. 










oeq ■ x u 


UU jiJU yjU . UjIU 


P9^ 


Gene No. ■ 


Q 9 1 Q Q 








ourana 


i 

X 




Start 


1 








End 


3695 ' 




Name 


OJ990930_12. 


0310 


C23.o2 


. ts 


Method 


.TBLASTX: Soybean 




btarr. 










End 


3653 




bl 


none 








Score 


246 




Exons 


04 Uo . . jDjj , 






O DUO . . 


3649 






beg. no. 










Seg. ID 


OJ990930_12.0310 


P9 d 


Gene No . 


ft 9 1 ft q 








Strand 






Start 


31 








End 


2282 




Name 


OJ990930 12. 


0310 


C24.ol 


.gs 


Method 


GEN SCAN 






o i 








End 


2216 




bl 


none 








Score 


. 64 




Exons 


qi 1 £H 9 R Q 


a nf 


3 i ft s ^ 


• • 1 -?U 3 / 


2000. .2216 




beg . NO . 


/ DU 








Seg. ID 


OJ990930_12.0310 


P9 d 


Gene No . 


ft 9 1 ft Q 








Strand 






Start 


31 








End 


2282 




Name 


OJ990930 12. 


0310 


C24.o2 


.tm 


Method 


TBLASTX: Maize 






1 ^9 








End 


1610 




bl 


none 








Score 


93 




Exons 


i ^^9 1 ci n 


1 A 1 £ 
1 4 1 D 




1 A £ft 

1 fi DO . . 


1599 






Seq. No. 


39760 








Seg. ID 


OJ990930_12.0310 


.C24 


Gene No. 


82189 








Strand • 






Start 


31 








End. 


2282 




Name 


• OJ990930 12. 


0310 


C24.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


1742 








End 


2080 




GI 


none 








Score 


95 




Exons 


1742. . 1891, 


1747 


.1914, 


1921. . 


1950, 1940. .2080 




Seg. No. 


39760 








Seg. ID 


OJ990930_12.0310 


.C24 


Gene No. 


82189 








Strand 






Start 


31 








End 


2282 





39658 






IN dilic 


OJ990930 12 0310 C24 ol tm 


Method 


TBLASTX: 


^4ai ze 






O Lai L. 


1801 — 


End 


2282 










none 


Score 


67 








tt v n n 


1801 1929, 1801.. 1893, 1931 


..2281, 1947.. 2282 








Seq. No. 


39760 


Seq. ID 


OJ990930 


_12.0310 


C24 




Gene No. 


82190 


Strand 












2288 


End 


2516 








Name 


OJ990930 12 0310 C24 o3 tm 


Method 


TBLASTX: 


Slai ze 






Of a r +- 


2288 ~ 


End 


2516 








\3 ± 


none 


Score 


87 








P von ^ 


2288. .2509, 2325. .2516 












Seq. No. 


39761 


Seq. ID 


OJ990930 


_12.0310 


C25 




Gene No. 


82191 


Strand 


+ 








JLal U 


5823 


End 


8286 








in aiuc 


OJ990930 12 0310 C25 o2 as 


Method 


GENSCAN 










5823 _ 


End 


8286 








VJ JL 


none 


Score 


.51 








F.xons 


5823.. 6023, 6161.. 6363, 6751 


..7046, 7373.. 7478, 


8130. .8286 




Seq. No. 


39761 


Seq. ID 


OJ990930 


_12.0310 


C25 




Gene No. 


82192 


Strand 


+ 








L J 


o Lai u 


9468 


End 


9989 








Name 


n.TQQDQ^O 1? 0310 CPS n3 rrc: 


Method 


GENSCAN 






? e? 


OLal L 




End 


9989 










none 


Score 


.6 






f 1 1 

E ; 


C 1 von c 


Qdfifl QfiR? Qft7? QQftQ 












JClj ■ IN • 


397 61 


Seq. ID 


OJ990930 


JL2.0310 


.C25 


~Z 


Gene No. 


82193 


Strand 


+ 








Start 


13526 


End 


13849 








Name 


OJ990930 12.0310.C25.o3.np 


Method 


AAT/NAP 






= 




13526 


End 


13849 






' : 
- ~ 




6539588 


Score 


209 








* F 1 vnn <^ 


13526. .13849 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


'"V 






Seq. No. 


39761 


Seq. ID 


OJ990930 


_12.0310 


.C25 




Gene No. 


82194 


Strand 


+ 








Start 


17236 


End 


20237 








Name 


OJ990930 12.0310.C25.o5.gs 


Method 


GENSCAN 








Start 


17236 


End 


20237 








GI 


none 


Score 


. 4 








F.xon 

l—i ^ V-/ no 


17236. . 17319, 18079 .. 1824 6, 


19624. .19688, 20186 


. .20237 






Seq. No. 


39761 - 


Seq. ID 


OJ990930 


JL2.0310 


.C25 




Gene. No. 


82195 


Strand 


+ 








Start 


22365 


End 


23501 








Name 


OJ990930 12.0310.C25.o6.gs 


Method 


GENSCAN 








O LCli. L 


22365 


End 


23501 








GI 


none 


Score 


. 64 








Exons 


22365. .22830, 23029.. 23501 












Seq. No. 


39761 


Seq. ID"" 


' : OJ990930 


_12.0310 


C25 




Gene No. 


82196 


Strand 


+ 








Start 


23788 


End 


26927 







39659 




Name 


O.7QQ0Q70 19 f|^1 fl r^R n 7 rrQ 

UJ J jU 1^ i • L^ J , (J / • Lj o 


Method 


GENSCAN 








O Lai L 


97"7ftft ~~ 
Z J / oo 


End 


26927 








o X 


none 


Score 


.53 








Exons, 


977ftft 94940 9494R 94Q0PI 


25095. .25361, 25812. 


.25952, 






9fi1 79 96R14 96^79 96Q97 












Con Mn 

JC^. LN o . 


7Q7 61 


• Seq. ID 


OJ990930_ 


12 


o^i n 

■ v JlU 


CO R 


Gene No. 


82196 


Strand 


+ 








Start 


23788 


End 


26927 








Name 


OJ990930 12.0310.C25.o5.np 


Method 


AAT/NAP 










23812 


End 


26467 










4680179 


Score 


2950 








v /^i Ti c; 


23812. .24802, 24830. .26467 












OX UCOL/i. -'-,£•' • 


(AF111709) polyprotein [Oryza sativa subsp. indica; 






Con 

O t; • LN ^ ■ 


39761 


Seq. ID 


OJ990930_ 


12 


.0310 


.C25 


Gene No. 


82197 


Strand 










Start 


1190 


End 


4575 










OJ990930 12.0310.C25.ol.gs 


Method 


GENSCAN 










1190 


End 


4575 










none 


Score 


.63 










1190.. 1831, 1970.. 2286, 2341 


..2652, 2787. .2947, 


3100. .3383, 




3836. .4521, 4545. .4575 












Pah M/-^ 

OcC|. IN U . 


39761 


Seq. ID' 


OJ990930_ 


1 9 


071 n 

U JlU 


. 0 


Gene No. 


82198 


Strand * 










Start 


9498 


End 


15082 








Name 


OJ990930 12.0310.C25.o2.np 


Method 


AAT/NAP 








OLaiL 


9498 


End 


13602 








o± 


4416302 


Score 


616 








Exons 


9498. .10234, 13531. .13602 














(AF105716) copia-type pol polyprotein 


[Zea mays] 








Seq. No. 


39761 


Seq. ID 


OJ990930_ 


12 


0310 


.C25 


Gene No. 


82198 


Strand 










o Lai L 


9498 


End 


15082 








LN dlUC 


OJ990930 12.0310.C25.o4.gs 


Method 


GENSCAN 








O LCLX L 


13104 


■.-"•End - 


15061 








O X 


none 


Score 


.66 








DAUll o 


13104 13460, 13649. . 13792, 


14792. .15061 








k_J v.^ • IN \J ■ 


39761 


Seq. ID 


OJ990930_ 


12 


0310 


.C25 


Gene No. 


82198 


Strand ■ 










Start 


9498 


End 


15082 








Name 


OJ990930 12.0310.C25.o4.np 


Method 


AAT/NAP 








O LCLX L 


13428 


End 


15082 








(IT 


6539588 


Score 


157 








Exons 


13428. .1344 7, 14 7 64. .15082 












OX L/C O V— X X^«/ • 


(AP000837) .hypothetical protein [Oryza 


sativa] 








Seo No 


39761 


Seq. ID 


OJ990930_ 


12. 


0310 


.C25 


Gene No. 


82199 


Strand 










Start 


22459 


End 


33917 








Name 


OJ990930 12.0310.C25.o4.tin 


Method 


TBLASTX: Maize 




Start 


3 


End 


415 








GI 


none 


Score 


74 








Exons 


3. .59, 8. .415, 90. .392 













39660 




Seq. No. 


39761 






.Seq. ID 


OJ990930_12.0310 


.C25 


otJIlc; LNvJ • 


OO-I QQ 

0 ^ x y 17 






'..q-f- ran H 

O L X C3.11U 














Hi 1 1 Li 


^?Q1 7 




Name 




UjIU.LZJ.UI . 


L W 


HcLIlOU 


I OlxrtO 1 A . (Vllca L 




otail 


- ^9 






EjIIli 


O D X 












OLUiC 


177 
x / / 




Exons 


"39 "361 P7 
j<L . .Jul/ of. 


• O H X 










Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


.C25 


belle LNO . 


82199 






O L X dllLl 






OLdlL 


22459 






CjIILI 


Q1 7 

O O .7 X / 




Name 


OJ990930 12. 


0310.C25.o7. 


LW 


l v Jc LIlvJU. 


TRT A QTY • Whiaat- 
1 DXjrlO 1 A . Wiled L 




Q-t- a r-+- 
OLdlt 


690 






HjI in 


i n ^9 




X 


none 








4 0 






690. .749, 691. .750, 743. 


R ^ft 


7 ft 97 


poo 1 n?9 R97 


i nn 

• 1UU 


Seq., No. 


^Q7 61 






Seq. ID 


OJ990930_12.0310 


.C25 


UCilC LNL> . 


82199 






Strand . 








22459 






End 


33917 




Name 


OJ990930 12. 


0310.C25.o6. 


l_ w 


Method 


TBLASTX: Wheat 




C -1- -a y- f- 


1282 






End 


< 1633 






none 






Score 


71 




Exons 


128-2. .14 91, 


1286. .1507, 


1 A ft A 
X fl O fl . 


.1633, 1509.. 1631 




Seq. No. 


^Q7fi1 






Seq. ID 


OJ990930_12.0310 


.C25 


Lrene jno . 


82199 






Strand 






0 Lai L 


22459 






End 


33917 




Name 


OJ990930 12. 


0310.C25.o2. 


L S 


Method 


TBLASTX: Soybean 




OLdlL 


' 9471 






End 


10138 






none 






Score 


38 




Exons 


9471. .9749, 


9643. .9735, 


Q7 fift 
:? / DO ■ 


.10007, 9811.. 9969, 9977.. 


1 01 ^ 


Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


.C25 


fZ 0 n 0 M /"s 


82199 






Strand 






OLail 


22459 






End 


33917 




Name 


OJ990930 12. 


0310.C25.ol. 


LIll 


Method 


TBLASTX: Maize 




u Lai L 


9519" 






End 


10153 






none 






Score 


145 




Exons 


9519. .10010, 


9531. .9929, 


QRCO 
.7 J O 


. . 10008, 


10007. .10153 




Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


.C25 


CZ 0 "pi 0 NT 

OCllC 1NL> . 


82199 






Strand 






q+- a r +- 

OLal L 


22459 






End 


33917 




Name 


OJ990930 12. 


0310.C25.olO 


• LW 


Method 


TBLASTX: Wheat 




-r t- 
O Ldl L 


9564 






End 


9926 . 




\3 X 


none 






Score 


69 




Exons 


9564. .9740, 


9564 . .9737, 


Q7 R Q 


. 9926 






Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


.C25 


Gene No. 


82199 






Strand 






Start 


22459 






End 


33917 




Name 


OJ990930 12. 


0310.C25.o7. 


np 


Method 


AAT/NAP 




Start 


22459 






End 


33917 




GI 


6523547 






Score 


66 




Exons 


22459. .22564 


, 22643. .22844, 23739 23863, 31385 .. 31531 , 





33633. .33760, 33884.. 33917 



39661 




GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



oeg. lmo . 


39761 






Seg. ID 


OJ990930_12.0310 


. C25 


rt r^i rt TvT 

bene inu . 


82199 






Strand 






ot ar t 


22459 






End 


33917 




Nams 


OJ990930 12.0310.C25 


rt Q +- U7 


Method 


TBLASTX: Wheat 






23971 






End 


24243 . 




GI 


none 






Score 


219 




Exons 


23971. 


.24243, 23973. 


.24149, 


24016. .24201 




oeq* jno . 


39761 






Seg. ID 


OJ990930_12.0310 


. C25 


bene inq . 


82199 






Strand 






Of 3 v-t- 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


rt Cl 4" t A T 


Method 


TBLASTX: Wheat 




JtalL 


24248 






End 


24553 




GI 


none 






Score 


287 




Exons 


24248. 


.24553, 24250. 


.24339 








oeq . lno . 


39761 






Seg. ID 


OJ990930_12.0310 


. C25 


bene wo . 


82199 






Strand 






otari 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


• ob • tin 


Method 


TBLASTX: Maize 




o tart 


24248 






End 


24508 




GI . 


none 






Score. 


222 




Exons 


24248. 


.24508, 24250. 


.24339, 


24327. .24365, 24427.. 24507 




beg. no. 


39761 






Seg. ID 


OJ990930JL2.0310 


CO S 


Gene No . 


82199 






Strand 






o tar t 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


• o / • tm 


Method 


TBLASTX: Maize 






24854 






End 


25174 




GI 


none 






Score 


186 




Exons ■ 


24854 . 


.25174 










Ortrt- Mrt 
OC^ . IN (J • 


39761 






Seg. ID 


OJ990930_12.0310 


. C25 


f™* rt y\ rt M rt 

bene inu . 


82199 






Strand 








22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


. kJ D ■ L. W 


Method 


TBLASTX: Wheat 




Of 3 f- 


24908 






End 


25255 




GI 


none 






Score 


240 




Exons 


24908. 


.25255 










Q o. rt- Ma 
o e CJ . LN O . 


39761 






Seg. ID 


OJ990930_12.0310 


. C25 


mono Mo 

bene lnu . 


82199 






Strand 








22459 






End 


33917 




Name 


OJ990930 12.0310.C25 




Method 


TBLASTX: Wheat 




Q+* o rf 

o tar t 


25390 






End . 


25876 




GI 


none 






Score 


515 




Exons 


25390. 


.25683, 25394. 


.25876, 


25505. .25834 




Seg. No. 


39761 






Seg. ID 


OJ990930_12.0310 


.C25 


Gene No. 


82199 






Strand 






Start 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


25430 






End 


25744 




GI 


none 






Score 


186 





39662 



Exons 



25430. .25744 



Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


. C25 


Gene No. 


82199 






Strand 






Start 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


25459 






End 


25927 




GI 


none 






Score 


356 




Exons 


25459. 


.25641, 25463. 


.-25906, 


25535. .25927 




Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


.C25 


Gene No. 


82199 






Strand 






Start 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


25817 






End 


32990 




GI 


none 






Score 


57 




Exons 


25817. 


.25849, 25817. 


.25849, 


25853. .25906, 25853 .. 25933, 






25855. 


.25998, 25961. 


.26047, 


25972. .26019, 26038 .. 26154 , 






26040. 


.26201, 26047. 


.26211, 


32919. .32990 




Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


. C^O 


Gene No. 


82199 






Strand 






Start 


• 22459 






End 


33917 




Name . 


OJ990930 12.0310.C25..o2.tw 


Method 


TBLASTX: Wheat 




Start 


25975 






End 


26415 




GI 


none 






Score 


69 




Exons 


25975. 


.26019, 25976. 


.26026, 


25983. .26399, 26044.. 26415 




Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


. C25 


Gene No. 


82199 






Strand 






Start 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


26107 






End 


26466 




GI 


none 






Score 


378 




Exons 


26107. 


.26466, 26160. 


.26465, 


26173. .26466 




Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


o c 

. CZd 


Gene No. 


82199 






Strand 






Start 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


26233 






End 


26466 . 




GI 


none 






Score 


188 




Exons 


26233. 


.26466 










Seq. No. 


39761 






Seq. ID 


OJ990930_12.0310 


. C^o 


Gene No. 


82199 






Strand 






Start 


- 22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


/o3 . tw 


• Method 


TBLASTX: Wheat 




Start 


26457 






End 


26879 




GI 


none 






Score 


455 




Exons 


26457. 


.26879, 26477. 


.26617, 


26639. .26686, 26715.. 26858 




Seq. No. 


39761 






Seq. ID 


OJ990930JL2.0310 


.C25 


Gene No. 


82199 






Strand 






Start 


22459 






End 


33917 




Name 


OJ990930 12.0310.C25 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


26523 






End 


26783 





39663 




GI 


none 




Score 


271 






Exons 


O^COQ OCTOO O£C"0/l 

~. ZodZo . . ZD / g j/ z boo 4 . 


. z boo J / 


26634 . .26756 






Seq. No. 


39761 




Seq. ID 


OJ990930_ 


12.0310 


.C25 


Gene No. 


82199 




Strand 








Start 


9 9 A R Q 

zz4 oy 




End 


33917 






Name 


ojyyuyju iz.ujiu.czd 


. 08 . gs 


Method 


GEN SCAN 






Start 


z/3iy 




End 


30142 






GI 


none 




Score 


.62 






Exons 


Z / jiy . . Z / DZD , Z/d4o. 


9 q n n gl 
. ZoUUO, 


29723. .29977, 30092. 


on i a 9 

. jU1*1Z 




Seq. No. 


jy / bi 




Seq. ID 


OJ990930_ 


1 Z . U jIU 


no 

. LZ D 


Gene No. 


82199 




Strand 








Start 


22459 




End 


33917 






Name 




.06. np 


Method 


AAT/NAP 






Start 


Z / / 1 / 




End 


33917 






GI 


CQC01 on 
OoDZioU 




Score 


408 






Exons 


otttt oonon oonoo 

z / / 1 / . . z o u yu , zyuyy. 


. z y 1 / d, 


33890. .33917 






GI Descrip. 


(ALll/zbDJ ZnDUUUlU. 


1 r /"\ v* T r f~~w -**\ 

1 yUTyzBi 


sativa] 








Seq. No. 


39761 




Seq. ID 


OJ990930_ 


12.0310 


.C25 


Gene No. 


82199 




Strand 








Start 


zz 4 o y 




End 


33917 






Name 


■ ujyyuyju iz. ujiu. lzd 


. o9 . gs 


Method 


GENSCAN 






Start 






End 


32969 






GI 


none 




Score 


.59 






Exons 


31303 . . 31 603, 31d3o. 


0 1 0 i n 
. 3181U, 


32419. .32513, 32911. 


. oz y by 




Seq. No. 


39762 




Seq. ID 


OJ990930_ 


12.0310 


.C27 


Gene No. 


82200 




Strand 


+ 






Start 


i Tic 




End 


2442 






Name 


(jjyyuyou iz.uoiu.lz/ 


. ol . gs 


Method 


GENSCAN 






Start 


1 / 3D 




End 


2265 






GI 


none 




Score 


.46 






Exons 


1 /OD . . ZZDD 












Seq. No. 


39 / OZ 




Seq. ID' 


OJ990930_ 


i 9 n 9 1 n 
1 Z 1 . UjIU 


POT 
. Lz / 


Gene No . 


ozzuu 




Strand 


+ 






Start 


1735 




End 


2442 






Name 


OJ990930 12.0310.C27 


.ol.gp. 


Method 


AAT/GAP 






otart 


1765 




End 


2442 






bl 


26606 2.R1084 




Score 


1317 






Exons 


1765.. 2442 












GI Descrip. 


1 4 680203/gb| AAD27 566 


.1 IAF114171J7 l.Oe- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] f 










Seq. No. 


39762 




Seq. ID 


OJ990930_ 


12.0310 


.C27 


Gene No. 


82201 ' 




Strand 


+ 






Start 


3021 




End 


12677 






Name 


OJ990930 12.0310.C27 


. ol.np 


Method 


AAT/NAP 






Start 


2614 




End 


5065 






GI 


6598399 




Score 


1340 






Exons 


2614. .5065 













GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 
. [Arabidopsis thaliana] 

Seq. No. 39762 Seq. ID OJ990930_12 . 0310 . C27 



39664 



Gene No. 82201 Strand + 

Start 3021 End 12677 

Name OJ990930_12 . 0310 . C27 . o2 . gs Method GEN SCAN 

Start 3021 End 4136 

GI none Score .51 

Exons 3021.. 4136 



Seq. No. 39762 

Gene No. 82201 

Start 3021 

Name OJ990930_12 . 0310 . C27 . o3 . gs 

Start 4444 

GI none 

'Exons 4444.. 4995, 5322.-5482, 5642. 

6507.. 8888, 9102.. 12674 



OJ990930_12.0310.C27 
+ 

12677 
GENSCAN 
12674 
.63 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5718, 5998. .6041, 6242. .6451, 



Seq. No. 39762 

Gene No. 82201 

Start 3021 

Name OJ990930_12 . 0310 . C27 . o3 . np 

Start 6525 

GI 7228457 

Exons 6525.. 6891, 6953.. 8888, 8952. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9786, 



OJ990930_ 
+ 

12677 
AAT/NAP 
12677 
9289 
9909. .11060, 



12.0310.C27 



11127. .12677 



(AP001366) Similar to Sorghum., bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39762 
82202 
13319 

OJ990930_12.0310.C27.o3.tw 

3135 

none 



Seq. ID OJ990930_12.0310.C27 
Strand 
End 

Method 
End 
Score 



13946 

TBLASTX: Wheat 

3557 

415 



3135. .3248, 3140. .3442, 3144. .3557, 3279. .3443, 3477. .3557 



Seq. No. 39762 Seq. ID 

Gene No. 82202 Strand 

Start 13319 End 

Name OJ990930_12 . 0310 . C27 . o5 . tm Method 

Start 3294 End 

GI none Score 

Exons 3294.. 3458, 3480.. 3761 



OJ990930_12.0310.C27 
13946 

TBLASTX: Maize 

3761 

104 



Seq. No. 39762 Seq. ID 

Gene No. 82202 Strand 

Start 13319 End 

Name OJ990930_12 . 0310.. C27 . o3 . ts Method 

Start" 34 68 End 

GI none Score 

Exons 3468.-3734 



OJ990930_12.0310.C27 
13946 

TBLASTX : Soybean 

3734 

196 



Seq. No. 39762 Seq. ID 

Gene No. 82202 Strand 

Start 13319 End 

Name OJ990930_12 . 0310 . C27 . olO . tw Method 

Start 3561 End 

GI none Score 



OJ990930_12.0310.C27 
13946 

TBLASTX: Wheat 

3773 

239 



39665 






Exons 


. . O 1 / O , 


OCT) 

oo / z . 


. O / DO 












Seq. No. 


39762 








Seq. ID 


OJ990930_12.0310. 


.C27 




Gene No. 


82202 








Strand 








Start 










End 


13946 






Name 


ujyyuyou iz 


. UolU . 


CZ / . OO 




Method 


TBLASTX: Wheat 






Start 


*3 O O C 

JOOD 








End 


4278 






GI 


none 








Score 


234 






Exons 


jooD . . 4 110 / 


oyz o . 


4 111 
. H ± L J. f 


A 1 1 "3 

f± 1 1 o . 


.4250, 4120. .4278, 4132. .4275 




Seq. No. 


39762 








Seq. ID 


OJ990930_12.0310 


.C27 




Gene No. 


82202 








Strand 








Start 










End 


13946 






Name 


ujyyuyou iz 


. UolU . 


con /^A 
UZ / . 04 


. Lin 


Method 


TBLASTX: Maize 






Start 


4 UUZ 








End 


4374 






GI 


none 








Score 


124 






Exons 


4 UUZ . . 4 IZ / , 


a m n 
4 U 1 u . 


. *i 1 O Z , 


4 1 9 Q 
4 1 Z " • 


.4374, 4218. .4286 






Seq. No. 


39762 








Seq. ID 


OJ990930_12.0310 


.C27 




Gene No. 


82202 








Strand 








Start 










End 


13946 






Name 


ojyyuyju iz 


. UolU . 


LZ / . OZ 


. ts 


Method 


TBLASTX: Soybean 






Start 


4 loo 








End 


4509 




rz =? 


GI 


none 








Score 


165 




% s£ 


Exons 


/I i co /I / 1 "3 
4 lOO . . 4 4 lo , 


4 loZ . 


y| -0 yl 
. 4 O 4 D , 


4 4 z y . 


.4509, 4437. .4496 




Li I 


Seq. No. 


39762 








Seq. ID 


OJ990930_12.0310 


.C27 


: '~3 

r ~ 


Gene No. 


82202 








Strand 








Start 


*i o o i n 

loo l y 








End 


13946 




= '■=? 


Name 


ojyyoyoQ iz 


a o *i n 
. UolU . 


Cz / . O / 


. tm 


Method 


TBLASTX: Maize 






Start 


y| OTO 

4378 








End 


4635 




ru 


GI 


none 








Score 


88 




= 


Exons 


A O A A A O 

4o /o . . 444 o, 


4 4 o b . 


. 4 DOO 










Id 


Seq. No. 


39762 








Seq. ID 


OJ990930_12.0310 


.C27 




Gene No. 


82202 








Strand 






r ~~ 


Start 


1 OOI Q 

1 o o 1 y _ 








End 


13946 






Name 


ujyyuyou iz 


rtOI A 

. UolU . 


nil aQ 

oz / . oy 


. tw 


Method 


TBLASTX: Wheat 






Start 


/ 1 / y 








End 


7571 




13 


GI 


none 








Score 


58 




f i 


Exons 


/ 1 / y . . /zz b , 


/ Zoo . 


*7 "3 T 1 

. / ool , 


7 o r n 
/ z ou . 


.7339, 7298. .7537, 7314. .7571 




Seq. No. 


39762 








Seq. ID 


OJ990930_12.0310 


.C27 




Gene No. 


82202 








Strand 








Start 


1 OOI Q 

looiy 








End 


13946 






Name 


ojyyuyou iz 


noi a 
. UolU . 


CZ / . OD 


. tltl 


Method 


TBLASTX: Maize 






Start 


H 1 Q A 

I lo 4 








End 


7469 






GI 


none 








Score 


193 . 






Exons 


/ lb 4 . . / 4 DO , 


"7 O O 1 

/ ZZ 1 . 


. / 4 b y 












beq. wo. 


jy / oz 








Seq. ID 


OJ990930_12.0310 


.C27 




Gene No. 


82202 








Strand 








Start 


13319 








End 


13946 






Name 


OJ9909.30 12 


.0310. 


C27.o8 


. tw 


Method 


TBLASTX: Wheat 






Start 


7579 








End ' 


11039 






GI 


none 








Score 


221 






Exons 


7579. .7632, 


10581. . 10829, 10605. . 10829, 


10670. . 10843, 





39666 



10890. .11039, 10901. .11038 



Seq. No. 39762 

Gene No. 82202 

Start 13319 

Name OJ990930_12 . 0310 . C27 . o4 . tw 

Start 8309 

GI none 

Exons 8309.. 8446, 8310.. 8795, 8322. 
8717. .8764 



Seq. ID OJ990930_12.0310.C27 
Strand 

End 13946 

Method TBLASTX : Wheat 

End 8795 

Score 404 

.8492, 8504. .8647, 8529. .8738, 



Seq. No. 39762 

Gene No. 82202 

Start 13319 

Name OJ990930_12 . 0310 . C27 . ol . tw 

Start 8960 • 

GI none 

Exons 8960.. 9421, 8961.. 9422 



Seq. ID OJ990930_12.0310.C27 
Strand 

End 13946 

Method TBLASTX : Wheat 

End 9422 

Score 579 



Seq. No. 39762 Seq. ID 

Gene No. 82202 Strand 

Start 13319 End 

Name OJ990930_12 . 0310 . C27 . ol . tm Method 

Start 9090 End 

GI none Score 

Exons 9090.. 9446, 9125.. 9436, 9141.. 9446 



OJ990930_12.0310.C27 
13946 

TBLASTX: Maize 

9446 

388 



Seq. No. 39762 Seq. ID 

Gene No. 82202 Strand 

Start 13319 End 

Name OJ990930_12 . 0310 . C27 . o3 . tm Method 

Start 9473 End 

GI none Score 

Exons 9473.. 9838, 9474.. 9857 



OJ990930_12.0310.C27 
13946 

TBLASTX :Maize 

9857 

359 



Seq. No. : ' 39762 Seq. ID 

Gene No. 82202 Strand 

Start 13319 End 

Name OJ990930_12 . 0310 . C27 . o2 . tw Method 

Start 9530 End 

GI none " Score 

Exons 9530.. 9955, .9531.. 9950 



OJ990930_12.0310.C27 
13946 

TBLASTX: Wheat 

9955 

491 



Seq. No. 39762 Seq. ID 

Gene No. 82202 Strand 

Start 13319 End 

Name OJ990930_12 . 0310 . C27 . ol . ts Method 

Start 9609 End 

GI none Score 

Exons 9609.. 9980, 9626.. 9769 



OJ990930_12.0310.C27 
13946 

TBLASTX: Soybean 

9980 

278 



Seq. No. 39762 Seq. ID 

Gene No. 82202 Strand 

-Start 13319 End . 

Name OJ990930_12 . 0310 . C27 . oil . tw Method 

Start 11042 End 

GI none Score 



OJ990930_12.0310.C27 
13946 

TBLASTX: Wheat 

11354 

180 



39667 



Exons 


11042 .. 11209, 11055 11243, 


11103. .11354 






Seq. No. 


39762 


Seq. ID 


OJ990930 


_12.0310 


.C27 


Gene No. 


82202 


Strand 


- 






Start 


13319 


End 


13946 






Name 


OJ990930 12 . 0310 . C27 . o2 . tm 


Method 


TBLASTX :" 


feize 




Start 


11547 


End 


11870 






GI 


none 


Score 


362 






Exons 


11547 .. 11870, llo/b..lloo/ 










Seq. No. 


39762 


Seq. ID 


OJ990930 


_12.0310 


.C27 


Gene No. 


82202 


Strand 








Start 


13319 


End 


13946 






Name 


OJ990930 12 . 0310 . Cz / . oo . tw 


Method 


TBLASTX: 


tfneat 




Start 


11684 


End 


12065 






GI 


none 


Score 


375 






Exons 


11684 .. 117 4 U, 11 boo . . IzUbo, 


11688. .11939, 11786 


. . 1 Z U J4 




Seq'. No. 


39762 


Seq. ID 


OJ990930 


1Z . U J1U 


POT 

. CZ / 


Gene No. 


82202 


Strand 








Start 


13319 


End 


13946 






Name 


OJ990930 12 . 0310 . Cz 1 . o / . tw 


Method 


TBLASTX: 


wneat 




Start 


12066 


End 


12668 






GI 


none ■ 


Score 


265 






Exons 


12066 . . 12350, 12067 124 02 , 


12071. .12349, 12438 


. .12512, 






12542 .. 12 664 , 12543. .Izbbo 










Seq. No. 


39762 


Seq; ID 


OJ990930 


JL2.0310 


.C27 


Gene No. 


82202 


Strand 








Start 


13319 


End 


13946 






Name 


OJ990930 12 . 0310 . C27 . o4 . gs 


Method 


GENSCAN 






Start 


13319 


End 


13699 






GI 


none 


Score 


.84 






Exons 


13319 . . 13699 










Seq. No. 


397 62 


Seq. ID 


OJ990930 


1Z . UolU 


POT 

. CZ / 


Gene No. 


82202 


Strand 








Start 


13319 


End 


13946 






Name 


OJ990930 12.0310.C27.o4.np 


Method 


AAT/NAP 






Start 


13322 


End 


13946 






GI 


5803259 


Score 


824 






Exons 


13322. .13946 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39763 


Seq. ID 


OJ990930 


1Z . U J1U 


. CZ o 


Gene No. 


82203 


Strand 








Start 


1 


End 


2356 






Name 


OJ990930 12.0310.C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End • 


2356 






GI 


5803259 


Score 


3017 






IT 1 v /~\ r^i o 


1..717, 754. .996, 1096. .2356 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39763 


Seq. ID 


OJ990930 


_12.0310 


.C28 


Gene No. 


82203 


Strand 








Start 


1 


End 


2356 






Name 


OJ990930 12.0310.C28.ol.gs 


Method 


GENSCAN 







39668 






Start 


76 




End 


2356 










GI 


none 




Score 


.71 










Exons 


76. .833, 844. .996, 1175 


. . 1264 


, 1369.. 1942, 1964 


. .2356 






Seq. No. 


39 7 63 




Seq. ID 


OJ990930 


_12. 


0310 


. C28 




Gene No. 


82204 




Strand 


- 










. Start 


3017 




End 


3249 










Name 


OJ 990 930_12 . 0310 . C28 . o2 


.np 


Method 


AAT/NAP 










Start 


301 / 




End 


3249 










GI 


7523512 




Score 


92 










Exons 


301 / . .324 9 
















GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


39 / d4 




Seq. ID 


OJ990930 


_12. 


0310 


. C30 




Gene No. 


82205 




Strand 


+ 










Start 


1 




End 


1933 










Name 


OJ990930 12.0310.C30.o3 


.np 


Method 


AAT/NAP 










Start 


1 




End 


817 










GI 


6002794 




Score 


328 










Exons 


1..42, 600. .817 
















GI Descrip. 


(AF149813) unknown [Oryza sativa] 












Seq. No. ■ 


39764 




Seq. ID 


OJ990930 


_12. 


0310 


.C30 




Gene No. " 


82205 




Strand 


+' 








S, ' 2 


Start 


1 




End 


1933 










Name 


OJ990930 12.0310.C30.ol 


.gs 


Method 


GENSCAN 








f u 


Start 


690 . 




End 


1906 










GI 


none 




Score 


.79 










Exons 


690. .896, 1137. .1906 














a- 


Seq. No. 


39764 




Seq. ID 


OJ990930 


_12. 


0310 


. C30 




Gene No. 


82205 




Strand 


+ 








= 


Start 


1 




End 


1933 










Name 


OJ990930 12.0310.C30.o4 


.np 


Method 


AAT/NAP 










Start 


1308 




End 


1933 










GI 


4680179 




Score 


349 








? ™ 


Exons 


1308. .1933-- 














t ~ 


GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp". indica] 








Seq. No. 


39764 




Seq. ID 


OJ990930 


_12. 


0310 


C30 




Gene No. 


82206 




Strand 












Start 


1 




End 


1904 










Name 


OJ990930 12.0310.C30.ol 


.np 


Method 


AAT/NAP 










Start 


1 




End 


1724 










GI 


6069659 




Score 


114 










Exons 


1. .197, 1679. . 1724 
















GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


39764 




Seq. ID 


OJ990930_ 


_12. 


0310 


C30 




bene lno . 


82206 




Strand 












Start 


1 




End 


1904 










Name 


OJ990930 12.0310.C30.o2 


.np 


Method 


AAT/NAP 










Start 


1 




End 


569 










GI 


6907088 




Score 


334 










Exons 


1'. .24, 329.. 569 
















GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 









39669 



Seq. No. 39764 

Gene No. 82206 
Start . 1 

Name OJ990930JL2 . 0310 . C30 . ol . tw 

Start 1527 

GI none 

Exons 1527.. 1904, 1544.. 1645 



Seq. ID OJ990930_12.0310, 
Strand 

End 1904 
Method TBLASTX : Wheat 
End ' 1904 

Score 264 



C30 



Seq. No. 39765 

Gene No. 82207 

Start 1 

Name OJ990930JL2 . 0310 . C31 . ol . np 

Start 1 

GI 4680179 

Exons 1 . .2452 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990930_12.0310. 

Strand + 

End 2452 

Method AAT/NAP 

End 2452 

Score 3114 



C31 



Seq. No. 39765 ■ 

Gene No. 82207 

Start 1 

Name OJ990930_12 . 0310 . C31 . 06 . tw 

Start 1 

GI none 

Exons 1..147, 2. -.148 



Seq. ID OJ990930_12. 0310, 

Strand + 

End 2452 

Method TBLASTX : Wheat 

End 148 

Score 228 



C31 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39765 
82207 
1 

OJ990930_12.0310.C31.o4.tm 
5 

none 



Seq. ID OJ990930_12.0310. 

Strand + 

End 2452 . 

Method TBLASTX: Maize 

End 487 

Score 139 



C31 



5. .166, 152. .487, 278. .325, 313. .465 



Seq. No. 39765 

Gene No. 82207 

Start 1 

Name OJ990930_12 .^0310 . C31 . ol. gs 

Start • 8 

GI none 

Exons 8.. 592, 762.. 2423 

Seq. No. 39765 

Gene No. 82207 

Start 1 

Name OJ990930_12 . 0310 . C31 . ol . ts 

Start 41 

GI none 

Exons 41. .73,. 41. .73, 58. .153, 77, 



Seq. ID OJ990930_12.0310.C31 

Strand + 

End 2452 

Method GENSCAN ' 

End 2423". 

Score ' .8 



Seq. ID OJ990930_12.0310.C31 

Strand + 

End 2452 

Method TBLASTX : Soybean 

End 436 

Score 56 
,436, 193. .408 



Seq. No. 39765 

Gene No. 82207 

Start 1 • 

Name OJ990930_12 . 0310 . C31 . o5 . tw 

Start 149 

GI none 

Exons 149.. 445, 193. .408 



Seq. ID OJ990930_12.0310. 

Strand + 

End 2452 

Method TBLASTX : Wheat 

End 445 

Score 366 



C31 



39670 




Seq. No. 


39765 






Seq. ID 


OJ990930JL2.0310 


.C31 


Gene No. 


82207 






Strand 


+ . 




Start 


1 






End 


2452 




-Name 


OJ990930 12 


.0310.C31.o3 


. tw 


Method 


TBLASTX : Wheat 




Start 


451 






End 


875 




GI 


none 






Score 


255 




Exons 


451. .681, 452. .658, 658 


. . 726, 


660. .716, 


726. .860, 729. . 


875 


Seq. No. 


39765 






Seq. ID 


OJ990930JL2.0310 


.C31 


Gene No. 


82207 






Strand 


+ 




Start 


1 






End 


2452 




Name 


OJ990930 12 


.0310.C31.o3 


. tm 


Method 


TBLASTX : Maize 




Start 


524 






End 


875 




GI 


none 






Score 


178 




Exons 


524. .658, 526. .660, 658 


. .726, 


699. . 872, 


729. . 875 




Seq. No. 


39765 






Seq. ID 


OJ990930_12.0310 


.C31 


Gene No. 


82207 






Strand 


+ 




Start 


1 






End 


2452 




Name 


OJ990930 12 


.0310.C31.o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


918 






End 


1442 




GI 


none 






Score 


580 




Exons 


918. .1442, 


992. .1438 










Seq. No. 


39765 






Seq. ID 


OJ990930_12.0310 


.C31 


Gene No. 


82207 






Strand 


+ 




Start 


1 






End 


2452 




Name 


OJ990930 12 


.0310.C31.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1149 






End 


1466 




GI 


none 






Score 


97 




Exons 


1149. .1322, 


1170. .1322, 


1323 . 


.1466, 1325.. 1450 




Seq. No. 


39765 






Seq. ID 


OJ990930_12.0310 


.C31 


Gene No. 


82207 






Strand 


+ 




Start 


1 






End 


2452 




Name 


OJ990930 12 


. 0310 . C31 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1235 ■ 






End • 


1490 




GI 


none 






Score 


298 




Exons 


1235. .1480, 


1242. .1490, 


1362 . 


.1490 






Seq. No. 


39765 






Seq. ID 


OJ990930_12.0310 


.C31 


Gene No. 


82207 






Strand 


+ 




Start 


1 






End 


2452 




Name 


OJ990930 12 


.0310.C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1290 






End 


1580 




GI 


none 






Score 


382 




Exons 


. 1290. .1580, 


1301. . 1480, 


1529. 


.1576 






Seq. No. 


397,65 






Seq. ID 


OJ990930_12.0310 


.C31 


Gene No. 


82207 






Strand 


+ 




Start 


1 






End 


2452 




Name 


OJ990930 12 


.0310.C31.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1449 






End 


2075 




GI 


none 






Score 


676 




Exons 


1449. .2075, 


1529. . 1951 










Seq. No. 


39765 






Seq. ID 


OJ990930_12.0310 


.C31 



39671 



Gene No. 


82207 






Strand 


+ 


Start 


1 






End 


2452 


Name 


OJ990930 12 


0310 C31 ol 


fm 
■ L.1U 


Method 


TBLASTX: 


otai t 


1 632 ~~ 






End 


2225 


rir 

\J X 








Score 


221 


T** von c; 


i 1790 


163S 1781 

1UJJ . . X r (J X , 


1 637 


.1783, 1786. .1869, 




1787 1930 


1788 2225 


2006 . 


.2215, 2130. .2225 




3976S 






Seq. ID 


OJ990930 


Gene No. 


82207 






Strand 


+ 


Start 


1 






End 


2452 


Name 


OJ990930 12 


0310 C31 o4 


. tw 


Method 


TBLASTX: 


O L. al L. 


207 S ~ 






End 


2408 


(IT 
\J X 








Score 


378 




207S 2119 


2076 2408 


2083 . 


.2181, 2115. .2183, 




2238 2387 










Seq. No. 


39765 






Seq. ID 


OJ990930 

\JKJ Zs ZJ \J Zs ^) \J 


Gene No. 


82207 






Strand 


X 


J Lai L 


1 






End 


2452 


Name 


OJ990930 12 

V/ LJ ZJ ZJ \J Zs ~J \J X • 


0310 C31 o5 


fm 


Method 


TBLASTX: 


o Lai c 


2232 ~~ 






End 


2393 

c. Zj -J 


O X 


none 






Score 


189 

X O J 


-Exons 


223? 23Q0 


293S 2393 








O ti L± ■ ln(J . 


3Q7 fifi 






Seq. ID 


OJ990930 


Gene No. 


82208 






Strand 




Start 


1 






End 


1246 


Name 


OJ990930 12. 


0310.C32.ol 


.np 


Method 


AAT/NAP 


O Lai L 


1 






End 


124 6 


(IT 

O X 


6983857 






Score 


4 0 S 
*i \j j 


TT 1 von q 


1..263, 294. 


.769, 1019. 


.1246 






VJ X UCDL^ilU. 


(AP001168) hypothetical 


protein [Oryza 


^ ^ 1~ 1 1 
O d U. X V d J 


Seq. No. 


39766 






Seq. ID 


OJ990930 


Gene No. 


82208 






Strand 




Start 


1 






End 


1246 


Name 


OJ990930 12. 


0310.C32.ol 


.gs 


. Method 


GENSCAN 


Start 


238 






End 


317 


GI 


none 






Score 


.47 


Rxon 


238. .317 










Seq. No. 


39767 






Seq. ID 


OJ990930 


Gene No. 


82209 






Strand 


+ 


Start 


53 






End 


1020 


Name 


OJ990930 12. 


0310.C33.ol 


.gs 


Method 


GENSCAN 


Qf = rh 


53 






End 


1020 


GI 


none 






Score 


. 69 


LiAUllu 


53. .668, 698 


. .1020 








OC^. INC . 


39767 






Seq. ID 


OJ990930 


Gene No. 


82210 






Strand 


+ 


Start 


1907 






End 


2290 


Name 


OJ990930 12. 


0310.C33;ol 


.gp 


Method 


AAT/GAP 


Start 


1907 






End 


2290 


GI 


uC-osflcyp033a04bl 




Score 


673 


Exons 


1907. .2290 











39672 



Cil Dp <?rr i n 

VJ .1- i—/ O J_ -1- . 


■6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza 


sat 




DNA, chromosome 1, clone : P0711E10 1 






Sea No 


39767 


' Seq. ID 


OJ990930 


12 


Gene No . 


82211 


Strand 


+ 




Start 


5333 


End 


5492 




Name 


OJ990930 12.0310.C33.o2.gp 


Method 


AAT/GAP 




Start 


5333 


End 


5492 




GI 


38782 1.R1084 


Score 


277 






5333. .5492 








GT Dp 9prin * 


, 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza 


sat 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


39767 


Seq. ID 


OJ990930 


_12 


Gene No. 


" 82212 


Strand 






Start 


1332 


End 


4984 




Name 


OJ990930 12.0310.C33.o2.gs 


Method 


GENSCAN 




Start 


1332 


End 


3662 




GI 


none 


Score 


.67 




Evnns 


1332.. 1438, 2065.. 2192, 3179 


..3312, 3342. .3662 




Spq No 


39767 


Seq. ID 


OJ990930 


12 


Gene No. . 


82212 


Strand 


- 




Start 


1332 


End 


4984 




Name 


OJ990930 12.0310.C33.6l.np 


Method 


AAT/NAP 




u tui U 


3551 


End 


4984 




GI 


6907088 


Score 


1003 




DAUllO 


3551.. 3947, 4435;. 4672, 4848 


. .4984 






GT np^rri n 

\wJ _L l_> vz; o J- -1- k> . 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39768 


Seq. ID 


OJ990930 


JL2 


Gene No. 


82213 


Strand 


+ 




Start 


1309 


End 


1591 




Name 


OJ990930 12.0310.C34.ol.gs 


Method 


GENSCAN 




Start 


1309 


End 


1591 




GI 


none 


Score 


.58 




.Exons * 


1309. .1591 








Seq. No. 


39769 


Seq. ID 


OJ990930 


_12 


Gene No. 


82214 


Strand 


+ 




Start 


598 


End 


2823 




Name 


OJ990930 12.0310.C36.ol.gs 


Method 


GENSCAN 




Start 


598 


End 


2823 




GI 


none 


Score 


.77 




Exon s 


598. .678, 2596. .2823 








Sea No 


39770 


Seq. ID 


OJ990930 


12 


Gene No. 


82215 


Strand 






Start 


9419 


End 


15369 




Name 


OJ990930 12.0310.C37.o2.gs 


Method 


GENSCAN 




Start 


9419 


End 


15369 




GI 


none 


Score 


.46 




Exons 


9419.. 9478, 12030 .. 12278, 12306 12351 , 


12388. . 


127; 




12959. .13034, 13904 .. 13963, 


14084 . .1418 


17, 15199 


. .1! 


Seq. No. 


39770 


Seq. ID 


OJ990930 


_12 


Gene No. 


82215 


Strand 







39673 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9419 End 15369 

OJ990930_12.0310.C37 .ol.np Method AAT/NAP 
11164 End 12214 

6815099 Score 80 

11164. .11282, 12030. .12214 

(AP001081) hypothetical protein [Oryza sativa] 



39771 
82216 
1 

OJ990930_12. 0310. C38. ol.np 
1 

4680203 
1..91, 230. .787 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990930_12.0310.C38 

Strand + 

End 787 

Method AAT/NAP 

End 787 

Score 4 94 



39771 
82216 
1 

OJ990930_12.0310.C38.ol.gs 

205 

none 

205. .582 



Seq. ID OJ990930_12.0310.C38 

Strand + 

End 787 

Method GENSCAN 

End 582 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39771 
82216 
1 

OJ990930_12.0310.C38.ol.tw 

234 

none 



Seq. ID OJ990930_12.0310.C38 

Strand + 

End 787 

Method TBLASTX : Wheat 

End 779 

Score 207 



234. .554, 236. .277, 395. .556, 602. .697, 603. .707, 711. .779 



39771 
82216 
1 

OJ990930_12.0310.C38.ol.ts 

245 

none 



Seq. ID OJ990930_12.0310.C38 

Strand + 

End 787 

Method TBLASTX : Soybean 

End 573 , 

Score 267 



245.-277, 279. .554, 281. .547, 312. .572, 334. .573 



39772 
82217 
1 

OJ990930_12. 0310. C39. ol.np 

.1 

4680179 
1..237, 340.. 979 

(AFill709)* polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990930_12.0310.C39 

Strand + 

End 97 9 

Method AAT/NAP 

End 97 9 

Score 535 



39772 
82217 
1 

OJ990930_12.0310.C39.o2.tw 

183 

none 



Seq. ID OJ990930_12.0310.C39 

Strand + 

End 979 

Method TBLASTX : Wheat 

End 524 

Score 63 



183. .251, 209. .232, 354. .524, 354. .506, 419. .517 



39674 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



39772 
82217 
1 

OJ990930_12.0310.C39.ol.tm 

368 

none 



Seq. ID OJ990930_12.0310.C39 

Strand + 

End 97 9 

Method TBLASTX : Mai ze 

End 694 

Score 207 



368. .481, 369.-692, 375. .509, 611. .694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39772 Seq. ID 

82217 Strand 

1 End 

OJ990930_12.0310.C39.ol.tw Method 

554 End 

none Score 



OJ990930_12.0310.C39 
+ 

979 

TBLASTX: Wheat 

968 

151 



554. .736, 555. .743, 819. .968, 842. .961 







o y f i c. 




Seq. ID 


OJ990930_12.0310. 






Gene No. 


82217 




Strand 


+ 






Start 


1 




End 


979 






Name 




12.0310.C39.o2.tm 


Method 


TBLASTX: Maize 






C j- a — 4- 


1 ft 9 _ 




End 


979 








none 




Score 


38 




~ -:. 


Exons 


7ft9 fl^9 


792. .971, 842. .979, 


887. .976 






= =r 

% -5 


o e q . in (j . 


^Q77 ^ 




Seq. ID 


OJ990810_16.0310. 








82218 




Strand 








Start 


89 




End 


812 






Name 


OJ990810 


16.0310.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


89 




End 


812 






GI 


none 




Score 


92 






Exons 


89. .151, 


91. .153, 92. .154, 146. .262, 147. .263, 346. .564, 








348. .569, 


351. .587, 567. .779, 


619. .753, 


765. .812 






Seq. No. 


39774 




Seq. ID 


OJ990810_16.0310. 


C8 




Gene No. 


82219 




Strand 








Start 


357 




End 


543 




s a 

= H5 


Name 


OJ990810 


16.0310.C8.o2.tm 


Method 


TBLASTX: Maize 






Start 


'357 




End 


543 






GI 


none 




Score 


151 




r ^ 


Exons 


357. .542, 


358.. 543, 358.. 543 










Seq. No. 


39774 




Seq. ID 


OJ990810_16.0310. 


C8 




Gene No. 


82220 




Strand 








Start 


843 




End 


1091 






Name 


OJ990810 


16.0310.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


843 




End 


1091 






GI 


none 




Score 


206 






Exons 


843. .1091 


, 843. .1079, 865. .1089 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39775 
82221 
1 

OJ990810_16.0310.C9.ol.gp 
1 

18418_2.R1084 
1..176, 2323. .2436, 2559. .2800 

' 554 1704 /emb | CAB51209. 1 | 2.0e-47 (AL096860) 40S RIBOSOMAL 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_16.0310.C9 

2800 
AAT/GAP 
2800 
971 



39675 



PROTEIN S20 homolog [Arabidopsis thaliana] f 



Seq. No. 39775 Seq. ID 

Gene No. 82221 Strand 

Start 1 End 

Name OJ9908 10_16 . 0310 . C9 . ol . tw Method 

Start 28 End 

GI none Score 
Exons 



OJ990810_16.0310.C9 
2800 

TBLASTX: Wheat 

2661 

161 



28. .177, 32. .178, 50. .178, 51. .188, 2276. .2437, 2314. .2433, 
2321. .2437, 2558. .2608, 2560. .2610, 2561. .2620, 2614. .2661 



Seq. No. 39775 

Gene No. 82221 

Start 1 

Name OJ990810_16 . 0310 . C9 . ol . tm 

Start 34 

GI none 
Exons 



Seq. ID OJ990810_16.0310.C9 
Strand 

End 2800 

Method TBLASTX: Maize 

End 2649 

Score 207 



34. .177, 35. .178, 50. .178, 2319. .2438, 2320. .2445, 2321. .2437, 
2560. .2628, 2561. .2623, 2599. .2649 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



39775 
82221 
1 

OJ990810_16.0310.C9.ol.ts 
34 

none 



Seq. ID OJ990810_16.0310.C9 
Strand 

End 2800 

Method TBLASTX : Soybean 

End 2616 

Score 158 



34. .177, 41. .178, 2251 .. 2436,- 2319 .. 2438, 2321. .2437, 2560. .2616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39775 
82221 
1 

OJ990810_16.0310.C9.ol.tc 

35 

none 



Seq. ID OJ990810_16.0310.C9 
Strand 

End 2800 

Method TBLASTX : Cress 

End 2623 

Score 175 



35. .178, 36. .191, 40. .177, 2319. .2438, 2320. .2445, 2321. .2437, 
2560.. 2616, 2561.. 2623 



Seq. No. 39776 Seq. ID 

Gene No. 82222 Strand 

Start 1169 End 

Name OJ9908 10_16 . 0310 . C10 . o4 . tm Method 

Start 1169 End 

GI none Score 

Exons 1169.. 1408, 1285.. 1407 



OJ990810_16. 0310. C10 
1519 

TBLASTX: Maize 

1408 

193 



Seq. No. 


39776 








Seq. ID 


OJ990810_16.0310 


.C10 


Gene No. 


82222 








Strand 






Start 


1169 








End 


1519 




Name 


OJ990810 16. 


0310 


.C10.o5 


.tw 


Method 


TBLASTX: Wheat ' 




Start 


1181 








End 


1519 




GI 


none 








Score 


110 




Exons 


1181. .1279, 


1186 


. .1251, 


1268. 


.1519, 1279. .1485 




Seq. No. 


39776 








Seq. ID 


OJ990810_16.0310 


.C10 


Gene No.' 


82223 








Strand 






Start 


2234 








End 


8642 




Name 


OJ990810 16. 


0310 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 





39676 



O tar L 


9 9^4 










R £4 9 
OD1Z 


P T 


none 








Score 


4 11 
fl X X 




99^4 94PI7 


99 


9790 


94 9Q 


96RQ ft 


R49 ftSftQ RSfi^ Rfi49 


Seq. No. 


39776 






- 


Seq. ID 


OJ990810_16. 0310. C10 


Gene No. 


82223 








Strand 






99^4 








FnH 


R-fi4 9 


Name 


XO. 


o?i n 

U J X \j i 


• \^ X U ■ L> X 


• L W 


L I lL'U 


TRT flQTV • Whp^ h 

1 DLnO 1A • nilcd L 


Of -j v- f- 


Z O O 0 










4 7^7 




none 








Score 


RR 9 
J o ^ 


XT' v r*i c 
Cj ALU lO 


9Rflfi ??47 


2888 , 






4 7 ?7 




Seq. No. 


39776 








Seq. ID 


OJ990810_16. 0310. C10 


Gene No. 


82223 








Strand 




ij Lai L 


99^4 








FnH 


ft fi4 9 

O \J Tt 


Name 




U J X U i 


• OIU . l> j 


• L o 




l DJjrio I A • ouyucaii 




9 Q9 R _ 










^9 Qfl 


PT 
LjX 


none 








Score 


11? 
11 J 


TP \r /-> -pi o 


9 Q9 5 ?1 4 9 


?1 Sfi 

J X J u < 


• . *j t~ z? \j 








Seq. No. 


39776 








Seq. ID 


OJ990810_16. 0310. C10 


Gene No. 


82223 








Strand 




O LciX L 


9 9^4 








FnH 


R 64 9 


Name 


uuyyuoiu xo. 


n? f n 


P1 D n1 

. tiu . ox 


. LIU 


ixie Lnoa 


1 DX1H.0 1 a . L v ia ize 




?ni s 








FnH 


??7 1 
j J / X 


C T 
LfX 


none 








Score 


J / / 


Exons 


JUl J . . JJ / 1/ 


o n r 


> . JJDl/ 


jUDD. 


. J .3 / X 




Seq. No. 


39776 








Seq. ID 


OJ990810_16. 0310. C10 


Gene No. 


82223 








Strand 




o Lax L 


99^4 








riina 


fl 64 9 
O D *± Z 


Name 


Uuy^uoiu xo. 


n-31 n 
UjIU . 


.LIU .Oj 


. LIU 




TRT ZiQTV-Ma-i -70 


Of a 
OLdlL 










FnH 


?7 4 9 
J r 4Z 


CT 


none - 








Score 


97 4 


Exons 


^?QR ?6R9 




?6R ? 


?67 1 
JO / 1 . 


^7 4 9 




oeq . iNO . 


? Q77 6 








Seq. ID 


OJ990810_16. 0310. C10 


i^ene ino . 










' Strand 




Start 


2234 








End 


8642 


Name 


OJ990810 16. 


0310, 


,C10.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


3456 








End 


3874 


GI 


none 








Score 


264 


Exons 


3456. .3686, 


3457. 


. .3639, 


3459. 


.3677, 3554. .3685, 3668. .3874, 




3694. .3870 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39776 
82223 
2234 

OJ990810_16. 

3504 

none 

3504 . .3677, 



0310. C10. ol.ts 



3674. .3904 



Seq. ID OJ990810_16. 0310. C10 
Strand 

End 8642 

Method TBLASTX: Soybean 

End 3904 

Score 145 



Seq. No. 
Gene No. 
Start 
Name 



39776 
82223 
2234 

OJ990810 16. 



0310. C10. 06. tw 



Seq. ID OJ990810_16. 0310. C10 
Strand 

End 8 64 2 

Method TBLASTX : Wheat 



39677 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4208 
none 

4208. .4501, 4267. 



End 
Score 



4501 
263 



.4500 



39776 
82223 
2234 

OJ990810_16.0310 
4460 
5666795 

4460. .4558, 4634 
4206306 2.0e-10 

39776 
82223 
2234 

OJ990810_16.0310. 
4826 
none 
4826. .5086 



Seq. ID OJ990810_16. 0310. C10 
Strand 

End 8642 

.C10.o2.ts Method TBLASTX : Soybean 

End 5026 

Score 60 
..4771, 4826. .5026 

(AF049110) prpol [Zea mays] 

Seq. ID OJ990810_16. 0310. C10 
Strand 

End 8642 

C10.o8.tw Method TBLASTX : Wheat 

End 5086 

Score 189 



Seq. No. 39776 

Gene No. 82223 

Start 2234 

Name OJ9908 10_16 . 0310 . C10 . o2 . tm 

Start 5280 

GI none 

Exons 5280.. 5603, 5309.. 5590 

Seq. No. 39776 

Gene No. 82223 

Start 2234 

Name OJ9908 10_16 . 0310 . C10 . o4 . tw 

Start 5417 

GI none 

Exons 5417.. 5494, 5418.. 5798, 5515. 



Seq. No. 39776 

Gene No. 82223 

Start 2234 

Name OJ990810JL6 . 0310 . 

Start 5799 

GI none 

Exons 5799.. 6083, 5804. 



Seq. No. 39776 

Gene No. 82223 

Start 2234 

Name OJ990810_16 . 0310 . 

Start 6270 

GI none 

Exons 6270.. 6413, 6275. 

Seq. No. 39777 

Gene No. 82224 

Start 475 

Name OJ990810 16.0310. 



C10.o7.tw 
.6082, 5939. 

C10.o5. tm 
. 6409 

Cll.ol. tm 



Seq. ID OJ990810_16. 0310. C10 
Strand 

End • 8642 

Method . TBLASTX: Maize 

End 5603 

Score 364 



Seq. ID OJ990810_16. 0310. C10 
Strand 

End 8642 

Method TBLASTX : Wheat 

End 5798 

Score 368 
.5658, 5522. .5767 

Seq. ID OJ990810_16. 0310. C10 
Strand 

End 8642 

Method TBLASTX : Wheat 

End 6401 

Score 258 

.6109, 6275.. 6397, 6276.. 6401 

Seq. ID OJ990810_16. 0310. C10 
Strand 

End * 8642 

Method TBLASTX : Mai ze 

End 6413 

Score 184 



Seq. ID OJ990810_16.0310.C11 
Strand 

End 2001 

Method TBLASTX: Maize 



39678 




buart. 


a 7 r 

4 t 3 


GI 


none 


Exons 


4 /b. .ob// yoo..iUoz, yo 




1 i o i oi o 1 9 Q /I 1 "3/1 "3 






-Seq. No. 


39778 


Gene No. 


82225 


otart 


J 


Name 


niQQfiQi n ic mi n pi o A i 
ujyyuoiu id.ujiu.uiz.oi 


Start 


o 
O 


GI 


none 


Exons 




Seq. No. 


39778 


Gene No. 


82226 


otart 


R ^ Q 


Name 


ujyyuoiu id. u jiu . liz . oi 


Start 


R Q 


GI 


none 


Exons 


R"3Q 7 R1 R/Q 7 R9 

Djy. . / oi/ 04 y . . / jz 


Seq. No. 


39778 


Gene No. 


82226 


Start 


boy 


Name 


OJyyOolO Id . UolU . Clz . oz 


Start 


572 


GI 


none 


Exons 


cto ~i en ch *5 n cn etc 
O / Z . . / D J , 0 / J . . / O / , 0/0 


Seq. No. 


. 39779 


Gene No. 


82227 


Start 


DO 1 


Name 


ujyyuoiu io . u oiu . ci4 . oi 


Start 


DO 1 


GI 


none 


Exons 


boi. . ybo, boz . . yo4 , y4o 


Seq. No. 


jy / / y 


Gene No. 


82227 


Start 


681 


Name 


uuyyuoiu id. ujiu .tifi .01 


Start 


O 1 O 


GI 


none 


Exons 


bio. . yb oi/..yo4, yoi 




11/11 1 £ /I 1 I yl QO 1 C/l Q 

1141. . 1 D4 1 , 1 4 0 Z . . 1 D4 y 


Seq. No. 


39779 • 


Gene No. 


82227 


btart 


Do 1 


Name 


ojyyubiu 1 d . Uoiu . ci4 . 01 


Start 


934 


GI 


none 


Exons 


934. .1146, 945. .1100, 1 


Seq. No. 


39779 


Gene No. 


82227 




End 2001 
Score 81 
6. .1060, 990. .1067, 1132. .1212, 
1285. .1341, 1880. .1999, 1880. .1927/ 





c PfT t n 
oeq . if 


n.TQQOfli n 1 fi n?i n 

ID. UJJ.U 


pi 9 
• tit 




Strand 










R7 1 
O / X 




tm 


Method 


TBLASTX: Maize 








R7 1 

J / X 






Score 


a n 6 




1 AO 
X H U • . 


T/C -SO A 

jlO/ JO 4 


R 49fi R7 1 










n 9 




OUI aim 








End 


920 




ts 


Method 


TBLASTX: Soybean 






IjIIU 


7 R9 






Score 


9 ^ £ 
Z jD 






oeq . id 


ujyyuoiu id. ujiu 


PI 9 
. ^XZ 




otrana 








End 


920 




tm 


Method 


TBLASTX: Maize 






End 


920 






Score 


284 




7 C A 

. / o4 , 


682. .771 


, 867. .920 






Seq. ID 


OJ990810JL6.0310 


PI A 




Strand 








End 


1649 




U S 


Method 


TBLASTX : Soybean 






End 


1327 






Score 


246 




1 1 A Q 


951.. 1148, 1136.. 1327 






Seq. ID 


OJ990810_16.0310 


PI 4 




Strand 








End 


1649 




tm 


Method 


TBLASTX: Maize 






End 


1649 






Score 


165 




. 1148, 


952. .1149, 1136. .1645, 






Seq. ID 


OJ990810_16.0310 


.C14 




Strand 








End 


1649 




tc 


Method 


TBLASTX: Cress 






End 


1351 






Score 


221 




.36. .1351 








Seq. ID 


OJ990810_16.0310 


.C14 




Strand 







39679 



C4- -a r +- 
OLCtl L 


68 1 




End 


1649 


Name 


OJ990R10 16 0310 C14 o2 


. tc 


Method 


TBLASTX: Cress 




1 369 ~~ 

J. U J 




End 


1630 


pT 


none 




Score 


98 


CjAUI id 


1369 1434, 1370.. 1435, 


1475. 


.1630, 1478. .1615, 1498. .1626 


Seq. No. 


39779 




Seq. ID 


OJ990810_16.0310.C14 


Gene No. 


82227 




Strand 




O Lai L 


681 




End 


1649 


Name 


O.7990810 16 0310 C14 o2 


. ts 


Method 


TBLASTX: Soybean 


OCait 


137 3 ~~ 




End 


1630 




11UUC 




Score 


80 


Exons 


1373 1435, 1475.. 1630 








C /-T KI o 

oeq . inu . 


39780 




Seq. ID 


OJ990810_16.0310.C16 




82228 




Strand 




Start 


515 




End 


882 


Name 


OJ990810 16. 0310. 016^01 


.gp 


Method 


AAT/GAP 




515 




End 


882 


C T 


18072 1.R1084 




Score 


688 


HiXOllb 


515. .882 










'2645165/dbj | D50573 | D50573 4. 


Oe-42 Oryza sativa mRNA, similar 




ribosomal protein ' 








oeq • iNu . 


39781 




Seq. ID 


OJ990810_16.0310.C17 


Con o M r\ 


82229 




Strand 




Start 


1 




End 


100 


Name 


OJ990810 16.0310.C17.ol 


.gp 


Method 


AAT/GAP 




1 




End 


100 


PT 


425916 




Score 


156 


Exons 


1. .100 










2645165/dbj | D50573 | D50573 3.0e-42 Oryza sativa mRNA, similar 




ribosomal protein 








oeq . lno . 


39782 




Seq. I'D 


OJ990810_16.0310.C18 


uene lno . 


82230 




Strand 






430 




End 


1858 


Name 


OJ990810 16.0310.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


74 




End 


1858 


yj J. 


none 




Score 


117 


v An c 


74. .244, 80. .241, 433.. 


582, 4 


50. .587, 


451. .585, 661. ,702, 




667. .774, 689. .760, 901 


. .993, 


908. .982 


, 993. .1043, 994. .1044, 




1364. .1459, 1366. .1458, 


1503. 


.1637, 1537. .1650, 1541. .1651, 




1729. .1785, 1733. .1843, 


1734 . 


.1847, 1734. .1847, 1778. .1858 


oeq. in o . 


39782 




Seq. ID 


OJ990810_16.0310.C18 


Pan q M /-\ 

ucUc 1NO . 


82230 




Strand 




Cf ar f 


430 




End 


1858 


Name 


OJ990810 16.0310.C18.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


74 




End 


1805 


GI 


none 




Score 


131 


Exons 


74. .244, 92. .241, 450.. 


587, 451. .585, 


661. .684, 688. .774, 




704. .778, 898. .966, 901 


. .993, 


908. .985, 990. .1040, 993. .1043, 




994. .1044, 1364. .1459, 


1366. . 


1458, 1537. .1650, 1553. .1651, 




1729. .1785, 1734. .1805 








Seq. No. 


39782 




Seq. ID 


OJ990810_16.0310.C18 



39680 



Gene No. 


82230 


Strand 




Start 


430 


End 


1858 


Name 


OJ990810 16.0310.C18.ol.tc 


Method 


TRT 21 CTY • rr*o c o 
1 DLtriO 1 A . LLc o o 


o tar l 


83 


End 


Q £ "3 




none 


Score 


Q7 


Exons 


83. .256, 98. .241, 132. .257, 


450. .587, 


^ Jl . • JO J, DDI. .DO/, 




662. ..688, 697. .765, 698. .766, 901. .963 




O /-\ r~+ M /-v 

beq . ino . 


39782 


Seq. ID 


OJ990810_16.0310.C18 


Pan q Ma 

bene inu > 


82230 


Strand 




Start 


430 


End 


1858 


Name 


OJ990810 16.0310.C18.ol.gp 


Method 


AAT/GAP 


C -|- -a y-+- 
OtaiL 


430 


End 


1489 


C T 


29591 1.R1084 


Score 


871 


Exons 


430. .582, 665. .762, 901. .1041, 1367. .1489 


GI Descr ip . 


'264 5165/dbj | D50573 | D50573 


3.0e-42 Oryza sativa mRNA, similar 




ribosomal protein' 






beq. INO . 


39782 


Seq. ID 


OJ990810_16.0310.C18 ' 


Gene No. 


82230 


Strand 




Start 


430 


End 


1858 


Name 


OJ990810 16.0310.C18.o2.tw 


Method 


TBLASTX: Wheat 


oLdiL 


661 


End 


1459 




none 


Score 


77 


Exons 


661. .693, 688. .765, 689.-763, 901. .1014, 908. .982, 913. .993, 




993. .1043, 994. .1044, 1364. 


.1459, 1366 


. .1458 


beq . JNO . 


39782 


Seq. ID 


OJ990810_16.0310.C18 


Gene No. 


82230 


Strand 




Start 


430 


End 


1858 


Name 


OJ990810 16.0310.C18.o2.tc 


Method 


TBLASTX: Cress 


jLqiL 


964 


End 


1614 


bl 


none 


Score 


119 


Exons 


964. .993, 993. .1043, 1364.. 


1459, 1366. 


.1458, 1525. .1614, 




1541. .1606 






Seq. No. 


39782 


Seq. ID 


OJ990810_16.0310.C18 


Gene No. 


82230 


Strand 




O Lai L 


430 


End 


1858 


Name 


OJ990810 16.0310.C18.ol.tw 


Method 


TBLASTX: Wheat 


O LdiU 


1568 


End 


1829 


CT 
bX 


none 


Score 


73 




1568. .1651, 1570. .1653, 1713. .1829, 1731. .1805 


Seq. No. 


39783 


Seq. ID 


OJ990810_16.0310.C19 


Gene No. 


82231 


Strand 




O Ldll 


' 393 


• End 


1968 


Name 


OJ990810 16.0310.C19.ol.gp 


Method 


AAT/GAP 


O Lai L 


393 


End 


1968 


bl 


1631921 


Score 


813 


Exons 


393. .500, 1318. .1478, 1788. 


.1968 




Seq. No. 


39784 


Seq. ID 


OJ990810_16.0310.C20 


Gene No. 


82232 


Strand 


+ 


Start 


1136 


End 


1193 


Name 


OJ990810 16.0310.C20.ol.gp 


Method 


AAT/GAP 


Start 


1136 


End 


1193 



39681 



GI 2312838 Score 68 

Exons 1136. .1193 

.GI Descrip; 1420932/gb | U61383I ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron i, partial sequence 



Seq. No. 39785 Seq. ID 

Gene No. 82-233 Strand 

Start 785 End 

Name . OJ990810_16 . 0310 . C23 . ol . gp Method 

Start 785 End 

GI LIB3431-045-P1-N1-A10 Score 

Exons 785.. 1145 

GI Descrip. ? 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ990810_16.0310.C23 
+ 

1145 
AAT/GAP 
1145 
617 



Seq. No. 39785 Seq. ID 

Gene No. 82234 Strand 

Start 2328 End 

Name OJ9908 10_16 . 0310 . C23 . o2 . gp Method 

Start 2328 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 2328.-2577, 2654.. 2826 

GI Descrip. ' 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ990810_16.0310.C23 

2826 
AAT/GAP 
2826 
776 



Seq. No. 


39786 






Seq. ID 


OJ990810_16.0310 


.C24 


Gene No. 


82235 






Strand 


+ 




Start 


2829 






End 


2903 




Name 


OJ990810 16.0310.C24 


.o2. 


gp 


Method 


AAT/GAP 




Start 


2829 






End 


2903 




GI 


7406 1.R1084 






Score 


122 




Exons 


2829. .2903 












GI Descrip. 


l 1122315/emb|CAA63901| 7 


.0e-10 (X94191) heat shock protein 17 




[Pennisetum glaucum] 


t 










Seq. No. 


39786 






Seq. ID 


OJ990810_16.0310 


.C24 


Gene No. 


82236 






Strand 






Start 


888 






End 


1362 




Name 


OJ990810 16.0310.C24 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


688 






End 


1068 




GI 


none 






Score 


79 




Exons 


688. .864, 718. .864, 


749. 


.868, 


862. .1059, 874. .1068 




Seq. No. 


39786 






Seq. ID 


OJ990810_16.0310 


.C24 


Gene No. 


82236 






Strand 






Start 


888 






End - 


1362 




Name 


OJ990810 16.0310.C24 


.ol-. 


tm 


Method 


TBLASTX: Maize 




Start 


766 






End 


1362 




GI 


none 






Score 


153 




Exons 


766. .837, 901. .1200, 


962 


..1183, 1234.. 


1362, 1256.. 1354 




Seq. No. 


39786 






Seq. ID 


OJ990810_16.0310 


.C24 


Gene No. 


82236 






Strand 






Start 


888 






End 


1362 




Name 


OJ990810 16.0310.C24 


.ol. 


gp 


Method 


AAT/GAP 




Start 


888 






End 


1319 





39682 



GI 5701669 Score 841 

Exons 888.. 1319 

GI Descrip. 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



beq. no. 


OQ7Q7 






oeq. ±u. 


riTQQnRin ic mi n roc 
ujyyuoiu io.ujxu.czo 


bene no . 


p O 9 "37 






Qf- ranr ) 

0 l. jl anci 




Start 


0 1/1 
Z 1 4 








OOO 


Name 




1 c min roc ~ 1 
10. UJIU.UZO.OI . 


rm 


Me tnOu 


1 oLiAb 1 a 1 ixiai ze 


Start 


214 






End 


886 


GI 


none 






Score 


56 


Exons 


9 1 A OQQ 
Z I 4 . .ZOO, 


91 Q OQ1 91Q 

ziy. . zo / , ziy. 


. JUZ , 


9 9 n 9 q q 
zzu. .zoo, 


1 A C QQC 7 A C QR'l 
/ ft O . .OOO, / 4 O . . 0 O J , 




*7 £ O QQC 

/ DO . . 0 O 0 










beg. no. 


OQ7QQ 






oeq . iu 


ujyyuoiu io.ujxu.v^zo 


Gene No . 


099-50 
OZZ Jo 






0 c r anu. 


1 


Start 


"3 "3 O 

J JZ 






tjnQ 


i R7 n 
1 o / u 


Name 


uj y y uy iu 


1 f ATI n poo ~i 

lo.UJJLU.LZo.OJL. 


tc 


Method 


<"PQT ACTV • Pyaex? 


Start 


y 0 






T? v» y-J 


1 CIO 

10 / U 


GI 


none 






Score 


114 


Exons 


96. .233, 


106. .234, 124.. 


228, 


232. .342, 


244. .330, 256. .342, 




4 y4 . . oU / , 


4 y / . . 0 J / , oUo. 


.603, 


512. .601, 


1505. .1570, 1516. . 1 


C « « XT « 

Seq. No. 


jy /oo 






Seq. ID 


OJ990810_16.0310.C28 


Gene No . 


Q O O *3 Q 

oZZ Jo 






Strand 


+ 


Start 


0-59 

J JZ 






End 


1570 


Name 


ojy yuH iu 


lb . U J1U . Czo . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


inn 

iuy 






End 


1560 


GI 


none 






Score 


133 


Exons 


109. .225, 


122. .208, 123. 


.224, 


136. .225, 


139. .264, 219. .269, 




z z z . . j oo, 


993 *3 r 7 91;^ 

ZZJ. .JO/, ZOJ. 


.333, 


488. .604, 


490. .606, 491. .604, 




jUU . . oU 41 , 


^ fi C ^ Q *3 1 R fl /! 
DUO..OOJ, 13U4 


..1560, 1505.. 1555 


beq . no . 


jy / Oo 






Seq. ID 


OJ990810_16.0310.C28 


Gene No. 


099-50 
0 Z Z Jo 






Strand 


+ 


otart 


"5 "39 
J JZ 






End. 


1570 


Name 


OJ990810 


16.0310.C28.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


126 






End 


1570 


C T 


none 






Score 


119 


Exons 


19^ 9 *3 ^ 

1Z O . .ZOO, 


197 0"kA 1 *3 C 
1Z/..ZJ4, 1 JO . 


.237, 


231. .311, 


232. .342, 253.-345, 






cno £f\1 c»nC 
3 U J . . OU 1 , DUO. 


. 601, 


518. .601, 


1505. .1570 


beq . no . 


j y / 0 0 






Seq. ID 


OJ990810_16.0310.C28 


Gene No . 


009-30 
oZZ Jo 






Strand 


+ 


Start 


332 






End 


1570 


Name 


OJ990810 


16.0310.C28.ol. 


gp ' 


Method 


AAT/GAP 


Start 


332 






End 


1570 


GI 


none 






Score 


309 


Exons 


332. .355, 


495.. 604, 1502 


. . 1570 




Seq. No. 


39789 






Seq. ID 


OJ990810_16.0310.C29 


Gene No. . 


82239 






Strand 




Start 


91 






End 


782 


Name 


OJ990810 


16.0310.C29.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


4 60 


GI 


none 






Score 


60 



39683 




Exons 


o 1/10 no a cc\ orio /ice 
2. .1412, 1M..40U, jUj . . 400 








Seq. No. 


39789 


Seq. ID 


OJ990810_16.0310 


,C29 


Gene No. 


82239 


Strand 






Start 


y i 


End 


TOO 

782 




Name 


OJ990810 16 . 0310 . C29 . o2 . tm 


Method 


TBLASTX : Maize 




Start 


2 


End 


262 




GI 


none 


Score 


TOO 

12b 




Exons 


2..1/8, 3. .loo, /D. .1/3, loo. 


O C A TOO 

. 2D4 , loo 


. . 2o2 , 190 . . 2ol , 


1 d. A O (CO 

194 . . 2 o2 


Seq. No. 


39789 


Seq. ID 


OJ990810_16.0310 


.C29 


Gene No. 


82239 


Strand 






Start 


91 


End 


"7 Q O 

/o2 




Name 


OJ990810 16.0310.C29.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


775 




GI 


none 


Score 


n o 

y2 




Exons 


2. .151, 231. .428, 233. .445, 563. .703, 


-7 n o lie 

/ 13 . . lib 




Seq. No. 


39789 


Seq. ID 


ojyyooio lo.ooiu 


. C29 


bene no. 


o o o *d n 

02239 


Strand 






Start 


■91 


End 


782 




Name 


OJ990810 16.0310.C29.ol.gp 


Method 


AAT/GAP 




Start 


91 


End 


552 




GI 


LIB3477-001-P1-K1-C3 


Score 


876 




Exons 


91. .552 








GI Descrip. 


'4835235/emb|CAB42913.1| 1 . Oe 


-18 (AL049862) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


39789 


Seq. ID 


OJ990810_16.0310 


.C29 


Gene No. 


82239 


Strand 






Start 


91 


End 


782 




Name 


OJ990810 16.0310.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


377 


End 


782 




GI 


none 


Score 


71 




Exons 


377. .499, 378.-455, 540. .782, 


563. .781 






Seq. No. 


39790 


Seq. ID 


OJ990810_16 f 0310 


.C32 


Gene No. 


82240 


Strand 


+ 




Start 


1557 


End 


1881 




Name 


OJ990810 16.0310.C32.ol.gp 


Method 


AAT/GAP 




Start 


1557 


End 


1881 




GI 


none 


Score 


614 




Exons 


1557. . 1881 








Seq. No. 


39791 


Seq. ID 


OJ990810_16.0310 


.C35 


Gene No. 


82241 


Strand 


+ 




Start 


2827 


End 


3343 




Name 


OJ990810 16.0310.C35.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


290 




GI 


none 


Score 


82 




Exons 


3. .236, 3. .290, 109. .285 








Seq. No. 


39791 


Seq. ID 


OJ990810_16.0310 


.C35 


Gene No. 


82241 


Strand 


+ 




Start 


2827 


End 


3343 




Name 


OJ990810 16.0310.C35.ol.gp 


Method 


AAT/GAP 




Start 


2827 


End 


3343 





39684 



GI uC-osflM202048cl2bl Score 833 

Exons 2827.. 3343 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



Seq. No. 39792 Seq. ID 

Gene No. 82242 Strand 

Start 286 End 

Name OJ990810_16 . 0310 . C36 . o3 . tm Method 

Start 286 End 

GI none Score 

Exons 286.-327, 320.. 532 



OJ990810_16.0310.C36 
1689 

TBLASTX: Maize 

532 

181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39792 Seq. ID 

82242 Strand 

286 End 
OJ990810_16.0310.C36.o3. tw Method 

341 End 

none Score 

341. .682, 534. .581, 557. .679, 600. .698, 672. .716 



OJ990810_16.0310.C36 
1689 

TBLASTX: Wheat 
716 
53 



Seq. No. 39792 

Gene No. 82242 

Start 286 

Name OJ990810_16 . 0310 . C36 . ol . tm 

Start 536 

GI none 

Exons 536.. 682, 666.. 1004, 702.. 890, 703.. 1005, 1000.. 1155, 
1002. .1163, 1009. .1155, 1011. .1157 



Seq. ID OJ990810_16.0310.C36 
Strand 

End 1689 

Method TBLASTX : Mai ze 

End 1163 

Score 72 



Seq. No. 39792 Seq. ID 

Gene No. 82242 Strand 

Start 286 End 

Name OJ990810_16 . 0310 . C36 . ol . tw Method 

Start 717 End 

GI none Score 

Exons 717. .1343, 718.. 1341 



OJ990810_16.0310.C36 
1689 

TBLASTX: Wheat 

1343 

368 



Seq. No. 39792 

Gene No. 82242 

Start 286 

Name OJ990810_16 . 0310 . C36 . o2 . tm 

Start 1212 

GI none 

Exons 1212.. 1502, 1216.. 1503 



Seq. ID OJ990810_16.0310.C36 
Strand 

End 1689 

Method TBLASTX: Maize 

End 1503 

Score 281 



Seq. No. 39792 Seq. ID 

Gene No. 82242 Strand 

Start 286 End 

Name OJ990810_16 . 0310 . C36 . ol . ts Method 

Start 1302 End 

GI none Score 

Exons 1302.. 1538, 1302.. 1562, 1303.. 1560 



OJ990810_16.0310.C36 
1689 

TBLASTX : Soybean 

1562 

85 



Seq. No. 
Gene No. 
Start 



39792 
82242 
286 



Seq. ID 

Strand 

End 



OJ990810_16.0310.C36 
1689 



39685 



Name 


vjjyyuoiu io. Ujiu .ljd.o^ 


4- T T 

. tw 




Method 


i niiAb i a : wneat 


btart 


i ocn 
1 jjU 






17 -ri iA 

_na 


i bo y 




none 






. Score 


O 1 Q 

£. i y 


Exons 












beq . NO . 








oeq. 1JJ 


ujyyuoiu id . Ujiu .ljo 


Gene No . 


^ '82243 






Strand 


+ 


Start 


1161 






End 


1420 


Name 


OJ990810 16.0310.C38.ol 


■ gp 




Method 


AAT/GAP 


Start 


1161 






End 


1420 


GI 


LIB34 31-010-P1-N1-F11 






Score 


453 


Exons 


1161. .1420 










GI Descrip. 


'287403/dbj | D10838 | RICSBE1 


i 

x . 


0e-lll Rice gene for starch 




branching enzyme 1 










beq. NO. 


39794 






Seq. ID 


OJ990810_16.0310.C41 


bene ino . 


82244 






Strand 




Start 


993 






End 


1374 


Name 


OJ990810 16.0310.C41.ol 


• gp 




Method 


AAT/GAP 


btart 


993 






End 


1374 




uC-osflcyp033a04bl 






Score 


643 


Exons 


993. .1374 










GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ■ 




Seq. No. 


39795 






Seq. ID 


ojyyooio id.ojio.c4z 


Gene No. 


82245 






Strand 




Start 


507 






End 


955 


Name 


OJ990810 16.0310.C42.ol 


.tm 




Method 


TBLASTX; Maize 


btart 


507 






End 


838 


bl 


none 






Score 


323 


Exons 


507. .836, 602. .838 










Seq. No. 


39795 






Seq. ID 


OJ990810_16.0310.C42 


Gene No. 


82245 






Strand 




o car t 


507 






End 


955' 


Name 


OJ990810 16.0310.C42.61 


. tw.. 




Method 


TBLASTX: Wheat 


btart 


576 






.'End 


955 




none 






Score 


136 


Exons 


576. .770, 603. .770, 762 


. .815, 


839. .955 




Seq. No. 


39795 






Seq. ID 


OJ990810_16.0310.C42 


Gene No. 


82246- 






Strand 




Otdlt 


884 






End 


1126 


Name 


OJ990810 16.0310.C42.o2 


. tm 




Method 


TBLASTX: Maize 


otart 


884 






End 


1126 


P T 


none 






Score 


197 


Exons 


884. .1126, 889. .987, 1066.. 


1125 




ocCj> IN U . 


39796 






Seq. ID 


OJ990810_16.0310.C47 


Gene No. 


82247 






Strand 




Start 


127 






End 


711 


Name 


OJ990810 16.0310.C47.ol 


.ts 




Method 


TBLASTX : Soybean 


Start 


127 






End 


498 


GI 


none 






Score 


174 


Exons 


127. .315, 135. .314, 170 


. .328, 


387. .497, 


388. .498 



39686 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39796 Seq. ID 

82247 Strand 

127 End 

OJ990810JL6 . 0310 . C47 . ol . tc Method 

135- End 

none Score 



OJ990810_16.0310.C47 
711 

TBLASTX: Cress 

711 

112 



135. .314, 150. .314, 151. .348, 151. .327, 387. .497, 388. .498, 
497. .520, 637 . .711 



39796 
82247 
127 

OJ990810_16 . 0310 . C4 7 . o2 . tm 

156 

none 



Seq. ID OJ990810_16.0310.C47 

Strand 

End 711 

Method TBLASTX : Maize 

End 4 98 

Score 123 



156. .314, 160. .351, 387. .497, 388. .498 



Seq. No. 


39796 




Seq. ID 


OJ990810_16.0310.C47 


Gene No. 


82248 




Strand 




Start 


635 




End 


892 


Name 


OJ990810 16.0310.C47.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


635 




End 


892 


GI 


none 




Score 


234 


Exons 


.635.. 805, 637.. 816, 639. 


.824, 


640. .810, 791. .892, 806. .892 


Seq. No. 


39797 




Seq. ID 


OJ990810_16.0310.C49 


Gene No. 


82249 




Strand 


+ 


Start 


6635 




End 


7069 


Name 


OJ990810 16.0310.C49.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


136 




End 


3037 


GI 


none 




Score 


140 


Exons 


136.. 198, 137.. 199, 2021 


..2080, 2028.. 


2105, 2029.. 2094, 




2204. .2284, 2204. .2290, 


2208. 


.2291, 2380. .2508, 2381. .2512, 




2382. .2486, 2448. .2612, 


2517. 


.2564, 2553. .2636, 2564. .2641, 




2566.-2637, 2631. .2696, 


2632. 


.2727, 2635. .2742, 2748. .2885, 




27S3..2878, 2799. .2885, 


2903. 


.3037 





Seq.' No. 39797 
Gene No. 8224 9 

Start 6635 

Name OJ990810_16 . 0310 . C4 9 . o2 

Start 3577 
GI none 

Exons 3577.. 3669, 3578.. 3685, 

5183. .5239, 5264. .5425, 
5519.. 5566, 5756.. 5902, 



Seq. ID OJ990810_16.0310.C49 

Strand + 

End 7069 
.tm Method TBLASTX : Maize 

End 5903 

Score 62 
3685. .3756, 4850. .5125, 4913. .5098, 
5265. .5375, 5376. .5405, 5471. .5566, 
5757. .5903 



Seq. No. 39797 

Gene No. 82249 

Start 6635 

Name OJ990810_16 . 0310 . C4 9 . ol . ts 

Start 4850 

GI none 

Exons 4850. .5125, 4851.. 4997, 5091, 
5265. .5369, 5471. .5566 



Seq. ID OJ990810_16.0310.C49 

Strand + 

End 7069 

Method TBLASTX : Soybean 

End 5566 

Score 68 

.5117, 5183. .5257, 5264. .5425, 



Seq. No. 



39797 



Seq. ID OJ990810__16.0310.C49 



39687 






Gene No. 


82249 








Strand 


+ 




Start 


DO JJ 








hnd 


/ o by 




Name 


OJyyUolQ Id 


AT 1 A 

.0310 


. C4 y . oi 


. tc 


Method 


TBLASTX : Cress 




Start 


a o a o 

4 o bo 








End 


C O A O 

oz4 z 




GI 


none 








Score 


bb 




Exons 


A Q CQ CI OC 
H O Do . . O 1Z D t 


CI QO 


CO /I O 










Seq. No. 


39797 








Seq. ID 


OJ990810_16.0310.C49 




Gene No. 


82249 








Strand 


+ 




Start 


/■/roc 
DDJJ 








Lna 


/uby 




Name 


OJ990olO 16 


0310 


. C4 9 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


A C\ C O 

4 3dZ 








End 


coon 

oz 3y 




GI 


none 








Score 


/ U 




Exons 


yl Q C O CIIO 


ci qo 
Olo j 


c; o ^ q 










Seq. No. 


39797 








Seq. ID 


OJ990810_16.0310.C49 




Gene No. 


82249 








Strand 


+ 




Start 


ODJ J 








bna 


1A/TQ 

/uby 




Nairfe'* 


ujyyuoiu Id 


UJ1U 




. tw 


Method 


i dLAoIa : wneat 




Start 


OZ / b 








bna 


jjIo 




GI 


none 








Score 


o c 
OO 




Exons 


COIC C. /I O C 

oz / b . . j4zo, 


oz / / 


R yl o a 
. o4z b, 


R A a Q 
DH DO . 


. jjIo 




q 


Seq. No. 


39797 - 








Seq. ID 


OJ990810.. 16.0310.C49 




Gene No. 


82249 








Strand 


+ 




Start 


6635 








End 


r\ r~ r\ 

7069 


r 1 = 


Name 


OJ990810 16 


0310 


. C4 9 . o3 


. tm 


Method 


TBLASTX : Maize 




Start 


6372 








End 


6619 


?~. 


GI 


none 








Score 


O O /** 

22 6 


h '-dr 


Exons 


bo / Z . . b4 / y , 


C A C C 

b 4 o o 


. . bbiy, 


C A C C 

b4 bb . 


. bbUz 




er 


Seq. No. 


39797 








Seq. ID 


OJ990810_16.0310.C49 


s ssr 


Gene No. 


82249 








Strand 






Start 


bboo 








End 


/uby 




Name 


ojyyuoiu lb 


U J1U 


. C4 y . oi 


. tw 


Method 


TBLASTX : Wheat 




Start 


645Z 








End 


6bl9 


= — ; 


GI 


none 








•Score 


Ol A 

ZlU 


e 


Exons 


b4DZ . . bbiy , 


£ yi EL o 


. . b b U d 










Seq. No. 


39797 








Seq. ID 


OJ990810_16.0310.C49 




Gene No. 


82249 








Strand 


+ 




o tart. 


C/TOC 

DDjD 










/ uby 




Name 


ujyyuoiu ib 


U-51U 


r* A Q ^ o 
. y . OO 


gp 


Metnoa 


AA1 /bAF 




Start 


bb Jo 








hnd 


TAf A 

/uby 




GI 


none 








Score 


*7 C O 

/ o3 




Exons 


bboo . . /Uby 














Seq. No. 


o m n o 

J y / yo 








Seq. ID 


OJ990810_16.0310.C50 




Gene No. 


o o o c n 
oZZoU 








Strand 


+ 




Start 


C O Q A 

boo U 








End 


15006 




Name 


^ TO H 1 C 

ujyyuoiu id. 


aoi n 

UJlU 


pen _-i 
. tDU . Ol 


tm 


Method 


TBLASTX: Maize 




Start 


1587 








End 


15006 




GI 


none 








Score 


92 




Exons 


1587. .1748, 


1815 


. .2051, 


1819. 


.1992, 2358.. 2453, 2469.. 2507, 






4554 . .4634, 


4647 


. .4808, 


4651. 


.4806, 4E 


J84..4940, 4888. .4935, 






4953. .5063, 


4987 


. .5064, 


5460. 


5588, 9244. .9495, 9365. .9544, 






9535. .9735, 


9620 


. . 9715, 


10126 


. 10245, 


11704 . . 11796, 



39688 



E3f 

'"-4 





11833 


. . 11907 


, 11992 . . 12060, 


12145. .12243, 124 15 .. 124 92 , 




14137 


. . 14202 


, 14224 . . 14331, 


14332. .14505, 14336 .. 14 4 61 , 




14572 


. . 14628 


, 14854 .'. 15006 






Seq. No. 


39798 






Seq. ID 


OJ990810_16.0310.C50 


fipnp No 


82250 






Strand 


+ 


Start 


6380 






End 


15006 


Name 


OJ990S 


310 16. 


0310 . C50 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


1587 






End 


14628 


GI 


none 






Score 


92 


Exons 


1587. 


1748, 


1815.. 2051, 1894 


..1992, 4554. .4634, 4618. .4806, 




4647 . 


4808, 


4884 . .4940, 4941 


..5072, 4987. .5070, 9317. .9364, 




9364 . 


9495, 


9365. . 9544, 9535 


..9735, 9620. .9712, 11704 .. 117 96, 




11845 


. 11907 


, 11992. . 12102, 


12139. .12237, 13927 .. 14202 , 




13940 


.14194 


, 14224 . . 14331, 


14314. .14505, 14330. .14452, 




14572 


. 14628 








Seq. No. 


39798 






Seq. ID 


OJ990810_16.0310.C50 


Gene No . 


82250 






Strand 


+ 


Start 


6380 






End 


15006 


Name 


OJ990E 


J10_16. 


0310.C50.ol.tc 


Method 


TBLASTX : Cress 


Start 


1590 






End 


14415 


GI 


none 






Score 


71 


Exons 


1590 . 


1745, 


1815 . . 1844 , 1917 


:..1964, 4578. .4805, 4884 . .4913, 




4953. 


5039, 


9322 . . 9519, 9535 


.'.9579, 9649.-9699, 11704 .. 117 96, 




14035 


. 14202 


. 14359. . 14415 






Sea No 


39798 






Seq. ID 


OJ990810_16.0310.C50 


Gene No. 


82250 






Strand 


+ 


Start 


6380 






End 


15006 


Name 


OJ990S 


J10 16. 


0310.C50.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1590 






End 


14202 


GI 


none 






Score 


78 


Exons 


1590. 


1745, 


1815.. 1871, 4566 


..4805, 48 


84. .4940, 9322. .9504, 




9535. 


9603, 


11704. .11862, 11839. .11907 


, 14035.. 14202 


Seq. No. 


39798 






Seq. ID 


OJ990810_16.0310.C50 


Gene No. 


82250 






Strand 


+ 


Start 


6380 






End ' • 


15006 


Name 


OJ990810 16. 


0310.C50.ol.gp 


Method 


AAT/GAP 


Start 


6380 






End 


6982 


GI 


none 






Score 


607 


Exons 


6380. . 


6615, 


6698. .6818, 6910 


. .6982 




Seq. No. 


39798 






Seq. ID 


OJ990810_16.0310.C50 


Gene No. 


82251 






Strand 




Start 


17742 






End 


17959 


Name " 


' OJ990810 16. 


0310.C50.o2.tm 


Method 


TBLASTX: Maize 


Start 


17742 






End 


17959 


GI 


none 






Score 


53 


Exon *^ 


17742. 


.17786 


, 17758. .17952, 


17789. .17959 


Seq. No. 


39799 






Seq. ID 


OJ990810_16.0310.C53 


Gene No. 


82252 






Strand 




Start 


4332 






End 


4636 


Name 


OJ990810 16. 


0310.C53.ol. tm 


Method 


TBLASTX: Maize 


Start 


279 






End 


1040 



39689 



GI 

Exons 



none 

279. .503, 279. .500, 281, 
969. .1040 



Score 213 
.511, 281. .505, 915. .1025, 959. .1024, 



Seq. No. 39799 

Gene No. 82252 

Start 4332 

Name OJ990810_16 . 0310 .C53 . ol . 

Start 1444 

GI none 

Exons 1444. .1491, 1444. .1491, 

Seq. No. 39799 

Gene No. 82252 

Start 4332 

Name *OJ990810_16 . 0310 . C53 . o2 . 

Start 1445 

GI none 

Exons 1445.. 1492, 1495.. 1662, 

Seq. No. 39799- 

Gene No. 82252 

Start 4332 

Name OJ990810_16 . 0310 . C53 . ol . 

Start 4 332 ■ 

GI none 

Exons 4332. .4636 



Seq. ID OJ990810_16.0310.C53 
Strand 

End 4636 

tw Method TBLASTX : Wheat 

End 1647 

Score 85 
1445. .1495, 1471. .1647, 1493. .1645 

Seq. ID OJ990810_16.0310.C53 
Strand 

End 4636 

tm Method TBLASTX : Maize 

End 1662 

Score 147 
1499. .1651, 1522. .1659 

Seq. ID OJ990810_16.0310.C53 
Strand 

End 4636 

gp Method AAT/GAP 

End 4 636 

Score 506 



Seq. No. 39799 
Gene No. . 82253 

Start 5940 

Name OJ990810_16 . 0310 . C53 . ol . 

Start 5940 

GI none 

Exons 5940.. 6044, 5959.. 6051, 



Seq. ID OJ990810_16.0310.C53 
Strand 

End 6267 

ts Method TBLASTX : Soybean 

End 6267 

Score 66 
6121. .6267, 6140. .6256, 6148. .6258 



Seq. No. 39800 

Gene -N'6. 82254 

Start 219 

Name OJ990810_16 .0310 . C58 . ol . tm 

Start 217 

GI none 

Exons 217.. 285, 218.. 289, 219.. 299, 
492. . 614 



Seq. ID OJ990810_16.0310.C58 
Strand 

End 719 

Method TBLASTX : Mai ze 

End 64 3 

Score 115 

381. .503, 394. .501, 491.'. 643, 



Seq. No. 39800 

Gene No. 82254 

Start 219 

Name OJ990810_16 . 0310 . C58 .ol .tc 

Start 218 

GI none 

Exons 218. .331, 219. .332, 384. .503, 

Seq. No. 39800 

Gene No. 82254 

Start 219 

Name OJ990810 16 . 0310 . C58 . ol . gp 



Seq. ID OJ990810_16.0310.C58 
Strand 

End 719 

Method TBLASTX : Cress 

End 691 

Score 93 

391. .501, 465. .614, 491. .691 

Seq. ID OJ990810_16.031O.C58' 
Strand 

End 719 

Method AAT/GAP 



39690 



Start 219 End 719 

GI 738JL.R1084 Score 773 

Exons 219.. 289, 381.. 719 . 

GI Descrip. ? -730580/sp| P4 1095 | RLA0_ORYSA 1.0e-147 60S ACIDIC RIBOSOMAL 

PROTEIN PO >gi_455401_dbj_BAA04668_ (D21130) acidic ribosomal 

protein PO [Oryza sativa], '/ 



o e q . IN O . 






Con T n 
oeq. iu 


niQQnpin i£ n^in prp 

vJ<J:?:7UOiU ID . UjIU . LOO 


Gene No. 


82254 




Strand 




Start 


219 




End 


719 


Name 


1D.UjiU.Ljo.U1. 




l v Jc L-flOCl 


TRT 21QTY • Qnuhoan 




"3P 1 ~ 

JOl 






D*i O 


C T 


none 




Score 




Exons 


^ftT ^0? Rfll 4SQ 

JOl . . jUJ; J7l. . JU1/ fiJ-7. 


. D \J O , 


A Q1 ^PQ 

fi Z7 1 . . JO?, 


fi^O. . 3 / Z , 3 ;? J . .0*10 


C d rr \\\r\ 

oeq. ln o . 






oeq . iu 


uuy jUOXU ID . UjIU .^/JO 


taene no . 


O £ Z. 3 fi 




0 trana 




Start 


219 




End ' 


719 


Name 


OJ990810 16.0310.C58.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


381 




End 


643 


GI 


none 




Score 


137 


Exons 


381. .503, 394. .501, 456. 


.503, 


491. .643, 


495. .614, 519. .587 


Seq. No. 


39801 




Seq. - ID 


OJ990810_16.0310.C59 


Gene No. 


82255 




Strand 




Start 


1 




End 


394 


Name 


OJ990810 16.0310.C59.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


394 


GI 


67792 1.R1084 




Score 


733 


Exons 


1. . 394 








GI Descrip. 


1 4176420/dbj |BAA37167| 2 


.0e-ll 


(AB008097) cytochrome P450 



[Arabidopsis thaliana] 1 



Seq. No. 39801 

Gene No. 82256 

Start 361 

Name OJ9908 10_1 6 . 0310 . C59 . ol . ts 

Start 361 

GI none 

Exons 361.. 504, 544.. 759, 590. .760, 643.. 762 



Seq. ID OJ990810_16.0310.C59 
Strand 

End 781 

Method TBLASTX : Soybean 

End 762 

Score 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39801 Seq. ID 

82256 Strand 

361 End 

OJ9908 10_16 . 0310 . C59 . ol . tm Method 

364 End 

none Score 



OJ990810_16.0310.C59 
781 

TBLASTX: Maize 

781 

49 



.364. .507, 369. .428, 397. .498, 410. .508, 553. .759, 554. .760, 
637.. 762, 662.. 781 



Seq. No. 39801 Seq. ID 

Gene No. 82256 Strand 

-Start 361 . End 

Name OJ990810_16 . 0310 . C59 . ol . tc Method 

Start 391 End 

GI none Score 

Exons 391.. 513, 571.. 744, 575. .697 



OJ990810_16.0310.C59 
781 

TBLASTX: Cress 

744 

61 



39691 



Seq. No. 39802 Seq. ID 

Gene No. 82257 Strand 

Start 1 End 

Name OJ990810_1 6 . 0310 . C63 . o3 . tw Method 

Start 1 End 

GI none Score 

Exons 1..117, 2. .124, 3. .125 



OJ990810_16.0310.C63 
74 3 

TBLASTX: Wheat 

125 

102 



Seq. No. 39802 Seq. ID 

Gene No. 82257 Strand 

Start 1 End 

Name OJ990810_16 . 0310 .C63 . ol . tm Method 

Start 3 End 

GI none Score 

Exons 3.-473, 52.. 438 



OJ990810_16.0310.C63 
743 

TBLASTX: Maize 

473 

173 



Seq. No. . 


39802 






Seq. ID 


OJ990810_16.0310.C63 


Gene No. 


82257 






Strand 




Start 


1 






End 


743 


Name 


OJ990810 


16.0310.C63.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


126 






End 


500 


GI 


none , 






Score 


318 


tj Exons 


126. .485, 


127. .480, 129. 


.500, 


130. .492 




%J 

f?i Seq. No. 


39802 






Seq. ID 


OJ990810_16.0310.C63 


l]l Gene No. 


82257 






Strand 




\^ Start 


1 






End 


743 


« Name 


OJ990810 


16.0310.C63.ol. 


ts 


Method 


TBLASTX : Soybean 


[J .Start 


240 






End 


635 




none 






Score 


164 


rf| Exons 


240. .485, 


250. .480, 297. 


. 494, 


454. .597, 


455. .598, 546. .599, 



603.. 635, 603. .635 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



39802 
82257 
1 

OJ990810 

518 

none 



16.0310.C63.o2.tw 



Seq. ID OJ990810_16.0310.C63 
Strand 

End 743 

Method TBLASTX : Wheat 

End '74 3 

Score 14 6 



518. .679, 522. .674, 549. .698, 553. .690, 702. .743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



39803 
82258 
1 

OJ990730_06.0310.Cl.ol.np 
1 

5441880 

1..285, 835. .973, 1082. .1580, 
(AP000367) EST C28952 (C62945 ) 



Seq. ID OJ990730_06.0310.C1 
Strand + 
End 4 4 73 

Method AAT/NAP 
End 2554 
Score 686 
1679. .2554 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



39803 Seq. ID 

82258 Strand 

1 End 

OJ990730_06 . 0310 . CI . o2 . np Method 



OJ990730_06.0310.C1 
+ 

4473 
AAT/NAP 



39692 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 3562 

7228438 Score 364 

1..50, 1279. .1549, 1640. .1790, 3141. .3562 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



39803 
82258 
1 

OJ990730_06.0310.Cl.ol.gs 
90 

none 

90. .405, 820. .936, 1049.. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1138, 1227 



OJ990730_06.0310.C1 
+ 

4473 
GENSCAN 
4473 
.46 

1297, 1460.. 1549, 



1640. 
3242. 



.1834, 1857. 
.3562, 4339. 



.1895, 2034. 
.4473 



.2113, 2162.. 2169, 2208.. 2506, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39803 Seq. ID OJ990730_06 . 0310 . CI 

82258 * Strand + 

1 End 4473 

OJ990730_06 . 0310 . CI . ol . gp Method AAT/GAP 

1088 End 2224 

LIB3433-020-P1-K1-A6 Score 750 

1088.. 1130, 1840.. 2224 

' 5670155/gb| AF161269. 1 | AF161269 2.0e-35 Oryza sativa subsp. 

japonica BAC clone 34K24, complete sequence 1 



39803 
82259 
4662 

OJ990730_06.0310.Cl.o2.gs 
4662 
none 
4662. 
5796. 
7565. 



Seq. ID OJ990730_06.0310.C1 
Strand + 
End 8056 
Method GENSCAN 
End 7822 
Score .69 

.4820, 4914. .4966, 5075. .5141, 5241. .5296, 5599. .5651, 
.5914, 6290. .6378, 6987. .7077, 7172. .7267, 7361. .7486, 
.7822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39803 
82259 
4662 

OJ990730_06.0310.Cl.o3.np 
4662 
6560748 
4662. .4880, 
7172. .7261, 
(AC010155) 



5073. 
7361. 
F3M18. 



,5141, 
,7486, 



5835. 
7565, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5998, 



OJ990730_ 
+ 

8056 
AAT/NAP 
8056 
375 
6290. .6378, 



06. 0310. CI 



,7822, 8027.. 8056 



1 [Arabidopsis 



gi | 6691212 | gb | AAF24 550 . 1 | AC007 508 
[Arabidopsis thaliana] 



thaliana] 

13 (AC007508) 



6987. .7131, 



F1K23. 17 



39803 
82259 
4662 

OJ990730_06.0310.Cl.ol.tm 

6290 

none 

6290.. 6388, 6293. .6385, 6967. 



Seq. ID OJ990730_06.0310.C1 

Strand + 

End 8056 

Method TBLASTX : Maize 

End 7588 

Score 112 

.7077, 6984. .7076, 6985. .7077, 



7165. .7263, 7169. .7267, 7169. .7264, 7352. .7486, 7358. .7504, 



39693 



7363.. 7488, 7562.. 7588 



06. 0310. CI 



Seq. No. 39803 Seq. ID 

Gene No. 82259 Strand 

Start 4662 End 

Name OJ990730_06 . 0310 . CI . ol . ts Method 

Start 7193 End 

GI none Score 

Exons 7193.. 7270, 7360.. 7497, 7364.. 7498, 7591.. 7821, 7592.. 7822, 
7723. .7824 



OJ990730_ 
+ 

8056' 

TBLASTX : Soybean 

7824 

71 



Seq. No. 39804 Seq. ID OJ990730_06 . 0310 . C2 

Gene No. 82260 Strand + 

Start 1035 End 3056 

Name OJ990730_06 . 0310 . C2 . ol . gs Method GENSCAN 

Start 1035 End 3056 

GI none Score .89 

Exons 1035.. 1251, 1294.. 1523, 2175.. 2255, 2478.. 2642, 2685.. 2834, 
2952. .3056 



Seq. No. 39804 Seq. ID OJ990730_06 . 0310 . C2 

Gene No. 82260 Strand + 

Start 1035 End 3056 

Name OJ990730_06 . 0310 . C2 . ol . gp Method AAT/GAP 

Start 1044 End 2509 

GI LIB3432-046-P1-K1-B4 Score* 849 

Exons 1044.. 1200, 1294.. 1523, 2175.. 2255, 2478.. 2509 

GI Descrip. ' 4 646202/gb | AAD26875 . 1 | AC007230_9 5.0e-39 (AC007230) ESTs 

gb_H76289 and gb_H76537 come from this gene. [Arabidopsis 

thaliana] 1 



Seq. No. 39804 Seq. ID 

Gene No. 82260 Strand 

Start 1035 End 

Name OJ990730_06 . 0310 . C2 . ol . np Method 

Start 1311 End 

GI 4646202 Score 

Exons 1311.. 1523, 2175 .. 2255, ' 2478 .. 284 6 
GI Descrip. 



OJ990730_06.0310.C2 
+ 

3056 
AAT/NAP 
2846 
611 



(AC007230) ESTs gb|H76289 and gb|H76537 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


39804 








Seq. ID 


OJ990730_06.0310.C2 


Gene No. 


82261 








Strand 




Start 


3358 








End 


5782 


Name 


OJ990730 06 


.0310 


.C2.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


973 








End 


1493 


GI 


none 








Score 


79 


Exoris 


973. .1038, 


984. . 


1037, 


1167. . 


1208, 1326 


. .1448, 1341. .1493 


Seq. No. 


39804 








Seq. ID 


OJ990730_06.0310.C2 


Gene No. 


82261 








Strand 




Start 


3358 








End 


5782 


Name 


OJ990730 06 


.0310 


.C2.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1350 








End ■ 


2255 


GI 


none 








Score 


243 


Exons 


1350. . 1526, 


1409 


. .1525 


, 2169 


..2255, 2183.. 2254 



39694 






06C] . LNO . 


J .70U4 






Seq. ID 


OJ990730_06.0310.C2^ 






0 Z Z O -L 






Strand ' 






Start 


3358 






End 


5782 




Name 


OJ990730 06 


.0310 


.C2.ol.ts 


Method 


TBLASTX : Soybean 




Olal X- 








End 


3158 






none 






Score 


232 




Exons 


1 ^sn 1 R9*} 

1 J JU . . J. J Z J , 


1 4 P)Q 


1 S9 ■=> 9 1 fiQ 


..2255, 2183. .2254, 2477. .2545, 






94 7ft 9 S R9 
Z fi / O. . ^ J JZ f 


9 Rfi9 

Z J OZ 


97ft Q 9^70 

. Z / o _7 , t J ill 


..2752, 2664. .2834, 2795. .2833, 








9 Qft 4 

Z -7 O fl 


. JU J J/ J X J J 


. .3158 






OSC]. IN O . 


J .7 0 U ft 






Seq. ID 


OJ990730_06.0310.C2 




Gene No. 


82261 






Strand 






Start 


3358 






End 


5782 




Name 


WJ.7-7\JfJU U U 




P9 n 1 fm 

^£ • Ui. 1 UJ.ll 


Method 


TBLASTX: Maize 




onar u 


9 1 ft Q ~~ 






End 


2983 






none 






Score 


111 




TP \S /™\ 0 


91 ftQ 99 R4 


91 QO 

Z Jl .7 U 


99RS 91 Q1 

.ZZJJ, Z ± -7 i 


..2259, 245 


6. .2764, 2474. .2749, 






z *i / 0 . . z ( do / 


974 ft 
z / *± 0 


9ft^4 97QS 


..2830, 2937. .2981, 2945. .2983 




O d NT 

oeq . lno . 


^Qftf)4 






Seq.. ID 


OJ990730_06.0310,C2 




Gene No. 


82261 






Strand 






Start 


3358 






End 


5782 




Name 


UOJ / JU \J\j 


.0310 


C2 . o2 . np 


Method 


AAT/NAP 




oiart 


Rft 

J J JO 






End : 


4576 






/ £7ft 909 






Score 


52 


Lis 


Exons 


JJjO . . J J :? J , 


4424 


.4576 






ru 


kj± uescr lp . 


/ npn07 1 ^4 \ 
/ J_ Jfi / 


hypothetical protein [Arabidopsis thaliana] 


H 


Seq. No. 


39804 






Seq. ID 


OJ990730_06.0310.C2 




Gene No. 


82261 






Strand 






Of nrf 


^ ^ft 






End 


5782 




Name 




.0310 


C2.o2.gs 


Method 


GEN SCAN 


= 


OtalL 


*i U JZ 






End 


5782 




P T 


none 






Score 


.46 


J 




4 0^9 4 R ft 7 

ft U JZ . .400// 


5653 


.5782 








oeq . lno . 


Jl/OU J 






Seq. ID 


OJ990730_06.0310.C3 


%J 


Gene No. 


82262 






Strand 


+ 




Start 


6408 






End 


12574 


i. -i 


Ma mo 


OJ990730 06 


.0310 


C3.o2.gs 


Method 


GENS CAN 


^ :=? 


C4- a yf- 

O Ldl L. 


6408 






End 


12277 






none 






Score 


.62 




Exons 


6408. .6510, 


6655 


.6698, 7421 


..7937, 8252. .8328, 9515. .9615, 






10318. .10466, 11369. .11726, 


11922. .12021, 1214 3. .12277 




oeq . lno . 


39805 






Seq. ID 


OJ990730_06.0310.C3 






82262 






Strand 


+ 




Start 


6408 






End 


12574 




Name 


OJ990730 06 


.0310. 


C3 . ol . gp 


Method 


AAT/GAP 




OLdiL 


11262 






End 


12574 




p t 


804 1.R1084 






Score 


1862 




Exons 


11262. . 11726, 11922. .12021, 


12143. .12574 




GI Descrip. 


'2570517 7. 


Oe-47 


(AF022741) 


thioredoxin 


F isoform [Oryza 






sativa] * 












Seq. No. 


39805 






Seq. ID 


OJ990730_06.0310.C3 




Gene No. 


82262 






Strand 


+ 



39695 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



6408 

OJ990730_06.0310.C3.ol.np 

11398 

7489485 



End 12574 
Method AAT/NAP 
End 12192 
Score 688 
11398. .11726, 11922. .12021, 12143.. 12192 

hypothetical protein - rice gi | 2570517 | gb | AAB82144 . 1 | (AF022741) 
thioredoxin F isoform [Oryza sativa] 



beg. jno. 






Seq. ID 


OJ990730_ 




Gene No. 


82263 




Strand 


+ 




Start 


17269 




End 


19198 




Name 


OJ990730 06. 0310. C3. 


o4 . gs 


Method 


GENSCAN 




ouar u 


17269 




End 


19198 




C T 
bl 


none 




Score 


.43 




Exons 


17269. .17562, 18082. 


.18599, 


18628. .19198 




beg. no. 


39805 




Seq. ID 


OJ990730_ 




Gene No. 


82263 




Strand 


+ 




Start - 


17269 




End 


19198 




Name 


OJ990730 06. 0310. C3. 


o2 . gp 


Method 


AAT/GAP 




btart 


18224 




End 


18456 




bl 


99156 1.R1084 




Score 


439 




Exons 


18224. .18456 










GI ■ Descrip . 


•■2213590 . 7. 0e-14 (AC000348) 


T7N9.10 [Arabidopsis 


t naxiana j 


beq. No. 


39805 




Seq. ID 


OJ990730_ 


UD. U jIU . 


Gene No. 


82264 




Strand 


+ 




Start 


24125 




End 


25310 




Name 


OJ990730 06. 0310. C3. 


06. gs 


Method 


GENSCAN 




otart 


24125 




End 


25310 




C T 


none 




Score 


.56 




Exons 


24125. .24233, 24886. 


.24984, 


25135. .25310 




beq . lno • 


39805 




Seq. ID 


OJ990730_ 




bene jno . 


82265 




Strand 


+ 




Start 


26074 




End 


31640 




Name 


OJ990730 06. 0310. C3. 


o7 .gs 


Method 


■GENSCAN 






26074- 




End 


31'640 




b -L 


none 




Score 


.65 




rjXons 


26074 . .26239, 26290. 


.26317, 


26419. .26515, 26790. 


.27041, 




27227. .27356, 28842. 


.28961, 


29493. .29940, 30743. 


.31640 


beq. no. 


39805 




Seq. ID 


OJ990730_ 


06. 0310. C3 


Gene No. 


82265 




Strand 


+ 




Start 


26074 




End 


31640 




Name 


OJ990730 06. 0310. C3. 


o4 . np 


Method 


AAT/NAP 




Start 


27856 




End 


31619 




GI 


6358806 




Score 


1269 




Exons 


27856. .27961, 28766. 


.29126, 


29360. .29940, 30743. 


.31619 


GI Descrip. 


(AC010675) putative 


peptide 


transporter [Arabidopsis thaliana] 


Seq. No. 


39805 




Seq. ID 


OJ990730__ 


06. 0310. C3 


Gene No. 


82266 




Strand 






Start 


11556 




End 


16287 




Name 


OJ990730 06. 0310. C3. 


o2 . np 


Method 


AAT/NAP 




Start 


11556 




End 


16287 




GI 


7485181 




Score 


668 





39696 




Exons 11556. .11585, 13655 14300, . : 14379 14859, 16262.. 16287 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi I 2245038 | emb | CAB10457.il (Z97342) hypothetical protein 
[Arabidopsis thaliana] gi | 7268435 | emb I CAB80955 . 1 | (AL161545) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 39805 Seq. ID 

Gene No. 82266 Strand 

Start 11556 End 

Name OJ990730_06 . 0310 . C3 . o3 . gs Method 

Start 13636 End 

GI none Score 

Exons ■ 13636. .14718 



OJ990730_06.0310.C3 

16287 
GENSCAN 
14718 
.48 





oeq. no. 


-3 qonc; 


Seq. ID 


OJ990730_06.0310.C3 




i^ene ino. 


ft 9 9 fil 


Strand 






otart 


9 Q 1 
ZO / JO 


End 


29103 




Name 


nTQQm^n nfi n^i n 

vju-/-?u / ju ud. u jiu • . u .3 • y p 


Method 


AAT/GAP 




o uai l. 


28758 


End 


29103 




GI 


568796 


Score 


628 




Exons 


28758. .29103 








GI Descrip. 


2213590 7.0e-14 (AC000348) 


T7N9.10 [Arabidopsis thaliana] 


£. (J 


Seq. No. 


39805 - 


Seq. ID 


OJ99.0730_06.0310.C3 




Gene No. 


82268 


Strand 






Start 


32298 


End 


32631 


: br 


Name 


OJ990730 06.0310.C3;o8.gs 


Method 


GENSCAN 




Start 


32298 


End 


32623 


; _ s 


GI 


none 


Score 


.97 




Exons 


32298.-32423, 32525.. 32623 








Seq. No. 


39805 


Seq. ID 


OJ990730_06.0310.C3 




Gene No. 


82268 


Strand 






Start 


32298 


End 


32631 




Name 


OJ990730 06. 0310 . C3 . o5 . np 


Method 


AAT/NAP 




Start 


32310 


End 


32631 




GI 


6648212 


Score 


166 




Exons 


32310. .32423, 32525.. 32631 








GI Descrip. 


(AC013483) putative RNA-binding protein [Arabidopsis thaliana 



Seq. No. 39805 

Gene No. 82269 

Start 32532 

Name 0 J 9 9 0 7 3 0_0 6.0310.C3.o4.tm 

Start 11512 

GI * none 

Exons 11512. 

11904 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990730 06. 0310. C3 



11586, 
,11972, 
12134. .12277, 



11523. 
11909. 
12148. 



.11585, 
.12019, 
.12276 



35727 

TBLASTX: Maize 
12277 
73 

11653. .11727, 11655. .1172 9, 
11920. .12021, 11923. .12021, 



Seq. No. 39805 

Gene No. 82269 

Start 32532 

Name OJ990730_06 . 0310 . C3 . o4 . tc 

Start 11653 

GI none 
Exons 



Seq. ID OJ990730_06.0310.C3 



Strand 
End 

Method 

End 

Score 



35727 

TBLASTX: Cress 

12274 

121 



11653. .11727, 11655. .11729, 11923 .. 12021 , 12134 .. 12274 , 



39697 



12146. .12256, 12148.. 12270 



Seq. No. 


39805 




Seq. ID 


OJ990730_06.0310, 


.C3 




O Z. c. \j ^ 




Strand 






C -5 y+- 

oLdrt. 






End 


35727 




Name 




r\ A i~ q 

*i ■ L. O 


Method 


TBLASTX : Soybean 




O tail, 


1 1 ~~ 

lluJj 




End 


12277 










Score 


125 




Exons 


11UJJ . . 1 1 / £. / , llOJJ • 


1 1 7?9 


11922. . 11972, 11923. .12021, 






1 1 Q41 1 191^4 

11711 • • IlUU lil J1 . 


1 ??77 


12145. .122 


73 




Seq. No. 


39805 




Seq. ID 


OJ990730_06.0310, 


.C3 


Gene No. 


82269 




Strand 






Start 


32532 




End 


35727 




Name 


OJ990730 06. 0310. C3. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


13666 




End 


34365 




GI 


none 




Score 


136 




Exons 


13666. .14112, 13679. 


.14098, 


33910. .343 


65, 34049. .34132, 






34175. .34342 













Seq. No. 


39805 








Seq. ID OJ990730_ 


_06.0310 




Gene No. 


82269 








Strand 






..Start 


32532 








End 35727 






"•'"Name 


OJ9907 


30 06. 0310. C3. 


o2 . tm 


Method .TBLASTX: Maize 




Start 


13678 








End 35610 




ill 


GI 


none 








Score 162 






Exons 


13678. 


.14424, 


13820. 


.14116, 


14134 .. 14520, 14275 


. .14439, 






14368. 


.14601, 


14404. 


.14598, 


14425. . 14598, 14521 


. .14691, 






14525. 


.14704, 


14578. 


.14694, 


14674. .14877, 14716 


. .14877, 






14764 . 


.14877, 


14764. 


.14862, 


33914,. .34126, 33922 


. .34839, 






34157. 


.34324, 


34333. 


.34650, 


34400. .34645, 34654 


. .34965, 


fi | 




34663. 


.34965, 


34664. 


.35059, 


34730. .34960, 34882 


. .35055, 






34900. 


.35238, 


34909. 


.35610, 


35284. .35574 





Seq. No. 39805 

Gene No. . 82269 

Start 32532 

Name OJ990730JD6 1 0310 . C3 . o5 . tc 

Start 13681 

GI none 
Exons 



Seq. ID OJ990730_06.0310.C3 
Strand 
End 

Method 
End 
Score 



35727 

TBLASTX: Cress 

34131 

137 



13681. .13995, 13682 13987 , 13723 .. 13998 , 33916. .34131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39805 
82269 
32532 
OJ990730 
13990 
none 
13990. 
14450. 
34276. 
35284. 



06.0310.C3.ol.tw 



14466, 14228. .14296, 

14572, 14581. .14781, 

34401, 34672. .34833, 

35610, 35294.. 35590 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14344 . . 14439, 
34222. .34650, 
34873. .34992, 



OJ990730 06. 0310. C3 



35727 

TBLASTX: Wheat 
35610 
52 

14377. .14598, 
34223. .34675, 
34915. .35259, 



Seq. No. 39805 Seq. ID OJ990730_06 . 0310 . C3 

Gene No. 82269 Strand 

Start 32532 End 35727 

Name OJ990730 06 . 0310 . C3 . o2 . tc Method TBLASTX : Cress 



39698 






Start 


14011 




End 


35694 






GI 


none 




Score 


70 






Exons 


14011. .14142, 14012 


.14122,. 


14122. .14 691, 14266. .14553, 








14ooy . . 14 4 jb, 1444.3 


T A 1 O A 
.14 / b 4 , 


14444 . . 145^ 


8, 14611. .14877, 








14 620 . . 14 o9 1 , 14bbo 


1 A OH A 
.14b / 4 , 


34164. .34208, 34243. .34368, 








34 Jo / . . 34 64 1 , 34369 


O/i con 

. 34 o3U , 


34385. .346"/ 


8, 34430. .34528, 








34 olo . . JoUob, 34b/2 


. J4 bUU , 


34675. .34803, 34 675 34 956, 








J4 y bU . . 3D D 1 4 , o4y/o 




35206. .35694, 35284.. 35445 






Seq. No. 


o n o a c 

39805 




Seq. ID 


OJ990730_06.0310 


. C3 




Gene No. 


O O O /T 

82269 




Strand 








Start 


o r> c o o 




End 


35727 






Name 


OJ990730 06. 0310. C3 


06 . ts 


Method 


TBLASTX : Soybean 






Start 


14191 




End 


35700 






GI 


none 




Score 


74 






Exons 


14 iy 1 . . 14 D / 4 , 144U1 


~\ A C A A 

. 14 0 4 4, 


14 4 47. .14572, 14 4 94 .. 14 616, 








14 D dU . . 14 bbl , 14oJl 


. 1 4 b bZ , 


14623. .14760, 34369 .. 34506, 








o4 b / o . . J4 o 1U , J4b/D 


. J 4 b 1Z , 


34732. .35109, 35035 .. 35259, 








oDZo 1 . . J04 Zl f JDo41 


. JO / UU 










Seq. No. 


39805 




Seq. ID 


OJ990730_06.0310 


.C3 




Gene No. 


82269 




Strand 








Start 


*3 o c *3 O 

JZb Jz 




End 


35727 






Name 


OJ990730 0 6.0310.C3 


o3 .- v tm • 


Method 


TBLASTX: Maize 




- 3 


Start 


18722 




End 


19048 




i : 5 


GI 


none 




Score 


82 




ru 


Exons 


18722 .. 187 93, 18723 


. 187 94, 


18788. .19048, 18789. .19022 






Seq. No. 


39805 




Seq. ID 


OJ990730_06.0310 


.C3 




Gene No. 


82269 




Strand 








Start 


o o c o o 
32532 




End 


35727 




i y 


Name 


OJ99U /JU Ub.UJIU.CJ 


OO . tS 


Method 


TBLASTX : Soybean 






Start 


1 O 1 O O 

18723 




End 


19048 






GI 


none 




Score 


186 




,J 


Exons 


18 723 .. lb 93b , 18 /2o 


. 1 9U4 o , 


18993. .19022 






Seq. No. 


39805. 




Seq. ID 


OJ990730_06.0310 


.C3 




Gene No. 


82269 . 




Strand 






f ^ 


otart 


ozooz 




End . 


35727 






Name 




OJ . tc 


Method ■ 


TBLASTX: Cress 




- — 


Start 


lb /ZD 




End 


19045 






GI 


none 




Score 


138 






Exons 


lb 1 ZD . . 1 yU4 3 , lb/4/. 


1 Q Qyl 1 

. ib y4 1 










Seq. No. 


39805 




Seq. ID 


OJ990730_06.0310 


. lo 




Gene No. 


82269 




Strand 








Start 


32532 




End 


35727 






Name 


ujyyu/ou ub.ujiu.Lo. 


Ol . tc 


Method 


TBLASTX: Cress 






Start 


o o o o o 

28838 




End 


31553 






GI 


none 




Score 


117 






LiAvl 1 O 


28838 29035 29432 


. 29845, 


29689. .29844, 30759 .. 30983, 








30969. .31184, 31028. 


.31162, 


31185. .31553, 31193. .31471 






Seq. No. 


39805 




Seq. ID 


OJ990730JD6.0310 


.C3 




Gene No. 


82269 




Strand 








Start 


32532 




End 


35727 






Name 


OJ990730 06. 0310. C3. 


o7 . ts 


Method 


TBLASTX : Soybean 





39699 



Start 28838 End 29584 

GI none Score 210 

Exons 28838. .29059, 28843 28896, 28933 .. 29055, 29360 29584, 

29494. .29583 





39805 






Seq. ID 


OJ990730 




Cono Mo 


82269 






Strand 






C+- a r 4- 


32532 






End 


35727 






OJ990730 06. 0310. C3. 


o 1 tm 


Method 


TBLASTX: 


L lCL -L c* C 


Start 


28838 






End 


31568 




r;T 
o ± 


none 






Score 


182 




Exons 


28838. 


.29059, 28846. 


.29130, 


29432. .29845, 29464 


. .29556, 




29591. 


.29722, 29605. 


.29826, 


29879. .29941, 30809 


. .30919, 




30810. 


.30962, 30968. 


. 31162, 


30969. .31190, 31179 


31406, 




31193. 


.31390, 31407. 


. 31568 








Q <=> rr No 


39805 






Seq. ID 


OJ990730 




florip No 


82269 






Strand 








32532 






End 


35727 




Name 


OJ990730 06. 0310. C3. 


UJ . LS 


Method 


TBLASTX: 


ooyucaii 


Of a r"h 

o tar u 


29585 






End 


30827 




GI 


none 






Score 


248 




Exons 


29585. 


.29845, 29605. 


.29844, 


30741. .308 


27 




Seq. No. . 


- 39805 






Seq. ID 


OJ990730 


_06.0310 


Gene No. 


82269 






Strand 






Start 


32532 






End 


35727 




Name 


OJ990730 06.0310.C3. 


ol . ts 


Method 


TBLASTX: 


Soybean 


Start 


30828 






End 


31496 




GI 


none 






Score 


108 




Exons 


30828. 


.30950, 30963. 


.31193, 


31013. .311 


86, 31190 


. .31465, 




31194. 


.31496 











Seq. No. 


39805 




Seq. ID 


OJ990730_06.0310 


Gene No. 


82269 




. Strand 




Start 


32532 




End 


35727 


Name 


OJ990730 06. 


.0310.C3.o2. tw 


* Method 


TBLASTX: Wheat 


Start 


31215 




End 


31544 ' 


GI 


none 




Score 


227 


Exons 


31215. .3154^ 


1, 31229.. 31471 







Seq. No. 39805 Seq. ID OJ990730_06 . 0310 . C3 

Gene No. 82269 Strand 

Start 32532 End 35727 

Name OJ990730_06 . 0310 . C3 . 06 . np Method AAT/NAP 

Start 32532 End 35727 

GI 7363286 Score 703 

Exons 32532, .32576, 33890.. 35727 

GI Descrip. (AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F4I10; vegetative storage protein. (AL035525) [Oryza 
sativa] 



BAC 



Seq. No. 39805 Seq. ID 

Gene No. 82269 Strand 

Start 32532 End 

Name OJ990730_06 . 0310 . C3 . o9 . gs Method 

Start 33889 End 



OJ990730_06.0310.C3 

35727 

GENSCAN 

35682 



39700 




C T 


none 


C /~> /-\ y» o 


S7 


F von c 


33889 35682 






oetj • 1N(J . 


39806 

j ^ o w \J 


Seq. ID 


OJ990730 


Gene No. 


82270 


Strand 


+ 


Start 


187 


End 


494 


Name 


OJ990730 06.0310.C4.ol.gs 


Method 


GENSCAN 


Start 


187 


End 


494 


GI 


none 


Score 


.58 


Exons 


187. .223, 373. .494 







Seq. No. 


39806 




Seq. ID 


OJ990730_06.0310.C4 


Gene No. 


82271 




Strand 


+ 


Start 


2139 




End 


2426 


Name 


OJ990730 06.0310. 


C4 .ol.gp 


Method 


AAT/GAP 


Start 


2139 




End 


2426 


GI 


45653 1.R1084 




Score 


576 


Exons 


2139. .2426 








GI Descrip. 


? 2781363 2.0e-20 


(AC003113) 


F2401.19 


[Arabidopsis thaliana] 


Seq. No. 


39806 




Seq. ID 


OJ990730_06.0310.C4 


Gene No. 


82272 




Strand 


+ 


Start 


4955 




End 


5927 


Name 


OJ990730 06.0310. 


C4.o3.gs 


Method 


GENSCAN 


Start 


4955 




End 


5675 


GI 


none 




Score 


.77 


Exons 


4955. .5107, 5471. 


.5675 







Seq. No. 


39806 










Seq. ID 


OJ990730 


_06.0310.C4 


Gene No. 


82272 










Strand 


+ 




Start 


4955 










End 


5927 




Name 


OJ990730 06 


.0310. 


C4 .o3. 


np 


Method 


AAT/NAP 




Start 


4961 










End 


5927 




GI 


4836924 








Score 


367 




Exons 


4961. . 


5927 














GI Descrip. 


(AC007153) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


39806 










Seq. ID 


OJ990730 


_06.0310.C4 


Gene No. 


82273 










Strand 






Start 


2379 










End 


3763 




Name 


OJ990730 06 


.0310. 


C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2250. 










End 


3665 




GI 


none 










Score 


115 




Exons 


2250. 


2282, 


2370. 


.2462, 


2371. 


.2460, 2372. .2461, 


2437. .2478, 




2537. 


2590, 


2548. 


.2682, 


2549. 


.2668, 2550.. 2669, 


2706. .2747, 




3004. 


3243, 


3009. 


.3242, 


3115. 


.3243, 3355.. 3426, 


3360. .3428, 




3514. 


3582, 


3516. 


.3665 










Seq. No. 


39806 










Seq. ID 


OJ990730 


_06.0310.C4 


Gene No. 


82273 










Strand 






Start 


2379 










End 


3763 




Name 


OJ990730 06 


.0310. 


C4 ,o2. 


gs 


Method 


GENSCAN 




Start 


2379 










End 


3677 




GI 


none 










Score 


.96 




Exons 


2379. 


2459, 


2506. 


.2672, 


3023. 


.3241, 3359. .3425, 


3516. .3677 


Seq. No. 


39806 










Seq. ID 


OJ990730 


_06.0310.C4 



39701 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



82273 Strand 
2379 End 3763 

OJ990730_06 . 0310 . C4 . ol . np Method AAT/NAP 

2385 End 37 52 

6648200 * Score 508 

2385.-2459, 2548. .2672, 3023. .3241, 3359. .3425, 3516. .3752 
(AC013483) putative RHO GDP-dissociation inhibitor 1 
[Arabidopsis thaliana] 



Seq. No. 39806 

Gene No. 82273 

Start 2379 

Name OJ990730_06 . 0310 . C4 . o2 . tc 

Start 3016 

GI none 
Exons 



Seq. ID OJ990730_06.0310.C4 
Strand 

End 37 63 

Method TBLASTX : Cress 

End 3428 

Score 101 



3016. .3120, 3018. .3125, 3142. .3243, 3162. .3242, 3355. .3426, 
3360. .3428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39806 
82273 
2379 

OJ990730_06.0310.C4.o2.gp 

3098 

2427835 



Seq. ID OJ990730_06.0310.C4 
Strand 

End 37 63 

Method AAT/GAP 

End 3763 

Score 824 



3098. .3241, 3359. .3425, 3516. .3763 

2781363 2.0e-20 (AC003113) F2401.19 [Arabidopsis thaliana] 



39806 
82273 
2379 

OJ990730_06.0310.C4.ol.ts 

3144 
none 



Seq. ID OJ990730_06.0310.C4 

Strand - . 

End 3763 

Method TBLASTX : Soybean 

End 3560 

Score 7 6 



3144. .3245, 3151. .3234, 3360. .3446, 3361. .3426, 3510. .3560 



39806 
82274 
5354 

OJ990730_06.0310.C4.ol.tc 

5354 

none 

5354. .5707, 5450. .5638, 5455. 



Seq. ID OJ990730_06.0310.C4 
Strand 

End 5785 

Method TBLASTX : Cress 

End 5707 

Score 245 
.5685 



Seq. No. 39806 

Gene No. 82274 

Start 5354 

Name OJ990730_06 . 0310 . C4 . o2 . tm 

Start 5386 

GI none 
Exons 



Seq. ID OJ990730_06.0310.C4 
Strand 

End 5785 

Method TBLASTX: Maize 

End 5785 

Score 261 



5386. .5775, 5387. .5785, 5401. .5784 



Seq. No. 39807 

Gene No. 82275 

Start 231 

Name OJ990730_06 . 0310 . C5 . ol . gs 

Start 231 

GI none 



Seq. ID OJ990730_06.0310.C5 
Strand 

End 975 

Method GENSCAN 

End 975 

Score .81 



39702 




Exons 


231 . ,3 Id 








Seq. No. 


39808 


Seq. ID 


OJ990730_06.0310. 


C9 


Gene No. 


82276 


Strand 


+ 




Start 


O *D C 


hna 


3oZZ 




Name 


OJ99073U Uo . U310 . C9 . ol . gs 


Method 






Start 


2336 


End 


o o o o 




GI 


none 


Score 


C A 




Exons 


^ jjb. .zobz, jd^ . . 3ozz 








Seq. No. 


39808 


Seq. ID 


OJ990730_06.0310. 


C9 


Gene No. 


82277 


Strand 


+ 




Start 


4 o / 1 




O/OJ 




Name 


OJyyu/ou ub . u jiu . cy . oz . gs 


Method 






Start 


4 871 


End 


O/OJ 




GI 


none 


Score 


. 4 o 




Exons 


4o/i..4yy// ooyo. . dodj, ddjd 


f TOO 
. .O/OJ 






Seq. No. 


39808 


Seq. ID 


OJ990730_06.0310. 


C9 


Gene No. 


82278 


Strand 






Start 


OOOZ 


End 


11609 




Name 


OJ990730 06 . 0310 . C9 . o3 . gs 


Method 


GENSCAN 




Start 


8682 


End 


11356 




GI 


none 


Score 


.74 




Exons 


8682. .8784, 8884.-8995, 9514 


..9562, 10958. .11356 




Seq. No. 


AO 

39808 


Seq. ID • 


OJ990730_06.0310. 


C9 


Gene No. 


82278 


Strand 






Start 


8682 


End 


11609 




Name 


OJ990730 06.0310.C9.ol.np 


Method 


AAT/NAP 




Start 


10937 


End 


11609 




GI 


6997193 


Score 


588 




Exons 


10937. .11609 








GI Descrip. 


(AC022355) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39808 


Seq. ID 


OJ990730_06.0310. 


C9 


Gene No. 


82278 


■Strand • 






Start 


8682 


End 


11609 




Name 


OJ990730 06.0310.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


11114 


End 


11368 




GI 


none 


Score 


200 




Exons 


11114. .11275, 11114. .11272, 


11271. .11366, 11273. .11368 




Seq. No. 


39809- 


Seq. ID 


OJ990730_06.0310. 


Liz. 


Gene No. 


82279 


Strand 






Start 


423 


End 


3917 




Name 


OJ990730 06.0310.C12.ol.gs 


Method 


GENSCAN 




Start 


423 


End 


3833 




GI 


none 


Score 


.86 




Exons 


423. .716, 917. .1032, 1152. .1198, 1653. 


.1753, 1971. .2060, 






2256. .3833 








Seq. No. 


39809 


Seq. ID 


OJ990730_06.0310. 


C12 


Gene No. 


82279 


Strand 






Start 


423 


End 


3917 




Name 


OJ990730 06.0310.C12.ol.np 


Method 


AAT/NAP 




Start 


426 


End 


3833 





39703 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



629807 Score 
426. .716, 956. .1032, 1152. .1198, 1653. 
2256. .3833 
VP1 protein - rice 



39809 
82279 
423 

OJ990730 
619 
none 
619. 
1146 
1652 



06.0310.C12.ol.tm 



687, 694.. 714, 950. 
.1202, 1147. .1203, 
.1798, 1971. .2057, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1036, 951. 
1147. .1203, 
1971. .2060, 



3642 

.1753, 1971. .2060, 



OJ990730 06.0310.C12 



3917 

TBLASTX: Maize 
2061 
70 

1034, 1136.. 1201, 
1628. .1756, 1639. 
1972. .2061 



1752, 



39809 
82279 
423 

OJ990730_06.0310.C12.ol.gp 
1639 

72020 1.R1084 



OJ990730 06.0310.C12 



Seq. ID 
Strand 

End 3917 
Method AAT/GAP 
End 2406 
Score 585 
1639.71753, 1971.. 2060, 2256. .2406 

'391884/dbj | D16640 | RICOSVP1 1.0e-62 Rice DNA for VP1 protein, 
completed cds 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730 06.0310.C12 



3917 
AAT/GAP 
3506 
628 



39809 
82279 
423 

OJ990730_06.0310.C12.o2.gp 
3183 
5607328 
3183. .3506 

586238/sp| P37398 | VIV_ORYSA 2.0e-51 VIVIPAROUS PROTEIN HOMOLOG 

>gi_632294_pir S48899 VP1 protein (OSVP1) - Oryza sativa 

>gi_391885_dbj_BAA04 066_ (D16640) VP1 protein (OSVP1) [Oryza 
sativa] 

39809 Seq. ID OJ990730_06 . 0310 . C12 

82279 ' Strand 

423 End 3917 

OJ990730_06 . 0310 . C12 . o3 . gp Method AAT/GAP 

3596 End 3917 

5607329 Score 612 

3596. .3917 

391884/dbj | D16640 | RIC0SVP1 1.0e-62 Rice DNA for VP1 protein, 
complete cds 



39810 Seq. ID 

82280 Strand 

785 End 
OJ990730_06.0310.C13.ol.gs Method 

785 End 

none Score 
785. .1064 



O J 9 9 0 7'3 0_0 6 . 0 3 1 0 . C 13 
+ 

1064 
GENSCAN 
1064 
.47 



Seq. No. 
Gene No. 



39810 
82281 



Seq. ID OJ990730_06.0310.C13 
Strand + 



39704 




Start 


1353 








End 


7928 




Name 


OJ990730 06 


.0310. 


C13.o2 


.gs 


Method 


GEN SCAN 




O C a. X. i_ 


X J J J 








End 


7928 




PT 


none 








Score 


.8 




TT 1 v /~\ r\ o 


1 144ft 

1 JJJ . • X *i t O , 


1 ft 1 9~ 

IOIl • 


94 

• ~ 4 J J , 


9 ^"34 


..3036, 3547.. 3666, 


4Q07 ^017 
4 ju / • i jyi ' ; 




^411 ^4 ft 7 

J *i X X • . JtO / / 


^7^7 
j / j i • 


Sft 94 


614^ 

U14 J 


..6258, 6354.. 6535, 


70RR 7910 

/ U J J .. • / X W , 




7ft 1 9 1 Q?ft 














Qori Ma 
O C q • LNvJ • 


J -7 O X \) 








Seq. ID 


OJ990730 


n6 o^i o pi ^ 

\J\j . U JlU * v.' X _> 


Gene No. 


82281 








Strand 


+ 




Start 


1353 








End 


7928 




Name 


P«.TQQ07^0 06 


• u JlU • 


PI "3 nl 

^ X J . U X 


fro 

. gp 


Method 


AAT/GAP 




O Lai 1- 


^76 ~~ 








End 


6261 




PT 
Kj X 


none 








Score 


927 




Pvnnc 
Ej A.Oilo 


^S76 "3666 


4117. 


. 4182, 


4 907 


. .5017, 5411. .5487, 


S7S7 S894 




614^ 69 61 
Oil J . . v_ u x 














CorT No 


39810 








Seq. ID 


OJ990730 


06 0310 CI 3 

U U • W J X w . X J 


Gene No. 


82281 








Strand 


+ 




Start 


1353 








End 


7928 




IN CtXllC 


O.7QQ07^0 06 


0310 

. \J J X \J . 


C13.o2 


.gp 


Method 


AAT/GAP 




Of a >-+- 


64 OQ ~ 








End 


7623 






T.TR^4 "34-01 0 


-PI -K1 

XT X i\ X 


-F8 




Score 


985 






640Q 6S^ c i 

04U3 . . D J J J f 


66ft 7 


.6755, 


7055 


. .7210, ,7419. .7623 




PT Hdcpt 1 
Vjl Ucotlip. 


' 9 7 ft 1 "3 6 ^ 9 I 




(AC003113) 


F2401.19 


[Arabidopsis thaliana] ' 


oeq. wo. 


-}QQ1 n 
JjolU 








Seq. ID 


OJ990730 


__06.0310.C13 


Gene No. 


82282 








Strand 






Start 


8416 








End 


12950 




Name 


n.TQQrmn 06 


o^i n 

. UjlU . 


C13.o4 


. tm 


Method 


TBLASTX: 


Maize 


q+- a v-+- 


^7 61 ~ 








End 


6548 




PT 


none 








Score 


90 




Exon s 


^761 Sft90 


S7 6^ 

J / DO . 


.5819, 


6204 


..6257, 6345. .6548, 


6349. .6534, 




6^9S 6S41 














oeq. In o . 


^Qft i n 








Seq. ID 


OJ990730 


_06.0310.C13 


Gene No. 


82282 








Strand 






Start 


8416 








End 


12950 




Name 




0310 

• \J J X w ■ 


C13.o2 


. tm 


Method 


TBLASTX: 


Maize 


OUQIL 


66ftD ~~ 








End 


7530 




PT 










Score 


78 




DAUllo 


66ftf) 67S7 


66ft 6 


.6757, 


7039 


..7212, 7049. .7213, 


7051. .7212, 




73QR 74R7 


7417 

/MX/. 


.7527, 


7417 


..7530, 7418. .7528 




. LNU • 


?Qft 1 0 








• Seq. ID 


OJ990730 


_06.0310.C13 


P o n o Kin 


ft 99ft 9 








Strand 






O Lai L 


ft 4 1 6 








End 


12950 




Name 


OJ990730 06 


.0310. 


C13.ol 


. tm 


Method 


TBLASTX:: 


Maize 


Start 


8399 








End 


9595 




PT 

\J X 


T*l on o 








Score 


43 






0 jj? . . 0 *i 4 O , 


ft A 1 1 
O ft x x . 


.8443, 


8424 


..8549, 8425. .8550, 


8425. .8550, 




8426. .8551, 


8669. 


.8824, 


8679 


..8840, 8703. .8810, 


9017. .9064, 




9018. . 9062, 


9134. 


.9256, 


9150 


. . 9257, 9150. . 9266, 


9151. .9267, 




9151. . 9267, 


9392. 


.9595, 


9397 


. .9585 






Seq. No. 


39810 








Seq. ID 


OJ990730 


_06.0310.C13 


Gene No. 


82282 








Strand 







39705 




Start 










Name 


OJ990 


730_06.0 


310.C13.o3;gs Method GENSCAN 




Start 


8416 • 




End 12892 




GI 


none 




Score .73 




Exons 


8416. 


.8550, 8 


678. .8809, 9017. .9106, 9150. .9266, 


9391. . 9571, 




10213 


. . 10301, 


10936. .10976, 1127 9 11397 , 12325. 


. 12509, 




12605 


; . 12892 







Seq. No. 


39810 


Seq. ID 


OJ990730__ 


_06.0310.C13 


Gene No. 


82282 


Strand 






Start 


8416 


End 


12950 




Name 


OJ990730 06.0 


310.C13.ol.np Method 


AAT/NAP 




Start 


8419 


End 


12950 




GI 


7211976 


Score 


1089 




Exons 


8419. .8550, 8 


678. .8809, 9017. .9061, 9150. .9266, 


9391. . 9561, 




10177. .10301, 


10936. .10995, 11214 .. 11397 , 11479. 


. 11579, 




11857. .11922, 


12006. .12088, 12398. .12509, 12908. 


.12950 


GI Descrip. 


(AC004809) Fl 


3M7.11 [Arabidopsis thaliana] 





Seq. No. 


39810 








Seq. ID 


OJ990730 


_06.0310 


Gene No. 


82282 








Strand 






Start 


8416 








End 


12950 




Name 


OJ990 


730_06.0 


310. C13 


. o3. tm 


Method 


TBLASTX: 


Maize 


Start 


■ 11365 








End 


12661 




GI 


none 








Score 


41 




Exons 


11365 


. .11391, 


11473. 


.11580, 


11478. .11582, 11478 


. .11582, 




11851 


. . 11931, 


11851. 


.11937, 


12006. . 12086, 12006 


. .12089, 




12007 


. . 12093, 


12360. 


.12533, 


12394. .12510, 12401 


. .12511, 




12602 


. .12661 













Seq. No. 39811 

Gene No. 82283 

Start 53 

Name OJ990730_06 . 0310 . C14 . ol , 

Start 53. 

GI hone 

Exons 53.. 286, 1176.. 1253 



gs 



Seq. ID OJ990730_06.0310.C14 

Strand + 

End 1253 

Method GENSCAN 

End 1253 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39811 Seq. ID 

82284 Strand 

1344 End 

OJ990730_06.0310.C14 .ol.np Method 

1344 End 

4581111' Score 
1344. .1594 

(AC005825) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990730_06.0310.C14 
+ 

1594 
AAT/NAP 
1594 
44 



39811 
82285 
1811 

OJ990730_06.0310.C14 .o2, 

1811 

none 

1811. .2015 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_06.0310.C14 

2015 
GENSCAN 
2015 
.6 



Seq. No. 



39812 



Seq. ID OJ990730_06.0310.C15 



39706 



Gene No. 


82286 




Strand 






Start 


1 




End 


1792 




Name 


uoyyu / ju uo.ujiu.uij.oi. 


np 


Method 






start 


-i 

X 




Ertd 


1 7 Q9 
1 / jZ 




GI 


o yo jo j / 




Score 


1 O-J-3 
IZjJ 




Exons 


i - o>io on 419 o 


80, 1051.. 1613, 


1 £7£ 1 1Q0 

i o / o . . i / yz 




ui ue scrip. 


^ncUUllDO J IiypUUIlcLlL-al 


protein [Oryza 


oaf 1 \t 1 
oaLl va J 




Seq. No. 


39812 




Seq. ID 


OJ990730_06.0310 


.C15 


Gene No. 


82286 




Q +■ r* n n r\ 
OLI ailO. 






C-l 1 -v+- 






End 


1 7 Q9 
i / _/z 




Naine 


UuyyU / jU UO.UjIU.UIj.OI. 


gs 


Method 


P V M Q p n M 




Start 


O "3 "3 
Z j j 




End 


Zl ? ^ 
4 J J 




GI 


none 




Score 


ft 9 
• o z 




Exons 


. Z j J . i 1 J J 










Seq. No. 


39812 




Seq. ID 


OJ990730_06.0310 


.C15 


Gene No. 


82286 




Strand 








i 




End 


1 7 Q? 




Name 


UJ jjU / jU UO. Uj1U.U1j.OZ . 


gs 


Method 


U Hi LN o UriLN 




start 


y y 4 




End 


I Zl 7 Q 

II / y 




bl 


none 




Score 


■ J J 




Exons 


Q Q A 1 a n Q 

y y 4 . . 1 4 / y 










Seq. No. 


Q QQ 1 *3 

j y o i j 


4~ - 


Seq. ID 


uuyyu/jU uo.ujiu 


pi ft 

. U 1 o 


Gene No . 






Strand 


+ ' ~~ 




Start 


370 




End 


650 




Name 


OJ990730_06.0310.C18.ol. 


gp 


Method 


AAT/GAP 




0 4- -i v +- 

otart 


j / u 




End 


650 




GI 


Z 4 1 . Kl Uo H 




Score 


328 




Exons 


O/U. . 4 O 1 , OD4. . OjU 










GI Descrip. 


zyilU / z / emu | LAAl / 3 j 4 . 1 | 


l.Oe 


-73 (AL021960) putative protein 




r A v"5 V-i t r\v~i c?"ic! fhal "i anal ' 

LHIaDlQOpSlS LllallallaJ 










beq. No. 


jjoI J 




Seq. ID 


OJ990730_06.0310 


.C18 


Gene No. 


82288 




Strand 






Start 


672 




End 


761 




Name 


nTQQm^n n^ n^in rift ni 
uuyyu/ju uo.ujiu.uio.oi. 


r, w 


Method 


TBLASTX : Wheat 






J DO 




End 


652 






none 




Score 


179 




Exons 


jOo..ftyj f j/j.. £ ±yj, joi . 


.587, 


582. . 641, 


586. .651, 587.. 


649, 




c ift7 £R9 Rftft fiRD 
JO / ■ . OjZ r JOO. . OjU 










beq. no. 


j yo i j 




Seq. ID 


OJ990730_06.0310 


.C18 


Gene No. 


82288 




Strand 






Start 


672 




End 


761 




Name 


nTQQfmn min pip. ni 
uuyyu/ju uo.ujiu.uio.oi. 


tm 


Method 


TBLASTX: Maize 




otart 


"377 
J / / 




End 


698 






none 




Score 


155 




Exons 


^77 /lQ"3 "37Q /1QR 

j//..fiyj, j/y..4yj, joz . 


.498, 


561. .587, 


574. .648, 587.. 


694, 




COO CQQ 

joo . . oyo 










Seq. No. 


39813 




Seq. ID 


OJ990730_06.0310 


.C18 


Gene No. 


82288 




Strand 






Start 


672 




End 


761 




Name 


OJ990730 06.0310.C18.ol. 


gs 


Method 


GENSCAN 




Start 


672 




End 


761 





39707 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

672. .761 



Score 



.54 



Seq. ID OJ990730_06;0310.C19 
Strand + 
End 1925 
Method AAT/NAP 
End 1479 
Score 425 
1334. .1479 

- Arabidopsis thaliana 
gi I 2911072 | emb | CAA17534.il (AL021960) putative protein 
[Arabidopsis thaliana] gi I 7268912 | emb | CAB79115 . 1 1 (AL161554] 
putative protein [Arabidopsis thaliana] 



39814 
82289 
1 

OJ990730_06 . 0310 . C19 . ol . np 
1 

7486600 

1..22, 851. .931, 1000. .1224, 
hypothetical protein F7 J7 . 90 



Seq. No. 39814 

Gene No. 82289 

Start 1 

Name OJ9907 30_06 . 0310 . C19 . ol . gs 

Start 395 

GI none 
Exons 



Seq. ID OJ990730_06.0310.C19 



Strand 
End 

Method 

End 

Score 



+ 

1925 
GEN SCAN 
1656 
.84 



395.-445, 851. .931, 1000. .1224, 1334. .1456, 1540. .1656 



Seq. No. . 39814 

Gene No. 82289 

Start 1 

Name OJ990730_06 . 0310 . C19 . ol . gp 

Start 836 

GI 2443_1.R1084 

Exons 836.. 931, 1000.. 1224, 1334. 

GI Descrip. ' 2911072/emb | CAA17534 . 1 | 1. 

[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1456, 1540 



OJ990730_ 
+ 

1925 
AAT/GAP 
1925 
1539 
, .1925 



06.0310.C19 



0e-73 (AL021960) putative protein 



Seq. No. 


39814 


Seq. ID 


OJ990730_ 


_06 


0310. C19 


Gene No. 


82290 


Strand 


+ 






Start 


6900 


End 


7188 






Name 


OJ990730 06.0310.C19.o3.gp 


■ Method 


AAT/GAP 






Start 


6900 


End 


7188 






GI 


5039075 


Score 


547 






Exons 


6900. .7188 










Seq. No. 


39814 


Seq. ID 


OJ990730_ 


J) 6 


0310. C19 


Gene No. 


82291 


Strand 


+ 






Start 


8544 


End 


11693 






Name 


OJ990730 06.0310.C19.o3.gs 


Method 


GENSCAN 






Start 


8544 


End 


11693 






GI 


none 


Score 


.8 






Exons 


8544. .8560, 8635. .8774, 9527. 


. 10146, 


10338. .104 


31, 


10549. .10692, 




10799. .10857, 10928. .11693 











Seq. No. 39814 

Gene No. 82291 

Start 8544 

Name OJ990730_06 . 0310 . C19 . o3.. np 

Start 10080 

GI 6721561 
Exons 



Seq. ID OJ990730 06.0310.C19 



Strand 
End 

Method 

End 

Score 



+ 

11693 
AAT/NAP 
11690 
1020 



10080. .10115, 10516. .10728, 10799 .. 10857, 10928.. 11690 



39708 



GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Cqh NT r\ 
OCLJ . INU ■ 














06.0310.C19 


bene ino • 


ft 99 Q9 
o ^. .7^- 








Oil C11HJ. 








oLdlL 


9 1 9 1 
<i i. ^ X 








End 


2549 






Name 


OJ990730 06 


.0310 


C19.o2 


• gp 


Method 


AAT/GAP 






Start 


2121 








End 


2549 






rzj 
\j± 










Score 


715 






Exons 


9191 9^4Q 
















O e CJ . LN (J . 


^Qft 1 4 

J 70 14 








Seq. ID 


OJ990730_ 


06.0310.C19 


£± r*i NT /-\ 

bene lno . 


ft 99Q^ 








Strand 










9 SQft 








End 


7714 






Naine 






^13. O^ 


. gs 


Method 


GENSCAN 
















End 


7183 








none 








Score 


.88 






Exons 


9SQft 96R1 


97 QQ 


9R 




.2998, 3098. .3379, 


3863. 


.3919, 




4173. .4272, 


6557 


.6681, 


6770. 


.7183 








Seq. No. 


39814 ■ 








Seq. ID . 


OJ990730_ 


06.0310.C19 


Gene No. 


82293 '. 








Strand 








Start 


2598 








End 


7714 






Name 


OJ990730 06 


.0310 


C19.o2 


.np 


Method 


AAT/NAP 






Start 


2601 








End 


7714 






GI 


6453908 








Score 


1518 






Exons 


2601. .2681, 


2799 


.2859, 


2934 . 


.2998, 3098. .3379, 


3458. 


.3532, 




3641. .3715, 


3863 


.3919, 


4173. 


.4246, 4396. .4586, 


4733. 


.4835, 




4930. .5000, 


5129 


.5183, 


5360. 


.5463, 554 


8. .5670, 


. 6589. 


.6681, 




6752. .7002, 


7503 


.7714 













GI Descrip. (AC011663) putative ABC transporter [Arabidopsis thaliana] 



Seq. No. 39814 

Gene No. 82294 

Start 12435 ' 

Name OJ990730_06 . 0310 . C19 . o4 . tw 

Start 745 

GI none 

Exons 745. .933, 836. .931, 855. .938, 
1319. .1363 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ990730JD6. 0310. C19 
15331 

TBLASTX: Wheat 

1374 

128 



970. .1227, 993. .1226, 1318. .1374, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39814 
82294 
12435 
OJ990730 
772 
none 
772. 
1318 
1542 



06.0310.C19.ol.tm 



933, 836. .931, 862. .933, 
.1455, 1334. .1480, 1350. 
.1667, 1757. .1825 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990730 06.0310.C19 



15331 

TBLASTX: Maize 
1825 
132 

934. .1224, 970. .1227, 999. .1226, 
1451,. 1527. .1652, 1535. .1663, 



Seq. No. 
Gene No. 
Start 



39814 
82294 
12435 



Seq. ID 

Strand 

End 



OJ990730 06.0310.C19 



15331 



39709 




Name OJ9907 30_06 . 0310 . C19 . o2 . ts Method TBLASTX : Soybean 

Start 859 End 1456 

GI 5509682 Score 112 

Exons 859. .933, 860. .931, 970. .1044, 999. .1223, 999. .1226, 1085. .1225, 

1087. .1227, 1318. .1449, 1319. .1456 
GI Descrip. 2911072/emb_CAA17534_ 3.0e-40 (AL021960) putative protein 

[Arabidopsis thaliana] 



Seq. No. 39814 
Gene No. 82294 
Start 12435 

Name OJ9907 30_06 . 0310 . C19 . o5 

Start 2524 
GI none 

Exons 2524.. 2646, 2536.-2583, 

2793.-2858, 2797.-2862, 
3098.. 3238, 3098.. 3238 

Seq. No.. 39814 

Gene No. 82294 

Start 12435 

Name OJ990730_06 . 0310 . CI 9 . ol 

Start 2796 

GI none 

Exons 2796.. 2861, 3081.. 3383, 
3458. .3541 



Seq. ID --OJ990730_06.0310.C19 
Strand 

End 15331 
.tm Method TBLASTX : Maize 

End 3238 

Score 72 
2604. .2645, 2652.. 2687, 2792.. 2857, 
2799. .2861, 2933. .2992, 2933. .2998, 



Seq. ID OJ990730_06.0310.C19 
Strand 

End 15331 

.tc Method TBLASTX : Cress 

End 3541 

Score 200- 
3098. .3409, 3184. .3384, 3456. .3533, 



Seq. No. 39814 

Gene No. 82294 

Start 12435 

Name OJ990730_06 . 0310 . CI 9 . ol 

Start 3117 

GI none 

Exons 3117.. 3299, 3119.. 3367, 

Seq. No.. 39814 

Gene No. 82294 

Start 12435 

Name OJ990730_06 . 0310 . CI 9 . o3 

Start 3239 r 

GI none 

Exons 3239.. 3382, 3240.. 3383, 
3638.. 3685, 3638.. 3724, 



Seq. ID OJ990730_06.0310.C19 
Strand 

End 15331 

.ts Method TBLASTX: Soybean 

End 3529 

Score 189 
3119. .3382, 3162. .3380, 3458. .3529 

Seq. ID OJ990730_06.0310.C19 
Strand 

End 15331 

.tm Method TBLASTX : Maize 

End 3724 

Score 142 
3241. .3393, 3458. .3535, 3458. .3535, 
3642. .3716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39814 
82294 
12435 

OJ990730_06.0310.C19.o4 . tm 

3872 

none 

3872.. 3919, 3872.. 3919, 4163. 
4342. .4539, 4364. .4546, 4374. 
4724. .4804, 4727. .4834, 4731. 



Seq. ID 
Strand 
End 

Method 
End- 
Score 



OJ990730 06.0310.C19 



15331 

TBLASTX: Maize 
4835 
79 

.4264, 4170. .4265, 4171. .4251, 
.4547, 4543. .4587, 4545. .4595, 
.4832, 4731.. 4835, 4732.. 4833 



Seq. No. 
Gene No. 
Start 



39814 
82294 
12435 



Seq. ID 

Strand 

End 



OJ990730 06.0310.C19 



15331 



39710 






Name 


OJ990730 06. 


0310 


C19.o3 


.ts 


Method 


TBLASTX : Soybean 






A 1 QA 
fl X :7fl 










End 


5185 




H T 


none 










Score 


44 




U 1 v /~\ C? 

Lxons 


4194 . 


.4247, 


A 1 Qfl 

fx J. .7 O i 


. ft £. DO , 


4 *^ 7 


.4546, 4374. .4571, 4545. .4586, 






4727. 


.4837, 


4 7^1 
4 / Jl i 


. fl 0 JO , 


4 Q^9 
fl y 3£ . 


.5006, 4932..5006, 5123. .5185, 






5126. 


.5185 














o e q . in o • 


39814 










Seq. ID 


OJ990730_06.0310.C19 




Ijclie LMO . 


82294 










Strand 






Start 


12435 










End 


15331 




Name 


OJ990730 06. 


0310. 


C19.o7 


. tm 


Method 


TBLASTX: Maize 




otdl L 


4926 










End 


5641 




uJ. 


none 










Score 


121 






4926. 


5006, 


A Q9Q 
*i y £. y • 


• «J VJ O O f 


SI 9^ 


.5194, 5127. .5180, 5129. .5185, 






5358. 


5471, 


•J J .J _7 • 


S4 7 9 


s?6n 


.5476, 5522. .5641, 5546. .5632, 






5548. 


5640 














Ocvj> 1NU • 


39814 










Seq. ID 


OJ990730_06.0310.C19 




belle 1NU . 


82294 










Strand 








12435 










End 


15331 




Name 


OJ990730 06. 


0310. 


C19.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


4932 










End 


6839 




kjX 


none 










Score 


62 


f 1=3 
~ rr 


Exons 


4932. 


5006, 


A Q^^ 


. o u x u , 


SI 9^ 


.5194, 5351. .5467, 5352. .5477, 


*3 




5354 . 


5467, 


S^fi9 


Sd ft 1 
. 0 fl 0 X , 


S S4 ft 
O O fl 0 . 


.5670, 5558. .5671,- 5797. .5841, 


[fl 




5942. 


5995, 


DjUU . 


. O O X y , 


£ S £9 


.6618, 6568. .6681, 6623.-6682, 


fU 




6755. 


6838, 


fil SQ 


£ft "3 Q 
. DO 








f i 


Seq. No. 


39814 










Seq. ID 


OJ990730_06.0310.C19 


w 


Gene No. 


82294 










Strand 






O Lai U 


12435 










End 


15331 




Name 


OJ990730 06. 


mi n 

U J 1U i 


PI Q n/1 
LI Oft 


. L S 


Method 


TBLASTX : Soybean 


i y 


OlaiL 


5357 










End 


5673 


= 




none 










Score 


63 




Exons 


5357. 


5476, 


S^ SQ 




S Sd ft 


.5673, 5549. .5671, 5605. .5673 




Seq. No. 


39814 










Seq. ID 


OJ99p730_06.0310.C19 




Gene No. 


82294 










Strand 




^ J 
f ^ 


O L. di. L. 


12435 










End 


15331 




LN diLtt: 


OJ990730 06. 


0310. 


C19.01 


tw 


Method 


TBLASTX: Wheat 




OLCli L 


9860 










End 


13386 




O -L 


none 










Score 


350 






9860. 


9961, 


12930. .13385, 12931.. 13386 






Otr^£ • IN (J . 


39814 










Seq. ID 


OJ990730_06.0310.C19 




Gene No. 


82294 










Strand 






Start 


12435 










End 


15331 




Name 


OJ990730 06. 


0310. 


C19.o2 


tw 


Method 


TBLASTX: Wheat 






11378 










End 


14033 






none 










Score 


157 




Exons 


11378. 


.11395, 11413. .11499, 13578 .. 13814 , 13588 .. 13812, 






13851. 


.14033, 13852. .14025 








Seq. No. 


39814 










Seq. ID 


OJ990730_06.0310.C19 




Gene No. 


82294 










Strand 






Start 


12435 










End 


15331 




Name 


OJ990730_06. 


0310. 


C19.o3. 


tw 


Method 


TBLASTX: Wheat 



39711 



O Ldl L 


J. Z. T J_ / 






none 




TT" v /~\ r"t c? 


19417 19ftlS 19^0^ 


I 970^ 

II / L* J / 


o ti q ■ In vj • 


^Qft 1 A 




don o M /-\ 


82294 




Start 


12435 




Name 


OJ990730 06.0310.C19. 


o4 . np 


Start 


12435 




riT 

\J I 


7228457 




IT vr\n c 


12435. .13477, 13532. . 


15075, 


oJ. Ucbtlip. 


(AP001366) Similar to Sorgh 




retrotransposon RetroSorl, ] 




sat iva ] 




Seq. No. 


j :?o 1 4 




Gene No. 


poo cm 




Start 


1 O A "3 R 




Name 


OJ990730 06.0310.C19. 


06 . tm 


OLdl- L 


12507 






none 






I^jU / . . IZo I^jUo . . 


1 nine; 
1Z / Uj 


Seq. No. 






Gene No. 






O Ldl L 


1 0 /i ^ r 




Name 


OJ990730 06.0310.C19. 


o5 . ts 


Cf a v-4- 
Otalt 


12603 




PT 


none 




IT "V O n Q 
Ej AL*11£3 


izdu j . . ±z 0 j y , izoi j . . 


1 9 "7 no 
1Z / \J<£ 


Seq. No. 






Gene No. 


R99 QA 




o Lai L 


1^.1 JJ 




Name 


OJ990730 06.0310.C19. 


o2 . tm 




12900 




\j ± ■ 


none 




P von q 


izyuu. .ijzjD/ izyui. . 


1 "3 1 Q A 


Seq. No. 


39814 




Gene No. 


82294 




91-^ rt 

O Lai L 


12435 




in emit; 


OJ990730 06.0310.C19. 


o5 . tw 


D Ldl. L 


14616 




riT 
\j i 


none 




IT von q 


14616. .15014, 14716. . 


14889, 


Seq. No. 


39815 




Gene No. 


82295 




Start 


317 




iNairie 


OJ990730 06.0310.C20. 


ol . gs 


Start 


317 




GI 


none 




Exons 


317. .432 




Seq. No. 


39815 




Gene No. 


82296 





End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12815 
173 



OJ990730 06.0310.C19 



15331 
AAT/NAP 
15331 
1735 



,15331 



Seq. ID 

Strand 

End 

Method 

End 

Score 



(AF098806) [Oryza 



OJ990730_06.0310.C19 
15331 

TBLASTX: Maize 

12872 

96 



Seq. ID OJ990730_06.0310.C19 
Strand 

End 15331 

Method TBLASTX : Soybean 

End 12839 

Score 69 



Seq. ID OJ990730_06.0310.C19 
Strand 

End 15331 

Method TBLASTX : Mai ze 

End 13256 

Score 209 
12954. .13202 

Seq. ID OJ990730_06.0310.C19 
Strand 

End 15331 

Method TBLASTX : Wheat 

End 15014 

Score 69 
14962. .15000 

Seq. ID OJ990730_06.0310.C20 

Strand + 

End 4 32 

Method GENSCAN 

End 4 32 

Score .94 



Seq. ID 
Strand 



OJ990730 06.0310.C20 



39712 






Start 


1223 








End 


1838 










Name 


OJ990730 06 


. 0310 


. C20 . o2 


n q 














O Lai L 


1223 ~ 






Fnn 


1838 












none 










. 77 










f von *=? 


1223" . 1288 . 


1620 


. .1838 
















Seq. No. 


39816 








Seq. ID 


OJ990730_ 


06 


0310 


-C21 




Gene No. 


82297 








Strand 












Start 


489 








End 


633 










Name 


OJ990730 06 


. 0310 


. C21 . ol 


. y t> 


i ic l. nuu 












O LCli- L. 


489 ~ 








FnH 


\j j ~j 










O J. 


none 








Score 


. 53 










Hi A 1 1 0 


489 633 
" \j ^ • . \j ~j 




















Qprr No 


39817 








Sea ID 


OJ990730 


06 


0310 


. C24 




Gene No. 


82298 








Strand 


+ 










Start 


1 








End 


574 










Name 


OJ990730 06 


.0310 


.C24.ol 


.np 


Method 


AAT/NAP 










J LQl L 


1 _ 








End 


559 










GI 


4680501 








Score 


403 










i_l A \J 1 1 o 


1 . .559 




















\J J- i-J ^ O W J- -L. ■ 


f AF119222 ) 


hypothetical 


protein [Oryza 


qat i va 1 










Seq. No. • 


39817 








Seq. ID 


OJ990730_ 


06 


■0310 


..C24 


%J 


Gene No. 


82298 








Strand 


+ 










Oldi L 










r nr l 

LIlU. 


574 








F : 5 






.0310 


C24 .ol 


.gs 


. Method 












Of a v-f- 










End 


^7 A 

D f H 










nf 

O -L 


none 








Score 












F" von ^ 


2 . .574 




















Seq. No. 


39817 








Seq. ID 


OJ990730_ 


06. 


0310 


.C24 


- — 


Gene No. 


82299 








Strand 


+ 










Start 


1217 








End 


2581 








f ^ 


Name 


OJ990730 06 


.0310 


C24 .o2 


gs 


Method 


VJ i_J Vi *D O/llM 








■ '~2 


O LCll L 


JL ^ JL 1 








End 


i, JOl 










GI 


none 








Score 


95 










R von ^ 


1217 2581 


















t r 


Seq. No. 


39817 








Seq. ID 


OJ990730_ 


06. 


0310 


.C24 


C3 


Gene No. 


82299 








Strand 


+ 










Start 


1217 








End 


2581 










Name 


OJ990730 06 


.0310 


C24 .ol 


gp 


Method 


AAT /CAP 










Start 


1391 ~ 








End 


1 91 3 

-L Zs -L O 










GI 


none 








Score 


Qfi9 










Rxon 

J_J *\ 1 1 


1391 1913 




















Seq. No. 


39817 








Seq. ID 


OJ990730_ 


06. 


0310 


.C24 




Gene No. 


. 82300 








Strand 


4* 










Start 


3804 








End 


5437 










Name 


D.TQQ0730 06 


.0310. 


C24 ,o3. 


gs 


Method 












Start 


3804 








End 


5437 










GI 


none 








Score 


.71 










Exons 


3804. .3933, 


4657. 


.4822, 


4894 . 


, 5437 












Seq. No. 


39817 








Seq. ID 


OJ990730_ 


06. 


0310 


.C24 




Gene No. 


82301 








Strand 


+ 









39713 



Start 
Name 
Start 
GI 

Exons 



7369 End 8490 

OJ990730_0 6 . 0310 . C24 . o4 . gs Method GENS CAN 

7369 End 8490 

none Score .93 
7369. .8490 



Seq. No. 39817 Seq. ID 

Gene No. 82302 Strand 

Start * 9301 End 

Name OJ990730_06 . 0310 . C24 . o3 . gp Method 

Start 9217 End 

GI 4879754 Score 

Exons 9217. .9468 



OJ990730_06.0310.C24 
+ 

17429 
AAT/GAP 
9468 
448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39817 Seq. ID 

82302 Strand 

9301 End 
OJ990730_06 . 0310 . C24 . o2 . np Method 

9265 End 

4835793 Score 

9265.-9422, 9509.. 9611, 10137 .. 10602, 



OJ990730_06.0310.C24 
+ 

17429 
AAT/NAP 
■12806 
957 

12024 . . 12073, 



12156. .12286, 12392 .. 12488, 12609. .12806 

(AC007296) Similar to gb|U90212 DNA binding protein ACBF from 
Nicotiana tabacum and .contains 3 PF| 00076 RNA recognition motif 
domains. ESTs gb|T44278, gb|R65195, gb|N65904, gb|H37499, 
gb|R90487, gb|N95952, gb|T4427... 



39817 
82302 
9301 

OJ990730_06.0310.C24.o5.gs 

9301 

none 



Seq. ID OJ990730_06.0310.C24 

Strand + 

End 17429 

Method GENSCAN 

End 17429 

Score .78 



9301.. 9459, 9501.. 9611, 10137 .. 10596, 12024 .. 12073, 
12582. .12773, 1394 8 .. 14 161 , 15003 .. 15124 , 15221 15330, 
15484. .15509, 157 63 .. 15852 , 16322 .. 164 55, 17035 .. 17 136, 
17358.. 17429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990730_06.0310.C24 
+ 

17429 
AAT/GAP. 
12319 
290 



39817 Seq. ID 

82302 Strand 
9301 End 
OJ990730_06 . 0310 . C24 . o4 . gp Method 
12022 End 
30207_1.R1084 Score 
12022. . 12073, 12156. .12319 

, 4835793/gb|AAD30259.1|AC007296_20 6.0e-57 (AC007296) Similar to 
gb_U90212 DNA binding protein ACBF from Nicotiana tabacum and 
contains 3 PF_0007 6 RNA recognition motif domains. ESTs 
gb_T44278, gb_R65195, gb_N65904, gb_H37499, gb_R90487, 
gb_N95952, gb_T4427' 



39817 Seq. ID 

82302 Strand 

9301 End 

OJ9907 30_06 . 0310 . C24 . o5 . gp Method 

12022 End 

30207 1.R1084 Score 



OJ990730_06.0310.C24 
+ 

17429 
AAT/GAP 
12286 
296 



39714 



Exons 12022. . 12073, 12156. .12286 

GI Descrip. ■ 48357 93/gb | AAD30259 . 1 | AC007296_20 6.0e-57 (AC007296) Similar to 
gb_U90212 DNA binding protein ACBF from Nicotiana tabacum and 
contains 3 PF_0007 6 RNA recognition motif domains. ESTs 
gb_T44278, gb_R65195, gb_N65904, gb_H37499, gb_R90487, 
gb N95952, gb T4427' 



Seq. No. 


jybi / 


beq. ID 


uj yyu/ju Ub 


. UolU . Cz4 


Gene No. 




Strand 


+ ~~ 




btart 


q *3 m 


End 


17429 




Name 


ujyyu / ou u d . u j ± u . 4 . od . gp 


Method 


AAT/GAP 




C -4- -i vf 

otart 


13013 


End 


13208 




GI 


4714370 


Score 


365 




Exons 


13013. .13208 








Seq. No. 


39817 


Seq. ID 


OJ990730_06 


.0310. C24 


Gene No. 


82302 


Strand 


+ 




Start 


9301 


End 


17429 




Name 


OJ990730 06.0310.C24.o3.np 


Method 


AAT/NAP 




Start 


13806 


End 


16417 




GI 


7485341 


Score 


115 




Exons 


13806. .14161, 15003. .15124, 


16372. .16417 




GI Descrip. 


hypothetical protein F10M23 


.330 - Arabidopsis thaliana 




gi | 4455222 | emb I CAB3654 5.il 


(AL0354 40) 


hypothetical 


protein 




[Arabidopsis thaliana] gi | 7269552 | emb 


ICAB79554.il 


(AL161566 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39817 


Seq. ID 


OJ990730_06 


.0310. C24 


Gene No. 


82303 


Strand 






Start 


2570 


End 


8418 




Name 


OJ990730 06.0310.C24.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


8418 




GI 


none 


Score 


102 




Exons 


2. .139, 76. .159, 142. .225, 


143.. 265, 290.. 562, 292 


. .558, 



1775. .1831, 1822. .1974, 1856. .1981, 2017. .2070, 2114. .2239, 
2315. .2515, 2338. .2511, 2569. .2841, 2571. .2594, 2658. .2840, 
7408. .7551, .7437. .7550, 7885. .8142, 7890. .8156, 8176. .8418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39817 
82303 
2570 

OJ990730_06.0310.C24.o2.ts 
23 

none 



Seq. ID OJ990730_06.0310.C24 
Strand 

8418 

TBLASTX : Soybean 
8388 
103 



End 

Method 
End 
Score 

23. .139, 143. .265, 290. .556, 292. .564, 2138. .2239, 2234. .2515, 
2326. .2511, 2569. .2835, 2571. .2831, 2590. .2832, 7885. .8142, 
7929.. 8156, 8176.. 8388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39817 
82303 
2570 

OJ990730_06.0310.C24 .o2.tc 

169 

none 



OJ990730 06.0310.C24 



Seq. ID 
Strand 
End 

Method 
End 
Score 

169. .234, 173. .265, 286. .570, 287. .559, 2459. .2515, 2565. .2801, 
2566.. 2835, 2638.. 2832, 8065.. 8142, 8176.. 8388, 8250.. 8375 



8418 

TBLASTX: Cress 

8388 

86 



39715 



Seq. No. 39817 

Gene No. 82303 

Start 2570 

Name OJ990730J36 . 0310 . C24 . ol . tw 

Start 173 

GI none 
Exons 



Seq. ID OJ990730_06.0310.C24 
Strand 
End 

Method 
End 
Score 



8418 

TBLASTX: Wheat 

8337 

87 



.173. .250, 296. .451, 304. .444, 469.. 555, 470. .556, 2459. .2518, 
2575. .2736, 2749. .2835, 8071. .8136, 8173. .8337 



OJ990730 06.0310.C24 



Seq. No. 39817 Seq. ID 

Gene No. 82303 Strand 

Start 2570 End 8418 

Name OJ990730_06 . 0310 . C24 . o2 . gp Method AAT/GAP 

Start 2570 End 3098 

GI uC-osflcypll5h04al Score 1054 

Exons 2570.. 3098 

GI Descrip. ' 4680338/gb I AAD27629 . 1 | AF128457_3 2.0e-22 (AF128457) 

hypothetical protein [Oryza sativa subsp. indica] ' 



Seq. No. 39817 Seq. ID 

Gene No. 82304 Strand 

Start 9524 End 

Name OJ9907 30_06 . 0310 . C24 . ol . tc Method 

Start 9524 . End 

GI none Score 
Exons 



OJ990730_06.0310.C24 
12753 

TBLASTX: Cress 

12488 

132 



9524. .9610, 9525. .9614, 10128 .. 10250, 10134 .. 10265, 
10142. .10261, 10269. .10298, 10295 10573, 10296 .. 10574 , 
10327. .10575, 10398 1054 4 , 12029 12076, 12156 .. 12278, 
12161. .12274, 12395. .12487, 12399. .12488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39817 
82304 
9524 

OJ990730_06.0310.C24 .ol.ts 
9524 



OJ990730 06.0310.C24 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9524. .9613, 9525. .9614, 10110 10298, . 10128 10250, 
10136. .10297, 10162. .10302, 102 93. .10580, 10305. .10391, 
10313. .10570, 10398. .10529, 10455. .10553, 12014. .12076, 
12155. .12271, 12156. .12287, 12159. .12287, 1238 6. .124 87, 
12390. .12506, 12390. .12494 



12753 

TBLASTX: Soybean 

12506 

140 



Seq. No. 39817 
Gene No. 82304 
Start 9524 

Name OJ990730_06 . 0310 . C24 . ol . tm 

Start 9524 
GI none 
Exons 9524.', 

10134 . 

12023, 

12367, 

12393. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_06.0310.C24 
12753 

TBLASTX: Maize 

12753 

135 



9613, 9525. .9617, 9541. .9630, 10128 .. 10250, 10134 
.10580, 10136. .10582, 12021 .. 12071 , 12022 .. 12072, 
.12076, 12023. .12076, 12155 .. 12286, 12156 12287 , 
.12474, 12377. .12490, 1238 4 124 94 , 1238 9 124 87 , 
.12494, 12577. .12666, 1257 9 .. 12605 , 12580 .. 12666, 



10583, 



12661. .12753, 12667 .. 12735, 12680.. 12736 



Seq. No. 
Gene No. 



39817 
82304 



Seq. ID 
Strand 



OJ990730 06.0310.C24 



39716 





Cf art* 
O Lai L 




End 


12753 






Name 


PiTQQ07^n Plfi AH n P94 n9 htAT 


Method 


TBLASTX: Wheat 






Of 3 v-H 


i ni 9ft 


End 


10526 






P T 


none 


Score 


63 






Exons 


1 m 9P in9Rn in^9fi 10^96 


10334. .10522 






oeq. no. 


jyoi / 


Seq. ID 


OJ990730_06.0310 


P9 A 




bene no . 




Strand 








Start 


16209 


End 


17151 






Name 


OJ990730_06.0310.C24.o4.tm 


Method 


TBLASTX: Maize 






o tar u 


1DZU j 


End 


17151 






p t 


none 


Score 


189 






Exons 




16313. .16405, 16372. .16458, 








1 fi^Q£ 16446 1 6^Q7 164^? 

ID J"D . , 10440/ 100-7 / • . 104 JJj 


17034. .17105, 17038. .17151, 








17fl^ft 171"}Q nn?Q 1 71 40 
1 / U jo i .1/10.7/ l/UO-7. . 1 ( 14U 










oeq . INO . 


, "3Qft 1 7 
O y 0 1 / 


Seq. ID 


OJ990730J36.0310 


CO A 




Gene No. 


82306 


Strand 








Start 


17821 


End 


18184 






Name 


UJ J!?U / JU U O • U J1U . \^£H • DO • LUl 


Method 


TBLASTX: Maize 






OLait 


1 7 ft 9 1 ~~ 

1 / 0 £ 1 


End 


18184 






P T 


none 


Score 


124 






Exons 


17R91 17Q9ft 17R99 17Q"39 
1 / 0 £ 1 . .1 / 3i0/ 1 / DZZ . .1 / 


17826. .17 930, 1804 0. .18183/ 




Issl 




10.04(1 Iftlft^ 1RD41 1R1R4 

10U4U . .10100/ 10U41 . .1010*4/ 


18041. .18184 




%3 


beq. no. 


OQQ1 Q 

oyoio 


Seq. ID 


OJ990730_06.0310 


.C25 


r : ; 


Gene No. 


82307 


Strand 








Start 


989 


End 


4964 






Name 


PiTQQm^n n£ n^i n pot; ~ 0 
ujyyu / ju uo.Ujiu.LZj.oi.gs 


Method 


GEN SCAN 






otart 


GO Q 

y o y 


End 


4964 




%J 


P T 


none 


Score 


.83 






Exons 


QftQ in7 c » 1 QC.O 9001 9Q4^ 


.2990, 3435.. 3518, 3592.. 3681, 


= 




QO/i c ooqo 400^ 4476 4R47 


. .4964 






E3 


Seq. No. 


39818 


Seq. ID 


OJ990730_06.0310 


.C25 


/'^ 


Gene No. 


82307 


Strand 








OUolt 


Qft Q 


End 


4964 






Name 


PiTQQm^ri 0 6 mi n p9^ ^t-\ 

UJ y!7U / jU UD.UjlU.L^j.Ol.gp 


Method 


AAT/GAP 








Z 4 1 / 


End 


3517 






PT 


none 


Score 


1041 






Exons 


9417 9R46 9Q4^ 9QQ0 "347^ 

<i*ti / . . Z040/ zyf±o..^yyU/ j4 jj 


. .3517 








Qorr KI r\ 
IN O . 


^Qft 1 ft 

O .7 0 1 0 


Seq. ID 


OJ990730_06.0310 


.C25 




Pfun a Wa 


82307 


Strand 








Qf arf 

J Lai I. 


989 


End 


4964 






Name 


OJ990730 06.0310.C25.o2.gp 


Method 


AAT/GAP 






Start 


4000 


End 


4561 






GI 


9093 1.R1084 


Score 


1025 






Exons 


4000. .'4561 










bl UcSCiip. 


'4388818/gb|AAD19773| 3.0e-40 (AC006528) putative pol 








polyprotein with a Zn-finger 


CCHC type 


domain 








(prosite:QDOC50158) and a DDE integrase 


s signature motif 








[Arabidopsis thaliana] ' 










Seq. No. 


39818 


Seq. ID 


OJ990730_06.0310 


.C25 




Gene No. 


82308 


Strand 








Start 


4890 


End 


7910 





39717 




Name 


nTQQm^n n£ mi n poc; ~o 

UJy?U / jU UD.UjIU.LZj.Oj 


.gp 


LYie cnoa 










Cf ^ -v- 4- 

otart 


A Q Qfl 

40 yu 




j_na 


7 £0 Q 

/ o u y 








bl 


none 




Score 


oon 
0 z u 








Exons 


dftQn RO£ft 7^67 7fif)Q 














Seq. No. 


39818 




Seq. ID 


OJ990730_ 


06. 


0310 


.C25 


Gene No. 


82308 




Strand 










CM i v- 4- 

btart 


4 0 




End 


7910 








Name 




. gs 


Method 


GENSCAN 








otart 


j y 1 1 




End - 


7910 








P T 
bl 


none 




Score 


.87 








Exons 


1 ^Qdl £091 fi9Dff 
J7ll . . J y 4 1 , DUtl . . DZUO/ 


7 ^67 
/ J o / 


..7810, 7815. .7910 








beq. no. 


j^oiy 




Seq. ID 


OJ990730_ 


u o • 


n^i n 

U J X u 


■ o 


"Gene No. 


82309 




Strand 


+ 








Start 


4893 




End 


6109 








Name 


vjjyyU/jU UO.Uj1U.LZO.Q1 


.np 


Method 


AAT/NAP 








Of -iv>f 

b tar u 


/I O Q O 
ft O J J 




End 


6109 








P T 

bl 


£7 9 1 Rzl "3 

O / Z 1 J 4 J 




Score 


101 








TP V /"N C 


ZlPQ^ RD91 ^67^ 

4 O .7 J • . JUZlf J O / J . . J / J U , 


6069 


. .6109 










ui uescrip. 




protein [Oryza 


sativa] 








beq. no. 


o QO 1 Q 




Seq. ID 


OJ990730_ 


u o . 


n^i n 

U J X u 


P9 


uene ino ■ 


0 Z J U Z7 




Strand 


+ . 








Start 


4893 




End 


6109 








Name • 


OJ990730_06.0310.C26.o2 


.gp 


Method 


AAT/GAP 








btaru 


a am 
4 y u / 




End 


5313 








p t 
bl 


7>inc i Di no/ 

/ ft U 0 1 . Kl U 0 ft 




Score 


661 








Exons 


4 yu / . ■ j j 1 j 














GI Descrip. 


iizzjij / emo | Lrirt. o j y u i i 


7.0e- 


10 (X94191) 


heat shock protein 17 




L rcnniscLUiu gxau.(_-u.ntj 














Seq. No. 


39819 




Seq. ID 


OJ990730_ 


06. 


0310 


.C26 


Gene No. 


82310 




Strand 










Cf a y f- 

b car l 


ooo 




End 


1489 








Name 


vjU-?yu/ju uo.ujiu.lzo.oi 


.gs 


Method 


GENSCAN 








btiart • 


ooo 




■ End 


1489 








P T " 
. bl 


none 




Score 


. 98 








Exons 


OOO. . 1 4 0 y 














Seq. No. 


39819 




Seq. ID 


OJ990730_ 


06. 


0310 


.C26 


Gene No. 


82311 




Strand 










Cf a v-+- 


1411 




End 


4618 








Name 


UU _J-?U / JU UO.Uj1U.LZO.U1 


.gp 


Method 


AAT/GAP 








b tar t 


1/11 
1 ft 1 1 




End 


4414. 








PT 


J / OOjOj 




Score 


690 










1411 1R7_1- 490*3 4 4 1 A 

1 ft 1 1 * • X J / 4 , fl -.U O . .44X4 














Seq. No. 


39819 




Seq. ID 


OJ990730_ 


06. 


0310 


.C26 . 


Gene No. 


82311 




Strand 










Start 


1411 




End 


4618 








Name 


OJ990730 06.0310.C26.o2 


.gs 


Method 


GENSCAN 








Start 


4065 




End 


4618 








GI 


none 




Score 


.53 








Exons 


4065. .4081, 4522. .4618 














Seq. No. 


39819 




Seq. ID 


OJ990730_ 


06. 


0310 


.C26 



39718 



Gene No. 


82312 


Strand 




Start 


5534 


End 


9293 


Name 


OJ990730 06.0310.C26.o3.gp 


Method 


AAT/GAP 


Start 


5256 


End 


5709 


GI 


LIB34 31-04 5-P1-N1-A10 


Score 


876 


Exons 


5256. .5709 






GI Descrip. 


'5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 


Seq. No. 


39819 


Seq. ID 


OJ990730_06.0310.C26 


Gene No. 


82312 


Strand 




Start 


5534 


End 


9293 


Name 


OJ990730 06.0310.C26.o2.np 


Method 


AAT/NAP 


Start 


5510 


End 


9293 


GI 


7228442 


Score 


4811 


Exons 


5510.. 5694, 6665.. 9293 






GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA proteii 




isolog. (AC003981) [Oryza sativa] 




Seq. No. 


39819 


Seq. ID 


OJ990730_06.0310.C26 


Gene No. 


82312 


Strand 




Start 


5534 


End 


9293 


Name 


OJ990730 06.0310.C26.o3.gs 


Method-; • 


GENSCAN 


Start 


5534 


End . 


9293 


GI 


none 


Score 


.51 


Exons 


5534. .5694, 5845. .6047, 6052. 


.6099, 6163. .6294, 6385. .6422, 




6488. .6762, 6785. .6960, 7162. 


.7805, 78 


81.. 9293 


Seq. No. 


39819 


Seq. ID 


OJ990730_06.0310.C2 6 


Gene No. 


82312 


Strand 






5534 


End 


9293 


Name 


OJ990730 06.0310.C26.o4.gp 


Method 


AAT/GAP 


Start 


7805 


End 


8236 


r~> t 

bi 


5701669 


Score 


833 


Exons 


7805.. 8236 






GI Descrip. 


5441880/dbj IBAA82378.il 5 . Oe- 


75 (AP000367) EST C28952 (C62945) 




corresponds to a region of the predicted gene.; Similar to mai 




transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 


Seq. No. 


39819 


Seq. ID 


OJ990730_06.0310.C26 


Gene No. 


82313 


Strand 




Start 


9734 


End 


9898 


Name 


OJ990730 06.0310.C26.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7605 . 


End 


7985 


GI 


none 


Score 


79 


Exons 


7605. .7781, 7635. .7781, 7666. 


.7785, 7779. .7976, 7791. .7985 


Seq. No. 


39819 


Seq. ID 


OJ990730_06,0310.C26 


Gene No. 


82313 


Strand 




Start 


9734 


End 


. 9898 


Name 


OJ990730 06.0310.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


7683 


End 


8279 


GI 


none 


Score 


151 


Exons 


7683. .7754, 7818. .8117, 7879. 


.8100, 8151. .8279, 8173. .8271 


Seq. No. 


39819 


Seq. ID 


OJ990730_06.0310.C26 



39719 



Gene No. 82313 Strand 

Start 9734 End 9898 

Name OJ990730_06 . 0310 . C26 . o5 . gp Method AAT/GAP 

Start \ 9734 End 9898 

GI 7406_1.R1084 Score 213 

Exons 9734.. 9898 

GI Descrip. 1 1122 315 /emb | CAA63 901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 39820 

Gene No. 82314 

Start 6886 

Name OJ990730_06 . 0310 . C27 . o3 . gs 

Start 6886 

GI none 

Exons- 6886.. 10810, 11297 11671, 



Seq. ID OJ990730_06.0310.C27 

Strand + 

End 14742 

Method GENSCAN 

End 14742 

Score .49 
11722. .11915, 12175. .12262, 



12624. .12699, 13106 13191 , 14246. .14742 



Seq. No. 


39820 








Seq. ID 


OJ990730 


_06.0310.C27 


Gene No. 


82315 








Strand 






Start 


men 








End 


5874 




Name 


uj yyu / ou ud . 


m i n 


/ . Ol 


4- — 

. tC 


Method 


TBLASTX : 


Cress 


Start 


i n a "7 
1U4 / 








End 


2230 




GI 


none 








Score 


119 




Exons 


1H/1*7 1 1 Ql 

1U4 / . . llo / , 


1U4 / . 


1 1 QQ 

. nyy, 


1 U 4 o . 


.1197, 1185. .1361, 


i Of|1 1 "3 9 £ 




LZ.LZ . . lOJl , 


i an a 
lD/b. 


. loo/: , 


loo 0 . 


.1880, 2097. .2228, 


ZlUD . . jU 


Seq. No. 


39820 








Seq. ID 


OJ990730 


_06.0310.C27 


Gene No. 


82315 








Strand 






Start 


1050 








End 


5874 




Name 


OJ990730 06 


0310. 


C27.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1050 








End 


1311 




GI 


none 








Score . 


169 




Exons 


1050. .1310, 


1053. 


.1310, 


1054 . 


.1311 






Seq. No. 


39820 








Seq. ID 


OJ990730 


_06.0310.C27 


Gene No. 


82315 








Strand 






Start 


1050 








End 


5874 




Name 


OJ990730 06 


0310. 


C27.o2 


. gs 


Method 


GENSCAN 




Start 


1050 








End 


5874 




GI 


none 








Score 


.83 




Exons 


1050. .1328, 


1589. 


.1879, 


2105. 


.2358, 3133.. 3316, 


3571. .3629, 




3711. .3737, 


4034 . 


.4249, 


4312. 


.4483, 5245..5395, 


5609. .5874 


Seq. No. 


39820 








Seq. ID 


OJ990730 


_06.0310.C27 


Gene No. 


82315 








Strand 






Start 


1050 








End 


5874 




Name 


OJ990730 06 


0310. 


C27.ol 


.np 


Method 


AAT/NAP, 




Start 


1053 








End 


3859 




GI 


7487370 








Score 


922 




Exons 


1053. .1328, 


1589. 


.1879, 


2105. 


.2380, 3080.. 3209, 


3775. .3859 



GI Descrip. hypothetical protein T23J7.190 - Arabidopsis thaliana 
gi|4741203|emb|CAB41869.1| (AL049746) putative protein 
[Arabidopsis thaliana] 



Seq. No. 39820 Seq. ID OJ990730_06 . 0310 . C27 

Gene No. 82315 Strand 

39720 




Start 


1 ARA 
1U3U 








End 


5874 


Name 


u j yyu/ju u d . 


mi n 

UJJ.U 


P97 o 1 


. LIU 


Method 


TBLASTX: Maize 


Start 


1 1 U 1 








End 


1332 


GI 


none 








Score 


245 


Exons 


11A1 1 -3-31 


1101 


1 771 


110? 


.1332, 1120. .1332 


Seq. No. 


39820 








Seq. ID; 


OJ990730_06.0310.C27 


Gene No. 


82315 








Strand 


- 


Start 


i o so 








End 


5874 


Name 


n tqqo7 70 0£ 


071 o 

U jIU 


T97 n? 




Method 


TBLASTX: Maize 


Start 


IblO 








Hj 1 Id 


1 7 QQ 


GI 


none 








Score 


239 


Exons 


1 61 f, 1 7 Qft 


1 61 6 

± D -L \J 


. 1798 , 


1617 . 


.1799 




Seq. No. 










Seq. ID 


OJ990730_06.0310.C27 


Gene No. 


82315 








Strand 


- 


Start • 


1050 








End 


5874 


Name 


A TQ QH 7 7 o n £ 


071 0 


P97 o9 


• Lo 


Method 


TBLASTX : Soybean 


btart 


1 £ S i ' 
1DD1 








End 


2251 


GI 


none 








Score 


96 


Exons 


1 /TCI 1 TQC 

lojl . . 1 / o J, 


1 D3Z 


. . 1 0 0 Z / 


1 £S7 


1 Op-3 1 (Z 

. lOOJ; ID 


£fi IfifiO 90Q7 99dQ 
DO. . x o o U , j / . . ^Z4j, 




9 0 Q7 9 9 9 R 


91 OS 


9 9 SI 








Seq. No. 










Seq. ID 


OJ990730_06.0310.C27 


Gene No. 










Strand 


- 


Start 


1050 








End 


5874 • 


Name 


OJ990730_06. 


0310 


.C27.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


loUU 








End 


2867 


GI 


none 








Score 


77 


Exons 


loUU . . looU, 


lo UU 


. . 1 0 ft / / 


1 Q O 9 
± o UZ . 


.1852, 18 


09 1 QOO 1 R4S 1 880 




zuy / . . zz / o, 


9 n QQ 

z u y o 


9 9 7 7 
. . ZZ / / , 


9 1 0 S 
Z ± U D . 


.2272, 22 


83.. 2360, 2285.. 2362, 




Z / D± . . Z O DO , 


97 £9 
Z / DZ 


. . Z 0 DD / 


97 fiQ 


, . 2867 




beq . wo . 










Seq. ID 


OJ990730_06.0310.C27 


Gene No. 


82315 








Strand 


- 


Start 


1050 








End 


5874 


Name 


OJ990730 06. 


,0310 


.C27 ,o2 


.np 


Method 


AAT/NAP 


Start 


2*554 








End 


2662 


bi 


6983864 








Score 


77 


Exons 


2554 . .2662 












GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 


beq. No. 


39820 








Seq. ID 


OJ990730_06.0310.C27 


Gene No. 


82316 








Strand 




Start 


7855 








End 


8199 


Name 


OJ990730 06. 


.0310 


.C27 .o4 


.tm 


Method 


TBLASTX: Maize 


btart 


7855 








End 


8199 


GI 


none 








Score 


155 


Exons 


7855. .8037, 


7857 


. .8000, 


8047. 


..8127, 80 


64. .8126, 8118. .8198, 




8119. .8199 












Seq. No. 


39820 








Seq. ID 


OJ990730_06.0310.C27 


Gene No. 


82317 








Strand 




Start 


8317 








End 


8727 -. 


Name 


OJ990730 06. 


.0310 


.C27.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


8317 








End 


8'637 


GI 


none 








Score 


198 



39721 



Exons 8317.. 8637, 8319.. 8612. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39820 
82317 
8317 

OJ990730_06.0310.C27.o3.ts 

8350 

none 



Seq. ID OJ990730_06.0310.C27 
Strand 
End 

Method 
End 
Score 



8727 

T BLAST X : Soybean 

8727 

236 



8350.. 8727, 8370. .8399, 8455. .8499, 8487. .8705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39821 
82318 
191 

OJ990730 
191 
none 
191. .264 



06.0310. C28.ol.gs 



Seq. ID OJ990730_06.0310.C28 

Strand + 

End 264 

Method GEN SCAN 

End 264 

Score . 65 





Seq. No. 


39821 


Seq. ID 


OJ990730_06 


0310. C28 




Gene No. 


82319 


Strand 


+ 






Start 


2917 


End 


4779 






Name 


OJ990730 06.0310.C28.ol. 


np Method 


AAT/NAP 






Start 


2917 


End 


4779 






GI 


6907086 


Score 


1496 






Exons 


2917.. 3679, 3738.. 3909', 


4146. .4255, 4379. .4541, 456 


36. .4779 


tn 


GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 




i y 


Seq. No. 


39821 


Seq. ID 


OJ990730_06 


0310. C28 




Gene No. 


82320 


Strand 


+ 






Start 


8374 


End 


8522 






Name 


OJ990730 06.0310.C28.o3. 


gp Method 


AAT/GAP 






Start 


8374 


End 


8522 






GI 


uC-osflcyp08 9a06al 


Score 


271 






Exons 


8374. .8522 










GI Descrip. 


'5803254/dbj IBAA83564 .1 | 


3.0e-16 (AP000399) ESTs 





C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) ,D15683 (C1084) 
correspond to a region .of the. predicted gene; hypothetical 
protein [Oryza sativa] ' 



Seq. No. 39821 Seq. ID OJ990730_06 . 0310 . C28 

Gene No. 82321 Strand 

Start 983 End 1485 

Name OJ990730_06 . 0310 . C28 . ol . gp Method AAT/GAP 

Start 983 End 1485 

GI 38782_1.R1084 Score 816 

Exons 983. . 1485 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, .clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39821 Seq. ID 

82322 Strand 

8057 End 

OJ990730_06.0310.C28 . o2 . np Method 

8057 End 

5803254 Score 



OJ990730_06.0310.C28 

9590 
AAT/NAP 
9590. 
186 



8057. .8242, 8809. .9000, 9351. .9590 

(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 



39722 



AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 39821 Seq. ID 

Gene No. 82322 Strand 

Start 8057 End 

Name OJ990730_06 . 0310 . C28 . o3 . gs Method 

Start 8626 End 

GI none Score 

Exons 8626.. 9000, 9351.. 9506 



OJ990730_06.0310.C28 

9590 
GENSCAN 
9506 
.86 



Seq. No. 39821 Seq. ID 

Gene No. 82322 Strand 

Start 8057 End 

Name OJ990730_06 . 0310 . C28 . o4 . gp Method 

Start 8830 End 

GI 431814 Score 

Exons 8830.. 9000, 9351.. 9590 

GI Descrip. 5803254/dbj | BAA83564 . 1 | 3.0e-16 (AP000399) ESTs 

C97429(C60159) ,D224 27 (C11106) , AU078031 ( E31854 ) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 



OJ990730_06.0310.C28 

9590 
AAT/GAP 
9590 
589 



i=3 


beq . ino . 


39822 


Seq. ID 


OJ990730 




bene ino . 


82323 


Strand 


+ 


f rk 


otaiL 


103 


End 


3144 




Name 


OJ990730 06.0310.C29.ol.gs 


Method 


GENSCAN 


fit 


btart 


103 


End 


3144 




GI 


none 


Score 


.46 




Exons 


103. .183, 1878. .2003, 2051.. 


2525, 3059 


. .3144 




Seq. No. 


39822 


Seq. ID 


OJ990730 




Gene No. 


82324 


Strand 


+ 




Start 


12105 


End 


13556 




Name 


OJ990730 06.0310.C29.o7.np 


Method 


AAT/NAP 




Start 


12105 


End * 


13556 




GI 


6907088 


Score 


1013 




Exons 


12105. . 12242, 12418. .12656, 


13156. .13556 


s=? 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


39822 


Seq. ID 


OJ990730 




Gene No. 


82325 


Strand 






Start 


1 


End 


676 




Name 


OJ990730 06.0310.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


676 




GI 


5803254 


Score 


324 




Exons 


1..529, 572. .676 








GI Descrip. 


(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 






AU078031 (E31854) , D15683 (C1084) correspond to a 






predicted gene; hypothetical 


protein [Oryza sat 




Seq. No. 


39822 


Seq. ID 


OJ990730 




Gene No. 


82326 


Strand 






Start 


3481 


End 


5349 




Name 


OJ990730 06.0310.C29.o3.np 


Method 


AAT/NAP 




Start 


3481 


End 


5349 




GI 


5803254 


Score 


725 



06.0310.C29 



region of the 



39723 



Exons 3481.. 3859, 4235.. 4390, 4527.. 5349 

GI Descrip. (AP000399) ESTs C97429 (C60159 ) , D22427 (C11106) , 

AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



UCi^t IN \J ■ 


^Qfl 99 








Seq. ID 


OJ990730_06.0310 


.C29 




O C. +J ( 








Strand 






O L aX L 


Ul J / 








End 


9559 




Name 


n,7QQ(j7^0 Ofi 
\ju y y \j / \j \j \j 


.0310 


.C29.o4 


.np 


Method 


AAT/NAP 




o l ar l 


61 ^7 _ 

O X -J / 








End 


9559 




GI 


4678197 








Score 


1813 




Exons 


6157. .7919, 


8207 


. .9147, 


9175. 


.9559 






Ul L/"0^i_ X £J . 


( AP007134 ) i 


putative retroelement pol polyprotein [Arabidops 




■{-Hal i ana 1 














C on KT/-s 
OclJ. LN(J . 


j _? o ^ ^. 








Seq. ID 


OJ990730_06.0310 


.C29 


CClJC LN U . 


R9328 








Strand 






C-t- r 4- 
Oldl L 


11911 

X X £- X X 








End 


11360 




Name 


OJ990730 06 


.0310 


.C29.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


6139 








End 


6819 






none 








Score 


53 




Exons 


CI -5Q 640^ 


6 1 A R 

0 1 4 0 




£T39 


.6790, 6345..663S, 6484. .6819 


Cart \1 /-\ 

oeq. in o . 










Seq. ID 


O'J990730__06.0310 


.C29 




OO'lOO 








Strand 
















End 


11360 




Name 


OJ990730 06 


.0310 


.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6175 








End 


6837 






none 








Score 


55 




IT 1 V /*N V*\ O 


enc 6411 
01 i J . . O *± x x , 




a a n n 
. . 04 u u , 


6 A q n 
o4 0 / . 


.6837, 6488. .6739 




O C ■ LN (_J . 










Seq. ID 


OJ990730_06.0310 


.C29 




ft 9^9fl 
Oil JLU 








Strand 








11911 








End 


11360 




Name 


OJ990730 06 


.0310 


.C29.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


6583 








End 


6969 




GI 










Score 


34 




vein c 


6Sft? 6P.9P. 


C t; q a 


. . oozy, 


C £ Q Q 


.6802, 6850.. 6969 




Cpn Ma 


^Qft 9 9 








Seq. ID 


OJ990730_06.0310 


.C29 


UCllC 1NU. 


ft 9^9fi 








Strand 






J LCll l 


11911 

X X X X 








End 


11360 




Name 


OJ990730 06 


.0310 


.C29.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


6847 








End 


7026 




\j x 










Score 


115 




iiiXons 


* 6Q 4 7 n no £ 


6881 


. .7024 










Seq. No. 


39822 








Seq. ID 


OJ990730J36.0310 


.C29 


Gene No. 


82328 








Strand 






Start 


11211 








End 


11360 




Name 


OJ990730 06 


.0310 


.C29.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


6883 








End 


7122 




GI 


none 








Score 


185 




Exons 


6883. .7122 














Seq. No. 


39822 








Seq. ID 


OJ990730_06.0310 


.C29 


Gene No. 


82328 








Strand 







39724 




Of 2 v-+- 


11911 








End 


11360 


Name 


Pi TQ Q07 "30 fi £ 


n^i o 


P9Q /-si 

. u<£ y . ox 




Method 


TBLASTX: Wheat 


Cf o r-f- 

o tart 


Oyfy 








End 


7525 


P T 


none 




-\ - 




Score 


57 


Exons 


6Q7Q 71 ff ft 


701 fi 
/ U L D 


7190 


71 R0 
/ lOU . 


.7524, 7235. .7366, 7412. .7525 


Seq. No. 


39822 








Seq. ID 


OJ990730_06.0310.C29 


Gene No. 


82328 








Strand 


- 


Of -a rf 
O Lai U 


11911 

L Lc. L L 








End 


11360 


N3ine 


Pjtqqo730 06 


03i n 

UjIU 


pOQ ^ "5 


f m 
■ LIU 


Method 


TBLASTX: Maize 


C+- 3 vf 


7 n Q ^ 
/ U ? j 








End 


7525 


P T 


none 








Score 


99 


Exons 


7fiQ? 7 R94 


7 90 R 


. . / JDD; 


74 33 

/ 4 J J • 


.7525 




seq. in o • 


3QR 99 
J :? 0 z. z. 








Seq. ID 


OJ990730_06.0310.C29 


Gene No. 


82328 








Strand 


- 


Start 


11211 








End 


11360 


Name 


PjTQQ0730 Ofi 


n ^1 n 

UjIU 


CO Q r*9 


f q 


Method 


TBLASTX : Soybean 


Cf a >-f- 
OUaiL 


7 9 0 R ~~ 










7 fiQO 

/ D .7 U 


p t 


R R 0 Q9 £0 








Score 


111 




7 9 0 R 7 3 6 6 


791 0 

/ L U 


7 fift Q 

. . / DO "/ 


7 4 19 


.7690 


















Seq. No. 


39822 








Seq. ID 


OJ990730_06.0310.C29 


Gene No. 


82328 








Strand 


- 


Of a v-f- 


11911 
11^11 








End 


11360 


Name 


p. tq omin n £ 


m i n 


PO Q 
. . Ol 


f /-• 


Method 


TBLASTX: Cress 












End 


7575 


P T 


none 








Score 


138 


IT* v /"\ c 1 


7 ^0 £ 

/ JUD. . / D 1 J f 


7 ^1 R 


7 R R 4 


7^9 R 
/ jZ J . 


.7561 




Seq. No. 


39822 








Seq. ID 


OJ990730_06.0310.C29 


Gene No. 


82328 








Strand 




Of -a v- f 

O Lai u 


11911 








End 


11360 


Name 


Pi TQ Q0 7 30 0 £ 


n 3i n 

U jlU 


P9 Q n9 


f m 


Method 


TBLASTX: Maize 


Of a r-f 

O to. ITU. 










End 


8923 




none 








Score - 


70 


Exons 


ft 94 Q ft ft 4 R 


ft 9 RQ 


ftRI Q 


ft R4 1 


.8777, 8624. .8821, 8855. .8923 


Seq. No. 


39822 








Seq. ID 


OJ990730_06.0310.C29 


Gene No. 


82328 








Strand 




Cf a v~f 

O Lai U 


11911 








End 


11360 


Name 


n.TQQ0730 06 

Wu.7,7U/JU UD. 


031 0 
UjIU 


poo 


f 0 


Method " 


TBLASTX: Cress 


O f 3 y-f 


ft 9 ft R ~ 








End 


8734 




none 








Score 


85 


U 1 v /~\ r*> o 


ft 9 ft R ft 7 34 
0 Z 0 J . . 0 / J*i , 


ft R3R 
0 J J J 


ft 7 39 
. . O / JZ 










39822 








Seq. ID 


OJ990730_06.0310.C29. 


Gene No. 


82328 








Strand 




Start 


11211 








End 


11360 


Name 


OJ990730 06. 


0310 


.C29.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


8288 








End 


8749 


GI 


none - 








Score 


81 


Exons 


8288. .8749, 


8448 


. .8675 









Seq. No. 39822 Seq. ID OJ990730_06 . 0310 . C29 

Gene No. 82328 Strand 



39725 




Start 


1 1 01 1 

LlZl 1 


End 


11360 


Name 


ojyyu/ju Oo . u Jiu . czy . oz . tw 


Method 


TBLASTX: Wheat 


Start 


8306 


End 


8914 


GI 


none 


Score 


62 


Exons 


QTHC Q^OO Q/iO'D QC1 O Q A "3 C 

ooUb . . 0 h. Zo , o4zo..oOlz, oflob. 


.8513, 8528.. 8914, 8532.. 8897 


Seq. No. 


39822 


Seq. ID 


OJ990730_06.0310.C29 


Gene No. 


82328 


Strand 




Start 


11011 

LIZ LL 


End 


11360 


Name 


ujyyuMu u b . u jiu . y . 04 . tm 


Method 


TBLASTX: Maize 


Start 


0 n 0 0 


End 


9277 


GI 


none 


Score 


84 


Exons 


QQTQ Q1"3Q QOTQ Qf\C;i QQOQ 

oyjj..yioy, oyjo . . yuo / , oyjy. 


.9175, 9206.. 9277, 9213.. 9257 


Seq. No. 


JyoZZ 


Seq. ID 


OJ990730_06.0310.C29 


Gene No . 


82328 


Strand 




Start 


11211 


End 


11360 


Name 


OJ990730 06.0310.C29.o6.np 


Method 


AAT/NAP 


btart 


11211 


End 


11360 


GI 


6069646 


Score 


111 


Exons 


11211. .11360 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


I BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


39823 


Seq. ID 


OJ990730_06.0310.C30 * 


Gene No. 


82329 


Strand 


+ 


Start 


1 


End 


1342 


Name 


OJ990730 06.0310.C30.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


791 


GI 


6983857 


Score 


500 


Exons 


1..322, 363. .791 






GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 


Seq. , No. 


39823 


Seq. ID 


OJ990730_06.0310.C30 


Gene No. 


82329 


Strand 


+ 


btart 


1 


End 


1342 


Name 


OJ990730 06.0310.C30.ol.gs 


Method 


GENSCAN 


Start 


299 


End 


1342 


GI 


none 


Score 


.74 


Exons 


299.. 388, 1232.. 1342 






Seq. No. 


39823 


Seq. ID 


OJ990730_06.0310.C30 


Gene No . 


82330 


Strand 


+ 


Start 


3861 


End 


8289 


Name 


OJ990730 06.0310.C30.o2.gs 


Method 


GENSCAN 


Start 


3861 


End 


8289 


GI 


none 


Score 


.78 


Exons 


3861. .3986, 4097. .4243, 4574. 


.4665, 4759. .4855, 5865. .6011, 




6096. .6243, 6335. .6411, 6880. 


.6951, 7336. .7463, 7545. .7704, 




7804. .8005, 8240. .8289 






Seq. No. 


39823 


Seq. ID 


OJ990730_06.0310.C30 


Gene No. 


82331 


Strand 




Start 


8787 


End 


9369 



39726 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990730_06 . 0310 . C30 . ol . gp Method .AAT/GAP 
8787 End 9369 

33381_1.R1084 Score 772 

8787. .9189, 9297. .9369 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza satiya 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



39823 
82332 
9343 

OJ990730_06.0310.C30.o6.tm 

3840 

none 

3840. .3989, 
4573. .4665, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_06.0310.C30 
15116 

TBLASTX: Maize 

4 7 95 

110 



3851. .3904, 4045. .4251, 4097. .4213, 4569. .4661, 
4575. .4661, 4753.-4794, 4757. .4795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39823 
82332 
9343 

OJ990730_06.0310.C30.ol.tm 

'4796 

none 

4796. .4855, 5128. 
5368. .5445, 5679. 
5862. 



,6011, 
6096. .6251, 
6879. .6950, 
7335. .7457 



5862, 
6096. 
6880. 



.5175, 5129. 

,5714, .5681. 

,6008, 5864. 

.6263, 6321. 

,6951, 7125. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990730 06.0310.C30 



15116 

TBLASTX: Maize 
7457 
69 

5176, 5304.. 5384, 5305.. 5394, 

5776, 5683.. 5781, 5854.. 5997,. 

6016, 5891.. 6022, 6095.. 6244, 

6413, 6325.. 6429, 6346.. 6423, 

7190, 7319. .7456, 7334. .7456, 



Seq. No. 39823 

Gene No. 82332 

Start 9343 

Name OJ990730_06 . 0310 . C30 . o2 . ts 

Start 5681 

GI none 

Exons 5681.. 5776, 5686.. 5778, 5854, 
6099. .6236, 6101. .6226 



Seq. ID OJ990730_06.0310.C30 
Strand 

End 15116 

Method TBLASTX : Soybean 

End 6236 

Score 116 

.5916, 5862. .6011, 5862. .6035, 



Seq. No. 39823 

Gene No. 82332 

Start 9343 

Name OJ990730_06 . 0310 . C30 . o3 . tm 

Start 7545 

GI none 

Exons 7545.. 7706, 7551.. 7706, 7576. 
7803. .7979 



Seq. ID OJ990730_06.0310.C30 
Strand 

End 15116 

Method TBLASTX : Mai ze 

End 8016 

Score 125 

.7737, 7801. .8016, 7802. .7978, 



Seq. No. 39823 

Gene No. 82332 
Start . 9343 

Name OJ990730_06 . 0310 . C30 . o5 . ts 

Start 7596 

GI none 

Exons 7596.. 7706, 7597.. 7707, 7609. 



Seq. ID OJ990730_06.0310.C30 
Strand 

End 15116 

Method TBLASTX : Soybean 

End 7908 

Score 158 

.7710/ 7794. .7907, 7801.. 7908 



Seq. No. 
Gene No. 



39823 
82332 



Seq. ID OJ990730_06.0310.C30 
Strand 



39727 



Start 
Name 
Start 
GI 

Exons 



9343 End 15116 

OJ990730_06 . 0310 . C30 . o7 . tm Method TBLASTX : Maize 
8779 End 9187 

none Score 133 

8779.-8796, 8911. .8961, 8975. .9049, 8976. .9056, 8976. .9059, 
8977. .9057, 9112. .9177, 9116. .9187 



Seq. No. 39823 Seq. ID 

Gene No. 82332 Strand 

Start 9343 End 

Name OJ990730_06 . 0310 . C30 . o3 . gs Method 

Start 9343 End 

GI none Score 

Exons 9343.. 9723, 9828.-9923, 10292 .. 10563, 



OJ990730_06. 0310.C30 

15116 
GEN SCAN 
15101 
.84 

10701. .10875, 



10886. .11191, 11336. .11437, 11570 .. 12028 , 12122 12310, 
12923. .13040, 13631 .. 13905, 15018. .15101 



Li 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990730 06.0310.C30 



39823 Seq. ID 

82332 Strand 
9343 End 
OJ990730_06 . 0310 . C30 . o2 . np Method 
9349 End 
2147484 Score 
9349.. 9723, 9828.. 9923, 10292 .. 10563, 
10991. .11191, 11336. .11437, 11570 .. 12028 , 12122. 
12923. .13040, 13631 .. 13851, 14985. .15116 

homeotic protein - Phalaenopsis sp gi 11173622 (U34743) homeobox 
protein [Phalaenopsis sp. 'hybrid SM9108 1 ] 



15116 
AAT/NAP 
15116 
2651 
10701. . 10875, 

12310, 



Seq. No. 


39823 








Seq. ID 


OJ990730 


_06.0310.C30 


Gene No. 


82332 








Strand 






Start 


• 9343 








End 


15116 




Name 


OJ990730 06. 


0310, 


>C30.o4 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


9352 








End 


9651 




GI 


none 








Score 


123 




Exons 


9352. .9489, 


9353, 


. .9475, 


9544. 


.9651, 9554. .9649 




Seq. No. 


39823 








Seq. ID 


OJ990730 


_06.0310.C30 


Gene No. 


82332 








Strand 






Start 


9343 








End 


15116 




Name 


OJ990730 06. 


0310. 


.C30.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


9359 








End 


13704 




GI 


none 








Score 


123 




Exons 


9359. .9478, 


9364. 


. .9489, 


9541. 


.9684, 9554. .9724, 


9644. .9718, 



9829. .9924, 9852. .9926, 9856.-9924, 10287 .. 10565 , 102 92 .. 10570, 
10705. .10884, 10709. .10804, 1074 4 .. 10878 , 10985 .. 11191 , 
10986. .11192, 11333. .11437, 11337 . . 1 14 47 , 1154 6 .. 1171 9, ■ 
11574. .11684, 11753. .11848, 11978 .. 12031 , 11 985 .. 1204 4 , 
12111. .12305, 12119. .12319, 12917 .. 13057 , 12922 .. 13038 , 
13630. .13683, 13672.. 13704 



Seq. No. 39823 Seq. ID 

Gene No. 82332 Strand 

Start 9343~ End 

Name OJ990730_06 . 0310 . C30 . o2 . tm Method 

Start 9370 End 

GI none Score 



OJ990730_06.0310.C30 
15116 

TBLASTX: Maize 

11017 

162 



39728 




Exons 


93 /u . . 


a a o a 


9371.. 9478, 9373 


. .9495, 9541. .9684, 


9544. .9582, 




9554 . . 


m o a 

9724 , 


9620.. 9718, 9829 


. .9924, 9830. .9925, 


9849. .9926, 




10281 . 


i a c b a 


, 10292. 


T A C T A 

. 10570 , 


10685. .10807, 10702 


1 A O O A 

. . 10884 , 






1U /4 4 . 


. iuo y b 


, 10985. 


.11017 










Seq. No. 


39823 








Seq. ID 


uo y yu / ju 


_06.0310 


.C30 


Gene No. 


82332 








Strand 








Start 


9343 








End 


1 0 1 1 0 






Name 


r\ to om 




0310. C30 


.06. ts 


Method 


TBLASTX : 


Soybean 




Start 


a c o 
9653 








hna 


1 A A C O 

1U4 DO 






GI 


none 








Score 


n a 
/ 9 






Exons 


a c *d 

9oo3 . . 


m 1 o 
9 / 18 , 


9668. .9718, 9841 


A A O A AO 

. . 9924 , 98 


a C A A 0 a 

45. . y y2o , 


9852. . 9926, 




lU2o 1 . 




, 10292. 


.10453 










Seq. No. 


*3 n o o o 
39823 








Seq. ID 


OJ990730 


J)6.0310 


.C30 


Gene No. 


O O O "3 O 

82332 








Strand 








Start 


9343 








End 


15116 






Name 


OJ9907 


30_06. 


a o t a o a 

0310 . C30 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


10497 








End 


11842 






GI 


none 








Score 


82 






Exons 


i a a an 
104 9/. 


. IUO DO 


, 10499. 


. 10570, 


10697. .108 


07, . 10702 


1 A O O A 

. . 108 84, 






i a a o c 

1098b. 


i 1 i no 

. i i i y2 


, 10988. 


.11191, 


11222. .11257, 11333 


. .11437, 






11333 . 


T 1 A O "1 

.114 3/ 


, 11337. 


.11447, 


11337. .114 


38, 11573 


. .11707, 






11574 . 


.11678 


, 11753. 


. 11797 , 


11753. .118 


42 






Seq. No. 


39823 








Seq. ID 


OJ990730 


(~\ s~ A O 1 A 

06 . 0310 


/~* O A 

. C30 


Gene No. 


82332 








Strand 








Start 


9343 








End 


15116 






Name 


OJ9907 


30 06 . 


a o i a *5 a 

0310 . C30 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


11018 








End 


11195 






GI 


none 








Score 


172 






Exons 


11018 . 


.110 / 4 


, 11072. 


.11185, 


11076. .111 


92, 11115 


. .11195 




Seq. No. 


39823 








Seq. ID 


OJ990730 


A C A O 1 A 
U D . U J1U 


. Lot) 


Gene No. 


82332 








Strand 








Start 


9343 








End 


15116 






Name 


OJ9907 


30_06. 


0310. C30 


.o2.gp 


Method 


AAT/GAP 






Start 


11590 








End 


12015 






GI 


5004265 






Score 


820 






Exons 


11590. 


.12015 














Seq. No. 


39823 








Seq. ID 


OJ990730 


_06.0310 


.C30 


Gene No. 


82332 








Strand 








Start 


9343 








End 


15116 






Name 


OJ9907 


30_06. 


0310. C30 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11960 








End 


13000 






GI 


none 








Score 


60 






Exons" 


11960. 


.12049, 11979. 


.12029,-. 


12119. .12319, 12138 


. . 1230.5, 






12917. 


.13000 














beq. no. 


39823 








Seq. ID 


OJ990730 


J36.0310 


.C30 


Gene No. 


82332 








Strand 








Start 


9343 








End 


15116 






Name 


-OJ9907 


30_06. 


0310. C30 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


11960 








End 


13000 






GI 


none 








Score 


66 






Exons 


11960. 


.12031 


, 11979. 


.12029, 


12111. .12305, 12119 


. .12319, 





39729 



12239. .12316, 12917. .13000 





Seq v No. 


39824 




Seq. ID 


OJ990730_ 


_06. 


0310. 


C31 




bene no . 


Dl J J J 




Strand 












Of -i-rf 

btart 


1 
1 




End 


jZU 










Name 


UJ j!?U / JU U0.Uj1U.Lj1.O1 


.np 


Method 












otart 


1 — 
1 




End 


Z>C U 










bl 


DUOyDD3 




Score 


1 U 1 










Exons 


I . . Ojf ZUfl..J^U 
















bl uescnp. 


l/iruuuoiDj nypotnet ica j. 


protein [Oryza 


sat iva ] 










Seq. No. 


39824 




Seq. ID 


OJ990730 


_06. 


0310. 


C31 




bene no . 


JJ4 




Strand 












CM 1 yf 

otart 


4 7 n 




End 


/ y o 










Name 


UJyyU / jU UD.Uj1U.Lj1.0<: 


.np 


Method 


7\ 7\ T / XI B. D 










OH irf 

btart 


/I 7 Pi 




End 


/ y o 










bl 


oyu / uo o 




Score 












Exons 


4/U. . / y o 
















bi uescnp. 


(AP001129) hypothetical 


protein [Oryza 


sat iva j' 










Seq. No. 


39825 




Seq. ID 


OJ990730 


_06. 


0310. 


C32 




Gene No. 


82335 




Strand 












btart 


1 




End 


1 U Dl 








S3 


Name 


OJ990730 06.0310.C32.ol 


.np 


Method 


7\ 7\ T /MAD 










btart 


1 




End 


lUbl 








w 
rf= 


bl 


6907088 




Score 


c n n 
OUU 










Exons 


1..59, 559. .796, 924. .1061 












±: I 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








E. .JS 

iy 


beq. no. 


39826 




Seq. ID 


c\ to ormn 
uj y y u / jU 


U 0 . 


UjIU. 


POO 

boo 




Gene No . 


82336 




Strand 


+ 








? i \ 


btart 


2039 




End 


jU4 j 










Name 


OJ990730 06.0310.C33.o2 


.gs 


Method 


bttNbbAJN 










btart 


2039 




End 


o n /i c 










bl 


none 




Score 


. 4 0 










Exons 


2039. .2857, 2944. .3045 














ETi 


Seq. No. 


39826 




Seq. ID 


OJ990730 


_06. 


0310. 


C33 




Gene No. 


82337 




Strand 


+ 










Start 


5325 




End 


6322 










Name 


OJ990730 06.0310.C33.ol 


.np 


Method 


AAT/NAP 










Start 


5325 




End 


6322 










GI 


7228442 




Score 


913 










Exons 


5325. .6322 
















GI Descrip. 


(AP001366) EST C28952 (C62945 ) 


corresponds to a 


region of 


' the 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 39826 Seq. ID 

Gene No. 82338 Strand 

Start 617 End 

Name OJ9907 30_0 6 . 03 10 .-C33 . ol . gs Method 

Start 617 End 

GI none Score 

Exons 617.. 1354 



OJ990730_06.0310.C33 

1354 
GENSCAN 
1354 
.9 



Seq. No. 



39827 



Seq. ID OJ990730_06.0310.C35 



39730 




Gene No. 


82339 




Strand 






Start 


243 




End 


3602 




Name 


ojyyu/ju uo . u jiu . lod . 01 


. np 


Method 


AAT/.NAP 




Start 


O A o 

243 




End 


3602 




GI 


4 ooOl / y 




Score 


4038 




Exons 


243.. 3dUz 










GI Descrip. 


(A£iii/uyj poxyprotem 


[ Or yza 


sativa subsp. indica] 




Seq. No. 


39827 




Seq. ID 


OJ990730_06.0310. 


C35 


Gene No. 


82339 




Strand 






Start 


243 




End 


3602 ' 




Name 


OJ990730 06.0310.C35.ol 


.gs 


Method 


GENSCAN 




Start 


272 




End 


3316 




GI 


none 




Score 


.46 




Exons 


272. .793, 1013. .1351, 1419. .1934, 2105 


..2611, 2663. .3316 


Seq. No. 


39827 




Seq. ID 


OJ990730_06.0310. 


C35 


Gene, No. 


82339 




Strand 






Start 


243 




End 


3602 




Name 


OJ990730 06.0310.C35.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


287 




End 


620 




GI 


none 




Score 


99 




Exons 


287. .619, 308. .457, 351 


. .620 








Seq. No. 


39827 




Seq. ID 


OJ990730_06.0310. 


C35 


Gene No. 


82339 




Strand ' 






Start 


243 




End 


3602 




Name 


OJ990730 06.0310.C35.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


302 




End 


460 




GI 


none 




Score 


60 




Exons 


302. .460, 339. .428 










Seq. No. 


39827 




Seq. ID 


OJ990730_06.0310. 


C35 


Gene No. 


82339 




Strand 






Start 


243 




End 


3602 




Name 


OJ990730 06.0310.C35.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


470 




End 


1066, 




GI 


none 




Score 


151 




Exons 


470. .907, 470. .907, 905 


. .1063 


, 912. .1058, 914. .1066 




Seq. No. 


39827 ' 




Seq. ID 


OJ990730_06.0310. 


C35 


Gene No'. 


82339 




Strand 






Start 


243 




End 


3602 




Name 


OJ990730 06.0310.C35.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


620 




End 


1246 




GI 


none 




Score 


158 




Exons 


620. .1246, 671. .1099, 744. .1151 






Seq. No. 


39827 




Seq. ID 


OJ990730_06.0310. 


C35 


Gene No. 


82339 




Strand 








243 




End 


3602 




Name 


OJ990730 06.0310.C35.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1115 




End 


1407 




GI 


none 




Score 


105 




Exons 


1115. .1405, 1118. .1333, 


1215. 


.1394, 12 


32. . 1407 




Seq. No. 


39827 




Seq. ID 


OJ990730_06.0310. 


C35 



39731 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



82339 
243 

OJ990730_06. 

1205 

none 

1205. .1408, 

39827 
82339 
243 

OJ990730_06. 

1253 

none 

1253. .1414, 
1417. .1626 

39827 
82339 
243 

OJ990730_06. 

1821 

none 

1821. .1991, 

39827 
82339 
243 

OJ990730_06. 

1821 

none 

1821. .1994, 

39827 
82339 
243 

OJ990730_06. 
1994 ' 
none 

1994 . .2239 

39827 
82339 
243 

OJ990730_06. 

2180 

none 

2180. .2527, 

39827 
82339 
243 

OJ990730_06. 

2252 

none 

2252. .2548, 
39827 



0310.C35.o2.ts 



1215. .1388 



Strand 
End 

Method 

End 

Score 



3602 

TBLASTX: Soybean 

1408 

125 



0310.C35.o3. tw 



Seq. ID OJ990730_06.0310.C35 
Strand 

End 3602 

Method TBLASTX : Wheat 

End 1778 

Score 162 
1257. .1415, 1'301. .1462, 1410. .1778, 1416. .1541, 



Seq. ID OJ990730_06.0310.C35 
Strand 

End 3602 

Method TBLASTX : Mai ze 

End 2173 

Score 79 
.2173, 1989. .2171 

Seq. ID OJ990730_06.0310.C35- 
Strand 

End 3602 

Method TBLASTX : Wheat 

End 2246 

Score 101 

.2188, 1988. .2245, 1989. .2246 

Seq. ID OJ990730_06.0310.C35 
Strand 

End 3602 

Method TBLASTX : Soybean 

End 2239 

Score 205 



0310.C35.o2.tm 



1864.. 1992, 1988. 



0310.C35.o2.tw 



1873.. 1995, 1976. 



0310.C35.o3. ts 



0310.C35.o5.tm 
2325. .2459 • 

0310.C35.o6. tw 
2272. .2487, 2289. 



Seq. ID OJ990730_06.0310.C35 
Strand 

End 3602 

Method TBLASTX : Mai ze 

End ( 2527 

Score ' 65 



Seq. ID OJ990730_06.0310.C35 
Strand 

End 3602 

Method TBLASTX : Wheat 

End 2548 

Score 66 
.2504, 2312. .2548 

Seq. ID OJ990730 06.0310.C35 



39732 




Gene No. 


82339 








Strand 






Start 


243 








End 


3602 




Name 






Ljj . Ol 


-4- t- 

. ts 


Method 


TBLASTX : Soybean 




Start ^; 


; zz ol 










2656 




GI 


none 








Score 


150 




Exons 


22 61. . Z oZU , 


o o o n 

zzo y . 


. Z0U4 , 


O *3 1 O 

Z J1Z . 


o a o a ot;yi 
. ZoZU, ZOf! 


4 . .2639, 2624. .2656, 




Z tZ 4 . . Z 00 0 














Seq. No. 


39827 








Seq. ID 


\JU Zf z* \J f JU UU » U Jlu . 


\^ J +J 


Gene No. 


82339 








Strand 






Start 


Z 4 J 










3602 




Name 


oitaaa*7*da a £■ 

OJ yy U / JU U D 


A "3 1 A 
. U31U . 


C Jo . 03 


. tm 


Method 


TBLASTX: Maize 




Start 


254 3 








hna 


JUIU 




GI 


none 








Score 


QA 




Exons 


Z04 J . . jUIU , 


on co 
Z / bZ . 


. z y Jo 










Seq. No. 


39827 








Seq. ID 






Gene No. 


82339 








Strand 






Start 


O A "3 
Z4 J 










3602 




Name 


ojyy u / ju u d 


A "3 1 A 


C JO . 04 


. LW 


Method 


TBLASTX: Wheat 




Start 


zd y / 










JUOU 




GI 


none 








Score 


1 / J 




Exons 


ocm "3 A T Q 

zo y / . . ju i y , 


o £ A a 
Z bU b . 


. JUOZ , 


O £Od 

z dzo . 


"3 A Q n 
. JUoU 






Seq. No. 


39827 








Seq. ID 


ujyyu/ju ud.ujiu. 


p*3 1; 


Gene No. 


82339 








Strand 






Start 


243 








hnd 


3602 




Name 


OJ990730 06 


. 0310 . 


PIC _ /- 

C3o . oo 


. tm 


Method 


TBLASTX: Maize 




Start 


3011 








End 


3217 




GI 


none 








Score 


162 




Exons 


3011 . .321/, 


O A 1 O 

3U1Z . 


. 31oo 










Seq. No. 


39827 








Seq. ID 


OJ990730_06.0310. 




Gene No. 


82339 








Strand 






Start 


Z 4 J 








End 


3602 




Name 


ojyyo /ju ub 


A *3 1 A 

. U 3 1 U . 


L JO . O / 


. tw 


Method 


TBLASTX: Wheat 




Start 


"3 O O 1 

3ZZ1 








End > 


3599 




GI 


none 








Score 


80 




Exons 


3Zzl . . 563 1 , 


TOT/" 

3Z / b . 


. j jyo , 


O A A A 

J4 U4 . 


.3595, 3471. .3599 




Seq. No. 


39827 








Seq. ID 


OJ990730_06.0310. 




Gene No. 


82339 








Strand 






Start 


O A O 
Z4 3 








End 


3602 




Name 


t A A A T *3 A a c 

ojyyo/30 06 


A "3 1 A 

. U31U . 


C Jo . Oo 


. urn 


Method 


TBLASTX: Maize 




Start 


*3 "3 A O 

3308 








End 


3596 




GI 


none 








Score 


63 




Exons 


"3 O A O *3COO 

3308 . . 3oo3, 


O C 1 A 

3oi y . 


. Jo y b 










Seq. No. 


3ybzo 








Seq. ID 


OJ990730_06.0310. 


C36 


bene inu . 


ft o n 








Strand 


+ 




Start 


3480 








End 


4190 




Name 


OJ990730 06 


.0310. 


C36.o3 


.np 


Method 


AAT/NAP 




Start 


3480 








End 


4190 




GI 


6907088 








Score 


535 




Exons 


3480. .3617, 


3793. 


.4190 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 





39733 




Seq. No. 


o n o o o 

J9ozo 




Seq. ID 


OJ 990 /ou Ub . 


OolU 


. Cob 


Gene No. 


82341 




Strand 








Start 


1 




End 


2317 






Name 


OJ990/oO Uo . OolU . Cob . ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


2091 






GI 


4 68017 9 




Score 


456 






Exons 


1 . . 822, 1908 . .2091 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


o n o o o 

39828 




Seq. ID 


OJ990730_06. 


UolU 


pot 

. Cob 


Gene No. 


82341 




Strand 








Start 


1 




End 


2317 






Name 


OJ990730 06.0310.C36.o2 


.np 


Method 


AAT/NAP 






Start 


1537 




End 


2317 






GI 


6002794 




Score 


1224 






Exons 


1537. .2317 












GI Descrip. 


(AF149813) unknown [Oryza sativa] 








Seq. No. 


39828 




Seq. ID 


OJ990730_06. 


0310 


.C36 


Gene No. 


82342 




Strand 








Start 


2899 




End 


3416 






Name 


OJ990730 06.0310.C36.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


180 




End 


581 






GI 


■none 




Score 


239 






Exons 


180. .581 












Seq. No. 


39828 




Seq. ID 


OJ990730_06. 


0310 


.C36 


Gene No. 


82342 




Strand 








Start 


2899 




End 


3416 






Name 


OJ990730 06.0310.C36.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


462 




End 


839 






GI 


none 




Score 


265 






Exons 


462. .839 












Seq. No. 


39828 




Seq. ID 


OJ990730_06. 


0310 


.C36 


Gene No. 


82342 




Strand 








Start 


2899 




End 


3416 






Name 


OJ990730 06.0310.C36.o2 


.gs 


Method 


GENSCAN 






Start 


2899 




End 


3416 






GI 


none 




Score 


. 93 






Exons 


2899. .2972, 3407. .3416 












Seq. No. 


39829 




Seq. ID 


OJ990730_06. 


0310 


. Co / 


Gene No. 


82343 




Strand 


+ 






Start 


1 




End 


857 






Name 


OJ990730 06.0310.C37.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


857 






GI 


6983857 




Score 


755 






Exons 


1..72, 134. .857 












GI Descrip. 


(AP001168) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39829 




Seq. ID 


OJ990730_06. 


0310 


.C37 


Gene No. 


82343 




Strand 


+ 






Start 


1 




End 


857 






Name 


OJ990730 06.0310.C37.ol 


.gs 


Method 


GENSCAN 






Start 


231 




End 


725 






GI 


none 




Score 


.98 







39734 



Exons 



231. .725 



Seq. No. 39830 Seq. ID 

Gene No. 82344 Strand 

Start 1 End 

Name OJ9908 10_04 . 0303 . CI . ol . gp Method 

Start 1 End 

GI uC-osflcyp033a04bl Score 

Exons 1 . .27 6 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990810_04.0303.C1 
+ 

276 

AAT/GAP 

276 

470 



Seq. No. 39830 Seq. ID 

Gene No. 82345 Strand 

Start" 717 End 

Name OJ9908 10_04 . 0303 . CI . ol . gs Method 

Start 717 End 

GI none Score 

Exons 717.. 783 



OJ990810_04.0303.C1 
+ 

783 

GENSCAN 

783 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39831 Seq. ID 

82346 Strand 
2991 End 
OJ990810_04.0303.C2.o2.'np ■ Method 
2991 End 
5852180 Score 
2991. .3045, 6582. .6639, 7629.. 7745, 7798. .8211 

(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990810_04.0303.C2 
+ 

8431 
AAT/NAP 
8211 
813 



39831 Seq. ID 

82346 Strand 

2991 End 

OJ9908 10_04 . 0303 . C2 . o3 . gs Method 

6833 End 

none Score 

6833. .6893, 7629. .8431 



OJ990810_04.0303.C2 
+ 

8431 
GENSCAN 
8431 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



39831 Seq. ID 

82347 Strand 

1 End 

OJ9908 10_04 . 0303 . C2 . ol . np Method 

1 End 

7228457 Score 



OJ990810_04.0303.C2 

5814 
AAT/NAP 
5737 
7638 



1..31, 845. .1578, 1623. .2774, 2897... 3729, 3793. ,5737 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 39831 

Gene No. 82347 

Start 1 

Name OJ9908 10_04 . 0303 . C2 . ol . gs 

Start 760 

•GI none 
Exons 



Seq. ID OJ990810_04 .0303.C2 
Strand 

End 5814 

Method GENSCAN 

End 2656 

Score . 6 



760. .1578, 1623. .2492, 2510. .2656 



Seq. No. 



39831 



Seq. ID OJ990810_04 . 0303.C2 



39735 



Gene No. 


82347 










I 








Name / 


ojyyuoiu_04 


r\ *3 r\ o 


. Cz . oz 


. gs 


Start 


zyzu 








GI 


none 








Exons 






. . 4 Z / O 


A Id A 
, fl 


Seq. No. 


39831 








Gene No. 


82348 


- 






Start 


o4oo 








Name 


ojyyuoiu U4 


. OJUo 


. Cz . OO 


. tw 


Start 


O 1 T 

oil 








GI 


none 








Exons 


Q1 1 lice 

oil. . XX j j/ 


O 4 O . . 


1 X / 


OjU . .X 


Seq. No. 


39831 








Gene No. 


82348 








C 4- -1 y~ f- 


04 O O 








Name 




. U jU j 


. CZ . OZ 


. urn 


Start 


o Iz 








GI 


none 








Exons 


o IZ . . I U I Z , 


O 4 I . . 


1 1 CO 

1100/ 


Q A 9 1 
0 4 Z . .X 


Seq. No. 


39831 








Gene No. 


82348 








Start 


d A Q Q 








Name 


OJ990810 04 


. 0303 


. C2 . o4 


. tw 


Start 


1644 








GI 


none 








Exons 


l o4 4 . . i / y O , 


1 04 D 


. . I / o Z 


, X OO / 


Seq. No. 


39831 








Gene No. 


82348 








O 4 1 v 4- 










Name 


ujyyuoiu U4 


. U JUJ 


. Cz . Ol 


. t s 


Start 


t r\ o 
270 J 








GI 


none 








Exons 


9 *7 m. OQ'3'3 

z / Uj. . z y , 


z y jo 


. . jU / z 


, z y jy 


Seq. No. 


39831 








Gene No. 


82348 








Of a v-4- 










Name 


ujyyuoio U4 


mm 


. Cz . OZ 


. tw 


btart 


z / Jo 








bl 


none 








Exons 


z / jj . . z y o j , 


Z / Do 


. . zy J4 


, zyl / 


Seq. No. 


39831 








Gene No. 


82348 








O 4- 4- 

btart 


C. A Q Q 








Name 


OJ990810 04 


. 0303 


. C2 . o3 


. tm 


Start 


2826 








GI 


none 








Exons 


2826. .2933, 


2932 


. .3207 


, 2933 


Seq. No. 


39831 








Gene No. 


82348 









Strand 
End 

Method 
End - 
Score 



5814 
GENSCAN 
5814 
.54 



Seq. ID OJ990810_04.0303.C2 
Strand 

End 8703 

Method TBLASTX : Wheat 

End 1155 

Score '17 4 



Seq. ID OJ990810_04 .0303.C2 
Strand 

End 8703 

Method TBLASTX : Mai ze 

End 1158 

Score 207 



Seq. ID OJ990810_04.0303.C2 
Strand 

End 8703 

Method TBLASTX : Wheat 

End 2102 

Score 91 
.2013, 1854. .2102, 1854. .2078 

Seq. ID OJ990810_04 .0303.C2 
Strand 

End 8703 

Method TBLASTX : Soybean 

End 3072 

Score 7 9 



Seq. ID OJ990810_04.0303.C2 
Strand 

End 8703 

Method TBLASTX : Wheat 

End 3151 

Score 114 
2934, 2917. .3096, 2932. .3150, 2933.. 3151 

Seq. ID OJ990810_04 .0303.C2 
Strand 

8703 

TBLASTX: Maize 
3208 
192 



End 

Method 
End 
Score 
.3208 



Seq. ID OJ990810_04 .0303.C2 
Strand 



39736 








6488 






Eji 1H 






Name 


OJ990810 04.0303.C2.ol. 


Lill 




TRT.A9TY • Ma i 






3235 








J J 






none 






Score 


1 19 




Exons 


3235. 


.3540, 3235.. 3591, 


J c. H D • 








Seq. No. 


39831 






Seq. ID 


OJ990810_04.0303.C2 




Gene No. 


82348 






Strand 






C 4- a v-+- 


6488 






End 


8703 




Name 


OJ990810 04.0303.C2.ol. 


LW 


Method 


TBLASTX: Wheat 




jtaiL 


3259 






End 


3722 




PT 


none 






Score 


233 




Exons 


3259. 


.3720, 3265.. 3720, 




.3721, 3279.-3722 




Seq. No. 


39831 






Seq. ID 


OJ990810_04.0303.C2 




Gene No. 


82348 






Strand 






oLal L 


6488 






End 


8703 




Name 


OJ990: 


810_04.0303.C2.o2. 


L o 


Method 


TBLASTX: Soybean 




OLu.Lt 


3316 






End 


3681 






none 






Score 


118 




Exons 


3316. 


.3450, 3457.. 3681 










Seq. No. 


39831 






Seq. ID 


OJ990810_04 .0303.C2 




Gene No. 


82348 






Strand 






C -|- a r--f- 
OlaiL 


6488 






End 


8703 




Name 


OJ990810 04.0303.C2.o3. 


LW 


Method 


TBLASTX: Wheat 


£n 


o Lar L 


3886 






End 


4382 


?■ : 
; l_s 




none 






Score 


152 




Exons 


3886. 


.4254, 3917. .4177, 


A011 


.4381, 4305. .4382 




Seq. No. 


39831 






Seq. ID 


OJ990810_04.0303.C2 


r: S 


Gene No. 


82348 






Strand 




= y 




6488 






End 


8703 


_ 


Name 


OJ990810 04.0303.C2.o6. 


■Hut 
LW 


Method 


TBLASTX: Wheat 


Id 


OLail. 


5119 






End 


5511 


""-J 


o t 
O-L 


none 






Score 


93 




D AUIlO 


5119. 


.5376, 5153.. 5392, 


■J ~J ZJ . 


.5457, 5360. .5452, 5464. .5511 




Seq. No. 


39831 






Seq. ID 


OJ990810_04.0303.C2 




Gene No. 


82348 






Strand 






u Lai L 


6488 






End 


8703 




Name 


OJ990! 


810_04.0303.C2.o4. 


t*TTl 


Method 


TBLASTX: Maize 




o Lai L 


5221 






End 


5506 




PT 


none 






Score 


82 




Exons 


5221. 


.5469, 5222. .5506 










O C LJ . INC • 


39831 






Seq. ID 


OJ990810_04.0303.C2 






82348 






Strand 






Start 


6488 






End 


8703 




Name 


OJ990810 04.0303.C2.ol. 


gp 


Method 


AAT/GAP 




Start 


6488 






End 


6873 




GI 


uC-osflcyp033a04bl 




Score 


661 




Exons 


6488. 


.6873 










GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, < 


chromosome 1, clone : P0711E10 1 






Seq. No. 


39831 






Seq. ID 


OJ990810_04.0303.C2 



39737 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



82348 Strand 
6488 End 8703 

OJ990810_04 .0303.C2.o3.np Method AAT/NAP 

6550 End 8703 

2129478 Score 93 

6550.. 6571, 7966.. 8174, 8382.. 8703 

chitinase (EC. 3 .2 . 1 . 14 ) precursor - beet gi | 4 88731 | emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



Seq. No. 


39832 


Seq. ID 


OJ990810 


Gene No . 


82349 


Strand 


+ 


Start 


1 


End 


z 1 4 y 


Name 


OJ990810 04.0303.C3.o2.np 


Method 


7\ TV m / XT 7\ T""l 

AAT/NAP 


Start 


1 • 


End 




GI 


7523512 


Score 


16J 


Exons 


1..41, 1103. .1225 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


39832 


Seq. ID 


OJ990810 


Gene No. 


82349 


Strand 




Start 


1 


End 


214 9 


Name 


OJ990810 04 .0303.C3.ol.gs 


Method 


GENSCAN 


Start 


84 


End 


214 9 


GI 


none 


Score 


-.7 3 


Exons 


84. .167, 289. .428, 653. .735, 


975. .1050 


, 132 9 . . 1 


Seq. No. 


39832 


Seq. ID 


OJ990810 


Gene No. 


82350 


Strand 




Start 


237 


End 


815 


Name 


OJ990810 04.0303.C3.ol.np 


Method 


AAi / JNIAr 


Start 


237 


End 


815 


GI 


5042454 


Score 


1 12 


Exons 


237. .290, 632. .815 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No'. 


39832 


Seq. ID 


OJ990810 


Gene No. 


82350 


Strand 




Start 


237 


End 




Name 


OJ990810 04.0303.C3.ol.gp 


Method 


AAT / GAP 


Start 


353 


End 


773 


GI 


uC-osflcypl72a09al 


Score 


640 


Exons 


353. .380, 410. .773 






GI Descrip. 


1 5803242 /dbj | AP000399 . 1 | AP000399 l.Oe- 
DNA, chromosome 6, clone : P0535G04 1 


35 Oryza 


Seq. No. 


39832 


Seq. ID 


OJ990810 


Gene No. 


82351 


Strand 




Start 


2640 


End 


3656 


Name 


OJ990810 04 .0303.C3.o2.gs 


Method 


GENSCAN 


Start 


2640 


End 


3656 


GI 


none 


Score 


1 


Exons 


2640. .3656 






Seq. No. 


39833 


Seq. ID 


OJ990810 


Gene No. 


82352 


Strand 


+ 


Start 


36 


End 


548 



39738 






Name 


OJ990810_04 . 0303.C4 . ol. 


gs 


Method 


GENSCAN 






Start 


36 




End 


548 






GI 


none 




Score 


. 99 






Exons 


36 . .548 












Seq. No. 


39833 




Seq. ID 


OJ990810 04.0303 


.C4 




Gene No. 


82353- 




Strand 


- 






Start 


1334 




End 


1507 






Name 


OJ990810 04 . 0303 . C4 . o2 . 


gs 


Method 


GENSCAN 






Start 


1334 




End 


1507 






GI 


none 




Score 


. 85 






Exons 


1334 . . 1507 












Seq. No. 


39834 




Seq. ID 


s-\ TO A AO 1 A r\ A AT AO 

OJ990olU 04.0jUi 


/*"» c\ 

. cy 




Gene No. 


82354 




Strand 








Start 


1 




End 


1722 






Name 


OJ990810 04 . 0303 . C9 . ol . 


np 


Method 


AAT/NAP 






Start 


1 




End 


1722 






GI 


4680179 




Score 


1270 






Exons 


1 . . 603, 637 . . 1722 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


39834 




Seq. ID 


OJ990810_04.0303 


.C9 


f 3 


Gene No. 


82354 




Strand 


_ 






Start 


1 




End 


1722 




^ XT 

r ™ 


Name 


OJ990810_04 .0303.C9.ol. 


gs 


Method 


GENSCAN 




=! = 


Start 


72 




End 


1719 




1 b? 


GI 


none 




Score 


.78 






Exons 


72 . . 164, 525 . . 1719 










S t 5 


Seq. No. 


39834 




Seq. ID 


OJ990810_04.0303 


.C9 




Gene No. 


82355 




Strand 








Start 


1972 




End 


2316 






Name 


OJ990810__04 . 0303.C9. o2 . 


tw 


Method 


TBLASTX: Wheat 






Start 


139 




End 


576 






GI 


none 




Score 


61 






Exons 


. 139. .180, 208. .321, 20S 


i . . 322, 


367. .576, 


368.. 520 






Seq. No. 


39834 




Seq. ID 


OJ990810_04.0303 


.C9 


f i 


Gene No. 


82355 




Strand 








Start 


1972 




End 


2316 






Name 


OJ9908lO_04 .0303.C9.o2. 


tm 


Method 


TBLASTX: Maize . 






Start 


259 




End 


612 






GI 


none 




Score 


187 






Exons 


259 . . 612 












Seq. No. 


39834 




Seq. ID 


OJ990810_04.0303 


.C9 




Gene No.- 


82355 




Strand 








Start 


1972 




End 


2316 






Name 


OJ990810 04.0303.C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


895 




End 


1246 






GI 


none 




Score 


117 






Exons 


895. .1245, 1052. .1246 












Seq. No. 


39834 




Seq. ID 


OJ990810_04.0303 


,C9 




Gene No. 


82355 




Strand 








Start 


1972 




End 


2316 





39739 




Name 


OJ990810 04 . 0303 . C9 . ol . tm 


Metnoa 


'POT AOTV.M-^-i t a 

i oLiAo i a : Mai ze 




Start 


940 


End 


±ZhD 




GI 


none 


Score 


y i 




Exons 










Seq. No. 


39834 


Seq. ID 


OJ990810_04.0303 


.C9 


Gene No. 


82355 


Strand 






Start 


i y / z 


tiYlQ. 


9^1 £ 




Name 


OJ990810 04 . 0 JO j . Cy . Oj . tw 


Method 


q-iQ t 7\ C TV • Ta7V» oaf 




Start 


1 A A A 

1280 


hno 


1 A 1 Q 




GI 


none 


Score 


1 1 T 

11/ 




Exons 


1 A O A 1 A O A 1 ^ T 0 

1280. .14//, lzoZ..14/y 








Seq. No. 


39834 


Seq. ID 


OJ990810_04.0303 


.C9 


Gene No. 


82355 


Strand 






Start 


1 A T A 

l y i z 


DilQ 


9 1 £ 




Name 


/"\TAAAO"lA A/1 A Q A ~5 O A — A no 

OJ990oiu 04 . UoOo . oy . oz . gs 


Method 






Start 


1972 


hnu 


Z jl j 




GI 


none 


Score 


. oy 




Exons 


1 A ""7 A A O 1 O 








Seq. No. 


T ADO /( 

39834 


oeq. 1U 


ujyyuoiu 


pq 


Gene No. 


82355 


Strand 






start 


1972 


End. 


2316 




Name 


OJ990810 04.0303.C9.ol.gp' 


Method 


AAT/GAP 




Start 


2052 


End 


2316 




GI 


95437 1.R1084 


Score 






Exons 


2052. .2316 








GI Descrip. 


'4 512226/dbj | AB014738 . 1 1 AB014738 1 . Oe- 


134 Oryza sativa 




gypsy-type retrotransposon RIRE3 DNA, 


internal region, < 


complete 




sequence 1 








Seq. No. 


39835 


Seq. ID 


ujyyuoiu U4.uouo 


.LIU 


Gene No. 


82356 


Strand 


+ - 




Start 


1 


End 


2778 




Name 


OJ990810 04.0303.C10.o3.np 


Method 


nnT / NT Zi D 




Start 


1 


End 


Z 1 f o 




GI 


4680186 


•Score 


y o 




Exons 


1..76, 1829. .1880, 2714. .2778 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


lnaics j 




Seq. No. 


39835 


Seq. ID 


ujyyuoiu ufi.ujuo 


n n 

. Liu 


Gene No. 


82357 


Strand 






Start 


1 


End 


2778 




Name 


OJ990810 04.0303.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


524 




GI 


6983860 


Score 


406 




Exons 


1..392, 438. .524 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


39835 


Seq. ID 


OJ990810_04 .0303 


.C10 


Gene No. 


82357 


Strand 






Start 


1 


End 


2778 




Name 


OJ990810 04 .0303. C10. ol.tw 


Method 


TBLASTX: Wheat 




Start 


9 


End 


311 




GI 


none 


Score 


43 





39740 



Exons 



9. .74, 13.. 51, 85. .282, 87. .284, 291. .311 



Seq. No. 39835 

Gene No. 82357 

Start 1 

Name OJ990810_04 . 0303 . CIO . ol . gs 

Start 115 

GI none 
Exons 



Seq. ID OJ990810_04. 0303. CIO 
Strand 

End 2778 

Method GENSCAN 

End 2743 

Score .93 



115. .524, 696.-778, 817. .1582, 2678. .2743 



Seq. No. 39835 

Gene No. 82357 

Start 1 

Name OJ990810_04 . 0303 . CIO . ol . gp 

Start 2465 

GI uC-osflcyp033a04bl 

Exons 2465.-2778 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990810_04 .0303. C10 
Strand 

End 2778 

Method AAT/GAP 

End 2778 

Score 537 



Seq. No. 


39836 




Seq. ID 


ojyyuoiu U4 




. Cll 


Gene No. 


82358 




Strand 


+ 






Start 


1 




End 


flZ 






Name 


OJ990810 04 


.0303.Cll.ol.np 


Method 


AAT / NAP 






Start 


1 




End 


flZ 






GI 


5852180 




Score 


C A O 

3 4 o 






Exons 


1..26, 141. 


.250, 302. .712 










GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 








Seq. No. 


39836 




Seq. ID 


OJ990810__04 


. UJUo 


. Cll 


Gene No. 


82359 




Strand 








Start 


128 




End 


831 






Name 


OJ990810 04 


.0303.Cll.ol.gs 


Method 


GENSCAN 






Start 


128 




End 


831 






GI 


none 




Score 


.77 






Exons 


128. .277, 457. .831 










Seq. No. 


39836 




Seq. ID 


OJ990810_04 


.0303 


.Cll 


Gene No. 


82360 




Strand 








Start 


■ 1452 




End 


1891 






Name 


OJ990810 04 


.0303.Cll.o2.gs 


Method 


GENSCAN 






Start 


1452 




End 


1847 






GI 


none 




Score 


. 96 






Exons 


1452. .1847 












Seq. No. 


39836 




Seq. ID 


OJ990810_04 


.0303 


Cll 


Gene No. 


82360 




Strand 








Start 


1452 




End 


1891 ■ 






Name 


OJ990810 04 


.0303.Cll.o2.np 


Method 


AAT /NAP 






Start 


1455 




End 


1891 






GI 


6983860 




Score 


631 






Exons 


1455. .1891 












GI Descrip. 


(AP001168) 


Similar to 22 kDa 


kafirin cluster; Ty3- 


Gypsy 


type 




(AF061282) 


[Oryza sativa] 










Seq. No. 


39836 




Seq. ID 


OJ990810JD4 


.0303 


Cll 


Gene No. 


82360 




Strand 









39741 




C4- a r-t- 
O LalT L 


1 /ICO 
1 *i DZ. 








1 fiQI 
IOjI 




Name 


Pi TQ Qfl Q 1 fi f\A 


n"3n*3 pi i /si 

. UjUj . Lll . oi 


. L.W 


L v ier_noQ 


1 oLirio 1A . WneaL 




C +- a v-+- 










1 OQQ 
lOO-/ 




PT 


none 






S core 


1 ft7 
1 o / 




17* A-T /"\ O 


1 tflfl 1 QQQ 
IjUU . . lOO"; 


1 J Dl . . lOO / 










Seq. No. «* 


39836 






Seq. ID 


OJ990810_04.0303. 


Cll 


Gene No. 


82360 






Strand 








1 A S9 






Hi HQ 


i o y i 




Name 




. UjUj .oil . Ol 


. till 


4~ /~J 


1 DI1H.0 1 A . rQa 1 z e 












Hina 


1 fl R7 
It) J / 




P T 


none 






Score 


1 7 Q 
1/3 




Exons 




ijy / . . lo j / 










Seq. No. 


39837 






Seq. ID 


OJ990810JD4.0303. 


C12 


Gene No. 


82361 






Strand 








s Qn 








1 J04 




Name 




n^n^ pi 9 ni 

* UjUj .^1^. . Ol 


. gs 


KA /-s 4- V\ y-v /-J 


UHiLNO^/itlN 




Of a v~4- 
OT,ai l_ 








rjiiQ. 


1 JOt 




C J 


none 






Score 


Q7 




Exons 


can 1 












Can XI r\ 

oeq. in o . 


J50J / 






C orr T Pi 

oeq ■ iu 


UU j jUOIU Ufi . U JU J . 


PI 9 




Jul 






Strand 






Start 


590 






End 


1384 




Name 


OJ990810 04 


.0303.C12.ol 


.np 


Method 


AAT/NAP ■ 






593 






End 


1384 






6983858 






Score 


1258 




Exons 


593. .1384 












bi uescrip . 


(AP001168) 


Similar to gypsy 


-type retrotransposon RIRE8B 






internal region (AB0147' 


31) 


[Oryza sativa] 




oeq . lno . 


39838 






Seq. ID 


OJ990810_04 .0303. 


PI "5 


Gene No. 


82362 






Strand 


+ 




Start 


1 






End 


380 




Name 


OJ990810 04 


.0303.C13.ol 


np 


Method 


AAT/NAP 






1 






End. 


377 




PT 


6539586 






Score 


578 




Exons 


1. .377 












PT nocpvi n 
OX UcoLI • 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


39838 






Seq. ID 


OJ990810_04.0303. 


C13 


Gene No. 


82362 






Strand 


+ 




OLdlL- 


1 






End 


380 




Name 


OJ990810 04 


.0303.C13.ol 


gs 


Method 


GENSCAN 




o car t 


48 






End 


380 




PT 
bl 


none 






Score 


.98 




Exons 


48. .380 - 












oeq. no. 


39838 






Seq. ID 


OJ990810_04.0303. 


CI J 


Gene No. 


82363 






Strand 






Start 


1011 






End 


1142 




Name 


OJ990810 04 


.0303.C13.o2. 


gs 


Method 


GENSCAN 




Start 


1011 






End 


1136 




GI 


none 






Score 


.'95 




Exons 


1011. .1136 













39742 



Seq. No. 39838 Seq. ID OJ990810_04 . 0303 . C13 

Gene No. 82363 Strand 

Start 1011 End 1142 

Name OJ990810_04 . 0303 . C13 . o2 . np Method AAT/NAP 

Start 1014 End 1142 

GI 6498441 Score 235 

Exons 1014 . . 1142 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 





Seq. No. 


39839 


Seq. ID 


OJ990810_04 .0303.C16 






82364 


Strand 


+ 




OLdl I, 


63 


End 


944 




Name 


OJ990810 04 .0303.C16.ol.gs 


Method 


GENSCAN 




C f- -a 


63 


End 


924 




rij 


none 


Score 


.8 




CjXOIIo 


63. .121, 190. .307, 616. .924 








Seq. No'. 


39839 


Seq. ID 


OJ990810 04.0303.C16 






82364 


Strand 


+ 






63 


End , 


944 




Name 


OJ990810 04.0303.C16/^l-*.gp. 


: .'£jethod , 


AAT/GAP 




Ofav-f. 

OLdl L 


591 ^^^M-'-M, 




944 • 






82047 1.R1084 -M' 


;-|core ■ 


4'6i-;.- v "** ■ ' 


m 


Exons 


591. .944 ' y 










! "4678261/emb|CAB41122.1| 4 . Oe 


-16 (AL049657) putative proteasome 


?! 5 




regulatory subunit [Arabidopsis thaliana] 1 




Seq. No. 


39839 


Seq. ID 


OJ990810_04 .0303.C16 




Gene No. 


82364 


Strand 


+ 




Start 


63 


End 


944 




Name 


OJ990810- 04 .0303.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


625 


End 


943 




GI 


none 


Score 


208 


3 

~"-4 


Exons 


625. .849, 756. .845, 869. .943, 


869. .928 






Seq. No. 


39839 


Seq. ID 


OJ990810_04.0303.C16 




Gene No. 


82364 


Strand 


+ 


C3 


Start 


63 


End 


944 




Name 


OJ990810 04.0303.C16.ol.np 


Method 


AAT/NAP 




Start 


667 


End 


944 




GI 


7484780 


Score 


177 




Exons 


667. .944 








GI Descrip. 


26S proteasome regulatory particle chain RPN7 homolog F6I7.30 - 



Arabidopsis thaliana gi | 4 678261 | emb | CAB4 1122 . 1 | (AL049657) 
putative proteasome regulatory subunit [Arabidopsis thaliana] 
gi|7269333|emb|CAB79392.1| (AL161562) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 



Seq. No. 39839 Seq. ID 

Gene No. 82364 Strand 

Start 63 End 

Name OJ990810_04 . 0303 . C16 . ol . tc Method 

Start 673 End 

GI none Score 

Exons 673.. 849, 869.. 943 



OJ990810_04 .0303.CK 
+ 

944 

TBLASTX: Cress 

943 

163 



39743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39840 Seq. ID OJ990810_04 . 0303 . C17 

82365 - Strand + 

1 End ' 1320 

OJ990810_04 . 0303 . C17 . ol . np Method AAT/NAP 
1 End 1320 

7485592 Score 1131 

1..222, 283.. 1320 
hypothetical protein F17A8 
gi | 4 538896 | emb | CAB39633 . 1 1 

[Arabidopsis thaliana] gi | 72 67661 | emb | CAB78089 . 1 | 
putative protein [Arabidopsis thaliana] 



10 - Arabidopsis thaliana 
(AL049482) putative protein 

(AL161515) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39840 
82365 
1 

OJ990810_04 . 0303 . C17 . ol . tm 

118 

none 



Seq. ID OJ990810_04.0303.C17 
Strand 
End 

Method 
End 
Score 



+ 

1320 

TBLASTX: Maize 

510 

243 



118. .378, 144. .356, 145. .402, 438. .506, 442. .510 



Seq. No. 39841 Seq. ID 

Gene No. 82366 Strand 

/Start'-; : 137 . * • . ; ... :EncL; ' . 

"Name : ■ OJ990.810_04.0303 . C18 . ol . gs Method. 

Start 137 ^ -End 

GI none Score 

Exons 137.. 895, 1190.. 1229 



OJ990810_04.0303.C18 

1229;/:. ■■ .. - 

GENSCAN- 

1229 

.48 



Seq. No. 


39842 




Seq. ID 


OJ990810_ 


_04 


.0303, 


.C19 


Gene No. 


82367 




Strand 










Start 


341 




End 


1381 








Name 


OJ990810 04.0303.C19.ol, 


.gs 


Method 


GENSCAN 








Start 


341 




End 


1381 








GI 


none 




Score 


.68 








Exons 


341. .569, 750. .863, 930, 


. .1073 


, 1152.. 


1381 ■ 








Seq. No. 


39843 




Seq. ID 


OJ990810_ 


_04 


.0303, 


.C20 


Gene No. 


82368 




Strand 


+ 








Start 


4806 




End 


11063 








Name 


OJ990810 04.0303.C20.o2, 


.gs 


Method 


GENSCAN 








Start 


4806 




End 


8796 








GI 


none 




Score 


.55 








Exons 


4806. .4953, 6345. .6448, 


7872. 


.8000, 8467.. 8796 









Seq. No. 39843 

Gene No. 82368 

Start 4806 

Name OJ990810_04 . 0303 . C20 . o2 . np 

Start 8334 

GI 7106512 

Exons 8334.. 8393, 8467.. 9291, 9346. 
GI Descrip. (AP001278) EST C98429 (E0138 ) 



Seq. ID OJ990810_04 .0303.C20 

Strand + 

End 11063 

Method AAT/NAP 

End 11063 

Score 527 
.9434, 9675. .10228, 



10797. .11063 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativaL 



Seq. No. 
Gene No. 



39843 
82369 



Seq. ID 
Strand 



OJ990810 04.0303.C20 



39744 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1 End 2276 

OJ990810_04 . 0303 . C20 . ol . np Method AAT/NAP 
1 End 1895 

7487455 Score ' 96 

1..23, 1181. .1262, 1339. .1415, 14 64 .. 1603, . 1679 .. 1895 
hypothetical protein T26M18.70 - Arabidopsis thaliana 
gi I 5002521 | emb | CAB44324.il (AL078606) putative protein 
[Arabidopsis thaliana] gi | 7267886 | emb I CAB78229 . 1 | (AL161532) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39843 Seq. ID 

82369 Strand 

1 End 

OJ990810_04 .0303.C20.ol.gs Method 

208 End 

none Score 



OJ990810_04.0303.C20 

2276 
GENSCAN 
2276 
.75 



208. .348, 434. .511,' 596. .677, 752. .1029, 1494. .1603, 1679. .2276 



Seq. No. 39843 Seq. ID 

Gene No. 82370 Strand 

Start 8993 End 

Name OJ990810_04 . 0303 . C20 . o3 . gs Method 

Start 8 993 End 

GI 'none -:^.'\ Score . 

Exons :; ' ' 8993. .9106, " 9164. .9'238 



OJ990810_04 .0303.C20 

9238 

GENSCAN 

9238 

.83 . ■ ■ , v - . 



Seq. No. 39844 Seq. ID 

Gene No. 82371 Strand 

Start 470 End 

Name OJ9908 10__04 . 0303 . C22 . ol . gs Method 

Start 470 End 

GI none Score 

Exons 470.. 1174 



OJ990810_04.0303.C22 
+ 

1174 
GENSCAN 
1174 
.63 



Seq. No. 39844 Seq. ID 

Gene No. 82372 Strand 
Start ■ 1597 . End 

Name OJ990810_04 . 0303 . C22 . o2 . gs Method 

Start 1597 End 

GI none Score 

Exons 1597.. 1992 



OJ990810_04.0303.C22 

2073 
GENSCAN 
1992 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39844 



Seq. ID OJ990810 04.0303.C22 



82372 Strand 

1597 End . 2073 

OJ990810_04 .0303.C22.ol.np Method AAT/NAP 

1600 End 2073 

6983860 Score 794 
1600.. 2073 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39844 
82372 
1597 

OJ990810 
1645 



04.0303.C22.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990810_04.0303.C22 
2073 

TBLASTX: Wheat 
2067 



39745 






GI 


none 






Score 


171 






Exons 




ICQ"? O f\ AH 

1 by / . . Z04 / 












Seq. No. 


39844 






•Seq. ID 


OJ990810_04.0303 


.C22 




Gene No. 


82372 






Strand 








Start 


ioy / 






T-t _ _J 

End 


o m o 
2U / o 






Name 




n o n o poo ~ i 
. UjUj . U22 . Ol 


. tm 


Metnoa 


i n iiAb i a : Ma i z e 






Start 


lo4 0 






End 


O O *7 O 

2 0 15 






GI 


none 






Score 


ion 
loO 






Exons 


lo 4 U . .zu / J, 


lo 4 1 . .20/1 












Seq. No. 








Seq. ID 


atqqhqi n c\ a n o n o 

ujyyuoiu 04.U0U0 


. 024 




Gene No. 


82373 






Strand 


+ 






Start 


1 






End 


1271 






Name 


r\ TQ QH Q i n n A 




.np 


Method 


AAT/NAP 






Start 


1 






End 


1271 






GI 


4 do ui / y 






Score 


1796 






Exons 


1 . .12/1 














GI Descrip. 


/ATTl 1 1 *7 H G \ 

(At hi / u y } 


polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


39845 






Seq. ID 


OJ990810JD4.0303 


.C24 




Gene No. 


82373 






Strand 


+ 






Start 


-I 
1 






End 


1271 






Name . 


ojyyUoiu U4 


n O A O z" 1 0 /I ^ A 

. y-JOo V ;C2 4 . 04 


. t.w^rr • 


" Method ■• 


•TBLASTX:: Wheal; 




~I 


Start 


1 






End 


160 




% — ~ 


GI • 


none 






Score 


234 




Efl 


Exons 


1 . . 150, 2 . . 


157 , 92 . . 160 










? ~ 


Seq. No. 


39845 






Seq. ID 


OJ990810_04.0303 


.C24 


z z 

~ trr- 


Gene No. 


82373 






Strand 


+ 




S : 3 


Start 


1 






End 


1271 




== 


Name 


ojyyoyio 04 


.0303.C24.o2 


. tm 


Method 


TBLASTX: Maize 




H Li 


Start 


r- 
3 






End 


499 






GI 


none 






Score 


159 




5 

5 ™: 


Exons 


O . . 1 / O , / . . 


153, 185. .499, 325 


..378, 406. .456 






Seq. No. 


3984 5 






Seq. ID 


OJ990810_04.0303 


.C24 




Gene No. 


82373 






Strand 


+ 






otart 


1 






End 


1271 




13 


Name 


ojyyooio 04 


.0303.C24 .ol 


.gs 


Method 


GENSCAN 




f 1 


Start 


20 






End 


1257 








none 






Score 


.67 






Exons 


on 1 oci 
zu . . iZD / 














Seq. No. 


39845 






Seq. ID 


OJ990810_04 .0303 


.C24 




Gene No. 


82373 






Strand 


+ 






o tart 


1 






End 


1271 






Name 


ojyyooio 04 


.0303.C24 .ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


c o 
DO 






End 


448 






GI 


none 






Score 


57 






Exons 


53.-85, 55 . 


.84, 89. .448 


, 91.. 


129, 157, 


. .447 






Seq. No. 


39845 






Seq. ID 


OJ990810_04.0303 


.C24 




Gene No. . 


82373 






Strand 


+ 






Start 


1 






End 


1271 






Name 


OJ990810 04 


.0303.C24 ,o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


161 






End 


4 63 





39746 



bl 


none 


Score 


00 1 




Exons 


1 CI / CO 1 A AH 








Seq. No. * *- 


39845 


Seq. ID 


OJ990810JD4.0303 


.C24 


Gene No. 


82373 


Strand 


+ 




btart 


1 




1Z / 1 




Name 


ujyyuoiu U4 .01 . tw 


Method 


qinT 7\ O TV . TaTV\ a -»+- 




Start 


4 0 4 




Q £7 

yo / 




bl 


none 


Score 


(TOO 




Exons 


/I £/! Q£7 /I QQC 
404. . ?D /, 4 y 0 . .OOJ 








Seq. No. 


39845 


Seq. ID 


OJ990810_04 .0303 


.C24 


Gene No. 


82373 


Strand 


+ 




otsrr 


1 


Lnci 


1 9-71 

1 Z 1 1 




Name 


UjyyUolU U4 . UjU j . bZ4 . oz . ts 


ixie inoa 


1 D-Uf-vo 1 a . ooyoean 




b tar u 


A 1 r\ 
4 / U 


Hjna 


lie* 
/ID 




bl 


none 


Score 


9 m 
zu / 




Exons 


4 /U. . / 13/ 40 / . . D13 








Seq. No. 


39845 


Seq. ID 


OJ990810_04.0303 


.C24 


Gene No. 


82373 


Strand 


+ 




btarc 


' 1 


End 


1 9 "7 1 
1 Z / 1 




Nart\e 


OJ990810 04 .0303.C24.ol.tm 


Method 


1 d ii/\o 1 a . Lxia 1 z e 




otart 


.535 ; 


' End 


Q Q Q 

. 0 y 0 




bl 


none 


Score 


4 O Z 




E.xons 


535. .885, 536.. 889, 536. .898 






Seq. No. 


39845 


Seq. ID 


OJ990810_04.0303 


.C24 


Gene No. 


82373 


Strand 


+ 




b tart 


1 


End 


1 O T 1 
1Z 1 1 




Name 


OJ990810 04.0303.C24.o3.tw 


Method 


1 nLAb J. X : wneat 




btart: 


967 


End 


1 9 7 n 
1 Z / U 




P T 

bl 


none 


Score 


T Pi 
jjU 




Exons 


967. .1260, 968. .1270, 992.. 


1270 






Seq. No. 


39846 


Seq. ID 


OJ990810_04.0303 


.C27 


Gene No. 


82374 


Strand 






OLaiL 


264 


End 


1 "3 7 7 
1 J / / 




Name 


OJ990810 04.0303.C27.ol.gs 


Method 


bhjNbbAN 




ot art 


264 


End 


1 Tin 
lj / / 




P T 
bl 


none 


Score 


A Q 
. 4 0 




Exons 


264. .366, 1023. .1051, 1141. 


.1377 






oeq . ino . 


39846 


Seq. ID 


PTQQHR1H PM fl'5n'5 


P9 7 
. bZ / 




82374 


Strand 








264 


End 


1377 




Name 


OJ990810 04.0303.C27.ol.np 


Method 


AAT/NAP 




Start 


264 


End 


1306 




PT 
bl 


7452055 


Score 


102 




Exons 


264. .360, 949. . 1306 








GI Descrip. 


hypothetical protein T29H11 


.10 - Arabidopsis thaliana 






gi | 4 678341 1 emb | CAB4 1151 . 1 1 


(AL049659) 


hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


39847 


Seq. ID 


OJ990810_04.0303 


.C28 


Gene No. 


82375 


Strand 


+ 




Start 


1 


End 


159 





39747 



Name 


OJ990810 04.0303.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


159 




7523512 


Score 


174 


DAUl 1 0 


1..159 






\J -L. ij *m J- . 


(AP001633) hypothetical protein [Oryza 


sa t i va 1 


Seq. No. 


39847 


Seq. ID 


OJ990810 


Gene No. 


82376 


Strand 


+ 


Start 


797 


End 


2793 


Name 


OJ990810 04.0303.C28.ol.gs 


Method 


GENSCAN 


Start 


797 


End 


2786 


GI 


none 


Score 


.94 


Exons 


797. .2031, 2153. .2786 









Seq. No. 


39847 


Seq. ID 


OJ990810_ 


04 .0303 


C28 




Gene No. 


82376 


Strand 


+ 








Start 


797 


End 


2793 








Name 


OJ990810 04 


. 0303 . C28 . o2 . np Method 


AAT/NAP 








Start 


797 


End 


2793 








GI 


5803259 


Score 


2662 








Exons 


797. .2058, 


2153. .2793 










GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


39848 - . 


. ' Seq. ID. 


OJ990810_ 


04.0303 




fi 

■B XT 


Gene No. 


82377 


Strand 


+ 








Start 


1 


End 


1061 








Name 


OJ990810 04 


. 0303 . C29 . ol . np Method 


AAT/NAP 








Start 


1 


End 


1061 








GI 


4220462 


Score 


369 








Exons 


1..154, 250 


..384, 499. .818, 920. .1061 










GI Descrip. 


(AC006216) 


Strong similarity to gb|Z50851 HD-zip 


(athb-E 


3 ) gene 



from Arabidopsis thaliana containing Homeobox PF 10004 6 and bZIP 





PF| 00170 


domains 






Seq. No. 


39848 




Seq. ID 


OJ990810_04.0303.C2 9 


Gene No. 


82377 




Strand 


+ 


Start 


1 




End ■ 


1061 


Name 


OJ990810 


_04.0303.C29.ol 


.tm Method 


TBLASTX :Mai ze 


Start 


74 




End 


336 


GI 


none 




Score 


113 


Exons 


74. .157, 


76. .153, 228.. 


335, 237.. 326, 


247. .336, 247. .336 


Seq. No. 


39848 




Seq. ID 


OJ990810_04.0303.C29 


Gene No. 


82377 




Strand 


+ 


Start 


1 




End 


1061 


Name 


OJ990810 


_04.0303.C29.o2 


. tm Method 


TBLASTX: Maize 


Start 


604 




End 


1031 


GI- 


none 




Score 


134 


Exons 


604 . .708, 


605. .736, 784 


..822, 921. .1031 



Seq. No. 39848 Seq. ID 

Gene No. 82377 Strand 

Start 1 End 

Name OJ990810_04 . 0303 . C29 . ol . gs Method 

Start 608 End 

GI none Score 

Exons 608.. 818 



OJ990810_04.0303.C29 
+ 

1061 
GENSCAN 
818 
.53 



39748 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39849 Seq. ID 

82378 Strand 
293 ' End 
OJ990810_04 . 0303 . C30 . ol . np Method 
293 End 
5922608. Score 
293. .328, 1760. .1876, 2029. .2175, 2853 
(AP000492) hypothetical protein [Oryza sativa] 



OJ990810_04 .0303.C30 
+ 

2876 
AAT/NAP 
2876 
177 

..2876 



39850 
82379 
5 

OJ990810JD4 .0303.C31.ol.gs 
5 

none 

5. .42, 128. .175, 2162., 
5397. .5505, 6533. . 6660 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_ 
+ 

6660 
GEN SCAN 
6660 
.4 



04 .0303.C31 



2227, 2300. .2331, 4860. .4951, 4996. .517? 



Seq. No. 39850 

Gene No. 82379 

Start 5 

Name OJ990810_04 . 0303 . C31 . ol . np 

Start ^2436 

GI 7489377 

Exons 2436.. 2482, 2572.. 2.671, 3438. 
GI Descrip. hypothetical protein - barley 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3482 

(fragment) 



OJ990810_ 
+ 

6660 
AAT/NAP 
3482 
■101 



04.0303.C31 



gi | 3355618 | emb | CAA03958 
[Hordeum vulgare] 



1| (AJ000232) unnamed protein product 



Seq. No. 


39850 


Seq. ID 


OJ990810 


Gene No. 


82379 


Strand 


+ 


Start 


5 


End 


6660 


Name 


OJ990810 04 .0303.C31.o2 


. np Method 


AAT/NAP 


Start 


5109 


End 


6437 


GI 


5922608 


Score 


186 


Exons 


5109. .5178, 5331. .5543, 


6317. .6437 




GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


39850 


Seq. ID • 


OJ990810 


Gene No. 


82380 


Strand 


+ 


Start 


14773 


End 


18601 


Name 


OJ990810 04 .0303.C31.o5 


. np Method 


AAT/NAP 


Start 


14773 


End 


18601 


GI 


5777623 


Score 


738 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14773. .14840, 15024 .. 15065, 16330 .. 16553, 1 6951 17545, 
18359. .18601 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



39850 
82380 
14773 

OJ990810_04 .0303.C31.o7 .np 

15584 

5777623 

15584. .15650, 16339. .16553, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_ 
+ 

18601 
AAT/NAP 
18601 
722 



04 .0303.C31 



16951. .17545, 18359. .18601 



(AJ245900) CAA303711.1 protein [Oryza sativa] 



39749 



Seq. No. 39850 Seq. ID 

Gene No. 82381 Strand 

Start 19262 End 

Name OJ990810_04 . 0303 . C3i . o2 . gp Method 

Start 19262 End 

GI 38782_1.R1084 Score 

Exons 19262. .19770 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ990810_04.0303.C31 
+ 

19770 - 
AAT/GAP 
19770 
768 



Seq. No. 


39850 




Seq. ID 


OJ990810 


Gene No. 


82382 




Strand 


+ 


Start 


22804 




End 


26491 


Name 


OJ990810 04.0303.C31, 


. o4 . gs 


Method 


GENSCAN 


Start 


22804 




End 


26178 


GI 


none 




Score 


.82 


Exons 


228'04. .22864, 23653., 


.24149, 


26101. .26178 


Seq. No. 


39850 




Seq. ID 


OJ990810 


Gene No. 


82382 




Strand 


+ 


Start 


22804 




End 


26491 


Name 


OJ990810 04.0303.C31, 


. o4 . gp 


Method 


AAT/GAP 


Start 


2368 6 




End- 


26491 


GI />-' 


none 




Score 


1156 


Exons 


23686. .24149, 26101., 


.26178, 


26436. .26491 



Seq. No. 39850 Seq. ID 

Gene No. 82383 Strand 

Start 7843 End 

Name OJ990810_04 . 0303 . C31 . o2 . gs Method 

Start 7843 End 

GI none Score 
Exons 



OJ990810_04.0303.C31 

11199 
GENSCAN 
11199 
.87 



7843. .8708, 8781. .8932, 9172. .9248, 9366.-9547, 10705 .. 10877 , 
11189. .11199 



Seq. No. 39850' 

Gene No. 82384 

Start 13437 

Name OJ990810_04 . 0303 . C31 . o3 

Start 13437 

GI 6983857 

Exons 13437. .13760, 13878.. 14 



GI Descrip. (AP001168) hypothetical 



Seq. ID OJ9'90810_04.0303.C31 
Strand 

End 15334 
.np Method AAT/NAP 

End 15334 

Score 1352 
425, 14593. . 15153, 15217. .15334 
protein [Oryza sativa] 



Seq. No. 39850 

Gene No. 82385 

Start 15320 

Name OJ990810_04 . 0303 . C31 . o4 . 

Start 15320 

GI 6983857 

Exons 15320. . 15401, 16179.. 169 
GI Descrip. (AP001168) hypothetical 

Seq. No. 39850 

Gene No. 82385 

Start 15320 



Seq. ID OJ990810_04.0303.C31 
Strand 

End 20440 
np Method AAT/NAP 

End 17822 

Score 943 
11, 17082.. 17642, 17705. .17822 
protein [Oryza sativa] 

Seq. ID OJ990810_04 .0303.C31 
Strand 

End 20440 



39750 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990810_04 . 0303 . C31 . ol . gp Method AAT/GAP 
15398 End 15587 

5667165 Score 342 

15398. .15587 

5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



39850 
82385 
15320 

OJ990810_04.0303.C31.o6.np 

17453 

6907088 



Seq. ID OJ990810JD4 .0303.C31 



Strand 
End 

Method 

End 

Score 



20440 
AAT/NAP 
18886 
991 



17453. .17840, 18335 .. 18573, 18749. .18886 
(AP001129) hypothetical protein [Oryza sativa] 



39850 
82385 
15320 

OJ990810_04.0303.C31.o8.np 
18509 
4680186 

18509. .18927, 19854 .. 19913, 20394. .20440 
{AF11170;9-)- unknown [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810 04.0303.C31 



20440 
AAT/NAP 
20440 
188 



39850 Seq. ID 

82386 Strand 

22947 End 
OJ990810_04 .0303.C31.o3.gp Method 

22947 End 

none Score 
22947. .23291 



OJ990810_04 .0303.C31 

23291 
AAT/GAP 
23291 
499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



39851 
82387 
1 

OJ990810_0 
1 

7488380 
1..39, 123 
13217. .134 
14175. .145 
transcript 
gi| 1149569 
thaliana] 
transcript 



4.0303.C32.ol..np 



Seq. ID 

Strand 

End 

•Method 

End 

Score 



OJ990810_04 
+ 

16986 
AAT/NAP 
16986 
933 



0303. C32 



95. .12485, 12615. .12770, 12860 .. 12934 , 13017., 

03, 13500. . 13656, 13753 .. 13830, 1392 6 .. 14 0 60, 

38, 14658. .14721, 16966. .16986 

ion factor HD-zip - Arabidopsis thaliana 

I emb | CAA90703 . 1 | (Z50851) HD-zip [Arabidopsis 

gi | 7270235 | emb | CAB80005 . 1| (AL161582) HD-zip 

ion factor (athb-8) [Arabidopsis thaliana] 



13123, 



Seq. No. 39851 Seq. ID 

Gene No. 82387 Strand 

Start 1 v End 

Name OJ990810_04 . 0303 . C32 . o4 . gs Method 

Start 7460 End 

GI none Score 

Exons ' 7460. .7568, 8884. ..9032, 9200 

10398. .10571, 10656. .10683, 108 64. .11009, 1227 6. .124 85, 

12615. .12770, 12860. .12939, 13217 13403, 13753 .. 13830, 

13926. .14 059, 14243 .. 14 508 , 15713. .1584 6 



OJ990810_04.0303.C32 

+. 

16986 
GENS CAN 
15846 
.5 



,9340, 9806.. 10008, 10200. T ...10305, 



39751 



Seq. No. 


39851 




Seq. ID 


OJ990810 


_04.0303 


.C32 


Gene No . 


oZJO / 




OLI dl lvj. 








Start 


1 
1 




HiIUJ. 


lD"OD 






Name 


ujyyucjiu U4 . ujuj .ujz . 


> 0 J • gp 


Mo t~ Vi ^ *H 








Start 


o, q ri c 






1 fil ft S 






bl 


none 




OLUI KZ 


U -? \J 






Exons 














Seq. No. 


39851 




Seq. ID 


OJ990810 


_04.0303 


.C32 


Gene No . 


09007 




Of- r -, nr J 


-i_ 






Start 


1 




CjIIU 








Name 




. o4 . gp 


Maf Vi ^ 
rlcLUOU 


7\ 7\rp /(ZAP 






Start 


1 1 /ICO 






1 1 Q91 






GI 


none 




Score 








Exons 


1 1 yi co 1 1 400 1 1 pni 
1 ± 4 0 Z . . ± 1 4 0 Z , llOUX. . 


1 1 Q91 

. J. L j7Z J. 










beq . jno . 


39851 




Seq. ID 


OJ990810 


_04.0303 


.C32 


Gene No. 


82387 




Strand 


+ 






Start 


1 




End 


16986 






Name 


OJ990810 04.0303.C32, 


. o5 .gp 


Method 


AAT/GAP 






Start 


12294 




End 


12917 






GI 


uOosroM202005g04bl 




Score 


501 






Exons 


12294. .12314, 12402., 


,12485, 


12615. .12770, 12860 


. ,12917 




GI Descrip. 


'1149569/emb|CAA90703| 6.0e- 


■18 (Z50851) HD-zip 


[Arabidopsis 




thaliana] 1 












Seq. No. 


39851 




Seq. ID 


OJ990810 


_04.0303 


.C32 


Gene No. 


82387 




■ Strand 


+ 






Start 


1 




End 


16986 






Name 


OJ990810 04.0303.C32, 


. 0 6 . gp 


Method 


AAT/GAP 






Start 


14419 




End 


15623 






GI 


10350 1.R1084 




Score 


2068 






Exons 


14419. .14508, 14610. . 


.15623 










GI Descrip. 


'5670155/gb|AF161269, 


.1IAF161269 4.0e-E 


J6 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 






oeq . no . 


39851 




Seq. ID 


OJ990810 


_04.0303 


.C32 


Gene No. 


82387 




Strand - 


+ 






Start 


1 




End 


16986 






Name 


OJ990810 04.0303.C32, 


. o7 . gp 


Method 


AAT/GAP 






otart 


15740 




End 


15950 






bi 


LIB3433-019-P1-K1-C7 




Score 


396 






Exons 


15740. .15950 












GI Descrip. 


' 2062705/gb | U90552 | HSU90552 


5.0e-10 Human butyrophilin 


(BTF5! 




mRNA, complete cds 1 












Seq. No. 


39851 




Seq. ID 


OJ990810 


_04.0303 


.C32 


bene no . 


82388 




. Strand 








btart 


204 




End 


429 






Name 


OJ990810 04.0303.C32, 


, ol .gs 


Method 


GENSCAN 






Start 


204 




End 


429 






GI 


none 




Score 


.91 






Exons 


204. .346, 369. .429 












Seq. No. 


39851 




Seq. ID 


OJ990810 


_04.0303 


.C32 


Gene No. 


82389 




Strand 









39752 



Start 


1011 




T7 _ _3 

End 






Name 


OJ990810_04 . 0303 . 


C32 . ol . gp 


Method 


AA1 /bAr 




Start 


1011 




End 


JOOO - 




GI 


none 




Score 


"3 C O *7 




Exons 


imi i o. £ c; o r\ c o 
l(Jil..lOOO, ZUOi. 


OCT} 
. JJJJ 








Seq. No. 


39851 




Seq. ID 


OJ990810_04 .0303 


.C32 


Gene No. 


82389 




Strand 






Start 


ID 1 1 




Lna 


"5 C. O O 
JJ J J 




Name 


OJyyOolU 04.0303. 


POO _ O ~ ~ 

C 3z . oz . gs 


Metnoa 


bbNoLAN 




Start 


1319 




End 


34 o 1 




GI 


none 




Score 






Exons 


IJiy . . Ijoj, ZUoZ. 


. ZZ y Z , 


. . o 1 






Seq. No. 


39851 




Seq. ID 


OJ990810_04.0303 


.C32 


Gene No. 


82390 




Strand 






Start 


cine 
D 1 ID 




bna 


CO 0 1 
OZ Z 1 




Name 


ojyyOoiu 04.OJO0. 


C oz . oJ . gs 


Method 






Start 


5775 




bna 


bZZ 1 




GI 


none 




Score 


. 4 / 




Exons 


0 / /O . .Dob 1 , O yfc>4 . 


a o o i 
. OZZl 








Seq. No. 


39851 




Seq. ID 


ojyyuoiu u4.ujuo 


poo 
. CoZ 


Gene -No.' . 


82391 - - 




Strand 






Start"' . 


6623 




End 


7623 




Name 


OJ990810 04.0303. 


C32.o2.tw 


Method 


TBLASTX : Wheat 




Start 


47 




End 


o o o c 

2885 




GI 


none 




Score 


49 




Exons 


A •—) 1 1 O "7 T~ -1—1/1 

47 . . 112, 75 . . 134 , 


88. .138, 2465. .2500, 


2 636. . Z7zz , Z700 


O 1 c c 
. . Z /DO, 




2702 . . 27 64 , 2744 . 


.2884, 2745 


. .2885 






Seq. No. 


39851 




Seq. ID 


A THAAO 1 A r\ /I n o n o 

OJyyOolO 04.0303 


. Coz 


Gene No. 


82391 




Strand 






Start 


6623 




End 


7623 




Name 


OJ990810 04.0303. 


C32.o2.gp 


Method • 


AAT/GAP 




Start 


6623 




End 


7623 




GI 


17718 1.R1084 




Score 


1063 




Exons 


6623.. 6968, 7347. 


.7623 








GI Descrip. 


' 60154 37/dbj | AB008112 . 1 | AB008112 8 . Oe- 


10 Homo sapiens PEX1 mRNA, 




complete cds 1 










Seq. No. 


39851 




Seq. ID 


OJ990810_04 .0303 


.C32 


Gene No. 


82392 




Strand 






Start 


12390 




End 


14742 




Name 


OJ990810 04.0303. 


C32.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12390 




End 


12925 




GI 


none 




Score 


107 




Exons 


12390.-. 12491, 12396.'. 12524, - 


12599. .12769, 12609 .. 12770, 






12618. .12770, 12E 


162. .12924, 


12863. .12925 




Seq. No. 


39851 




Seq. ID 


OJ990810_04 .0303 


.C32 


Gene No. 


82392 




Strand 






Start 


12390 




End 


14742 




Name 


OJ990810 04.0303. 


C32.ol.tc 


Method 


TBLASTX: Cress 




Start 


12396 




End 


13310 




GI 


none 




Score 


117 




Exons 


12396. .12488, 12399 .. 124 91 , 


12605. .12769, 12615 .. 12770, 





39753 



12857. .12934, 12862 12924 , 13022 .. 13111 , 13182 .. 13310 , 
13214 . . 13309 



Seq. No. 39851 
Gene No. 82392 
Start 12390 - 

Name OJ990810_04 . 0303 .C32 . ol . tm 

Start ' 12396 
GI none 
Exons 12396. 

12862. 

13290. 

13617. 

13923. 

14480. 



,12524, 12437. 

,12933, 12863. 

,13403, 13314. 

,13655, 13752. 

,14054, 14294. 

,14512, 14608. 



.12484, 
.12934, 
.13403, 
.13805, 
.14425, 
.14640, 



Seq. ID 
Strand 
End 
" Method 
End 
Score 

12605 

13182 

13500 

13774 

14295 

14659 



12769, 
13313, 
13559, 
13839, 
14429, 
14742 



OJ990810_04 .0303.C32 
14742 

TBLASTX: Maize 

14742 

114 

12609. .12770, 
13214. .13312, 
13600. .13656, 
13922. .14050, 
14479. .14529, 



Seq. No. 39851 
Gene No. 82392 
Start 12390 

Name OJ990810_04 . 0303 . C32 . ol . ts 

Start 12396 
GI none 

Exons 12396. . 12524, 124 37 .. 12487 , 

12857. .12934, 12859 12933, 
13209. . 13313, 13214. .13312 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 04.0303.C32 



14742 

TBLASTX : Soybean 
13313 
135 

12605. . 12769, 12615. . 12770, 
12993. . 13115, 13019. . 13108, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39851 
82392 
12390 
OJ990810 
13314 
none 
13314 
13543 
13923 



04.0303.C32.o2.ts 



13403, 
13656, 
14009 



13319. 
13575. 



,13402, 
13655, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13500. .13562, 
13750. .13773, 



OJ990810 04.0303.C32 



14742 

TBLASTX : Soybean 
14009 
87 

13502. .13558, 
13774. .13839, 



Seq. No.-. 39852 

Gene No. 82393 

Start 1 

Name OJ9908 10_04 . 0303 . C33 . ol . gp 

Start 1 

GI 10350_1.R1084 

Exons 1 . . 575 
GI Descrip. 



Seq. ID " OJ990810_04 .0303.C33 

Strand + 

End 575 

Method AAT/GAP 

End 575 

Score 1135 



1 5670155/ gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 39852 Seq. ID 

Gene No. 82393 Strand 

Start 1 End 

Name OJ9908 10_04 . 0303 . C33 . oL. gs Method 

Start 78 End 

GI none Score 

Exons 78. .230 



OJ990810J34 .0303.C33 
+ 

575 

GEN SCAN 

230 

.65 



Seq. No. 
Gene No. 
Start 



39852 
82394 
2473 



Seq. ID 

Strand 

End 



OJ990810 04.0303.C33 



3001 



39754 



Name OJ990810_04 . 0303 . C33 . o2 . gs 

Start 2473 

GI none 

Exons " 2473. '.2538, 2798.. 3001 

Seq. No. 39853 

Gene No. ■ 82395 
Start 1334* 

Name OJ9908 10_04 . 0303 . C34 . ol . gp 

Start 1334 

GI none 

Exons 1334.. 1800 



Method 

End 

Score 



GENS CAN 

3001 

.61 



Seq. ID OJ990810_04 .0303.C34 

Strand + 

End 1800 

Method AAT/GAP 

End 1800 

Score 885 



Seq. No. 39853 Seq. ID OJ990810_04 . 0303 . C34 

Gene No. 82396 Strand + 

Start 1951 End 2099 

Name OJ990810_04 . 0303 . C34 . ol . np Method AAT/NAP 

Start 1951 End 2099 

GI 4567201 Score 97 

Exons 1951.. 2099 

GI Descrip. (AC007168) putative aspartate aminotransferase [Arabidopsis 
thaliana] 



Seq. No. 39853 

Gene No. 82397 

Start 2597 

Name OJ9908 10_04 . 0303 . C34 . o2 . gs 

Start 2597 

GI none 

Exons 2597.. 2869, 2981.. 3149, 3318, 
3883. .4423, 4607. .4779 



Seq. ID OJ990810_04.i)303.C34 

Strand + 

End 4 912 

Method GEN SCAN 

End 4779 

Score .51 

.3506, 3511. .3697, 3768. .3831, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39853 Seq. ID OJ990810_04 . 0303 . C34 

82397 Strand + 

2597 End 4912 

OJ990810_04 .0303.C34 . o3 . np Method AAT/NAP 

294 6-. - ' End 4912" 

6721561 Score 593 

2946. .3014, 3515. .3697, 3767. .3824, 3912. .4346, 4880. .4912 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990810_04.0303.C35 
+ 

602 

AAT/NAP 

544 

241 



39854 Seq. ID 

82398 Strand 
1 End 
OJ990810_04 .0303.C35.ol.np Method 
1 End 
5922636 Score 
1..118, 411. .544 

(AP000492) ESTs C99517 (E20319 ) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



39755 



Seq. No. 39854 Seq. ID 

Gene No. 82398 Strand 

Start 1 End • 

Name OJ990810_04 . 0303. C35 .ol .gs Method 

Start 128 End 

GI none Score 

Exons 128.. 308, 310.. 602 



OJ990810_04 .0303.C35 
+ 

602 

GEN SCAN 

602 

.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39855 Seq. ID OJ990810J34 . 0303 . C39 

82399 Strand 

494 End 1475 

OJ990810_04 . 0303.C39.ol.np Method AAT/NAP 

494 End 1475 

5091497 Score 74 

494. .581, 1243. .1.475 

(AB023482) Similar to Arabidopsis thaliana mRNA for DREB1B, 
complete cds . (AB007788 ) [Oryza sativa] 



Seq. No. 39856 Seq. ID 

Gene No. 82400 Strand 

Start 1 End 

Name OJ990820_03 . 0303 . CI . ol . np Method 

C3 Start ' 1 * ..:> - E,nd 

q GI ' 7106528 • Score 

Exons 1..48, 1406.. 1538 

pj! GI Descrip. (AP001278) EST D40774 (S2920 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990820_03.0303.C1 
+ 

1541 
AAT/NAP 
1538 . . 
105 



Seq. No. 39856 

Gene No. 82400 

Start 1 

Name OJ990820_03 . 0303 . CI . ol . gs 

Start 89 

GI none 

Exons 89.. 199, 1422.. 1541 



Seq. ID OJ990820_03.0303.C1 

Strand + 

End 1541 

Method GENSCAN 

End 1541 

Score .67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990820 03. 0303. CI 



39856 Seq. ID 

82401 Strand 

364 End 3566 

OJ990820_03 . 0303 . CI . o2 . np Method AAT/NAP 

364 End 3566 

4680203 Score 914 
364. .385, 2822. .3566 

(AF114171) TNP2-like protein [Sorghum bicolor] 

39856 Seq. ID OJ990820_03 . 0303 . CI 

82401 Strand 

364 End 3566 

OJ990820_03. 0303 . CI . ol . gp Method AAT/GAP 

2833 End 3523 

342_1.R1084 Score 1179 

2833. .3523 

? 4574406/gb| AAD2 4042.11 O.Oe'+OO (AF12113?) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 



39856 



Seq. ID OJ990820_03.0303.C1 



39756 






Gene No. 


82401 






Strand 








O Lei I. L. 


JD4 






End 


3566 






Name 


DTQQnft?n 


o^o^ 

U O \J J 


pi ol 1-TT1 


1 J C L. 1 1UU. 


TRT.A9TX • 


Ma iz6 




Q+- a r-+- 


9ft 4 S ™~ 






CjI lU 


j j \j j 






P T 
la J. 


none 






OL-UL c 


1 1 9 

X X _? 






Exons 


9ft4S ^n^Q 


304 9 


3303 3049 


3291 








oeq » iNO . 


-3QO C 






Seq. ID 


OJ990820 


n^ ni03 pi 






R 9 4 m 






Strand 








Start 


364 






End 


3566 






Name 


OJ990820 03. 


0303 


Cl.ol.tw 


Method 


TBLASTX : 


Wheat 




o tdl L 


9R79 






End 


3348 






P T 

Ol 


none 






Score 


160 






Exons 


9R7Q "^OftS 


9R7 9 


30ftft 9RR4 


.3087, 2884. .3108, 


3086 3178 






*^or a ft ^ 


?orq 


31 ft 1 3190 


.3294, 3194. .3295, 


3292 3348 






"3996 ^40 














Seq. No..' 


39856 






Seq. ID 


OJ990820 


_03.0303.C1 




Gene No. 


82401 






Strand 








O Lai L. 


^64 






End 


3566 






Name 


n,T990ft90 o^ 




CI . ol . tc 


Method 


TBLASTX: 


Cress 




O Lai L. 


Jl JU 






End 


3484 














Score 


83 






HiXOIlo 


^1 ^fi "3477 


^1 ss 


*^9ft^ ^3*39 


.3382, 3410. .3484 . 




s» 


Seq. No. 


39856 






Seq. ID 


OJ990820 


_03.0303.C1 




Gene No. 


82401 






Strand 






~ : z 

; is? 




O 0 fi 






End 


3566 






Name 


n tq qo ft 9 n n^ 




PI r\1 -Ho 
Ux . Ox . IS 


Method 


TBLASTX: 


ooyDcdn 


£. yi 


OLaiL 


^917 






End 


3513 








none 






Score 


104 






Exons 


^917 1 SI 1 


^9^0 

J J VJ 


?4 ft 1 










Seq. No. 


39857 






Seq. ID 


OJ990820 


_03.0303.C2 




Gene No. 


82402 






Strand 


+ 






O Ldi L 


i 9 S7 9 






End 


13523 






Name 


r>TQQ0ft9n o^ 




P9 r\9 rrc 


Method 


GENS CAN 






oCdiL 


1 9 R7 9 _ 






End 


13523 






P,T 








Score 


.99 






JL AUilo 


1 9 S7 9 1 9ft 61 

X .J / £. . . X O U X 


1 9 £ 


3ft4 1 3S93 










C on Mrs 


?Qft R7 






Seq. ID 


OJ990820 


o^ mni P9 




flono Mrs 


ft94 






Strand 








Start 


1150 






End 


13284 






Name 


OJ990820_03. 


0303 


C2.ol.gs 


Method 


GEN SCAN 






O Ldi L 


1 1 so 






End 


10467 






\j x 


none 






Score 


.64 






Exons 


1 1 SO 1 69£ 


174 9 


.2456, 2542. 


.2791/ 3451. .3998, 


4 004 4 1 R7 






4 S7 Rfil 9 


5742 


.6518, 8633. 


.8666, 9226. . 9259, 


Q444 QSfi^ 






QR o c i nfl7 ft 


10283. .10467 










Seq. No. 


39857 






■ Seq. ID 


OJ990820 


_03.0303.C2 




Gene No. 


82403 






Strand 








Start 


1150 






End 


13284 






Name 


OJ990820 03. 


0303. 


C2.ol.np 


Method 


AAT/NAP 






Start 


3592 






End 


13284 






GI 


4680203 






Score 


1444 





39757 



tr* \r f\ « 

oxons 




.6023, 6183. .6287, 6357 .. 6 


A P P 
4 0 0, 




Q^dfi 1H9P7 1 ^ORR 1?9Pd 








bl uescrxp. 


/ZiF , 11d17^ TMP9-1 i Vo nrnf o i n 
^ M.C X X 4 X / X ^ 1 IN IT Z XX K.C ^-»Xv»/Ut;XIl 


[Sorghum bicolor] 




Seq. No. 


39857 


Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82404 


Strand 


- 






i Ail d 


End 


18242 




Name 


n.TQQnfi9n n^ n^n? P9 


Method 


GEN SCAN 




Cf o r*f 


1 ^11 A ~ 

JL j / / ft 


End 


18196 






none 


Score 


.64 




Exons 


1 'Ml A 1 fiQI ^ 17101 IRIQfi 

1 J / / f± • . 1D-3I J/ X / X U X * . lOI^D 








o e q . in u . 


^QP S7 


Seq. ID 


OJ990820_03.0303 


P9 

. LZ 


Gene No. 


82404 


Strand 


- 




Start 


13774 


End 


18242 




Name 




Method 


AAT/NAP 




Cf a r-f 


1 ^777 _ 


End 


18242 




ox 


4 ftp n i 7 q 


Score 


5642 




Exons 


1 ^777 1 P 9/1 9 










(AF1 1 1709} nnl vnrnfpi n fOru7a 


sativa 


subsp. indica] 




Corf M/^i 

o e q . in o • 




Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 


Strand 






Start 


' 18 4.65 ■ 


End 


-1925 6 




Name 


DTQQnfi^n n^n^ P9 ^i f™ 


Method 


TBLASTX: Wheat 






4 7 OA 
4 / U 4 


End 


5912 




C T 


none 


Score 


75 




Exons 


Alf\A A110 A11Q AQQ1 A 1 Q £ 


.4878, 4896. .5000, 4914. .4970, 




4QPQ ^"[AA SHOR S17R S1S7 
4:?0:7..J±44, JUUj . . Jl f 0, JIJ / . 


.5912, 5383. .5667 




Seq. No. 


39857 


Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 


Strand 






OLalL 


1 R A fiS 


End 


19256 




Name 


WU:7-?UO£U U J ■ U jU J . Li . Dy . CIU 


Method 


TBLASTX: Maize 




Cf a r-f 


JUUO 


End 


5303 




oX 


none 


Score 


77 




d ALU lo 


S0DR SI 91 smn SI 9Q SI 

JUUO. • JUiU . . J X £ .7 , J X J J . 


.5303 






Seq. No. 


39857 


Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 


Strand 






O Lai U 


1 P A fiS 

104 O J 


End 


19256 




Name 


n,TQQf)R9n 0^ n^Ol P9 ol t-n 


Method 


TBLASTX: Cress 




Cf av-f 


SI QQ ~~ 


End 


5622 




OX 


none 


Score 


119 






SI QQ S691 S^P^ S699 

J X _/ .7 • .JU^-X/ J JO J . . JUc^. 








Seq. No. 


39857 


Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 


Strand 








1 P d fiS 


End 


19256 




Name 


UuSjUDZU Uj • UjUj . LZ . Uj . LIU 


Method 


TBLASTX: Maize 




Cf a v-f 


c c c o 
J JJ J 


End 


5936 




GI 


none 


Score 


200 




Exons 


5553.-5867, 5556. .5867, 5557. 


.5868, 5868. .5936 




Seq. No. 


39857 


Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 


Strand 






Start 


18465 


End 


19256 





39758 




Name 


OJ990820 03. 


0303 . 


C2 . o!2 


. tw 


Method 


TBLASTX : Wheat 




Start 


9547 








End 


9721 




GI 


none 








Score 


1 1 A 

112 




Exons 


rtC yll A O 1 O 

y o4 / . . y / 1 / , 


9o4 o . 


A "7 A 1 










Seq. No. 


39857 








Seq. ID 


- OJ990820_03.0303. 


C2 


Gene No. 


82405 








Strand 






Start 


1 O A C C 
10 4 DO 








End 


1 A O C C 

1920D 




Name 




a o n o 
U JU3 . 


Lz . Oz . 


tc 


Method 


TBLASTX : Cress 




Start 


A f O A 

9634 








End 


A A O "7 

9987 




GI 


none 








Score 


8 6 




Exons 


a <c o vi a a o o 

y o34 . . yyy / , 


y oo 9 . 


. yy yz , 


Q "7 O A 

y / ju . 


A A A A 

. yyou 






Seq. No. 


39857 








Seq. ID 


OJ990820_03.0303. 


C2 


Gene No. 


82405 








Strand 






Start 


1 O A C C 

lb 4 DO 








End 


1 A O C C 

1 9zob 




Name 


n TQQnQon no 


a o n o 
U3Uo . 


fwZ .Of, 


tm 


Method 


TBLASTX : Maize 




Start 


y boo 








End 


A O A O 

yyyz ^ 




GI 


none 








Score 


1 o o 

123 




Exons 


y boo . . y boo , 


y boo . 


. yb bi , 


y b / 1 . 


. yoyz 






Seq. No. 


39857 








Seq. ID 


OJ990820_03.0303. 


C2 


Gene No. 


82405 








Strand 






Start 


184 65 








End 


19256 




Name 


OJ990820 03. 


A O A O 

0303 . 


C2 . 06 . 


ts 


Method 


TBLASTX : Soybean 




Start 


9715 








End 


9955 




GI 


none 








Score 


109 




Exons 


9715 . . 9954 , 


A "7 A A 

9724 . 


. 9954 , 


9734 . 


. 9955 






Seq. No. 


39857 








Seq. ID 


OJ990820_03.0303. 


C2 


Gene No. 


82405 








Strand 






Start 


18465 








End 


19256 




Name 


ATonnoort AO 


A -J A O 


Lz . O / . 


tw 


Method 


TBLASTX: Wheat 




Start 


y 








End 


10314 




GI 


none 








Score 


33 




Exons 


A "7 O A A O C O 

y / 3U . . yyoo , 


A O A A 


A O C O" 

. 9o o / , 


9849. 


.9950, 9850. .9969, 9856. .9975 




QQCQ Q Q T O 

yoby. .yy/o/ 


1 A A A -J 


i not; 
. . luZO 


8, 10019.. 1010E 


, 10024.. 10314 




Seq. No. 


39857 








Seq. ID 


OJ990820_03.0303. 


C2 


Gene No. 


82405 








Strand 






btart 


lb 4 bo 








End 


19256 




Name 


/"\taaaooa ao 


0303. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 A A 1 Q 

luui y 








End 


10302 




GI 


none 








Score 


98 




Exons 


1 A A "I A 1 A O O A 

iooi y . . iuz / y 


, 10024.. 10302 








Seq. No. 


39857 








Seq. ID 


OJ990820_03.0303. 


C2 


Gene No. 


82405 








Strand 






Start 


18465 








End 


19256 




Name 


OJ990820 03. 


0303. 


C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


13822 








End 


14155 




GI 


none 








Score 


121 




Exons 


13822. .14154, 13874. .14155 








Seq. No. 


39857 








Seq. ID 


OJ990820JD3.0303. 


C2 


Gene No. 


82405 








Strand 






Start 


18465 








End 


19256 





39759 





OJ990820 03. 0303. C2, 


ol . tm 


Method 


TBLASTX: Maize 




O Lai L 


14017 






End 


14602 




CI 


none 






Score 


104 




LAUllo 


14017, 


..14442, 14018, 


. .14215, 


14 038. .14325, 14270. .14 4 43, 






14438, 


..14581, 14440, 


. . 14601, 


14447. .14602 




Seq. No. 


39857 






Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 






Strand 






Start 


18465 






End 


19256 




XI a m & 

IN CtUlC 


OJ990820 03. 0303. C2 . 


. o2 . tw 


Method 


TBLASTX : Wheat 




q-f- a rt 


14155 






End 


14781 






none 






Score 


44 




FvnriQ 

Ej A *J 1 1 o 


14155. 


..14781, 14156, 


. 14215, 


14273. .14722, 14 434. .14 778 




Seq. No. 


39857 






Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 






Strand 


- 




Start 


18465 






End 


19256 




Name 


OJ990820 03. 0303. C2 , 


( o4 . tm 


Method 


TBLASTX :Maize 




c r a rt" 


14650 






End 


14941 




GI 


none 






Score 


300 




DAUllO 


14650, 


..14940, 14654. 


, . 14 94 1 








Seq. No. . 


39857 






Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 






Strand 






Start 


18465 






End 


19256 






OJ990820 03. 0303. C2 . 


o2 . ts 


Method 


TBLASTX : Soybean 




C4-3 rr 


14740 






End 


15000 




VJ-L 


none 






Score 


187 






14740, 


..15000, 14741, 


. 14 989 








Seq. No. 


39857 






Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 






Strand 






Start 


18465 






End 


19256 




Name 


OJ990820 03. 0303. C2 . 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


14764 






End 


15090 




GI 


none 






- Score 


87 




R von ^ 


' 14764, 


14907, 14765, 


. 14 905, 


14908. .15090 




Seq. No. 


39857 






Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 






Strand 






Start 


18465 






End 


19256 




Name 


OJ990820 03. 0303. C2 . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14787 






End 


15327 




GI 


none 






Score 


128 




Exon s 


14787. 


,.15041, 14788. 


. 15327, 


14792. .15043, 15095.. . 15145 




Seq. No. 


39857 






Seq. ID 


OJ:?90820_03.0303 


• C2 


Gene No. 


82405 






Strand 






Start 


18465 






End 


19256 




Name 


OJ990E 


)20_03.0303.C2. 


o2 . tm 


Method 


TBLASTX: Maize 




rr 


15355 






End 


15708 




GI 


none 






Score 


208 




Exons 


15355. 


.15708, 15362. 


.15703, 


15370. .15708 




Seq. No. 


39857 






Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 






Strand 






Start 


18465 






End 


19256 





39760 




Name 


n tqqop 9 n n^n^ P9 


. o 4 . t w 




TRLA^TX • Wheat 




otart 


IJJJJ 




End 


15780 




GI 


none 




Score 


312 




Exons 


i CQCc: 1^760 1 S^fi? 

IJJJ J • . 1 J / OU/ 1 JJUt 


1 577ft 

. ■ X J f f o 








Seq. No. 


39857 




Seq. ID 


OJ990820_03.0303. 


C2 


Gene No. 


82405. 




Strand 






b car t. 


1 ft 4 6S 

1040J 




End 


19256 




Name 


n.TQQOR^n o? o^o^ r9 


o 4 . t s 


Met hod 


TBLASTX : Soybean 




btart 


1 R R96 ~" 

1 JJ6U 




End 


15774 




GI 


none 




Score 


202 




Exons 


15526 15774 










Seq. No. 


'39857 




Seq. ID 


OJ990820_03.0303. 


C2 


Gene No. 


82405 




Strand 






Q+- y~4- 


1 ft4 65 




End 


19256 




Name 




. 06 . tm 


Method 


TBLASTX: Maize 




C -i i v+- 

otdrl. 


ij / u 




End 


16047 




bl 


none 




Score 


144 




Exons 


1 S7 1 S 1 fifl 4 7 15716 

X J ' X _> . • X U v *i / / 1 J 1 1 v 


15994 








Seq. No. 


39857 




Seq. ID 


OJ990820JD3.0303 


C2 


Gene No. 


82405 




Strand 






b care 


1 ft 4 6R • 




End 


19256 




Name 


nTQQOft90 m n^n^ r9 


• ob . tw 


Mp t" h oH 


TRLA^TX 'Wheat 




start 


X 3 / O ± 




Fnd 


1604 4 




GI 


none 






9 50 
j \j 




Exons 


i cioi 16044 1R7R9 


1 6D4 9 








beq. no. 






Seq. ID 


OJ990820_03.0303 


C2 


Gene No. 


82405 




Strand 






Start 


18465 




End 


19256 




Name 


nTQQDft90 n?n^ r9 


.ol.ts 


Method 


TBLASTX: Soybean 






1 R7 Q6 _ 




End 


16191 




bl 


none 




Score 


189 




Exons 


miqc 1 £047 1 SftDfi 


1 60^Q 


16102. .16155, 16115. . 16153, 






1 61 RQ 1 61 Q1 1 61 5Q 

1D1J? ( . X O X .7 X , X v X- J ZJ 


16191 

• . X O X Z? X 








Seq. No. 


39857 




Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 




Strand 






OLat L 


1 ft 4 6 c i 




End 


19256 




Name 


nTQQDR^n o^ n^n^ r9 


• U J . LIU 


Method 


TBLASTX: Maize 






1 fil 09 _ 




End 


16549 




C T 

bl 


none 




Score 


104 






16109 1 654 S 16115 


16549 








Seq. No. 


39857 




Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 




Strand 






O Lai L 


1 ft 4 65 




End 


19256 . 




Name 


nTQQDR9n o? o^o^ r9 


• U J • L, W 


Method 


TBLASTX: Wheat 




o car c 


1 61 ^9 _ 




End 


16615 




GI 


none 




Score 


239 




Exons 


16132. .16614, 16135 


. . 16611, 


16175. .16615 




Seq. No. 


39857 




Seq. ID 


OJ990820_03.0303 


.C2 


Gene No. 


82405 




Strand 






Start 


18465 




End 


19256 





39761 



Name 

Start 

GI 

Exons 



OJ990820_03 . 0303 . C2 . o5 . ts Method 

16264 ' End 

none Score 
16264. .16578 



TBLASTX: Soybean 

16578 

198 



lh3 



Seq. No. 39857 Seq. ID 

Gene" No. . 82405 Strand 

Start 18465 End 

Name OJ990820_03 . 0303 . C2 . olO . tm Method 

Start 16550 End 

GI none Score 

Exons 16550. .16705, 16552.. 16743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990820_03.0303-.C2 
19256 

TBLASTX: Maize 

16743 

156 



39857 

82405 Strand 

18465 End 
OJ990820_03 . 0303 . C2 . olO . tw Method 

16747 End 

none Score 

16747. .17058, 16784 .. 16924 , 17063. .17101 



Seq. ID OJ990820_03.0303.C2 



19256 

TBLASTX : Wheat 
17101 
93 



Seq. No. . 39857 

Gene No. 82405 

Start 18465 

Name OJ990820_03 . 0303 . C2 . o9 . tw 

Start 17435 

GI none 

Exons 17435. .17785 

Seq. No. 39857 

Gene No. 82405 

Start 18465 

Name OJ990820_03 . 0303 . C2 . 08 . tm 

Start 17480 

GI none 

Exons 17480.. 17785 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_03.0303.C2 
19256 

TBLASTX: Wheat 

17785 

307 



OJ990820_03.0303.C2 
19256 

TBLASTX: Maize 

17785 

240 



Seq. No. 39857 Seq. ID 

Gene No. . 82405 Strand 

Start 18465 End 

Name OJ990820_03 . 0303 . C2 . oil . tw Method 

Start 17837 End 

GI none Score 

Exons 17837. . 18034, 17838.. 18035 

Seq. No. 39857 Seq. ID 

Gene No. 82405 Strand 

Start 184 65 End 

Name OJ990820JD3 . 0303 . C2 . o4 . gs Method 

Start 18465 End 

GI none Score 

Exons 18465.. 19070 



OJ990820_03.0303.C2" 
19256 

TBLASTX: Wheat 

18035 

132 



OJ990820_03.0303.C2 

19256 
GENSCAN 
19070 
.91 



Seq. No. 39857 ' Seq. ID 

Gene No. 82405 Strand 

Start 18465 End 

Name OJ990820 03 . 0303 . C2 . o3 . np Method 



OJ990820_03.0303.C2 

19256 
AAT/NAP 



39762 



Start 
GI 

Exons 

'GI Descrip. 



18468 End 19256 

6983861 Score 1337 

18468.. 19256 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oiryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39858 Seq. ID 

82406 Strand 
1197 End 
OJ990820_03 . 0303 . C3 . ol . gs Method 
1197 End ' 
none Score 
1197. .1349, 1788. .1872, 2050. .2285 

39859 Seq. ID 

82407 Strand 
887 End 
OJ990820_03.0303.C4 .ol.tm Method 
818 End 
none Score 
818. .1177, 1159. .1233 



OJ990820_03.0303.C3 
+ 

2285 
GENSCAN 
2285 
.55 



OJ990820_03.0303.C4 

+ 

1252 

TBLASTX: Maize 

1233 

208 



39859 Seq. ID 

82407 ' • Strand 

887 End 

OJ990820_03.0303.C4 .ol.np Method 

887 End 

7489553 Score 
887.. 1252- 

probable reverse transcriptase - rice (fragment) 

gi|2462640|emb|CAA73800.1| (Y13370) reverse transcriptase [Oryza 
sativa] 



OJ990820_03.0303.C4 
+ 

1252' 
AAT/NAP 
1252 
512 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39860 Seq. ID 

82408 Strand 

285 End 
OJ990820_03.0303.C5.ol.gs - Method 

285 End 

none Score 

285. .359, 384 . .553 



OJ990820_03.0303.C5 
+ 

553 

GENSCAN 

553 

.44 



39860 Seq. ID 

82409 Strand 

3049 * End 

OJ990820_03 . 0303 . C5 . o2 . gs Method 

304 9 End 

none Score 

3049. .3107, 3155. .3298, 3303. .3392, 3797 
4465. .4629 



OJ990820_03.0303.C5 



4629 
GENSCAN 
4629 
. 67 

3912, 3936, 



,4027, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39860 
82410 
6199 

OJ990820_03.0303.C5.o3.gs 

6199 

none 



Seq. ID OJ990820_03.0303.C5 

Strand + 

End 10944 

Method GENSCAN 

End 10944 

Score .52 



6199. .6292, 6811. .6929, 8302. .8433, 9497. .9579, 9833. .9894, 



39763 




10595. .10654, 10805.. 10944 



Seq. No. 


39860 




Seq. ID 


OJ990820_03.0303 




Gene No. 


82411 




Strand 


+ - 




Start 


14 488 




End 


15373 




Name 


OJ99082Q 03 . 030 J . Cb . 


o5 . gs 


Method 


GENSCAN 




Start 


14488 




End 


15373 




GI 


none 




Score 


.5 




Exons 


14488 .. 14537 , 1491^. 


. 10U4 J, 


15208. .15373 




Seq. No. 


39860 




Seq. ID 


OJ990820J33.0303 


,C5 


Gene No. 


82412 




Strand 


+ 




Start 


16559 




End 


17150 




Name 


OJ990820 03. 0303. C5. 


ol.gp 


Method 


AAT/GAP 




Start 


16559 




End 


17150 




GI 


4879016 




Score 


857 




Exons 


16559. . 16665, 16688. 


.17150 








GI Descrip. 


6041757/gb| AC011806. 


1IAC011806 0.0e+00 


Genomic Sequence 


Fo. 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence 




complete sequence 










Seq. No. 


39860 




Seq. ID 


OJ990820_03 .0303 


. C5 


Gene No. 


82413 




Strand 






Start 


1 




End 


15653 




Name 


OJ990820 03. 0303. C5. 


o2 . np 


Method. 


AAT/NAP 




Start 


1 




End 


15653 




GI 


5042447 




Score 


854 




Exons 


1. .24, 11984 . . 12213, 


15022. . 


15653 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


39860 




Seq. ID 


OJ990820_03 . 0303 


.C5 


Gene No. 


82414 




Strand 






Start 


15981 




End 


16283 




Name 


OJ990820 03. 0303. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


6 




End 


430 




GI 


none 




Score 


110 




Exons 


6. .140, 163. .249, 164. .250, 


314. .430, 


319. .396 




Seq. No. 


39860 




Seq. ID 


OJ990820_03.0303 


.C5 


Gene No. 


82414 




Strand 






Start 


15981 




End 


16283 




Name 


OJ990820 03. 0303. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


607 




End 


993 




GI 


none 




Score 


55 




Exons 


607. .666, 658. .750, 


664. .993 






Seq. No. 


39860 




Seq. ID 


OJ990820_03.0303 


.C5 


Gene No. 


.82414 




Strand 






Start 


15981 




End 


16283 




Name 


OJ990820 03. 0303. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15023 




End 


15385 




GI 


none 




Score 


88 




Exons 


15023. .15385, 15027. 


.15353 








Seq. No. 


39860 




Seq. ID 


OJ990820_03.0303 


.C5 


Gene No. 


82414 




Strand 






Start 


15981 




End 


16283 





39764 




Name 


OJ990820_03. 0303 .C5 .06, 


.gs 


Method 


GENSCAN 








Start 


15981 




End 


16283 








GI 


.none 




Score 


; 91 








Exons 


15981 . . 16283 














Seq. No. 


39861 




Seq. ID 


OJ990820_ 


_03. 


0303, 


.C6 


Gene No. 


82415 




Strand 


+ 








Start 


44 




End 


2992 








Name 


OJ990820 03 . 0303 . C6 . ol . 


.gs 


Method 


GENSCAN 








Start 


44 




End 


1632 








GI 


none 




Score 


.44 








Exons 


44. .362, 467. .525, 592. 


. .799, 


1175. .1632 








Seq. No. 


39861 




Seq. ID 


OJ990820_ 


_03 . 


0303 , 


. C6 


Gene No . 






Strand 


+ 








Start 


44 




End 


2992 








Name 


OJ990820 03.0303.C6.o2. 


.np 


Method 


AAT/NAP 








Start 


1281 




End 


2992 








GI 


7488857 




Score 


139 








Exons 


1281.. 1709, 2973.. 2992 














GI Descrip. 


hypothetical protein - 


fava 


bean (fragment) 









gi I 2522230 I dbj IBAA22788.il (AB007467) retrotransposon-like gene 
the first amino acid was determined " to be leucine [Vicia faba] 



Seq. No. 39861 

Gene No. 82416 * 

Start 3616 

Name OJ990820_03 . 0303 . C6 . ol . ts 

Start 86 

GI none 
Exons 



Seq. ID OJ990820_03.0303.C6 
Strand 
End 

Method 
End 
Score 



3822 

TBLASTX: Soybean 

495 

70 



16. .190, 121. .189, 218. .301, 301. .495 



Seq. No. 39861 Seq. ID 

Gene No. 82416 Strand 

Start 3616 End 

Name OJ990820_03 . 0303 . C6 . ol . tw Method 

Start 86 End 

GI none * ' Score 

Exons 86.. 202, 218.. 292, 301.. 432 



OJ990820__03.0303.C6 
3822 

TBLASTX: Wheat 
.432 
107 



Seq. No. 39861 

Gene No. 82416 

Start 3616 

Name OJ990820_03 . 0303 . C6 . o2 . tw 

Start 1276 

GI none 

Exons 1276.. 1455, 1498.. 1608, 1569. 



Seq. ID OJ990820_03.0303.C6 



Strand 
End 

Method 
End 
Score 
.1607 



3822 

TBLASTX: Wheat 

1608 

116 



Seq. No. 39861 Seq. ID 

Gene No. 82416 Strand 

Start 3616 End 

Name OJ990820_03 . 0303 . C6 . o2 . gs Method 

Start 3616 End 

GI ..none ' Score 

Exons 3616.. 3822 



OJ990820_03.0303.C6 

3822 
GENSCAN 
3822 
.5 



Seq. No. 39862 Seq. ID OJ990820_03 . 0303 . C7 

39765 




Gene No. 


82417 


Strand 






Start < 


306 


End 


1 C A 1 

1501 




Name 


tH AAA O A AO AOAO r> 1 ~ 1 „ 

OJ990820 03 . 0303 . C7 . ol . gs 


Method 


GENSCAN 




Start 


o a /~ 
306 


End 


1 O O T 

1281 




GI 


none 


Score 


A O 




Exons 


TAT C A A 1 A A 1 toot 

306. .500, 1201. .1281 








Seq. No. 


39o 62 


beq. iu 


(JJ yyuozu 


no mm 


Gene No. 


82417 


Strand 






Start. 


306 


End 


1501 




Name 


s~\ TAAAD AA AO AOAO /"» "J _ 1 — — . 

OJ990820 03 . 0303 . C7 . ol . np 


Method 


AAT/NAP 




Start 


o c o 

353 


End 


1501 




GI 


5852 lol 


Score 






Exons 


O C O C A A 1 /I CI T C A 1 

353. .500, 145/. .1501 








GI Descrip. 




sat i va ] 






Seq. No. 


39863 


Seq. ID 


OJ990820 


_03.0303.C8 


Gene No. 


82418 


Strand 


+ 




Start 


12 y b 


T? t-> r-J 


ijjy 




Name 


r\ taaaooa ao aoao oo _ i 

OJ990820 03 . 0303 ; Co . Ol . gs 


Method 


/~* T7" M O f" 1 7\ Til 




Start 


1 O A d 

1296 


End 


1 C C A 

1559 




GI 


none 


Score 


A 
. O 




Exons 


1 A A *T 1CCA 

1296 . . 1559 








Seq. No. 


39864 


Seq. ID 


OJ990820 


_03.0303.C9 


Gene No. 


82419 


Strand 


+ 




Start 


101 


End 


AAA 

899 




Name 


OJ990820 03 . 0303 . C9 . ol . gs 


Method 


GENSCAN 




Start 


101 


End 


899 




GI 


none 


Score 


. 65 




Exons 


TAT -1 0 /" OOO AAA 

101. .186, 773. .899 








Seq. No. 


39865 


Seq. ID 


OJ990820 


_03.0303.C1 


Gene No. 


82420 


Strand 


+ 




Start 


1 O A O A 

12420 


End 


"1 O A C C 

1325 6 




Name 


OTAAAOAA AO AOAO /— i 1 O „ A ~ _. 

OJ990820 03 . 0303 .C18 . o2 . gs 


Method 


GENSCAN 




Start 


T A /I O A 

12420 


End 


T O A C C 

13256 




GI 


none 


Score 






Exons 


124 20 .. 13256 








Seq. No. 


39865 


Seq. ID 


OJ990820 


ao aoao 1 
03 . 0303 . CI 


Gene No. 


82421 


Strand 






Start 


284 


End 


10100 




Name 


AT^ftAOOft AO AOAO 1 O ^ 1 — 

OJ990o20 03 . 0303 . Clo.. Ol . gs 


Method 


GENSCAN 




Start 


284 


■ End 


10100 




GI 


none 


Score 


.88 




Exons 


AO/1 Vt O /"" 1 OATO O A C A T C A A 

284. .4861, 7013. .7059, 7522. 


.7749, 7841. .8126, 


8304. .8343, 




1 A A ' A O 1A1AA 

10093 . . 10100 








Seq. No. 


398 65 


Seq. ID 


OJ990820 


AO AOAO Ol 

03 . 0303 . CI 


Gene No. 


82421 


Strand 






Start 


284 


End 


10100 




Name 


OJ990820 03.0303.C18.o9.tm 


Method 


TBLASTX : 


Maize 


Start 


311 


End 


523 




GI 


none 


Score 


201 




Exons 


311. .523 









39766 




Seq. No. 


39865 




Seq. ID- 


OJ990820_03.0303 


.C18 


Gene No. 


82421 




Strand 






Otdit 


9ft 4 




FnH 


10100 




Name 


o.TQQnft?n 03 0303 n ft n6 




Mo f~ h oH 






otaru 


339 _ 
O 3 c. 




FnH 


665 

U \J *J 




PT 


none 




Score 


11 




Hi A. {J 11 o 


332 664 528 665 










oeq . ino . 






o pn TP) 


O.T990R20 03 0303 


. C18 


Gene No. 


82421 




Strand 






Start 


284 




End 


10100 




Name 


0.7990820 03 0303 P18 ol 




M^t" h nH 


TBLASTX • Mai ze 




Of a r*4~ 


R94 _ 

J ^ *i 




FnH 


1111 




PT 


none 




o ^— w i c 


1R2 

1 u ^. 




Exons 


R94 793 52S 7?}^ RS4 


952 


RSS 9S0 


R84 952 950 


1111, 




957 1103 959 1105 










Seq. No. 


39865 




Seq. ID 


OJ990820_03.0303 


.C18 


Gene No. 


82421 




Strand 






O Lai L 


284 




End 


10100 




NcLITie 


D.T990890 03 0303 PI ft nl 


. tw 




TRLA^TX • Wheat 




O Lai L 


66S ~ 




End 


1291 




P T 


none 




OtuIC 


35ft 

J JO 




Exons 


66S 1 9 91 666 1 93S 










Seq. No. 


39865 




Seq. ID 


OJ990820_03.0303 


.C18 


Gene No. 


82421 




Strand 








9ft 4 

Z O H 




End 


10100 




Name 


PiTQQ0R90 03 0^0^ PI ft o3 


■ LIU 


Method 


TBLASTX: Maize 




O L.dr L 


1 1 60 _ 




End 


1452 




PT 


none 




Score 


161 




Li AU1 1 o 


1160 1 4 SO 1 1 64 1 34 9 

IIUU. • I ^ J U ^ IIUl t • IJ1 


1169 . 


.1381, 1261. .1452 




Seq. No. 


39865 




Seq. ID 


OJ990820_03.0303 


.C18 


Gene No. 


82421 




Strand 








9ft4 




End 


10100 




Name ■ 


Pj,TQ90ft90 03 0303 P1 ft n9 




Method 


TBLASTX: Soybean 




Of a r-4- 


1 9S0 ' ~~ 




End 


1510 ' 




PT 
o I 






Score 


54 




X? von q 


1250 1318 1950 1510 

I <J VJ • • I JIO f I O VJ • • I JI v / 


1404 . 


.1505 






Seq. No. 


39865 




Seq. ID 


OJ990820_03.0303 


.C18 


Gene No. 


82421 




Strand 






O Lai U 


9R4 




End 


10100 




Name 


Pj.TQ90R90 03 0303 PI ft n1 


t* r 

• L, V— 


Method 


TBLASTX: Cress 




OLdi L 


1 974 ~~ 




End 


1600 




r t 
o 1 


none 




Score 


64 






1974 1417 1 97 S 13S9 

I <L, / *i . , 141 / / I jL, / J . • I J j£. ^ 


141ft 

I *i I O ■ 


.1600 






Sea No 


39865 




Seq. ID 


OJ990820_03.0303 


.C18 


Gene No. 


82421 




Strand 






Start 


284 




End 


10100 




Name 


OJ990820 03.0303.C18.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1298 




End 


1777 




GI 


none 




Score 


219 




Exons 


1298. .1777, 1299. .1682, 


1304 . 


.1759 







39767 



Seq. No. 
Gene No, 
Start. 
Name * 
Start 
GI 

Exons 



39865 
82421 
284 

OJ990820_03. 

1781 

none 

1781. .2290, ' 



0303.C18.o2.tw 



1872. .2258 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_03.0303.C18 
10100 

TBLASTX: Wheat 

2290 

304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39865 
82421 
284 

OJ990820_03. 

1865 

none 

1865. .2218, 



0303.C18.o2.tm 



1880.. 2176, 1950. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2216 



OJ990820_03.0303.C18 
10100 

TBLASTX: Maize 

2218 

139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39865 
82421 
284 

OJ990820_03. 

2039 

none 

2039. ,2281 



0303.C18.o3.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_03.0303.C18 
10100 

TBLASTX : Soybean 

2281 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39865 
82421 
284 

OJ990820_03. 

2219 

none 

2219. .2572, 



0303.C18.o5.tm 



2301. .2561 



Seq. ■ ID 

Strand 

End 

Method 

End 

Score 



OJ990820_03.0303.C18 
10100 

TBLASTX: Maize 

2572 

117 



Seq. No. 
Gene No. 
Start 
Name . 
.Start 
GI 

Exons 



39865 
82421 
284 

OJ990820_03. 

2291 

none 

2291. .2593, 



0303.C18.o5.tw 



2292. .2555 



Seq. ID OJ990820_03.0303.C18 
Strand 

End 10100 

Method TBLASTX : Wheat 

End 2593 

Score 201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39865 
82421 
284 

OJ990820_03. 

2305 

none 

2305. .2658, 
2669. .2701, 



0303.C18.ol.ts 



2306.. 2665, 2307, 
2669. .2701 



Seq. ID OJ990820_03.0303.C18 
Strand 

End 10100 

Method TBLASTX : Soybean 

End 2701 

Score 126 

.2549, 2524. .2658, 2588. .2662, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39865 
82421 
284 

OJ990820_03, 

2588 

none 

2588. .3055, 



0303.C18.o4 .tm 



2621. .2965, 2814. 



Seq. ID OJ990820_03.0303.C18 
Strand 

End 10100 

Method TBLASTX : Mai ze 

End 3059 

Score 90 
.3059 



39768 




Seq. No. 


39865 








Seq. ID 


OJ990820_03.0303. 


C18 


Gene No. 


82421 








Strand 






OtdLL 


9ft A 
Z 0 4 










i ni nn 




Name 




n ^n *3 


. tlO . Oft 


4- x.j 

. X, w 


Lxiecnoa 


TOT ZiCTY • Ta7K q ^ +- 




btart 


9 C/1 0 








tna 


^1 9ft 
JlZo 




p t 
bl 


none 








Score 


"31 Q 




Exons 


Z 04 Z . . J 1Z 4 , 


9 £ft R 
Z DO 0 


"31 9ft 
. . J1Z O 










Seq. No. 


39865 








Seq. ID 


OJ990820_03.0303. 


C18 


Gene No. 


82421 








Strand 






oliar L 


O H 










i ni nn 




Name 




UjUj 


. b 1 0 . 04 


4- c 

. lS 


LYie tnoQ 


l nLii\o i a . ooyoean 




C4- -> vf 

otari 


Oil A 
Z / / 4 








Htna 


jUj j 




bl 


none 








Score 


1 ft ^ 




Exons 
















Seq. No. 


39865 








Seq. ID 


OJ990820JD3.0303. 


C18 


Gene No. 


82421 








Strand 






OtalL 


9ft A 

Z O f± 








Hi! 1CJ. 


i n i nn 




Name 




UjUj 


PI ft oft 
. b 1 O . Oo 




ixie l. nuu 


i dl/io ia . irvneai, 




Of -ivf 


JZ :7 










J D O J 




bl 


none 








Score 


1 Q 




Exons 


JZ :? . . o o o z , 


jjjo 


^4 £Q 
. • j 4 D ./ , 


jjIj . 


. J DO J 






Seq. No. 


39865 








Seq. ID 


OJ990820_03.0303. 


C18 


Gene No. 


82421 








Strand 






otart 


Zo 4 










i ni nn 

1 U 1 u u 




Name 


ujyyuozu uj. 


"3 n "3 


. blo . Oo 


. tltl 


Method 


1 bLAb i a : Maize 




otart 










i^na 


q ~j n a 
J / U b 




bi 


none 








Score 


9 n "5 
ZU J 




Exons 


jjo D . . j /UD 














Seq. No. 


39865 








Seq. ID 


OJ990820_03.0303. 


C18 


Gene No. 


82421 








Strand 






OLaiL 


9ft 4 

^ 0 H 










i m n n 




Name 


n tq onfi 9 n n ^ 


n 


pi p «7 
.blo . O / 


. cm 


TuT V\ /"s 

ixie Lijoa 


rprjT T\ C TV . Ma -i r7 a 

i £jjj/\o i a t ixiai ze 




ocan 


4 U 00 










4 JO 1 




PT 

bl 


none 








Score 


111 
111 




TP \r /~\ ir\ o 


4 ^ R 1 

4U JJ • . *dt J J ± , 


41D4 


A flA 

■ • 4 J J4 










Seq. No. 


39865 








Seq. ID 


OJ990820_03.0303. 


C18 


Gene No. 


82421 








Strand 






otaiL 


9ft A 

Z 0 ft 










i ni nn 

1 U 1 u u 




Name 


niQQnft90 n^ 


U jUj 


pi ft ^7 


. LW 




l dlho ia . vvneai- 




OLalL 


4 9 "3 9 
4 Z O ^ 










4 o y o 




bl 


none 








Score 


Q A 
o 4 




XT' v /~\ t"\ c 1 


4 9^9 4 R Q1 
4 Z OZ . . 4 


jj 


. . ft 4 D O , 


A A Q1 
4 4 1 . 


. 4 o y o 






Seq. No. 


39865 








Seq. ID 


OJ990820_03.0303. 


C18 


Gene No. 


82422 








Strand 






Start 


- 12504 








End 


12950 




Name 


OJ990820 03. 


0303 


.CI8.06 


.tm 


Method 


TBLASTX: Maize 




Start 


12504 








End 


12950 




GI 


none 








Score 


170 





Exons 12504. .12725, 12507 .. 12599, 12669 .. 12728 , 12798 .. 12935, 

12810. .12950, 12830.. 12949 



39769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start : 
Name 
Start 
GI 

Exons 



39866 
82423 
1 

OJ990820_03.0303.C19.ol.np 



7340860 

1-. .22, 1031. 



Seq. ID OJ990820_03.0303.C19 

Strand + 

End 7470 

Method AAT/NAP ' 

End 2536 

Score 65 



.1117, 2511. .2536 



(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



39866 Seq. ID 

82423 Strand 
1 End- 
OJ990820_03 . 0303 . CI 9 . o2 . np Method 
100 End 
5295955 Score 
100. .138, 2604.. 2752, 3295.. 3409, 4089 
4694. .4732, 4771. .5252, 5279.-5388 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990820_03.0303.C19 
+ 

7470 
AAT/NAP 
5388 
646 

. .4224, 4313. .4614, 



(EBV) genome. (V01555) 



39866 
82423 
1 * ' 

OJ990820_03.0303.C19.o2.gs 

1192 

none 

1192. .1247, 1691. .1817, 2683 
4618. .4808, 4813. .4861, 5065 
7168. .7392 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2820, 3359 
.5220, 6571 



OJ990820_ 
+ 

7470 
GENSCAN 
7392 
.45 

3418, 
6716, 



03.0303.C19 



4149, 
6761. 



,4406, 
,6851, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39866 Seq. ID 

82423 Strand 

1 End 

OJ990820_03 . 0303 . C19 .*o4 . np Method 

6700 End 

5817303 Score 



OJ990820_03.0303.C19 
+ 

7470 
AAT/NAP 
7470 
105 



6700. .6851, 7150;. 7229, 7431. .7470 

(AF087819) auxin transport protein [Arabidopsis thaliana] 



39866 Seq. ID 

82424 Strand 

47 End 
OJ990820_03.0303.C19.ol.gs Method 

47 End 

none Score 

47. .201, 269. .605 



OJ990820_03.0303.C19 
605 

GENSCAN 
605 
. 6 



Seq. No. 39866 Seq. ID 

Gene No. 82425 Strand 

Start 6232 End 

Name OJ990820_03 . 0303 . C19 . o3 . np Method 

Start 6232 End 

GI 7242910 Score 

Exons 6232.. 6328, 7420.. 7470 

GI Descrip. (AP001383) hypothetical protein [Oryza sativa] 



OJ990820_03.0303.C19 

7470 
AAT/NAP 
7470 
83 



39770 




Seq. No. 


39867 




Seq. ID 


OJ990820_03.0303.C20 


Gene No. 


82426 




Strand 




Start 


22 






1 n q n 
1 Z 0 u 


Name 




. ol . gs 


Method 




Start 


22 




bna 


/ y ± 


GI 


none 




Score 


. 4 2 


Exons 


22 . . 151/ loo . . /yi 








Seq. No. 


o9o 67 




beq. iu 


ujyyuo2u uo. ujUj.lzu 


Gene No. 


o24 2 o 




Strand 




Start 


22 




End 


1280 


Name 


OJ990820 03.0303.C20 


. ol .np 


Method 


AAT/NAP 


Start 


41 




End 


1280 


GI 


6466937 




Score 


772 


Exons 


41. . 1280 








GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 









Seq. No. 39867 Seq. ID 

Gene No. 82426 Strand 

Start 22 End 

Name OJ990820_03 . 0303 . C20 . o2 . tm Method 

Start '14 6 End 

GI none . - Score 
Exons 



OJ990820_03.0303.C20 
1280 

TBLASTX: Maize 

722 

54 . 



146. .295, 158. .235, 159. .722, 160. .516, 396. .722 



Seq. No. 39867 Seq. ID 

Gene No. 82426 Strand 

Start 22 End 

Name OJ990820_03 . 0303 . C20 . ol . tw Method 

Start 357 End 

GI none Score 

Exons 357.. 698, 406.. 600, 492.. 692 

Seq. No. 39867 Seq. ID 

Gene No. 82426 Strand 

Start 22 End 

Name OJ990820_03 . 0303 . C20 . ol . tm Method 

Start 7 65 End 

GI none Score 

Exons 765. .1124, 765. .1124, 766. .1125, 1102. 
1161.. 1280 



OJ990820_03.0303.C20 
1280 

TBLASTX: Wheat 

698 

91 



OJ990820_03.0303.C20 
1280 

TBLASTX: Maize 

1280 

107 

.1158, 1160. .1279, 



Seq. No. 39867 Seq. ID 

Gene No. 82426 Strand 

Start 22 End 

Name OJ990820_03 . 0303 . C20 . o2 . tw Method 

Start 765 End 

GI none Score 

Exons 765.. 1124 



OJ990820_03.0303.C20 
1280 

TBLASTX: Wheat 

1124 

265 



Seq. No. 39867 Seq. ID 

Gene No. 82426 Strand 

Start 22 End 

Name OJ990820_03 . 0303 . C20 . ol . ts Method 

Start 867 End 

GI none Score 



OJ990820_03.0303.C20 
1280 

TBLASTX: Soybean 

1237 

42 



39771 



Exons 



867. .917, 868. .906, 903. .968, 910. .969, 990. .1115, 1003. .1107, 
1006.. 1125, 1205.. 1237 



Seq. No. 39868 Seq. ID OJ990820_03 . 0303 . C21 

Gene No. 82427 Strand 

Start • 1 End 4407 

Name OJ990820_03 . 0303 . C21 . ol . np Method AAT/NAP 

Start 1 End 4407 

GI 6466937 Score 1369 

Exons 1..2084, 2121.. 2757, 4363.. 4407 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 





OC^i IN • 


39868 








O " V-^ . A. U 


OJ990820 03 0303 






CpriP No 


82427 








St rand 










1 








End 


4407 






Name 


OJ990820 


_03.0303.C21 


.ol 


.gp 


Method 


AAT/GAP 






Start 


3218 








End 


3471 






GI 


569996. 








Score 


484 








3218. .3471 














Cpn No 


39868 








Qp n TV) 


O.TQQOflPO 03 0303 






ftlono No 


82428 








Oil cti iu. 






f 1 


O Lai L, 


7538 ' 








PnH 

Ej 1 1U. 








Name 


OJ990820 


03.0303.C21 


.o4 


. tm 


Method 


TBLASTX: Maize 




r ri 


Start 


j \) 








End 


212 






GI 


none 








S core 


110 




f 1 * 


Hi AvJl lO 


36. .212, 


51. .212 














^orr No 

OCU • IN w ■ 


39868 








Seq. ID 


O.TQQDR^n 03 0303 


. \~> c~ J. 






82428 








St rand 








Start 


7538 








End 


88 93 




\ y 


Name 


OJ990820 


03.0303.C21 


.o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


210 








End 


453 




f i 


GI 


none 








Score 


66 






R von 


210. .452, 


255. .398, 


304 


..453 










Seq. No. 


39868 








Seq. ID 


OJ990820_03.0303 


.C21 




Gene No. 


82428 








Strand 








Start 


7538 








End 


8893 






Name 


OJ990820 


03.0303.C21 


.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


213 








End 


735 






GI 


none 








Score 


235 






Exons 


213. .734, 


214. .546, 


625 


. .735 










Seq. No. 


39868 








Seq. ID 


OJ990820_03.0303 


.C21 




Gene No. 


82428 








Strand 








Start 


7538 








End 


8893 






Name 


OJ990820 


03.0303.C21 


.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


363 








End 


764 






GI 


none 








Score 


104 






Exons 


363. .764, 


423. .740 














Seq. No. 


39868 








Seq. ID 


OJ990820_03.0303 


.C21 




Gene No. 


82428 








Strand 








Start 


7538 








End 


8893 






Name 


OJ990820 


03.0303.C21 


.ol 


. ts 


Method 


TBLASTX : Soybean 





39772 



Start 
GI 

Exons 



477 
none 

477. .836 



End 
Score 



836 
322 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 



39868 
82428 
7 538 

OJ990820_03.0303.C21.ol.tm 

759 

none 



Seq. ID OJ990820_03.0303, 
Strand 

End 8893 

Method TBLASTX : Mai ze 

End 1232 

Score 85 



C21 



759. .1232, 762. .962, 769. .999, 1014. .1232 



39868 
82428 
7538 

OJ990820_03. 0303 . C21 . ol . tw 

813 

none 

813. .1295, 817. .1197 

39868 
82428 
7538 

OJ990820_03 . 0303 . C21 . o3 . ts 

945 

none 

945. .1259 



Seq. ID OJ990820JD3.0303, 
Strand 

End 8893 

Method TBLASTX : Wheat 

End 1295 

Score 118 



Seq. ID OJ990820_03.0303, 
Strand 

End 8893 

Method TBLASTX : Soybean 

End 1259 

Score 189 



C21 



C21 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



39868 
82428 
7538 

OJ990820_03.0303.C21.o3.tm 

1284 

none 



Seq. ID OJ990820_03.0303, 
Strand 

End 8893 

Method TBLASTX : Mai ze 

End 2135 

Score 120 



C21 



1284. .1418, 1497. .1592, 1680. .1922, 1989. .2135 



39868 
82428 
7538 

OJ990820_03.0303.C21.o3.gs 

7538 

none 

7538. .7605, 8863. ,.8893 



Seq. ID -;OJ990820_03.0303. 
Strand 

End 8893 
Method GENSCAN 
End 88 93 

Score .41 



C21 



39869 
82429 
1 

OJ990820_03.0303.C22.ol.np 
1 

4680203 
1. .472 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990820_03.0303, 
Strand 

End 472 

Method AAT/NAP 

End 4 72 

Score 194 



C22 



39869 
82430 
488 

OJ990820 03.0303.C22.ol.tw 



Seq. ID OJ990820_03.0303. 
Strand 

End 662 

Method TBLASTX : Wheat 



C22 



39773 



Start 
GI 

Exons 



201 
none 
201. .494 



End 
Score 



494 
174 



Seq. No. 39869 Seq. ID 

Gene No. 82430 Strand 

Start 488 End 

Name OJ990820_03 . 0303 . C22 . ol . ts Method 

Start 207' End 

GI none Score 

Exons 207.. 476 



OJ990820_03.0303.C22 
662 

TBLASTX: Soybean 

476 

235 



Seq. No. 39869 Seq. ID 

Gene No. 82430 Strand 

Start 488 End 

Name OJ990820_03 . 0303 . C22 . ol . gs Method 

Start 488 End 

GI none Score 

Exons 488.. 662 



OJ990820_03.0303.C22 
662 

GEN SCAN 

662 

.84 



oeq . ino . 


o y o / u 




Seq. ID 


OJ990820_ 


03. 


0303 


.C27 


Gene No . 


Q 9 A "5 T 

o Z 4 o 1 




Strand 


+ 








o tar l. 


9 9 9 Q 




End 


3478 








Name 


uuyyuo^u uo ■ ujuj .lz / . 


.gs 


Method 


GENSCAN 








otart 


9 9 9 Q 




' End 


3478 








C T 


none 




Score 


.67 








Exons 


2229. .2444, 2515. .2640, 


3109. 


.3201, 3293.. 3374, 


3396. .3478 


oeq. IN O . 


"30070 

O .7 O / U 




Seq. ID 


OJ990820_ 


03. 


0303 


.C27 


Gene No . 


O H 




Strand 










o uart 


9 "3 £ £ 




End 


2628 








Name 


OJ990820 03.0303.C27.ol 


.np 


Method 


AAT/NAP 








Start 


2366 




End 


2628 








GI 


7340909 




Score 


165 








Exons 


2366. .2628 














GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


39870. 




Seq. ID 


OJ990820_ 


03. 


0303 


.C27 


Gene No. 


82433 




Strand 










Start 


4937 




End 


5200 








Name 


OJ990820 03.0303.C27.o3 


.gs 


Method 


GENSCAN 








Start 


4937 




End 


5200 








GI 


none 




Score 


.64 








Exons 


4937. .5200 














Seq. No. 


39871 




Seq. ID 


OJ990820_ 


03. 


0303 


.C29 


Gene No. 


82434 




Strand 


+ 








Start 


3721 




End 


4405 








Name 


OJ990820 03.0303.C29.ol 


.np 


Method 


AAT/NAP 








Start 


3721 




End 


4405 








GI 


7228450 




Score 


277 








Exons 


3721. .3932, 4066. .4206, 


4292. 


.4405 










GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


39871 




Seq. ID 


OJ990820_ 


03. 


0303 


.C29 


Gene No. 


82435 




Strand 


+ 








Start 


5095 




End 


7261 









39774 




Name 


OJ990820 03.0303.C29.o2.gs 


Method 


GENSCAN 




Start 


5095 


End 


7261 




bl 


none 


Score . 


. 92 




Exoris 


5095. .5215, 6068. .6156, 6543. .6653, 7073. .7261 




Seq. No. 


39871 


Seq. ID 


OJ990820_ 


_03.0303.C29 


Gene No. 


82436 


Strand 


+ 




Of >-4- 

otart 


10990 


End 


11724 




Name 


OJ990820 03.0303.C29.o3.gs 


Method 


GENSCAN 




Start 


10990 


End 


11724 




bl 


none 


Score 


.78 




Exons 


10990. .11014, 11615. .11724 








beq. jno . 


39871 


Seq. ID 


OJ990820_ 


ft "3 ft "3ft "3 rod 


Gene No. 


82437 


Strand 


+ 




Start 


12628 


End 


15495 




Name 


OJ990820 03.0303.C29.o4.gs 


Method 


GENSCAN 




btdit 


12628 


End 


15495 




r* t 
bl 


none 


Score 


.63 




Exons 


12628. .13407, 13568. .13887, 


13971. .14270, 14366. 


. i ^ o y4 , 




14 859. .15033, 15215. .154 95 








Seq. No. 


39871 


Seq. ID 


OJ990820_ 


_03.0303.C29 


Gene No. 


82438 


Strand 






pi.-, 

btart 


118 


End 


3859 




Name 


OJ990820 03.0303.C29.ol.gs 


Method 


GENSCAN 




Start 


118 


End 


3859 




bl 


none 


Score 


.77 




Exons 


118. .267, 3062. .3228, 3835. 


.3859 






Seq. No. 


39871 


Seq. ID 


OJ990820_ 


Uo . UJU J . cz y 


Gene No . 


82439 


Strand 






Of 3 yf 


15928 


End 


21972 




Name 


OJ990820 03.0303.C29.o2.np 


Method 


AAT/NAP 




otdlU ■ 


15928 


End 


21972 




bl 


5922631 


Score 


6423 




Exons 


15928. .18421, 19028 .. 19954 , 


20081. .20231, 20274. 


.20837, 




20883. .21086, 21345 .. 2158 9, 


21848. .21972 




GI Descrip. 


(AP000492) ESTs C26347 {C12145 ) , AU078074 (C1214 5 ) 


correspond to 




region of the predicted gene.; similar 


to prpol; 


Zea mays 




retrotransposon Cinful-1. (AF049110) [Oryza sativa] 




gil 60168 64 | db j | BAA85207.il 


(AP000570) 


ESTs 






C26347 (C12145) ,AU078074 (C12145) correspond to a 


region of the 




predicted gene.; Similar to prpol; Zea 


mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 






Seq. No. 


39871 


Seq. ID 


OJ990820_ 


03.0303.C29 , 


Gene No. 


82440 


Strand 






Of 3 y-f 


24313 


End 


26588 




Name 


OJ990820 03.0303.C29.ol3.tw 


Method 


TBLASTX: Wheat 


otart 


12748 


End 


13038 




GI 


none 


Score 


204 




Exons 


12748. .13038 








Seq. No. 


39871 


Seq. ID 


OJ990820_ 


03.0303.C29 


Gene No. 


82440 


Strand 






Start 


24313 


End 


26588 





39775 




Name 




. o5 . tw 


Method 


TBLASTX: Wheat 




oldiL 


1 CQH/l 

± 0 U f± 




End 


16512 




P T 


none 




Score 


82 




Exons 


1 ^Qfld 1 6S1 9 1 699H 


1 6^ c i7~ 
. IOjj / , 


16430. .16492 




Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


82440 




Strand 








9 A ?1 ^ 

£ 4 O 1 O 




End 


26588 




Name 




C 4- 

00 . tm 


Method 


TBLASTX: Maize 




Of -i vf 






End 


16188 




P T 


none 




Score 


105 




Hi aUI 1 o 


1 »J .7 4 O . • 1 Xj\J 4 4 , 1 O :? 4 4 • 


1 604 R 

1DU4 J; 


1604 8. .16188, 16055. .16144 




o e q . in o * 


J JO / 1 




Seq. ID 


OJ990820_03.0303 


P9 Q 


Gene No. 


82440 




Strand 






Start 


24313 




End 


26588 




Name 




o7 * tm 


Method 


TBLASTX: Maize 






16414 — 

X D 4 J. ft 




End 


26581 




P T 


none 




Score 


65 




Exons 


16414 T ^ cl S "7 961"3Q 
1 04 1 4 . . IDjj / / ^ 0 1 .3 :? . 


9 69 CM 


26280. .26357, 26372 26581, 






9 64 IP 9 6M ^ 










Seq. No. 


39871 




Seq. ID 


OJ9.90820_03.0303 


.C29 


Gene No. 


82440. 




Strand 












End 


26588 




Name 




O / . tw 


Method 


TBLASTX: Wheat 




otart 






End 


17010 






none 




Score 


56 




Exons 


1 669^ 1 6679 1 6697 


1 7 m n 

1 / U 1 U , 


16703. . 17005 




Seq. No. 


39871 




Seq. ID 


OJ990820J)3.0303 


.C29 


Gene No. 


82440 




Strand 








04-31 -3 




End 


26588 




Name 




ol . tm 


Method 


TBLASTX: Maize 




Q 4- -v v~+- 

OLait 


1 OOO / 




End 


17021 




P T 


none 




Score 


258 




Exons 


1 6 6^7 1 fi7f|4 1 6 6Q6 ■ 


1 7 ni q 
1 / u 1 y , 


16709. .16999, 16761.. 17021 




Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


82440 




Strand 






o Lai L 


94*^1 ^ 

Z. 4 O J. -J 




End 


26588 




Name 


UJy jUO^U Uj. UJUJ.LZy , 


/-si 1 -l-T.T 

Oil. iw 


Method 


TBLASTX: Wheat 




Cf 3 -r-t- 


■ 1 7 1 61 ~~ 
1/101 




End 


17460 




O 1 


none 




Score 


108 






17161 i74fin i7?nn 

1/lUl. • 1 fiDV; 1 f JUUi ■ 


1 / 4 j j 








Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


C29 


Gene' No . 


82440 




Strand 








9 4^1^ 

^4 Jl j 




End 


26588 




Name 


nTQQfiP9n n'k n^n^ P9Q 


oy . cw 


Method 


TBLASTX: Wheat 




Of nrt" 

o tar l 


1 / ^Dj 




End 


17855 




GI 


none 




Score 


83 




Exons 


17463. .17594, 17465. . 


17593, 


17624. .17854, 17649. .17855 




Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


C2 9 


Gene No . 


82440 




Strand 






Start 


24313 




End 


26588 





39776 



Name 



OJ990820 03.0303.C29.o3.tm 



Method 



TBLASTX: Maize 



Start 


1 TQCO 

1 too/. 




End 


18294 




bl 


none 




Score 


150 . 




Exons 


1 TOCO 1 ■*?■ Q "7 Q ' 1 TQTC 
l/OJ£. .I/O / O^ 1/O/D. 


1 q n i o 


18039. .18293, 18040. .18294 




Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No . 


O Z 4 4 U 




Strand 


- 




Start 






End 


26588 




Name 


riTOonoon no nono poo 

ujyyuozu uj.uouj.bzy 


. oo . tw 


Method 


TBLASTX: Wheat 




Start 


ionic 




End 


18440 




bl 


none 




Score 


249 




Exons 


1 QOI C 1 QOQC 1 onoi 

louiD. . lojyo, ±ouz±. 


i q ^ a n 
. 1 o 4 4 U 








Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


bene no . 


QO A A C\ 
O Z 4 4 U 




Strand 






otart 


Z 4 jl o 




End 


26588 




Name 


ujyyuozu uo.uouj.bzy 


. oz . t s 


Method 


TBLASTX: Soybean 




otart 


± o UZ ± 




End 


18362 




bl 


none 




Score 


56 




Exons 


± o UZ ± . . lo juZ, 1 o UZZ . 


1 Q1 cc 
. 1 0 1 DO , 


18048. .18329, 18202. .18 345 




Seq. No. 


39871 




Seq. ID 


OJ990820 03.0303 


.C29 


Gene No. 


Q 9 A A n 
oZ 4 4 U 




Strand 


- 




Start 


Z4 ol J 




End 


26588 




Name 


ujyyuozu iM.ujuo.bzy 


oZ . tm . 


Method 


TBLASTX: Maize 




Start 


1 o c o c 
lo dZd 




End 


18881 




bl 


none 




Score 


Iff 




Exons 


lo dZd . . lo oo 1 , loojb. 


"1 O O A n 

lo o4 U 








Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


Q 9 A a n 
o Z 4 4 U 




Strand 






Start 


Z4 olo 




End 


26588 




Name 


ujyyuozu uo.uouo.bzy 


OO . tW 


Method 


TBLASTX: Wheat 




o tart 


1 Q C C C 




End 


19011 






none 




Score 


266 




Exons 


Iojjj . . 1 y U 1U , lb jjD. 


1 QA1 1 








Seq. No. 


39871 




Seq. ID 


OJ990820JD3.0303 


,C29 


Gene No. 


82440 




Strand 






ot art 


9 A 9 1 9 
Z 4 Jl J 




End 


26588 




Name 


ATQQfiQon no nono poq 
ujyyuozu uo.uju^.bzy 


Oo . tw 


Method 


TBLASTX: Wheat 




ot ar t 


i y zo x 




- End 


19688 




bi 


none 




Score 


68 




Exons 


1 Q9 9 1 1 QOCA 1 Q9 9 9 

l yzoi . . x y oou , xyzjj. 


1 y 4 DJ; 


19290. . 194 


57, 19378. .19467, 
















Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


bene no . 


Q O A A n 

0 Z 4 4 U 




Strand 






btart 


9/1919 
Z 4 J 




End 


26588 




Name 


Atfionoon no nono o n 

ojyyuozu Uo.ujuo.czy, 


olO . tw 


Method 


TBLASTX: Wheat 




Start 


20268 




End 


20670 




GI 


none 




Score 


66 




Exons 


20268. .20669, 20566.. 


20670 








Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


82440 




Strand 






Start 


24313 




End 


26588 





39777 





Name 


OJ990R20 03 0303 c?q 


o 3 np 


Method 


AAT/NAP 






O Lai L 


9 4 ?1 ^ _ 
1 J X J 




End 


26588 






\J X 


944 *^9n 




Score 


3192 






P YAfl Q 
IjAUI I O 


94 31 3 96588 














(0855971 ool vDrotei n 


[ Or y za 


australiensis] 








39871 




Seq. ID 


OJ990820_03.0303 


. C2 9 




Gene No.- 


82440 




Strand 








Start 


24313 




End 


26588 






Name 


OJ990820 03 0303 C29 


o2 . tw 


Method 


TBLASTX: Wheat 






U Ldl L 


24352 ~~ 




End 


24839 






ox 


none 




Score 


136 






F von q 


243S2 24537 24353 


24544 , 


24540. .24839, 24543 24 833, 








94550 24834 












Seq. No. 


39871 




Seq. ID 


0.7990890 o^ 0303 


.C29 




Gene No. 


82440 




J Li ul IKJL 








Start 


24313 




End 


26588 






IMC11UC . 


OJ990820 03 0303 C29 


o5 . tm 


Method 


TBLASTX: Maize 






u Lai u 


24370 ~~ 




End 


24935 






vJ X 


none 




Score 


203 








24370 24543 24594 


24 935 










Seq. No. 


39871 * 




■ Seq. ID 


OJ990820J33.0303 


.C29 




Gene No. 


82440 




Strand 






if] 


o i_ a x u 


94 31 3 

£. *i *J> X »J 




End 


26588 






Name 






Method 


TBLASTX: Soybean 




rLJ 


q+- o >--(- 


9458ft ~ 




End 


24941 




f i 


(IT 
\J X 






Score 


67 








94588 94Q41 94640 


9474 7 








i y 




^QR7 1 




Seq. ID 


OJ990820_03.0303 


r 9 q 

■ >w z. z? 




Gene No. 


82440 




Strand 








Start 


24313 




End 


26588 




[3 


Name 


OJ990820 03 0303 C29 

\J\J Z/ Zr \J \J £*\J \J * U Ju J . ^i, J ■ 


o 1 . t w 


Method 


TBLASTX: Wheat 




j 


Cfarf 
JLai L 


24912 _ 




End 


25713 




?<= 


O X 


none 




Score 


,352 






F, v nn ^ 


24912 25376 24913 


25368 


25352. .25702, 25359 .. 25712, 








25366 25713 












Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 




Gene No. 


82440 




Strand 








Start 


24313 




End 


26588 






Name 


OJ990870 03 0303 P79 


o4 i~m 


Method 


TBLASTX: Maize 






Start 


25275 ~~ 




End 


25707 






GI 


none 




Score 


145 






T* 1 von q 

DAUllO 


95975 95688 95^49 


9 57D7 










Qprr NFo 

tj C . LN \J . 


39871 




Seq. ID 


OJ990820_03.0303 


. C2 9 




Gene No. 


82440 




Strand 








Start 


24313 




End 


26588 






Name 


OJ990820 03.0303.C29. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


25393 




End 


25841 






GI 


5509260 




Score 


47 






Exons 


25393. .25446, 25401.. 


25841, 


25471. .25551, 25585.. 25788 






GI Descrip. 













39778 




Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


82440 




Strand 






Jldi L 


24313 




End 


26588 




Mamo 


OJ990820" 03 0303 C29. 


ol . tc 


Method 


TBLASTX: Cress 




OUdi L 


25488 _ 




End 


25752 . 




PT 






Score 


95 




V von c; 


25488 25751, 25576.. 


25752 








Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


82440 




Strand 






O Lai L 


24313 




End 


26588 






OJ990820 03 0303 C29. 


ol2 . tw 


Method 


TBLASTX: Wheat 




O L a. j- C 


25716 ~ 




End 


25907 






none 




Score 


122 






25716. .25898, 25716. . 


25907 










39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


82440 




Strand 






Start 


24313 




End 


26588 




In dlllC. 


OJ990820 03. 0303. C2 9. 


o4 . t s 


Method 


TBLASTX: Soybean 




OLdi L 


26160 — 




End 


26542 






none 




Score 


41 




17* v /™\ e 


261 60 26294 26280 


26360 


26296. .26361, 26372 26542, 






26400 26540 










Seq. No. 


39871 




Seq. ID 


OJ990820_03.0303 


.C29 


Gene No. 


82440 




Strand 








1 j ± j 




End 


26588 




NT a m o 
IN dillc 


OiT990820 03 0303 C29 


o4 . tw 


Method 


TBLASTX: Wheat 




OLaiL 






End 


26588 




PT 






Score 


134 






26166 26366. 26176 


26367, 


26366. .26578, 26367.. 26588 




O C >^ » LNU • 


39872 




Seq. ID 


OJ990820_03.0303 


.C30 


Gene No. 


82441 




Strand 






Start 


1 




End 


1266 




Name 


OJ990820 03 0303 C30 


ol . np 


• Method 


AAT/NAP 




Cf a rr 






End 


1266 




CT 

\J -L 


2443320 




Score 


1515 ■ 






1 . .1266 












(D85597) oolvorotein 


[Oryza 


australiensis] 




Seq. No. 


39872 




Seq. ID 


OJ990820_03.0303 


.C30 


Gene No. 


82441 




Strand 








1 




End 


1266 




LNOlLlt: 


OJ990820 03 0303 C30 


ol . tw 


Method 


TBLASTX: Wheat 




JLOI L. 


8 — 




End 


406 






none 




Score 


132 




pvnn Q 


8 277 14 313, 15 


314, 310. .405, 311. .406 




Seq. No. 


39872 




Seq. ID 


OJ990820_03.0303 


.C30 


Gene No. 


82441 




Strand 






Start 


1 




End 


1266 




Name 


OJ990820 03.0303.C30. 


ol . gs 


Method 


GENSCAN . 




Start 


233 




End 


1263 




GI 


none 




Score 


.54 




Exons 


233. .312, 408. .1263 











39779 



Seq. No. 


39872 


Seq. ID 


OJ990820 


_03.0303 


.C30 


bene no . 


ft 9 A A 1 
O Z ft ** X 


O Li dl i\X 








btart 


1 


HjI I CI 


1266 






Name 


n7QQnft9n n^n^ p^n r^9 rw 


Mot' Vl r\r\ 




nllCQ C 




ocart 


-799 
/ z z 


Hil 1CI 


1068 






b X 




Score 


62 






Exons 


799 Q^4 794 1 flfift 










Seq. No. 


'39873 


Seq. ID 


OJ990820 


_03.0303 


.C31 


bene no . 


ft 9 A 4 9 
0 Z *1 ft Z 


OCX diici 










9 Q 


r nr t 


4288 

*4 O O 






Name 


nTQQHft9n 0^ n^(1^ P^l n9 rrc- 


Mo +■ h c\c\ 

L1G CJ.1CCI 








bear c 


-5 O Z _7 


FnH 

Ej I ICt 


4288 

1 o o 






P T 


none 




• *j & 






Exons 


•iooq ^044 49(11 49ftft 










Seq. No. 


39874 


Seq. ID 


OJ990820 


_03.0303 


.C32 


bene lno . 


ft 9 A 4 1 

O Z 4 *i J 


rand 


+ 






otart 


1 Q7 


HjI Id 


661 

UU J. 






Name 


nTQQnft9D n^n^ p^9 oi rr<? 


Mot" h r~iH 

L'JC CI 1CCI 








ctart 


1 Q7 _ 


iLtl 1CI 


661 

d U ,L 






P T 
bl 


none 


Score 


69 






HjXons 


1Q7 ^Ift 4ft7 fifil 










oeq . JNO . 


39874 


Seq. ID 


O.TQQOft 9 0 

UU Z? .? \J O \J 


_03.0303 


.C32 


Gene No. 


82444 


Strand 


+ 






Start 


1099 


End 


1482 






Name 


OJ990820 03.0303.C32.o2.gp 


Method 


&zit /pap 

nni / bM.IT 






Of vf 

bcarc 


1099 


End 


1 4P9 

X *i O Z 






T 

bl 


uC-osflcyp033a04bl 


Score 


6R7 






Exons 


1099. .1482 










GI Descrip. 


' 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


«J .7 vl y z a. 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


39874 


Seq. ID 


OJ990820 


_03.0303 


.C32 


Gene No. 


82445 


Strand 








Otdi C 


1 


End 


6146 






Name 


OJ990820 03.0303.C32.ol.np 


Method 


AAT/NAP 






Of 4- 

o car c 


1 


End 


6146 






P T 
bl 


5852180 


Score 


468 






Exons 


1..172, 224. .340, 1332. .1389, 


1619. .1676, 6063. 


. 6146 




bx uescrip . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


39875 


Seq. ID 


OJ990820 


_03.0303 


.C33 


bene wo . 


82446 


Strand 


+ 






o tar c 


46 


End 


216 






Name 


OJ990820 03.0303.C33.ol.gs 


Method 


GENSCAN 






o car c 


46 


End 


216 






P T 
bl 


none 


Score 


.48 






Exons 


46. .216 










Seq. No. 


39876 


Seq. ID 


OJ000129 


_33.0403 


.C2 


Gene No. 


82447 


Strand 


+ 






Start 


1 


End 


1449 






Name 


OJ000129 33.0403.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1357 







39780 



# 



GI 

Exons 

GI Descrip. 



130582 Score 31 

1. .19,, 1223. .1357 

RETRO VI RUS - RELATE D POL POLY PROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 



39876 
82447 
1 

OJ000129_33. 0403.C2.ol.gs 
223 
none 

223. .287, 578. .669, 1223. .1449 



Seq. ID OJ000129_33.0403.C2 

Strand + 

End • 1449 

Method GENSCAN 

End 1449 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39876 Seq. ID OJ000129_33 . 04 03 . C2 

82448 Strand 

1 End 3707 

OJ000129_33 . 04 03 . C2 . o2 . np Method AAT/NAP 

1 End 3707 

7106512 Score 80 

1..26, 3526. .3574, 3647. .3707 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

39877 Seq. ID OJ000129_33 . 0403 . C3 

82449 Strand 

1 End 636 

OJ000129_33. 0403.C3.ol .np Method AAT/NAP 

1 End 636 

2498930 Score 706 

1..408, 576. .636 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS TRULAT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 39878 Seq. ID 

Gene No. 82450 Strand 

Start 326 End 

Name OJ00012 9_33 . 04 03 . C5 . ol . tm Method 

Start 323 End 

GI none Score 

Exons 323.. 502, 324.. 503 



OJ000129_33.0403.C5 
+ 

818 

TBLASTX: Maize 

503 

280 



Seq. No. 39878 Seq. ID 

Gene No. 82450 Strand 

Start 326 End 

Name OJ000129__33 . 04 03 . C5 . ol . ts Method . 

Start 323 End 

GI none Score 

Exons 323.. 502, 324.. 503 



OJ000129_33.0403.C5 
+ 

818 

TBLASTX: Soybean 
503 - . 

263 



Seq. No. 39878 Seq. ID 

Gene No. 82450 Strand 

Start 326 * End 

Name OJ000129_33 . 0403 . C5 . ol . gp Method 

Start 326 End 

GI 17442 1.R1084 Score 



OJ000129_33.0403.C5 
+ 

818 

AAT/GAP 

818 

321 



39781 



# • 

Exons 326.. 510, 792.. 818 

GI Descrip. ' 118304 /sp I P19572 | DCDA_PSEAE 6.0e-69 DIAMINOPIMELATE 

DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77 626_pir A31133 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 
aeruginosa 1 



Seq. No. 


39878 Seq. ID 


.OJ000129_33.0403.C5 


Gene No. 


82450 Strand 


+ 


Start 


326 End 


818 


Name 


OJ000129 33.0403.C5.ol.np Method 


AAT/NAP 


Start 


326 End 


818 


GI 


7428336 Score 


59 


Exons 


326. .506, 788. .818 




GI Descrip. 


diaminopimelate decarboxylase (EC 4.1. 


1.20) - Archaeoglobus 




fulgidus gi|2649806|gb|AAB90438.1| (AE001049) diaminopimelate 




decarboxylase (lysA) [Archaeoglobus fulgidus] 


Seq. No. 


39878 Seq. ID 


OJ000129_33.0403.C5 


Gene No. 


82450 Strand 


+ 


Start 


326 End 


818 


Name 


OJ000129 33.0403.C5.ol.gs Method 


GENSCAN 


Start 


326 End 


500 


GI 


none Score 


.81 


Exons 


326. .500 




Seq. No. 


39879 Seq. ID 


OJ000129_33.0403.C6 


Gene No. 


82451 Strand 


+ 


Start 


3395 End 


5061 


Name 


OJ000129 33.0403.C6.o2.np Method 


AAT/NAP 


Start 


3395 End 


5061 


GI 


6907087 Score 


734 


Exons 


3395. .4408, 4960. .5061 




GI Descrip. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 




region of the predicted gene.; hypothetical protein [Oryza 




sativa] 




Seq. No. 


39879 Seq. ID 


OJ000129_33.0403.C6 


Gene No . ' 


82452 Strand 


+ 


Start 


5528 End 


5909 


Name 


OJ000129 33.0403.C6.ol.gp Method 


AAT/GAP 


Start 


5528 End 


5909 


GI 


uC-osflcyp033a04bl Score 


667 


Exons 


5528. .5909 




GI Descrip. 


' 601684 5/dbj I AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


39879- Seq. ID 


OJ000129_33.0403.C6 


Gene No. 


82453 - Strand 


+ 


Start 


7190 End 


12638 


Name 


OJ000129 33.0403.C6.o4 . np Method 


AAT/NAP 


Start 


7190 End 


11102 


GI - 


6983860 Score 


616 


Exons 


7190. .7968, 8167. .8402, 11062. .11102 




GI Descrip. 


(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 




(AF061282) [Oryza sativa] 




Seq. No. 


39879 Seq. ID 


OJ000129_33.0403.C6 



39782 



Gene No. 82453 Strand + 

Start 7190 . End 12638 

Name OJ000129_33 . 0403 . C6 . o5 . np Method AAT/NAP ■ 

Start 8347 End 12638 

GI 130582 Score 51 

Exons 8347.. 8402, 12601.. 12638 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 39879 Seq. ID 

Gene No. 82454 Strand 

Start 2437 End 7405 

Name OJ000129_33 . 0403 . C6 . ol . np Method AAT/NAP 

Start 2437 End 6249 

GI 6630685 Score 850 

Exons 2437.. 3071, 6203.. 6249 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



OJ000129 33. 0403. C6 



(AF105716) 



Seq. No. 39879 Seq. ID 

Gene No. 82454 Strand 

Start 2437 End 

Name OJ000129_33 . 0403 . C6 . o3 . np Method 

Start' 5457 End 

GI 4680186 Score 

Exons 5457.. 5661, 7383.. 7405 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ000129_33.0403.C6 

7405 
AAT/NAP 
7405 
243 



Seq. No. 39879 Seq. ID OJ000129_33 . 0403 . C6 

Gene No. 82455 Strand 

Start 10566 End 10830 

Name OJ000129_33 . 0403 . C6 . o3 . gp Method AAT/GAP 

Start 10566 End 10830 

GI 61605_3.R1084 Score 376 

Exons ■ 10566. . 10830 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 39879 

Gene No. 82456 

Start 11192 

Name OJ000129_33 . 04 03 . C6 . ol . 

Start 2428 

GI none 

Exons 2428.. 2550, 2429.-2545, 
2578. .2934, 2654. .2953, 

Seq. No. 39879 

Gene No. 82456 

Start 11192 

Name OJ00012 9_33 . 04 03 . C6 . ol . 

Start 2577 

GI none 

Exons 2577.. 2684, 2706.. 2939, 



Seq. ID OJ000129_33.0403.C6 
Strand 

End 14704 
tm Method TBLASTX : Maize 

End 3056 

Score 59 
2434. .2547, 2556. .2939, 2559. .2744, 
2829. .3056, 2948.. 3055 

Seq. ID OJ000129_33.0403.C6 
Strand 

End 14704 

ts Method TBLASTX : Soybean 

End 3055 

Score 71 
2710. .2883, 2948. .3055 



39783 



Seq. No. 


39879 




Seq. ID 


OJ000129_33. 0403. C6 


Gene No. 


82456 




Strand 










Haiti 


1 4704 


Name 


o.toooi ?q ^ 040^ rfi oi t-w 




Mo "H 

L v lt2 L11UU 


1 o LnJ 1 A . Wile d L 


C4-3 v-t- 


7-300 ~ 

/ JO 0 






7 7 4 7 




none 




Score 


Z JO 


Exons 


7^P,R 7747 7^Q0 774*3 








Seq. No. 


39879 




Seq. ID 


OJ000129_33.0403.C6 


Gene No. 


82456 




Strand 




Of- v-t- 
O Lai L. 


1 1 1 




FnH 


1 4 704 


Name 


o.toooi?q ^ 040^ rfi -i-m 

uU wUUXt J JJ.UtUJ.LO.L/^. L.IU 




nc l nuu 






7 ~~ 




FnH 


7 Q97 




none 




OLUIC 


91 4 




769P. 7Q97 7649 77^1 








oeq . ino . 


39879 




Seq. ID 


OJ000129_33.0403.C6 


bene ino . 


82456 




Strand 




OLdLL 


11192 




End 


14704 


Name 


OJ000129 33.0403.C6.o6.np 




Method 


AAT/NAP 


Start 


11192 




End 


14704 


GI 


6063554 




Score 


510 


Exons 


11192. .11366, 11999. .12026, 12350 12572 , 12690 .. 12968 , 




14625.. 14704 








iai uescrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of 


the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Cart X"I /~. 

oeq . no . 


39879 




Seq. ID 


OJ000129_33.0403.C6 




82456 




Strand 




Start 


11192 




End 


14704 


Name 


OJ000129 33.0403.C6.o4.gp 




Method 


AAT/GAP 


C -I- r f- 


11352 




End 


11780 


KJ ± 


2428185 




Score 


648 




11352. .11780 








T govt r~\ 
oJ. L/troOlVXp. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic' DNA, 


chromosome 4, 


BAC clone:tl7804 


OC4. INO. 


39879 




Seq. ID 


OJ000129_33.0403'.C6 




82456 




Strand 




Start 


11192 




End 


14704 


Name 


OJ000129 33.0403.C6.o5.gp 




Method 


AAT/GAP 


O tal U 


11796 




End 


12532 




101153 1.R1084 




Score 


694 


T7 1 v /~\ 0 


11796. .12026, 12350. .12532 








, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 




indica (GLA4) genomic DNA, 


chromosome 4, 


BAC clone: tl7804 ? 


Can Kl/-i 


39880 




Seq. ID 


OJ000129_3'3.0403.C7 


Gene No. 


82457 




Strand 


+ 


Start 


3410 




End 


4505 


Name 


OJ000129 33.0403.C7.o3.np 




Method 


AAT/NAP 


oian 


3410 




End 


4505 


GI 


4680186 




Score 


381 


Exons 


3410. .3465, 4305. .4505 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. 


indica] 




39784 








Seq. No. 


39880 




Seq. ID 


OJ000129_33.0403. 


C7 


Gene No. 


82458 




Strand 








47 6 

4 / O 




End 


5179 




Name 


HTfinni 9Q fl4n^ P7 n4 

\JUUVJU1Z_7 JJ . J . ^ / • U4 


• L.11L 




TRT.A9TX • Mai ze 

L DUliiJ J. l\ . L J CI JL C 




Of -3 >-f- 

b tar t 


4 7 4 _ 
4/4 




End 


736 




p t 


none 




Score 


239 




Exons 


474 716 476 736 










Seq. No. 


39880 




Seq. ID 


OJ000129_33.0403. 


C7 


Gene No. 


82458 




Strand 








4 7 6 




End 


5179 




Name 




. ts 




TBLASTX * Sovbean 




otdil 


4 7 4 

4/4 




End 


752 




P T 


none 




Cporp 

O \^,\J X c 


101 




Exons 


474 7 476 7^Q 

4/4.. / J f 4 / O • • 1 ~jZf 










Con M 

beq . ino . 








OJ000129 33 0403. 


C7 


O " 1 1 " IN U • 


82458 




Strand 






Start 


476 




End 


5179 




Name 


OJ000129 33.0403.C7.ol 


.np 


Method 


AAT/NAP 






4 7 6 

4 / O 




End 


2714 




P T 


DDjUDO J 




Score 


2563 




U 1 T"\ 


476 1 Rft^ 170? 9714 

4 / O • . 1 JO J/ 1 / UJ) • £ / X 4 










GI Descrip . 


jOj j o lull la 1 u vJ 


copia 


-type pol polyprotein. (AF105716) 




f Pt t~ W7 a caf i its 1 
[Uiy t.a oati vaj 










beq. no. 


39880 




beq. ID 


UJUUUlzy oj.U41Uo. 


en 


Gene No. 


82458 




Strand 






Start 


476 




End 


5179 




Name 


OJ000129 33.0403.C7.ol 


.gs 


Method 


GEN SCAN 




btalL 


527 




End 


4260 




PT 


none 




Score 


.42 




HjXOuS 


527.-749, 918. .1076, 1197.. 


1421, 1600. 


.1710, 1849. .2786, 






3150. .3301, 4185. .4260 










Seq. No. 


39880 




Seq. ID 


OJ000129__33.0403. 


C7 


Gene No. 


82458 




Strand 






Cf a r f 


476 




End 


5179 




Name 


OJ000129 33.0403.C7.o2 


. tm 


Method 


TBLASTX: Maize 




OLait 


758 




End 


1225 






none 




Score 


410 




Exons 


758. .1225, 759. .1220, 


760. . 


1221 






oeq. ln o . 


39880 




Seq. ID 


OJ000129_33.0403. 


C7 




82458 




Strand 






Start 


476 




End 


5179 




Name 


OJ000129 33.0403.C7.ol 


. ts 


Method 


TBLASTX: Soybean 




Cf a r-+- 


' 887 




End 


1493 




p t 


5509260 




Score 


90 




TP \r y-y Y~\ C 

Lxons 


887. .1267, 893. .1117, 


978. . 


1268, 1232. 


.1492, 1274. .1492, 






1443. .1493 










GI Descrip. 












Seq. No. 


39880 




Seq. ID 


OJ000129_33.0403. 


C7 


Gene No. 


82458 




Strand 






Start 


476 




End 


5179 




Name 


OJ000129 33.0403.C7.ol 


.tw 


Method 


TBLASTX: Wheat 





39785 



Start 
GI 

Exons 



899 End 1351 

none Score 172 

8 99. .1243, 913. .1248, 978. .1244, 124 4. .127 6,' 1277. .1351 



Seq. No. 39880 

Gene No. 82458 

Start 476 

Name OJ000129_33 . 0403 . C7 . ol . tc 

Start 1004 

GI none 

Exons 1004.. 1285, 1023.. 1205 



Seq. ID OJ000129_33.0403.C7 
Strand 

End- 5179 

Method TBLASTX : Cress 

End 1285 

Score 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39880 ■ 

82458 

476 

OJ000129_33.0403.C7 ,o3. tm 

1226 

none 



Seq. ID OJ000129_33.0403.C7 
Strand 

End 5179 

Method TBLASTX :Maize 

End 1531 

Score 254 



1226. .1531, 1227. .1517, 1229. .1519 



Seq. No. 39880 

Gene No. 82458 

Start 476 

Name OJ000129_33 . 0403 . C7 . ol . tm 

Start 1815 

GI none 
Exons 



Seq. ID OJ000129_33.0403.C7 
Strand 

5179 

TBLASTX: Maize 
2509 
330 



End 

Method 
End 
Score 

1815. .2435, 1820. .2356, 1854. .2435, 1858. .2436, 2434. .2508, 
2436.. 2507, 2441.. 2509 



Seq. No. 39880 

Gene No. 82458 

Start 476 

Name OJ000129_33 . 04 03 . C7 . o3 . tw 

Start 1854 

GI none 

Exons 1854.. 1994, 1854.. 1970, 1858, 

Seq. No. 39880 

Gene No. 82458 

Start 476 

Name OJ000129_33 . 04 03 . C7 . o2 . ts 

Start 1866 

GI none 

Exons 1866.. 1967, 2016.. 2327, 2122.. 2307 



Seq. ID OJ000129_33.0403.C7 
Strand 

End 5179 

Method TBLASTX : Wheat 

End 2084 

Score 80 
.2007, 2013.. 2084 

Seq. ID OJ000129_33.0403.C7 
Strand 

End 5179 

Method TBLASTX : Soybean 

End 2327 

Score 65 



Seq. No. 39880 

Gene No. 82458 
Start . 476 

Name . OJ000129_33 . 0403 . C7 . o2 . tw 

Start 2172 

GI none 
Exons 



Seq. ID OJ000129_33.0403.C7 
Strand 

End 5179 

Method TBLASTX : Wheat 

End 2630 

Score 113 



2172. .2456, 2173. .2460, 2458. .2484, 2460. .2483, 2496. .2630, 
2515.. 2622 



Seq. No. 
Gene No. 
Start 



39880 
82458 
476 



Seq. ID OJ000129_33.0403.C7 
Strand 

End 5179 



39786 




Name 


OJ000129 33 . 0403 . C7 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


2622 




End 


2891 


GI 


none 




Score 


76 


Exons 


2622..2822, 2643. .2828, 


2707 


..2832, 2707. .2838, 2824. .2886, 




2838. .2891, 2838.-2888 








Seq. No. 


"3 f\ o o o 

39880 




Seq. ID 


ojuuuizy j j . U4 u j . c / 


Gene No. 


82458 




Strand 




Start 


476 




End 


oi / y 


Name 


OJ00012 9_33 . 04 03 . C7 . o2 . 


np 


Method 


AAT/NAP 


Start 


2802 






d i / y 


GI 


A At S* ~\ f\ 1 

4416301 




Score 


88 


Exons 


2802. .2967, 5106. .5179 








GI Descrip. 


(AF105716) gag protein 


[Zea 


mays] 




Seq. No. 


i n n n r\ 

39880 




Seq. ID 


OJUUUl^y Jo.U4Uo.C/ 


Gene No. 






Strand 




Start 


476 




End 


51/9 


Name 


OJ000129 33.0403.C7.ol. 


gp 


Method 


AAT / GAP 


Start 


4057 




End 


4 438 


GI 


uC-osflcyp033a04bl 




Score 


663 


Exons 


4057. .4438 








GI Descrip. 


1 601684 5/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 




. DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


39881 




Seq. ID 


OJ000129 33. 0403. C8 


Gene No. 


82459 




Strand 


+ 


Start 


4 51.5 




End 


64 63 


Name 


OJ000129 33.0403.C8.o2. 


np 


Method 


AAT/NAP 


Start 


4515 • 




End 


64 63 


GI 


4680186 




Score 


208 


Exons 


4515. .4550, 6262. . 6463 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


39881 




Seq. ID 


OJ000129_33.0403.C8 


Gene No. 


82460 




Strand 


+ 


Start 


8673 




End 


10154 


Name 


' OJ000129 33.0403.C8.o4. 


gs 


Method 


GENSCAN 


Start 


8673 




End 


10154 


GI 


none 




Score 


.66 


Exons 


8673. .8681, 9184. .9478, 


9581 


..10012, 10069. .10154 


Seq. No. 


39881 




Seq. ID 


OJ000129_33.0403.C8 


Gene No. - 


82461 




Strand 




Start 


261 




End 


2096 


Name 


OJ000129 33.0403.C8.ol. 


gs 


Method 


GENSCAN 


Start 


261 


End 


2096 


GI 


none 




Score 


.99 


Exons 


261. .2096 








Seq. No. 


39881 




Seq. ID 


OJ000129_33.0403.C8 


Gene No. 


82461 




Strand 




Start 


261 




End 


2096 


Name 


OJ000129 33.0403.C8.ol. 


np 


Method 


AAT/NAP 


Start 


294 




End 


2003 


GI 


7489737 




Score 


596 



Exons 294.. 421, 497.. 986, 1050.. 2003 

39787 



GI Descrip. gag protein homolog - maize retrotransposon Opie-2 

gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



Seq. No. 39881 Seq. ID 

Gene No. 82462 Strand 

Start 3701 End 

Name OJ000129_33 . 0403 . C8 . o2 . gs Method 

Start 3701 End 

GI none Score 

Exons 3701.. 4744 



OJ000129_33.0403.C8 

4744 
GENSCAN 
4744 
.66 



Seq. No. 


o y O O 1 


Qorr T H 




Gene No. 


QOyl /TO 
OZ 4 DO 


C +- ranH 

ot l aiiu. 




Start 


DO i y 




j. \j \j / *j 


Name 


UJUuui^y J j ■ UtU j .v— o . ox * liu 


i v ie L.Z10C1 


1 Dlinu i /\ . i id J- c 


Start 


IDO 0 




i 7Q0 




none 


Score 


72 




1386.. 1790, 1399.. 1689, 1527. 


.1751 




Seq. No. 


39881 


Seq. ID 


OJ000129_33.0403.C8 


Gene No . 


82463 


Strand 




Start 


5519 


End 


10075 


Name 


OJ000129 33.0403.C8.o3.gs 


Method 


GENSCAN 


Start 


•5519 


End 


8119 


bX 


none 


Score 


.42 


Exons 


5519. .5585, 6345. .6451, 7421. 


.8119 




Seq. No. 


39881 


Seq. ID 


OJ000129_33.0403.C8 


Gene No . 


82463 


Strand 




Start 


5519 


End 


10075 


Name 


OJ000129 33.0403.C8.o3.np 


Method 


AAT/NAP 


b tart 


6858 


End 


10075 


C T 

bX 


6907087 


Score 


523 


Exons 


6858.. 6959, 7499.. 8110, 10036 


. . 10075 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


39882 


Seq. ID 


OJ000129_33.0403.C9 


Gene No. 


82464 


Strand 




Start 


432 


End 


' 480 


Name 


OJ000129 33.0403.C9.ol.gs 


Method 


GENSCAN 


Start 


432 


End 


480 


GI 


none 


Score 


.41 


Exons 


432. .480 






Seq. No. 


39883 


Seq. ID 


OJ000129_33. 0403. C10 


Gene No. 


82465 


Strand 


+ 


Start 


310 


End 


1392 


Name 


OJ000129 33.0403.C10.ol.gs 


Method 


GENSCAN 


Start 


310 


End 


1392 


GI 


none 


Score 


.6 


Exons 


310. .386, 1293. .1392 






Seq. No. 


39883 


Seq. ID 


OJ000129_33. 0403. C10 


Gene No. 


82466 


Strand 





39788 




Start 18658 End 22205 

Name OJ000129_33 . 0403 . CIO . ol . gp Method AAT/GAP 

Start 18588 End 19072 

GI uC-osflcyp032ellbl Score 954 

Exons 18588.. 19072 



GI Descrip. ' 5852170/emb | AL1172 65 . 1 | OST17804 1.0e-50 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. . 39883 

Gene No. 82466 

Start 18658 

Name OJ000129_33 . 04 03 . C10 . o3 . np 

Start 18652 

GI 7485887 

Exons 18652. .19301, 19353 .. 194 69, 

GI Descrip. hypothetical protein F20M13 



Seq. ID OJ000129_33. 0403. C10 
Strand + 
End 22205 
Method AAT/NAP 
End 19891 
Score 380 
19608. .19891 

,270 - Arabidopsis thaliana 



gi I 4467158 | embl CAB37527.il (AL035540) putative protein 
[Arabidopsis thaliana] gi | 7270854 | emb ! CAB80535 . 1 | (AL161593) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


39883 




Seq. ID 


OJ000129 


_33 


0403. C10 


Gene No. 


82466 




Strand 


+ 






Start 


18658 




End 


22205 






Name 


OJ000129 33. 0403. C10. o4 


gs 


Method 


GENSCAN 






Start 


18658 . 




End 


19983 






GI 


none 




Score 


.82 






Exons 


18658.. 19983 












Seq. No. 


39883 




Seq. ID 


OJ000129 


_33 


0403. C10 


Gene No. 


82466 




Strand 


+ 






Start 


18658 




End 


22205 






Name 


OJ000129 33. 0403. C10. o2 


gp 


Method 


AAT/GAP 






Start 


19812 




End 


22205 






GI 


uC-osflcyp032e05al 




Score 


954 






Exons 


19812. .19970, 21878.. 22205 










GI Descrip. 


, 4 521193/dbj IAB0134 50.1 


AB013450 3.0e- 


40 Oryza 


sativa DNA, 




similar sequence to Pib 


gene 1 










Seq. No. 


39883 




Seq. ID 


OJ000129 


_33 


0403. C10 


Gene No. 


82467 




Strand 








Start 


1022 




End 


3294 






Name 


OJ000129 33. 0403. C10. ol 


.np 


Method 


AAT/NAP 






Start 


1022 




End 


3294 






GI 


862343 




Score 


142 






Exons 


1022. .1099, 3118. .3294 













GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 |prf M2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 39883 Seq. ID 

Gene No. 82468 Strand 

Start 3443 End 

Name OJ000129_33 . 0403 . C10 . o2 . gs Method 

Start 3443 End 

GI * none Score 
Exons 



OJ000129_33. 0403. C10 

8788 
GENSCAN 
8788 
.55 



3443. .3616, 3702. .3800, 4197. .4400, 4497. .4731, 4972. .5182, 



39789 



6044. .6125, 6387. .6497, 6599.-6769, 6806. .7321, 7514. .7838, 
7854. .8788 



Seq. No. 39883 
Gene No. 824 69 

Start 10037 

Name OJ000129_33 . 0403 . CIO . o3 . gs 

Start 10037 
GI none 
Exons 10037. 

11873. 

14559. 



,10226, 10445. 
,12037, 12358. 
, 14778 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000129_33. 0403. C10 

14778 
GENSCAN 
14778 
. 67 



10544, 10738. .10867, 11503 .. 11724 , 
12759, 12862. .13830, 13966 .. 14477, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39883 Seq. ID 

82469 Strand 

10037 End 

OJ000129_33 . 04 03 .C10 . o2 . np Method 

11473 End 

4680203 Score 



OJ000129_33. 0403. C10 

14778 
AAT/NAP 
14778 
3040 



114 73. . 124 44, 12721. .12951, 13105. .14778 
(AF114171) TNP2-like protein [Sorghum bicolor] 



39883 
82470 
20860 

OJ000129_33. 0403. C10. oS.tw 

7742 

none 



Seq. ID OJ000129_33. 0403. C10 
Strand 
End 

Method 
End 
Score 



33025 

TBLASTX: Wheat 

8081 

82 



7742. .7774, 7778. .7918, 7779. .7859, 7913. .8080, 7932. .8081 



Seq. No. 39883 
Gene No. 82470 
Start 20860 

Name OJ000129_33 . 04 03 . C10 . ol . tw 

Start 11533 
GI none 
Exons 11533. . 11643, 

11651. . 11689, 

11742. . 11879, 

11885. . 11923, 

11937. .12329, 



11558. .11593, 
11693. .11770, 
11780. .11809, 
11886. .11927, 
12321. .12836, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11608... 11673, 



OJ000129 33. 0403. C10 



11695. 
11816. 



11887. .11949, 
12355. . 12837, 



33025 

TBLASTX: Wheat 
12838 
47 

11624. .11683, 
•11775, 11731. .11778, 
11875, 11882. .11923, 
11921. .12328, 
12359. .12838 



Seq. No. 39883 Seq. ID 

Gene No. 82470 .Strand 

Start 20860 End 

Name OJ000129_33 .04 03. C10 . ol . tc Method 

Start 12103 End 

GI none . Score 

Exons 12103. . 12279, 12104 '.. 12253, 

12291. . 12539, 1234 9. . 1254 6, 

12410. . 12550 



OJ000129_33. 0403. C10 
33025 

TBLASTX: Cress 
12550 

106 

12125. .12328, 12138 .. 1232 9, 
12355. .12546, 12359 .. 12550, 



Seq. No. 39883 Seq. ID 

Gene No. 82470 Strand 

Start 20860 End 

Name OJ000129_33 . 0403 . C10 . o4 . tm Method 

Start 12481 End 



OJ000129_33. 0403. C10 
33025 

TBLASTX: Maize 
12795 



39790 



GI none Score 129 

Exons 12481. .12795, 12509., 12784 



beq. wo. 


jy o o o 




beq . x u 


nTfinni9Q "3*3 n4n^ 

.UJUUUl^y jJ.UflUJ 


Gene No. 


oZ 4 / U 




b trana 




btart 


ZUooU 






jjUZ 0 


Name 


ujuuuizy oj.u4Uj.liu 


.Oj. tw 


Method 


mQT 7\CTY * Ta7V» •= +■ 


otart 


1Z 0 J ^ 








GI 


none 




Score 


/ 3 


Exons 


12839. .12925, 12841., 


.12930, 


12841. .1292 


!4, 12957. .13160, 




12958. .13200, 12998. . 


.13180, 


13186. .1324 


8, 13199.. 13249 


beq. NO. 


jyooj 




Seq. ID 


OJ000129_33.0403 


Gene No . 


oZ 4 / U 




Strand 




btart 


zUooU 




End 


33025 


Name 


uuuuuizy o o . U4 uo . l, iu , 


. o3 . tm 


Method 


TBLASTX: Maize 


C4- -i +- 

otart 


1 j jD4 




End 


13816 




none 




Score 


105 


Exons 


± JJ34 . .lODfiO, 1 JJ JO . . 


i oQon 
. IjoUU , 


13559. .13816 


Seq. No. 


39883 




Seq. ID 


OJ000129_33.0403 


Gene No. 


82470 




Strand 




Start 


20860 




End 


33025 


Name 


OJ000129 33. 0403. C10, 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


13388 




End 


13857 


GI 


none 




Score 


133 


Exons 


13388. .13624, 13393., 


.13617, 


13592. .13687, 13597 13695 , 




13598. .13690, 13699.. 


.13803, 


13703. .13804, 13801 13857 , 




13805. .13849 









Seq. No. 


39883 








Gene No. 


82470 








Start 


20860 








Name 


OJ000129 33. 


0403. C10. 


.o3. 


Start 


13645 








GI 


none 








Exons 


13645. 


.13986 


, 13649.. 


.137 


Seq. No. 


39883 








Gene No. 


82470 








Start 


20860 








Name 


OJ000129 33. 


0403. C10. 


.o2. 


Start 


13726 








GI 


none 








Exons 


13726. 


.14022 


, 13744., 


,138 




14080. , 


.14154 







Seq. ID OJ000129_33. 0403. C10 
Strand 

End 33025 

tc Method TBLASTX : Cress 

End 13987 

Score 86 
92, 13841. . 13987 

Seq. ID OJ000129_33. 0403. C10 
Strand 

End 33025 

ts Method TBLASTX : Soybean 

End 14155 

Score 87 
90, 13936. . 13968, 14072 .. 14 155 , 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



39883 
82470 
20860 

OJ000129_33.04 03.C10.o4 . tw 

14086 

none 



Seq. ID OJ000129_33. 0403. C10 
Strand 

End 33025 

Method TBLASTX : Wheat 

End 14453 

Score 189 



14086. . 14328, 14087 1432 9, 14094 .. 14336, 14 296 .. 14 421 , 
14334. .14453 



Seq. No. 



39883 



Seq. ID OJ000129_33. 0403. C10 



39791 



Gene No. 


82470 






Strand 








Start 


20860 






End 


33025 






Name 


OJ000129 33. 0403. CIO 


o5 . tm 


Method 


TBLASTX: Maize 




Start ' 


14181 






End 


14394 






GI 


none 






Score 


113 






Exons 


14181. 


.14309, 14182. 




14183. . 14308, 14294 


1 A ? £9 

. • X 4 O OZ , 






14298. 


.14390, 14323. 


1 A 1QA 
X 4 J .7 4 










Seq. No. 


39883 






Seq. ID 


OJ000129_ 


_33.0403. 


Liu 


Gene No. 


82470 






Strand 








Start 


20860 






End 


33025 






Name 


OJ000129 33. 0403. C10 


o5 . gs 


Method 


GENSCAN 






Start 


20860 






End 


32767 








none 






Score 


.54 






Exons 


20860. 


.21004, 21128. 


£ X £ O u , 


22299.-22395, 24580 


. .2468.3, 






24911. 


.25091, 26384. 


z 0 o u z , 


27158. .27201, 27603 


. .27664, 






27789. 


.27878, 27948. 


£ O U D / , 


28385. .28 


570, 28720 


. .28881, 






32618. 


.32767 












Seq. No. 


39883 






Seq. ID 


OJ000129_ 


_33.0403. 


L X u 


Gene No. 


82470 






Strand 








Start 


20860 






End 


33025 






Name 


OJ000129 33. 0403. C10 


o2.tm 


Method 


TBLASTX: Maize 




Start 


23596 






End 


24643 






GI 


none 






Score 


82 






Exons 


23596. 


.23664, 23803. 




23804. .23884, 23924 


. .24058, 






23932. 


.24024, 23943. 


£ 4UOO, 


24154. .24291, 24154 


. .24243, 






24580. 


.24642, 24581. 


O A a A T 










Seq. No. 


39883 






Seq. ID 


OJ000129_ 


_33.0403. 


LX U 


Gene No. 


82470 






Strand 








Start 


20860 






End 


33025 






Name 


OJ000129 33. 0403. C10 


. o4 . np 


Method 


AAT/NAP 






Start 


23742 






End 


24729 






GI 


7291735 




Score 


218 






Exons 


23742. 


.23872, 23931. 


.24056, 


24155. .2424.0, 24580 


. .247-29 




GI Descrip. 


(AE0034 62) CG3209 gene product [Drosophila melanogaster] 




Seq. No. 


39883 






Seq. ID 


OJ000129_ 


_33.0403. 


LIU 


Gene No . 


82470 






Strand 








Start 


20860 






End 


33025 






Name 


OJ000129 33. 0403. C10 


,o3.gp 


Method 


AAT/GAP 






Start 


27354 






End 


33025 






GI 


17442 


1.R1084 




Score 


1862 






Exons 


27354. 


.27664, 27789. 


.27878, 


27948. .28067, 28385 


. .28570, 






28720. 


.28881, 32618. 


32773, 


33003. . 33025 






GI Descrip. 


? 118304/sp I P19572 | DCDA_PSEAE 6 . Oe-69 


DIAMINOPIMELATE 





DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77 62 6_pir A31133 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 
aeruginosa 1 



Seq. No. 39883 Seq. ID 

Gene No. 82470 Strand 

Start 20860 End 

Name OJ000129_33 . 04 03 . C10 . ol . tm Method 

Start 27539 End 

GI none Score 



OJ000129_33. 0403. C10 
33025 

TBLASTX: Maize 

32775 

78 



39792 




Exons 


27539. 


.27661, 


27575. 


.27664, 


27579. 


.27665, 27579. 


.27665, 




27580. 


.27669, 


27777 . 


.27878, 


27778. 


.27843, 27782. 


.27880, 




Z / / oo . 


. z / o oU , 


07TQQ 


. Z / O 0 X , 


z / yji . 




. Z O U J H f 




o t n vi o 

z i 94 o . 


. zoU4 y , 


o i n c o 
z 7 y O Z . 


. ztJU / 1 , 


28043. 


.28069, 28047. 


. Z oU / U , 




28283 . 


O O O "7 O 


O O "3 o c 


. ZoD fV , 


28385. 


.28570, 28708. 


OOQQ1 

• Z o o 0 1 / 




28714. 


.28899, 


28719. 


. zo y yz , 


32607. 


.32771, 32612. 


.32770, 




32616. 


.32774, 


3261*7. 


. / / 0 , 


32638. 


.32775 




Seq. No. 


39883 








Seq. 


ID OJ000129_ 


33.0403 


Gene No. 


82470 








Strand 




Start 


20860 








End 


33025 




Name 


OJ000129 33. 0403. C10 


. ol . ts 


Method TBLASTX : Soybean 


Start 


27582 








End 


32774 




GI 


none 








Score 66 




Exons 


27582. 


.27689, 


27587. 


.27664, 


27777. 


.27878, 27778. 


.27843, 




27779. 


.27880, 


27788. 


.27880, 


27789. 


.27881, 27948. 


.28040, 




27949. 


.28071, 


28041. 


.28070, 


28385. 


.28570, 28386. 


.28571, 




28708. 


.28881, 


28718. 


.28882, 


32612. 


.32770, 32616. 


.32771, 




32691. 


.32774 















Seq. No. 


39883 




Seq. ID 


OJ000129_33. 0403. C10 




Gene No. 


82470 




Strand 






Start 


20860 




End 


33025 




Name 


OJ000129 33.0403.C10.o2.tc 


Method 


TBLASTX: Cress 




Start 


27587 




End . 


28465 




GI 


none 




Score 


53 




Exons 


27587.-. 


27664, 27588.-27683, 


27777. .278 


78, 27778. .27843, 






27789. . 


27881, 27969. .28049, 


27970. .28071, 2804 1 .. 28070 , 






28385. . 


28420, 28421. .28465 








Seq. No. 


39883 




Seq. ID 


OJ000129_33. 0403. C10 




Gene No. 


82470 




Strand 






Start 


20860 




End 


33025 




Name 


OJ000129 33.0403.C10.o5.np 


Method 


AAT/NAP 




Start 


27587 




End 


28528 




GI 


6562332 




Score 


556 




Exons 


27587. . 


27664, 27789. .27878, 


27948. .280 


67, 28385. .28528 




GI Descrip. 


( AJ24 9960 ) diaminopimelate 


decarboxyla 


se [Arabidopsis thaliana] 



Seq. No. 39884 Seq. ID 

Gene No. 82471 Strand 

Start 1 End 

Name OJ000129_33 . 0403 . Cll . ol . gp Method 

Start 1 End 

GI 17442_1.R1084 Score 

Exons 1 . . 360 

GI Descrip. ' 118304 /sp I P19572 | DCDA_PSEAE 6.0e 
DECARBOXYLASE (DAP DECARBOXYLASE) 
diaminopimelate decarboxylase (EC 
aeruginosa 1 



OJ000129_33. 0403. Cll 
360 

AAT/GAP 

360 

720 



■69 DIAMINOPIMELATE 

>gi_7 7 62 6_pir A3 1133 

4.1,1.20) - Pseudomonas 



Seq. No. 39884 Seq. ID 

Gene No. 82471 Strand 

Start 1 End 

Name OJ000129_33 . 04 03 . Cll . ol . tm Method 

Start 34 End 

GI. none Score 



OJ000129_33. 0403. Cll 
360 

TBLASTX: Maize 

344 

120 



39793 






Exons 


34. .120, 36. .125, 57 


1 oc 
. . 1Z D , 


O "3 A A A 








Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403 


. biz 




Gene No . 


82472 






Strand 


+ 






Start 


13799 






End 


19758 






Name 


OJ000129 33.0403.CI2 


. o3 . gs 


- Method 


GENSCAN 






b tart 


13799 






End 


19758 






bl 


none 






Score 


.43 






Exons 


13799 


.13927, 15605. 


. id / y j , 


15932. .16088, 164 54. .16568, 








18326 


.18428, 18726. 


T Qocyi 

. iyzo4 , 


19317. .1942 6, 19553. .19604, 








19640 


.19758 












beg. no. 


39885 






Seq. ID 


OJ000129_33.0403 


.biz 




Gene No. 


82473 






Strand 








Start 


7401 






End 


22844 






Name 


OJ000129 33.0403.C12 


. o2 . gs 


Method 


GENSCAN 






CM > yf 

OLdl L 


7401 






End 


12979 






C T 


none 






Score 


.48 






Exons 


7401. . 


7562, 7616. .7753, 10944 11102 , 


11204. .11516, 








11987. 


.12172, 12552. 


.12979 










Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403 


.C12 




Gene No. 


82473 






Strand 








btarr 


7401 






End 


22844 




r n 


Name 


OJ000129 33.0403.C12 


. Ol . ts 


Method 


TBLASTX : Soybean 




?: : 


Start 


11440 






End 


15484 






GI 


none 






Score 


96 




.= ==, 


Exons 


11440. 


.11532, 15025. 


i coo 

. loZoZ , 


15335. .15484 




iy 
% j 


Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403 


. Clz 




Gene No. 


82473 






Strand 








Start 


7401 






End 


22844 






Name 


OJ000129 33.0403.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




~~ 


otart 


11440 






End 


15269 






bl 


none • 






Score 


81 






Exons 


11440. 


.11532, 11443. 


.11532, 


11444. .11533, 11454 . .11540, 








15025. 


.15264, 15028. 


.15258, 


15030. ..15269 






Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403 


.C12 




Gene No. 


82473 






Strand 








oiart 


7401 






End 


22844 






Name 


OJ000129 33.0403.C12 


.ol.tc 


Method 


TBLASTX: Cress 






otart 


11443 






End 


15520 






C T 
bl 


none 






Score 


112 






Exons 


11443. 


.11532, 15028. 


. 15141, 


15157. . 15291, 15332. .15520 






beq. No. 


39885 






Seq. ID 


OJ000129_33.0403 


. biz 




Gene No. 


82473 






Strand 








Start 


7401 






End 


22844 






Name 


OJ000129 33.0403.C12 


. ol . np 


Method 


AAT/NAP 






Start 


12453 






End 


22844 






GI 


58521E 


iO 




Score 


149 






Exons 


12453. 


.12613, 12939. 


.13128, 


14103. . 14 


171, 22819. .22844 






GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza sativa] 








Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403 


.C12 




Gene No. 


82473 






Strand 







39794 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



7401 End 22844 

OJ000129_33.0403.C12.o2.np Method AAT/NAP 
14968 End 19734 

4512618 Score 559 

14968. .16068, 17522 .. 17566/ 19697.. 19734 

(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF|00078. 



Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403. 


C12 


t^ene jno . 


82473 






Strand 






btart 


7401 






End 


22844 




Name 


OJ000129 33.0403.C12 


. o 3 . tm 


Method 


TBLASTX: Maize 




btart 


15302 






End 


15619 






none 






Score 


96 




Exons 


15302. . 


15619, 15305. 


. 1 D0U1 , 


15366. .15608 




Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403. 


C12 


Gene No. 


82473 






Strand 






b tare 


7401 






End 


22844 




Name 


OJ000129 33.0403.C12 


. Ol . tw 


Method 


TBLASTX: Wheat 




btart 


15329 






End 


15685 




C T 


none 






Score 


69 




Exons 


15329. . 


15514, 15366. 




15524. .15685 




beq. jno. 


39885 






Seq. ID 


OJ000129_33.0403. 


LIZ 


Gene No . 


82473 






Strand 






uiai l 


7401 






End 


22844 




Name 


OJ000129 33.0403.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15620 






End 


16044 




GI 


none 






Score 


132 




Exons 


15620. . 


15895, 15623. 


.15895, 


15663. .15902, 158 96 .. 16042 , 






15908. . 


16042, 16021. 


.16044 








Seq. No. 


39885 






Seq. ID 


OJ000129_33.0403. 


C12 


Gene No. 


82473 






Strand 






Start 


7401 






End 


22844 




Name 


OJ000129 33.0403.C12 


. o3 . np 


Method 


AAT/NAP 




Start 


16071 






End 


19883 




GI 


119110 






Score 


155 




Exons 


16071. . 


16120, 18659. 


.18721, 


18799. .19883 




GI Descrip. 


EBNA-1 


NUCLEAR PROTEIN gi | 73987 | pir | | QQBE31 probable nuclear 




antigen 


- human herpesvirus 


4 (strain 


B95-8) 





gi | 1334 880 | emb | CAA24 816 . 1 | 
protein, latent cycle gene. 



(V01555) BKRF1 encodes EBNA-1 
[Human herpesvirus 4] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000129 33.0403.C12 



39885 
82473 
7401 " 

OJ000129_33.0403.C12.o4 .np 
19452 
4567294 
19452. .19506, 22180.. 22401 

(AC006918) putative Athila .retroelement ORF1 protein 
[Arabidopsis thaliana] 



22844 
AAT/NAP 
22401 
60 



Seq. No. 



39885 



Seq. ID OJ000129_33.0403.C12 



39795 



• 



Gene No. 


82473 




Strand 








7401 




End 


22844 




Name 


OJ000129 33.0403.C12'.o4. 


gs 


Method 


GENSCAN 






21238 ;: 




End 


22614 






none 




Score 


.75 




Exons 


21238. .21888, 21940 .. 22116, 22522. .22614 




beq . wo . 


39886 




Seq. ID 


OJ000129_ 




biene ino . 


82474 




Strand 


+ 






5448 




End 


8704 




LNdlUt: 


OJ000129 33.0403.C13.o3. 


np 


Method 


AAT/NAP 




Start 


4994 




End 


8704 




GI 


4006913 




Score 


1067 






4994. .5089, 5859. .6049, 


6135. 


.6234, 6341. .6604, 


6689. .6766, 




6863. .6964, 7042. .7091, 


7175. 


.7268, 8150.. 8704 




Ucscrip . 


(Z99708) hypothetical protein 


[Arabidopsis thaliana] 




gi | 7270597 | emb | CAB80315 . 


1| (AL161589) 


hypothetical protein 




LHidDiuopsis tnarianaj 










o e q ■ ln o . 


j y 0 0 d 




Seq. ID 


OJ000129_ 


_33.0403.C13 




fi 9 A 1 A 
O £ Ht. 1 H 




Strand 


+ 




Start . 


0 4 ft O 




End 


8704 




Name 


uuuuuizy jj.UfiUj.bij.01. 


9P 


Method 


AAT/GAP 




Q4_ _ — i- 

oca.ru 


J J .7 _/ 




End 


6229 






uC-osflM202095g06bl 




Score 


824 




Exons 


5399. .5493, 5767. .6049, 


6135. 


.6229 






bi uescrip. 


, 4 914 429/emb|CAB43632.1 | 


2.0e 


-29 (AL050351) SEC14-like protein 




[Arabidopsis thaliana] f 










beq . no . 


39886 




Seq. ID 


OJ000129_ 


_33.0403.C13 


bene no . 


82474 




Strand 


+ 




Start 


5448 




End 


8704 




Name 


OJ000129 33.0403.C13.o2. 


gs 


Method 


GENSCAN 




Of a r f 


5448 




End 


8686 






none 




Score 


.83 




Exons 


5448. .5493, 5767. .5963, 


6338. 


.6604, 6689.. 6766, 


6863. .6964, 




7042. .7091, 7175. .7268, 


7371. 


.7472, 7584. .7700, 


8166. -.8271, 




8367. .8686 










Qpn Kin 


39886 




Seq. ID 


OJ000129_ 


_33.0403.C13 


Gene No. 


82474 




Strand 


+ 




Start 


5448 




End 


8704 




Name 


OJ000129 33.0403.C13.o2. 


gp 


Method 


AAT/GAP 




Start 


6311 




End 


6759 




GI 


LIB3434-04 5-P1-K1-E12 




Score 


595 




Exons 


6311. .6604, 6690. .6759 











GI 'Descrip. ' 4 87 4285/gb | AAD3134 8 . 1 1 AC007212__4 6.0e-49 (AC007212) putative 
phosphatidylinositol/phophatidylchdline transfer protein 
[Arabidopsis thaliana] 1 



Seq. No. 39886 Seq. ID 

Gene No. 82474 Strand 

Start 5448 End 

Name OJ000129__33 . 0403 . C13 . o3 . gp Method 

Start 8465 End 

GI none Score 

Exons 8465.. 8704 



OJ000129_33.0403.C13 
+ 

8704 
AAT/GAP 
8704 
436 



39796 




Seq. No. 


39886 








Seq, ID 


OJ000129 


_33.0403.C13 


Gene No. 


82475 








. Strand 






Start 


1 








End 


3660 




Name 


OJ000129 33 


.0403. 


C13.o2 


.np 


Method 


AAT/NAP 




Start 


1 _ 








End 


3660 




GI 


5042463 








Score 


175 




P 1 von ^ 


1 88 890 


. 971, 


1024. . 


1178, 


1843. .2028, 3623.. 


3660 


V_J X i— / ^ k3 V_« J- JL k-' • 


( AC007789} 


unknown protein [Oryza sativa] 




Seq. No. 


39886 








Seq. ID 


OJ000129 


_33.0403.C13 


Gene No. 


82475 








Strand 






Start 


1 








End 


3660 




Name 


OJ000129 33 


.0403. 


C13.ol 


. np 


Method 


AAT/NAP 




Start 


188 _ 








End 


838 




GI 


7248393 








Score 


648 




Exons 


188 . . 838 














QT DesrriD 

VJ _L i— ' ' O V^" J- -_ k-/ « 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 




Sea No 


39886 








Seq. ID 


OJ000129 


33 0403 C13 


Rpnp Mo 


82476 








Strand 






Start 


5448 








End 


8704 




Name 


OJ00012 9 3 3 


.0403. 


C13.ol 


. tm 


Method 


TBLASTX: 


Ma "i to 
Lid x^c 


Start 


544 8 _ 








' End ' 


8704 


- 




none 








Score 


63 




Exons 


5448. .5492, 


5737. 


.5820, 


5753. 


.5938, 5754. .6050, 


5771. .6052, 




5800. .6048, 


6132. 


.6236, 


6133. 


.6234, 6143.. 6241, 


6330. .6482, 




6335 6604 


6335. 


.6604, 


6337. 


.6606, 6679.. 6765, 


UUOO t • U f -J .J , 




6fiRQ f^ll? 


6860. 


.6967, 


6862. 


.6966, 7027.. 7095, 


7(149 7 nft Q 




7163 7267 


71 7D 


7971 




.7442, 7371. .7454, 


74 4 D 747P 




7619 7690 


7620. 


.7691, 


8139. 


.8255, 8156.. 8233, 


ftl Sfi P26Q 




8160 8252 


8244. 


.8270, 


8365. 


.8466, 8366. .8467, 


O f ~J • .0400/ 




R480 P.704 


8499. 


.8699, 


8552. 


.8704 






Qprr Ma 


39886 








Seq. ID 


OJ000129 


33 04 03 n 3 


Honp Nr> 


824 7 6 








Strand 






Start 


5448 








End 


8704 




Name 


OJ000129 33 


.0403. 


C13.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5795 








End 


8701 




GI 


none 








Score 


61 




Exons 


'5795 5887 


5795. 


.5902, 


5883. 


.6050, 5932.. 5982, 


6132 6227 




6133 6234. 


6329. 


.6415, 


6386. 


.6604, 6398.. 6604, 


6400 6612 




6406 6606. 

\j ^ \j \j • • \j \j \y \j f 


6677. 


.6772, 


6722. 


.6790, 6860.. 6967, 


6862 6966 




7038 7169 


7042. 


.7089, 


7163. 


.7213, 7170. .7214, 


7199 7264 




7200 7277 


8585. 


.8701 










Seq. No. 


39886 








Seq. ID 


OJ000129 


_33.0403.C13 


Gene No- 


82476 








Strand . 






Start 


5448 








End 


8704 




Name 


OJ000129 33 


.0403. 


C13.o3 


. tc 


Method 


TBLASTX:' 


J_ C o o 


Start 


5810 








End 


6195 




GI 


none 








Score 


51 




Exons 


5810. .5893, 


5816. 


.5887, 


5898. 


.6050, 5916.. 6050, 


6132. . 6191, 




6133. . 6195, 


6134. 


.6193 










Seq. No. 


39886 








Seq. ID 


OJ000129 


_33.0403.C13 


Gene No. 


82476 








Strand 







39797 



Start 
Name 
Start 
GI 

Exons 



5448 

OJ000129_33.0403, 

6198 

none 

6198.. 6236, 6199, 
6373. .6579 



End 8704 
C13.ol.tc Method TBLASTX : Cress 

End 6579 

Score 4 9 
.6234, 6330. .6428, 6335. .6577, 6335. .6433, 



Seq. No. 39886 

Gene No. 82476 

Start 5448 

Name OJ000129_33 . 0403 , 

Start 6359 

GI * none 

Exons 6359.. 6604, 6373. 

6860.. 6967, 6861, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39886 
82476 
5448 

OJ000129_33.0403. 

6860 

none 

6860.. 6967, 6874, 
7199.. 7267, 7200, 

39887 
82477 
32 

OJ000129_33.0403. 
32 

none 

32. .70, 314. .331 

39887 
82478 
1653 

OJ000129_33.0403. 

1653 

none 

1653.. 2340, 3619. 
9315. . 9419 



C13.ol.tw 



6609, 6388, 
6971, 6862, 



C13.o2.tc 



.6966, 7042. 
.7277 



C14 .ol.gs 



C14 .o2.gs 
.3721, 7531. 



Seq. ID OJ000129_33.0403.C13 
Strand 

End 8704 

Method TBLASTX : Wheat 

End 7086 

Score 284 

.6603, 6689. .6790, 6698. .6784, 
.6966, 7042. .7086 

Seq. ID OJ000129_33.0403.C13 
Strand 

End 8704 

Method TBLASTX : Cress 

End 7277 

Score 165 

.7086, 7163. .7198, 7173. .7211, 



Seq. ID OJ000129_33.0403.C14 

Strand + 

End 331 

Method GENSCAN 

End 331 

Score .81 



Seq. ID OJ000129_33.0403.C14 

Strand + 

End 9419 

Method GENSCAN 

End 9419 

Score . 68 

.7724, 8473. .8623, 9130. .9139, 



Seq. No. 39887 

Gene No. 82478 

Start 1653 . 

Name OJ000129_33 . 0403 , 

Start 3191 

GI none 

Exons 3191.. 3464, 3539. 

Seq. No. 39887 

Gene No. 82479 

Start 11350 

Name OJ000129_33 . 0403 . 

Start 11350 

GI 5816518 

Exons ' 11350.. 11456 



C14 .ol.gp 
.3583, 3711. 

C14 .o3.gp 



OJ000129_33.0403.C14 
+ 

9419. 
AAT/GAP 
6058 
1202 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3753, 4499.-4564, 5786. .6058 



Seq. ID OJ000129_33.0403.C14 

Strand + 

End 11456 

Method AAT/GAP 

End 11456 

Score 151 



39798 




GI Descrip. 4521193/dbj I AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 


39887 


Seq. ID 


OJ000129_33.0403 


.C14 


bene ino . 


82480 


Strand 


+ 




btart 


11853 . , 


End 


14241 




Name 


OJ000129 33.0403.C14.ol.np 


Method 


AAT/NAP 




b tar z 


11610 


End 


14241 




p t 
bl 


7106512 


Score 


936 




Exons 


11610. .11670, 11743. .11896, 12093 .. 13334 , 13781.. 14241 




GI. Descrip. 


/Z\pnni9*7ft^ i?ct PQftd 9Q (V(\ J [ "}fi \ 

/ O J CjOJ. ^^Olt. j \ £jU1 JO / 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




oeq . lno . 


^ QQ Q "7 


beq . l u 




P1 d 


bene ino . 


Q 9 /l Q n 


btrana 


+ 






llOJJ 


hjna 


1 / 9 A 1 
1 4 Z 4 1 




Name 


UuUUUl^y Jj.U4Uj.bl^ .04 t 


Method 


bhlNbbAN 






1 1 QCO 


rp „ 


1 "3 9 T Q 




GI 


none 


Score 


Q /I 




Exons 


IIoOj. . 1Z1J / , ItDUl . . loZ / O 








beq. no. 


39887 


Seq. ID 


OJ000129_33.0403 


PI A 
. b 1 ft 


Gene No . 


82481 


Strand 






Of a -y~ 4- 


1 4 UZ / 


End 


14188 




Name 


ujuuuizy jj . u^Uj , bJ.4 . oo .gs 


Method 


GENSCAN 




0 4-^-^-4- 

btarc 


i a c\ on 
1 4 UZ / 


End 


14188 




C T 
bl 


none 


Score 


.96 






1 4 uz / . . 1 ft lo o 








Seq. No. 


39888 


Seq. ID 


OJ000129_33.0403 


.CIS 


bene lno . 


82482 


Strand 


+ 




o t ar u 


i 
i 


End 


1060 




Name 


ujuuuiziJ jj.uyuj.bij.oi.np 


Method 


AAT/NAP 




oian 


i 
i 


End 


1060 




PT 
bl 


71 0 R 1 9 


Score 


1025 




Exons 


l. . y o o , luij. . iudu 








GI Descrip. 


^HrUU JL^ / 0 / CjoI b :?o f± z y \ l jo ; 


corresponds to a region of 


the 




preuicteu gene . , nypotneticai 


protein 


[Oryza sativa] 




oeq . jno . 


39888 


Seq. ID 


OJ000129_33.0403 


PI R 
. b 1 3 


bene ino . 


82482 


Strand 


+ 




Q4- -a v-+- 


1 


End 


1060 




Name 


OJ000129 33.0403.C15.ol.gs 


Method 


GENSCAN 




C4- a >-+- 


12 


End 


978 


- 


bl 


none 


Score 


. 65 




Exons 


12. .357, 425.-978 








Seq. No. 


39889 


Seq. ID 


OJ000229_21.0410 


.C2 


Gene No. 


82483 


Strand 


+ 




Start 


699 


End 


1858 




Name 


OJ000229 21.0410.C2.ol.gp 


Method 


AAT/GAP 




Start 


699 


End 


1858 




GI 


342 1.R1084 


Score 


127 




Exons 


699. .793, 1831. .1858 








GI Descrip. 


f 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[0r> 



sativa] 1 



39799 




beq. NO. 


39889 


Seq. ID 


OJ000229_21 


.0410 


.C2 


Gene No. 


82484 


Strand 


+ 






Start 


3180 


End 


7051 






Name 


OJ000229 21.0410.C2.o3.gs 


Method 


GENSCAN 






b tar z 


3180 


End 


7051 








none 


Score 


.93 






Exons 


3180. .3330, -4440. .4619, 4724. .5003, 5313. .5466, 6325. .6375, 




6490.. 6513, 7043.. 7051 










beq. wo. 


39889 


Seq. ID 




.0410 


.C2 


Gene No. 


82485 


Strand 


+ 






Start 


11424 


End 


13581 






Name 


OJ000229 21.0410.C2.o2.np 


Method 


AAT/NAP 






bnariz 


11393 


End 


13456 








4454470 


Score 


1616 






Exons 


11393. .11600, 12033.. 13456 










oi uescrip. 


(AC006234) putative sugar transporter 


1_ jrlJ_ CLkJ JL HUU OlO 


thaliana] 


Seq. No. 


39889 


Seq. ID 




.0410 


.C2 


Gene No. 


82485 


Strand 


-1- 








11424 


End 


13581 






Name 


OJ000229 21.0410.C2.o5.gs 


Method 


GENSCAN 








11424 


End 


13471 






bl ■ 


none 


Score 


.55 






Exons 


11424. .11592, 12069.. 13471 










beq. no. 


39889' 


Seq. ID 


OJ000229_21 


.0410 


.C2 


Gene No . 


82485 


Strand 


+ 






Start 


11424 


End 


13581 






Name 


OJ000229 21.0410.C2.o2.gp 


Method 


AAT/GAP 






OtalL 


13021 


End 


13581 






P T 


69911 1.R1084 


Score 


1069 






IT' T^l c 


13021. .13581 










bj- uescrip. 


1 4 54 4 451/gb IAAD22359.il AC006592_1 6 1 A 


De-55 (AC006592) unknown 




protein [Arabidopsis thaliana] * 








beq . no . 


39889 


Seq. ID 


OJ000229_21 


.0410 


.C2 


UCllC IN (J. 


82486 


Strand 








O Lai L 


1 


End 


2518 






Name 


OJ000229 21.0410.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2482 








7484871 


Score 


588 






Exons 


1..281, 826. .1132, 2323.-2482 








oi uescrip. 


ciml protein homolog F26K10 


.130 - Arabidopsis thaliana 






gil 7269679 | emb | CAB7 9627.1 | 


(AL161572) 


putative 








beta-expansin/allergen protein [Arabidopsis thaliana] 




Seq. No. 


39889 


Seq. ID 


OJ000229_21 


.0410 


.C2 


Gene No. 


82486 


Strand 










1 


End 


2518 






Name 


OJ000229 21.0410.C2.ol.gs 


Method 


GENSCAN 






Start 


152 


End 


1864 






GI 


none 


Score 


.79 






Exons 


152. .281, 826. .1132, 1639.. 


1864 








Seq. No. 


39889 


Seq. ID 


OJ000229_21 


.0410 


.C2 


Gene No. 


82486 


Strand 









39800 



Start 


i 
i 




Z 0 1 o 




Name 


(JJUUUzzy zl. U41U.lz.OZ. 


gs Method 






Start 


O O A O 

z24 j 


Lna 


OC1 Q 

z p lo 




GI 


none 


Score 


. yo 




Exons 


99/19 99RQ 9999 9 c 11ft 
ZZ4 J . . ZZ O y , ZJZJ . . ZjIo 








Seq. No. 


39889 


Seq. ID 


OJ000229_21.0410 


,C2 


Gene No. 


82487 


Strand 






Start 


Q yl no 

o 4 Uo 


End 


9409 




Name 


(JJUUUzzy z 1 . U 4 1 U . Lz . Oh . 


gs Method 


GEN SCAN 




Start 


O 4 UO 


End 


9409 




GI 


none 


Score 


.43 




Exons 


o / no o/nn Q£19 R£99 


8964. .9098, 9110. .9409 




Seq. No. 


39889 


Seq. ID 


OJ000229_21.0410 


.C2 


Gene No. 


82488 


Strand 






bt art 


i *± i y D 


End 


15533 




Name 


(JJUUUzzy Zl.U41U.Lz.OD. 


gs Method 


GEN SCAN 




Start 


14 1 y d 


End 


15533 




GI 


none 


Score 


.65 




Exons 


14iyo. . Ijjjj 








Seq. No. 


jyoo y 


Seq. ID 


OJ000229_21.0410 




Gene No. 


82488 


Strand 






Start 


14196 


End 


15533 




Name 


(JJUUUzzy z 1 . U4 1U . Cz . O J . 


np Method 


AAT/NAP 




Start 


14zUz 


End 


15073 




GI 


6751693 


Score 


774 




Exons 


14 zUz . . loU / 3 








GI Descrip. 


(ACUioyuoj nypotnetical 


protein [Arabidopsis thaliana] 




Seq. No. 


39889 


Seq. ID 


OJ000229_21.0410 


.C2 


Gene No. 


82489 


Strand 






Start 




End 


15847 




Name 


(JJUUUzzy zl.U41U.Lz.Oo. 


gp Method 


AAT/GAP 




Start 


1D04 D 


End 


15847 




GI 


O U D 1 Z 1 ^ 


Score 


575 




Exons 










Seq. No. 


3988-9 


Seq. ID 


OJ000229_21.0410 


.C2 


Gene No. 


82490 


Strand 






otart 


i oy y / 


End 


17991 




Name 


UJUUUzzy z 1 . U 4 1 U . Lz . OD . 


tm Method 


TBLASTX: Maize 




start 


19/ 
lo4 


End 


1134 




GI 


none 


Score 


128 




Exons 


19/1 9 Q 9 Q9R 1199 QQ 
1 J4 . . z yz , OZO. . iljJ, 0 O 


6.. 1050, 1093.. 


1134 




Seq. No. 


39889 


* Seq. ID 


*OJ000229_21.0410 


C2 


Gene No. 


82490 


Strand 






otart 


1 CQQ1 

i by y / 


End 


17991 




Name 


(JJUUUzzy z 1 . U4 1U . Cz . OO . 


ts Method 


TBLASTX : Soybean 




Start 


140 


End 


2380 




GI 


none 


Score 


107 




Exons 


140. .292, 825. .923, 948 


..1133, 949. .1134, 1189. .1254, 2321 


Seq. No. 


39889 


Seq. ID 


OJ000229_21.0410 


C2 


Gene No. 


82490 


. Strand 







39801 



OtdlL 


16997 






End 


1 7 QQ1 

X l J V X 




Name 


OJ000229 21. 0410. C2 


.o2.tc 


Method 






Of 3 v+- 

otart 


897 






End 


9 **7 7 






none 






Score 


1 Qft 
x y O 




Exons 


897. .941, 948. .1133 


, 949.. 1134, 2321.. 


9^77 




O e q > IN O . 


39889 






Seq. ID 


OJ000229_21.0410, 


CO 


Gene No. 


82490 






Strand 






Start 


16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


.o2.ts 


Method 


TBLASTX : Soybean 






9366 






End 


13378 




PT 


none 






Score 


66 




U 1 V /""\ o 

Lxons 


9366. . 


9422, 11517.. 


11591,, 12023. .12634, 12067. .12630, 






13238. 


. 13378 










Seq. No. 


39889 






OCtj. x u 


0.70,00999 91 0410 


.C2 


Gene No. 


82490 






Oil Cli l\J. 






Of a r f 


16997 






FnH 


1 7 QQ1 

X 1 ID .7 X 




Name 


OJ000229 21. 0410. C2 


. ol.tm 


Method 


TBLASTX: Maize 




Cf a vf 


12026 






End 


12613 




pT 


none 








S06 

■~J \J u 






12026. 


.12613, 12067 


■ • IlOIl 








Seq. No. 


39889 








o,tooo99q 9i odio 


,C2 


Gene No. 


82490 






Of r anH 






Qf a r*f 


16997 






FnH 


1 7 QQ1 

X / Z> ZJ X 




Name 


OJ000229 21. 0410. C2 


r\A f p 


Method 


TBLASTX: Cress 




Of -ivf 

bcarti 


12211 






End 


12616 




C T 


none 






Score 


238 






12211. 


.12435, 12212 


. 12616 








Seq. No. 


39889 






Seq. ID 


OJ000229_21.0410. 


.C2 


Gene No. 


82490 






Strand 






Of art 


16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


o2 . tw 


Method 


TBLASTX: Wheat 




Of a v-f 


12442 






End 


12616 




HIT 


none 






Score 


184 




Exons 


12442. 


.12615, 12443 


. .12616 








o e q . in u . 


39889 






Seq. ID 


OJ000229_21.0410. 


P9 


Gene No. 


82490 






Strand 






Start 


16997 






End 


17991 




Mama 


OJ000229 21. 0410. C2 


.ol.ts 


Method 


TBLASTX: Soybean 




otall. 


12643 






End 


13236 




PT 


none 






Score 


166 






12643. 


.13002, 12698 


. .13039, 


12703. . 13008, 13053. . 13187, 






13058. 


.13234, 13063 


. .13236 








Seq. No. 


39889 






Seq. ID 


OJ000229_21.0410. 


,C2 


Gene No. 


82490 






Strand 






Start 


16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


. o2 . tm 


Method 


TBLASTX :Maize 




Start 


12728 






End 


13378 




GI 


none 






Score 


• 279 




Exons 


12728. 


.13036, 12736 


. .13035, 


13067. .13378, 13099.. 13377 




Seq. No. 


39889 






Seq. ID 


OJ000229_21.0410. 


,C2 



39802 




Gene No. 


82490 






Strand 






Of a >-f- 


16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


— . "} 4- ~, 


Method 


TBLASTX: Cress 




C4- v4- 

otart 


12803 






End 


13032 






none 






Score 


279 




Exons 


12803. 


.13024, 12805 


i ^ n o £ 


12892.. 13032 




beq. no. 


39889 






Seq. ID 


OJ000229_21.0410, 




Gene No. 


82490 






Strand 






Start 


16997 






End 


17991 . 




Name 


OJ000229 21. 0410. C2 


. Ol . T,C 


Method 


TBLASTX: Cress 




O 4- -v 4- 

btart 


13072 






End 


13417 






none 






Score 


336 




Exons 


13072. 


.13350, 13073 


. . Ijjjl/ 


13082. .13351, 13334. .13417, 






13355. 


.13417 










Seq. No. 


39889 






Seq. ID 


OJ000229_21.0410, 


.C2 


Gene No. 


82490 






Strand 








16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


1 4- 

. ol . tw 


Method 


TBLASTX: Wheat 




C+- -i -K~4- 


13112 






End 


13381 




C T 
(aX 


none 






Score 


188 




Exons 


13112. 


.13381, 13234 


1 "3 "377 
. . i jj / / 








Seq. No. 


39889 






Seq. ID 


OJ000229_21.0410, 


.C2 


Gene No. 


82490 






Strand 






otart 


16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


. o5 . tm 


Method 


TBLASTX: Maize 




otart 


14233 






End 


14451 






none 






Score 


224 




T7 1 v f 

tjXons 


14233. 


.14451, 14234 


i no: 
. . X *± jjj / 


14235. . 14450 




Seq. No. 


39889 






Seq. ID 


OJ000229_21.0410. 


.C2 


Gene No. 


82490 






Strand 






o LaiL 


16997 






End 


17991 




Name - 


OJ000229 21. 0410. C2 


_ 

. o / . tm 


Method 


TBLASTX: Maize 






14826 






End 


15072 




PT 


none 






Score 


106 / 


- 


IT 1 w /"^t T^l C? 


14826. 


.15071, 14827 


i c 07 9 








o e q . in o . 


39889 






Seq. ID 


OJ000229_21.0410. 


, L/Z 


Gene No. 


82490 






Strand 






Start 


16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


. Uj • L o 


Method 


TBLASTX : Soybean 




Of -i v- 4- 


16993 






End 


17264 






none 






Score 


117 




Exons 


16993. 


.17262, .16995 


1 7 1 1 Q 

. . x / xz y , 


16997. .17191, 16997. .17263, 






17208. 


.17264 










Con KIri 


39889 






Seq. ID 


OJ000229_21.0410. 


CO 


Gene No. 


82490 






Strand 






Start 


16997 






End 


17991 




Name 


OJ000229 21. 0410. C2 


. o7 . gs 


Method 


GENSCAN 




Start 


16997 






End 


17755 




GI 


none 






Score 


.6 




Exons 


16997. 


.17335, 17444 


. .17755 









39803 




Seq. No. 


*"i r\ f* f» r\ 

39889 




Seq. ID 


OJ000229_21.0410 


. C2 


Gene No. 


82490 




Strand 






Start- 


16997 




End 


17991 




Name 


OJ000229 21. 0410. C2 


. o4 . np 


Method 


AAT/NAP 




Start 


17000 




End 


17991 




GI 


4454471 




Score 


862 




Exons 


17000. . 17335., 17444 


. .17755, 


17874.. 17991 




GI Descrip. 


(AC006234) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


39889 




Seq. ID 


OJ000229_21.0410 


.C2 


Gene No. 


82490 




Strand 






Start 


16997 




End 


17991 




Name 


OJ000229 21. 0410. C2 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


17003 




End 


17317 




GI 


none 




Score 


132 




Exons 


17003. .17098, 17123 


. .17317 








Seq. No. 


39889 




Seq. ID 


OJ000229_21.0410 


.C2 


Gene No. 


82490 




Strand 






Start 


16997 




End 


17991 




Name 


OJ000229 21. 0410. C2 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


17006 




End 


17275 




GI 


none 




Score 


108 




Exons 


17006. . 17275, 17013 


. .17129, 


17015.. 17275 




Seq. No. 


39889 




Seq. ID 


OJ000229_21.0410 


.C2 


Gene No. 


82490 




Strand 






Start 


16997 




End 


17991 




Name 


OJ000229 21. 0410. C2 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


17439 




End 


17964 




GI 


none 




Score 


96 




Exons 


17439. .17504, 17441 


. .17545, 


17534. .17722, 1754 6. .17701, 






17622. .17705, 17886 


. .17963, 


17887. .17964 




Seq. No. 


39889 




Seq. ID 


OJ000229_21.0410 


. C2 


Gene No. 


82490 




Strand 






Start 


16997 




End 


17991 




Name 


OJ000229 21. 0410. C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17450 




End 


17755 




GI 


none 




Score 


200 




Exons 


17450. . 17698, 17451 


. .17699, 


174 62. .17701, 174 84. .17699, 






17702. . 17755 










Seq. No. 


39890 




Seq. ID 


OJ000229_21.0410 


. C3 


Gene No. 


82491 




Strand 


+ 




Start 


1271 




End 


2567 




Name 


OJ000229 21. 0410. C3 


. o2 . np 


Method 


AAT/NAP 




Start 


1271 




End 


2567 




GI 


6721547 




-. Score 


100 




Exons 


1271.. 1355, 2533.. 2567 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448 


Seq. No. 


39890 




Seq. ID 


OJ000229_21.0410 


.C3 


Gene No. 


82492 




Strand ' 






Start 


143 




End 


514 




Name 


OJ000229 21. 0410. C3 


. ol.np 


Method 


AAT/NAP 




Start 


143 




End 


514 





39804 



GI 


7510076 


Score 


93 




Exons 


143. .514 








GI Descrlp. 


hypothetical- .protein Y50E8A.i 


- Caenorhabditis elegans 




Seq. No.' 


39890 


Seq. ID 


OJ000229_21.0410 


.C3 


Gene No. 


824 93 


Strand 






Start 


1951 


End 


2567 




Name 


OJ000229_21 . 04 10 . C3 . o3 . np 


Method 


AAT/NAP 




Start 


1951 


End 


2567 




GI 


6862952 


Score 


186 




Exons 


1951. .2062, 2166. .2337, 2446. 


.2567 






GI Descrip. 


(AC019018) putative G protein 


-coupled receptor [Arabidopsis 




thaliana] 








Seq. No. 


39891 


Seq. ID 


OJ000229_21.0410 


.C6 


Gene No. 


82494 


Strand 


+ 




Start 


202 


End 


1128 




Name 


OJ000229 21 . 04 10 . C6 . ol . gs 


Method 


GENSCAN 




Start 


202 


End 


1128 




GI 


none 


Score 


.5 




Exons 


202. .309, 399.-587, 719. .845, 


986. .1128 




Seq. No. 


39891 


Seq. ID 


OJ000229_21.0410 


.C6 


Gene No . 


82495 


Strand 


- 




Start 


1886 


End 


4445 




Name 


OJ000229_21 . 0410 .C6. ol . tm 


Method 


TBLASTX: Maize 




Start 


198 


End 


943 




GI 


none 


Score 


203 




Exons 


198. .308, 202. .309, 386.-652, 


396. .656, 


396.. 656, 657.. 


722, 




661. .732, 804. .854, 838.-888, 


896. .943 






Seq. No. 


39891 


Seq. ID 


OJ000229_21.0410 


.C6 


Gene No. 


82495 


Strand 






Start 


1886 


End 


4445 




Name 


OJ000229 21 . 0410 . C6 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


213 


End 


542 




GI 


none 


Score 


148 




Exons 


213. .308, 229. .309, 246. .317, 


383. .535, 


386. .523, 396.. 


542, 




396 . .542 








Seq. No. 


39891 


Seq. ID 


OJ000229_21.0410 


-C6 


Gene No. 


82495 


Strand 






Start 


1886 


End 


4445 




Name 


OJ000229 21 . 04 10 . C6 . ol . tc 


Method 


TBLASTX: Cress 




Start 


471 * 


End 


650 




GI 


none 


Score 


216 




Exons 


471 . . 650, 480 . . 650 








Seq. No. 


39891 


Seq. ID 


OJ000229_21.0410 


.C6 


Gene No. 


82495 


Strand 






C -t- -j r-f- 


i ft ft 


End 


4445 




Name 


OJ000229 21.0410.C6.o2.gs 


Method 


GENSCAN 




Start 


1886 


End 


4445 




GI 


none 


Score 


.75 




Exons 


1886. .2007, 2488.-2665, 3426. 


.3901, 4015. .4130, 4180. .4445 


Seq. No. 


39891 


Seq. ID 


OJ000229_21.0410 


.C6 



39805 



# • 



Gene No . 


O O A CI C 




Strand 








Start 


1886 




End 


4445 






Name 


OJ000229_21 


.0410.C6.o2.np. 


Method 


AAT/NAP 






otart 


loo b 




End 


4142 






GI 






Score 


801 






Exons 


i nor onm 
loo D . . zUU / , 


2106.. 2175, 2263 


..2345, 2488. .2665, 


3426. .3901, 




4 U1D ... 4 14 z 












GI Descrip. 


V /iC UUoUlD J 


F6D8.25 [Arabidopsis thaliana] 






Seq. No. 


jyo y i 




Seq. ID 


OJ000229 


_21.0410, 


.C6 


Gene No. 


82495 




Strand 








Start 


1886 




End 


4445 






Name 


uuuuuzzy zi 


.0410.C6.o2. tm 


Method 


TBLASTX : 


Maize 




otart 


Z bz / 




End 


3689 






f T 


none 




Score 


59 






Exons 


z bZ / . . ZouO, 


2628. .2666, 3425 


..3514, 3426. .3524, 


3426. .3572, 




j 4 4 y . . jDoy, 


3576.. 3608, 3577 


..3615, 3654. .3689 






beq. no. 


j y o y i 




Seq. ID 


OJ000229 


_21.0410. 


,C6 


Gene No. 


82495 




Strand 








Start 


1886 




End 


4445 






Name 


ujuuuzzy zi 


.0410.C6.o2.ts 


Method 


TBLASTX : 


Soybean 




b tar u 






End 


4070 






01 


none 




Score 


99 - 






Exons 


oozz . . jbUo , 


3660. .3794, 3690 


..3779, 3819. .3899, 


3820. .3900, 




4 Ul J . . 4Uby , 


4014. .4070 










Seq. No. 


39892 




Seq. ID 


OJ000229 


_21.0410, 


.C9 


Gene No. 


82496 




Strand 


+ 






Start 


/ y4 b 




End 


9359 






Name 


^TAAAOOA. oi 

ojuuuzzy zi 


.0410.C9.o2.gs 


Method 


GENSCAN 






btart 


/ y4 b 




End 


9359 






Ul 


none 




Score 


.84 






Exons 


/ y4 b . . oUob, 


8532. .8878, 8924 


. .9359 








beq. no. 


39892 




Seq. ID 


OJ000229 


_21.0410, 


.C9 


Gene No. 


82497 




Strand 


+ 






Start 


23058 




End 


23634 






Name 


OJ000229 21 


.0410.C9.o3.np 


Method 


AAT/NAP 






btart 


23058 




End 


.23634 






VjI 


5091507 




Score 


315 






Exons 


23058. .23220, 23271 .. 23314 , ; 


23517. .23634 






GI Descrip. 


(AB023482) . 


Hypothetical protein [Oryza 


sativa] 






Seq. No. 


39892 




Seq. ID 


OJ000229 


_21.0410. 


.C9 


Gene No. 


82498 




Strand 


+ 






Of -srf 


25070 




End 


25374 . 






Name 


OJ000229 21 


.0410.C9.o6.gs 


Method 


GENSCAN 






Of -ivV 

b tart 


25070- • 


End 


25374 






C T 

bl 


none 




Score 


.95 






Exons 


25070. .25255, 25306.. 25374 










Seq. No. 


39892 




Seq. ID 


OJ000229_ 


_21.0410. 


,C9 


Gene No. 


82499 




Stfand 








Start 


18 




End 


4705 






Name 


OJ000229 21 


.0410.C9.ol.gs 


Method 


GENSCAN 






Start 


18 


End 


4705 







39806 




GI 


none 


Score 


0 c 

. 85 


Exons 


18. .78, 1824. .1919/ 2667. .35 


84 , 3680 . . 


4705 


Seq. No. 


0 n 0 n 0 
398 92 


beq. ID 


OJUUU22y 21.U41U.Cy 


Gene No . 


o25UU 


Strand 




Start 


12521 


End. 


13179 


Name 


OJ000229_21.0410.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 0 0 0 /i 


End 


12999 


GI 


5ol52 1 . RlUo4 


Score 


1395 


Exons 


12284 . . 12 y 9 9 






GI Descrip . . 


13o2192/pir [ | JTU/U3 4 . Ue-2 J 


ferredoxin — thioredoxin reductase 




(he i.io.-.-j variaoie cnain 


- maize 1 




Seq. No. 


39892 


Seq. ID 


OJ000229_21.0410.C9 


Gene No. 


82500 


Strand 




Start 


1 O C O 1 

12521 


End 


1 OI TQ 


Name 


OJUUU22y 21 . U4 iu . cy . O J . gs 


Method 




Start 


1 0 c 0 1 

12521 


End 


1 OI TQ 


GI 


none 


Score 


. yo 


Exons 


1252 1 . . 1 3Ub5 , 131 I 0 . . 1 31 / 9 






Seq. No. 


398 92 


Seq. ID 


OJ000229_21.0410.C9 


bene ino. 


82500 


Strand 




Start . 


12521 


End 


. 13179 


Name 


OJ000229 21.0410.C9.ol.np 


Method 


AAT/NAP ■ 


Start 


12527 


End 


12817 


GI 


1362192 


Score 


400 


Exons 


12527. .12817 






GI Descrip. 


f erredoxin--thioredoxin reductase (EC 


1.18.-.-) variable chain 




maize 






Seq. No. 


39892 


Seq. ID 


OJ000229_21.0410.C9 


Gene No . 


82501 


Strand 




Start 


18084 


End 


24294 


Name 


OJ000229 21.0410.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


3027 


End 


3438 


GI 


none 


Score 


39 


Exons 


3027.. 3056, 3030.. 3056, 3151 


..3255, 3153. .3230, 3154. .3243, 




3270.. 3374, 3274.. 3399, 3280 


..3375, 3315. .3377, 3372. .3434, 




3378. .3434, 3379.. 3438, 3385 


. .3435 




Seq. No. 


39892 


Seq. ID 


OJ000229_21.0410.C9 


Gene No. 


82501 


Strand 




Start 


18084 


End 


24294 


Name 


OJ000229 21.0410.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


12521 


End 


13044 


GI 


none 


Score 


70 


Exons 


■ 12521. .12586, 12554. .12847, 


12555. .12836, 12890 .. 12919, 




12982. .13038, 12982. .13044 






oeq . no . 


39892 


Seq. ID 


OJ000229_21.0410.C9 


Gene No. 


82501 


Strand 




Start 


18084 


End 


24294 


Name 


OJ000229 21.0410.C9.o2.ts 


Method 


TBLASTX: Soybean 


Start 


12554 


End 


12769 


GI 


none 


Score 


40 


Exons 


12554. .12580, 12558. .12581, 


12608. . 12769, 12609.. 12767 



39807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39892 
82501 
18084 

OJ000229_21.0410.C9.o5.gs 
18084 



none 
18084, 
21504, 
24230, 



,18692, 19238. 
,21743, 22704. 
,24294 



Seq. ID 
■ Strand 
End 24294 
Method GENSCAN 
End 24294 
Score .51 
19318, 19827. .19985, 20005 
22757, 23071. .23158, 23256 



OJ000229 21. 0410. C9 



,21382, 
,23443, 



Seq. No. 39892 

Gene No. 82501 

Start 18084. 

Name OJ00022 9_2 1 . 04 10 . C9 . o2 . np 

Start 19948 

GI 4454460 

Exons 19948. .20007, 20143 .. 20345, 

GI Descrip. (AC006234) 
thaliana] 



Seq. ID 

Strand 

End 

Method 
End 

Score ■ 



OJ000229_21.0410.C9 

24294 
AAT/NAP 
21244 
351 



20489. .21244 
AP2 domain transcription factor [Arabidopsis 



Seq. No. 39892 Seq. ID 

Gene No. 82501 Strand 

Start 18084 End 

Name OJ000229_21 . 04 10 . C9 . ol . tc Method 

Start 20485 End 

GI none Score 

Exons 20485. .20712, 20519.. 20713 



OJ000229_21.0410.C9 
24294 

TBLASTX : Cress 

20713 

141 



Seq. No. 39892 

Gene No. 82501 

Start 18084 

Name OJ000229_21 . 04 10 . C9 . ol . ts 

Start 20494 

GI none 

Exons 20494 
20768 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20694, 20500. .20637, 20516 .. 20695, 20758 
20818 



OJ000229_21.0410.C9 
24294 

TBLASTX : Soybean 

20826 

95 

20826, 



Seq. No. "39892 Seq. ID 

Gene No. 82501 Strand 

Start 18084 End 

Name OJ00022 9_2 1 . 04 10 . C9 . o2 . tm Method 

Start 20516 End 

GI none Score 
Exons 



OJ000229_21.0410.C9 
24294 

TBLASTX: Maize 

20827 

128 



20516. .20713, 20518 .. 20706, 20795.. 20827 



Seq. No. 39892 Seq. ID 

Gene No. 82501 Strand 

Start 18084 End 

Name OJ000229_21 . 0410 . C9 . ol . tw Method 

Start 20518 End 

GI none Score 

Exons 20518. .20688 



OJ000229_21.0410.C9 
24294 

TBLASTX: Wheat 

20688 

186 



Seq. No. 
Gene No. 
Start 



39893 
82502 
61 



Seq. ID OJ000229_21. 0410. C10 
Strand + 
End 281 



39808 




Name 


ujuuu^zy zi.ufnu. 


, blU . 0 1 . yS 


XyT +— V\ y-J 


C IT M C C Zi M 




Start 


bl 




tna 






bl 


none 




Score 


. o 




Exons 


Di . . Z 0 1 










beq. no. 






Q on T Pi 


nTnnn99Q ?i Odin 




bens no . 


82503 




Strand 


+ 




Start 


1965 




End 


4808 




Name 


OJ000229 21.0410. 


.C10.o2.np 


Method 


AAT/NAP 




C -4- -i -v~4- 

btart 


1965 




End 


4808 




bl 


7106528 




Score 


77 




Exons 


1965. .1989, 4681. 


. .4808 








GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


f ho 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




beq. no. 


39893 




Seq. ID 


OJ000229_21.0410. 




Gene No. 


82504 




Strand 






Start 


1489 




End 


2156 




Name 


OJ000229 21.0410. 


.C10.ol.np 


Method 


AAT/NAP 




otiarr. 


1489 




End 


2156 




bl 


7510076 




Score 


70 




Exons 


1489. .1668, 2004. 


. .2156 








GI Descrip. 


hypothetical protein Y50E8A.i 


- Caenorhabditis elegans 




Seq. No. 


39893 




Seq. ID 


OJ000229_21.0410. 


C10 


Gene No. 


82505 




Strand 






Start 


2793 




End 


3620 




Name 


OJ000229 21.0410, 


.C10.o2.gs 


Method 


GENS CAN 




Start 


2793 




End 


3620 




GI 


none 




Score 


.91 




Exons 


2793. .3050, 3262, 


..3331, 3367. 


.3620 






beq. No. 


39894 




Seq. ID 


OJ000229_21.0410. 


pi i 


Gene No. 


82506 




Strand 


+ 




Start 


7178 




End 


12166 




Name 


OJ000229 21.0410, 


.Cll.o2.gs 


Method 


GENSCAN 




O 4- -i -w- 4- 

otart 


7178 




End 


12166 




bl 


none 




Score 


.64 




Exons 


7178. .7369, 9015, 


..9233, 9740. 


.9973, 11328. .11440, 11488. 


1 1 S7 ? 
. ± ± J / o , 




12138. .12166 










Seq. No. 


39894 




Seq. ID 


OJ000229_21.0410. 


Cll 


Gene No. 


82507 




Strand 








824 




End 


3824 




Name 


OJ000229 21.0410, 


.Cll.ol.gs 


Method 


GENSCAN 




otart 


824 




End 


3824 




bl 


none 




Score 


.7 




Exons 


824. .1002, 1828., 


.2000, 2487.. 


2770, 3768.. 3824 




Seq. No. 


39894 




Seq. ID 


OJ000229_21.0410. 


Cll 


Gene No. 


82508 




Strand 






Start 


16794 




End 


16952 




Name 


OJ000229 21.0410, 


.Cll.o3.gs 


Method 


GENSCAN 




Start 


16794 




End 


16952 




GI 


none 




Score 


.72 





Exons 16794. .16952 



39809 




Seq. No. 


39894 




Seq. ID 


OJ000229_21.0410.C11 


Gene No. 


82509 




Strand 




C +- -3 

OldXL 


1 / JUJ 




End 


18652 


Name 




LlTl 


Method 


TBLASTX: Maize 


C +- a y-f- 


7707 ~~ 

//Of 




End 


8059 


bi 


none 




Score 


41 


\r /"\ r"\ C7 


77ft7 7ftftR 7ft71 7Q^6 


7ft ft n 
/ 0 0 u . 


.8059, 7965.. 8042 


Seq. No. 


39894 




Seq. ID 


OJ000229_21.0410.C11 


Gene No. 


82509 




Strand 




OLa-L L 


1 7 0 cq 




End 


18652 


Name 


n Tnnn99Q 91 n^i i n n 1 «i 
UJUUUZZi? z 1 . KJH 1 u . Ll 1 . 01 . 




Method 


TBLASTX: Wheat 


OLaiL 


7 Q^A 




End 


8278 




none 




Score 


40 


Exons 


7QR4 7QP^ 7Q£^ ftfl^fi 


7 Q67 


.8059, 8062.. 8274, 8156.. 8278 


Seq. No. 


39894 




Seq. ID 


OJ000229_21.0410.C11 


Gene No. 


82509 




Strand 




o Lai L 


17365 




End 


18652 


Name 


OJ000229 21.0410.Cll.o4. 


gs 


Method 


GENSCAN 


OLaiL 


17365 




End 


18652 




none 




Score 


.59 


Exons 


17365. .17902, 17 994 .. 18100, 18542.. 18652 


oeq. in o . 


39895 




Seq. ID 


OJ000229_21.0410.C12 


Gene No. 


82510 




Strand 


+ 


Start 


1 




End 


1356 


Name 


OJ000229 21.0410.C12.ol. 


np 


Method 


AAT/NAP 


ona r l 


1 




End 


1248 




7021732 




Score 


678 


T7* V CT* 


1..83, 384. .1071, 1099.. 


1248 






x o t 
ui. ucoorip. 


(AC024081) unknown protein [Arabidopsis thaliana] 


Seq. No. 


39895 




Seq. ID 


OJ000229 21.0410.C12 


Gene No. 


82510 




Strand 


+ 


u Lai t 


1 




End 


1356 


Name 


OJ000229 21.0410.C12.ol. 


gs. . 


Method 


GENSCAN 


O Lai L 


56 




End 


1356 


VjJ- 


none 




Score 


.44 


Exons 


56. .1356 








Seq. No. 


39895 




Seq. ID 


OJ000229_21.0410.C12 


Gene No. 


82510 




Strand 


+ 


o Lai L 


1 




End 


1356 


Name 


OJ000229 21.0410.C12.ol. 


tm 


Method 


TBLASTX: Maize 


o Ldil. 


274 




End 


732 


\j I 


none 




Score 


281 


Exons 


274. .486, 274. .486, 276. 


.488, 


440. .499, 


477. .731, 478. .732 


Sea No 


39895 




Seq. ID 


OJ000229_21.0410.C12 


Gene No. 


82510 




Strand 


+ 


Start 


1 




End 


1356 


Name • 


OJ000229 21.0410.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


442 




End 


867 


GI 


none 




Score 


140 


Exons 


442. .543, 447. .545, 463. 


.555, 


601. .777, 


672. .776, 798. .860, 



799. .867 



39810 



en 

?'• i 

Ly 

T : 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39895 
82510 
1 

OJ000229_21.0410.C12.ol.ts 

447 

none 



Seq. ID OJ000229_21.0410.C12 

Strand ' + 

End 1356 

Method TBLASTX : Soybean 

End ,765 

Score 136 



447. .545, 448.-543, 580. .765, 591. .764 



Seq. No. 39895 

Gene No. 82510 

Start 1 

Name OJ000229_21 . 0410 . C12 . o2 . tm 

Start 930 

GI none 
Exons 



Seq. ID OJ000229_21.0410.C12 

Strand + 

End 1356 

Method TBLASTX : Mai ze 

End 1071 

Score 150 



930. .1070, 930. .1070, 931. .1071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39895 
82510 
1 

OJ000229_21.0410.C12.o3.tm 

1086 

none 



Seq. ID OJ000229_21.0410.C12 

Strand + 

End 1356 

Method TBLASTX : Mai ze 

End 1257 

Score 207 



1086. .1247, 1087. .1257, 1087. .1248 



39896 
82511 
1 

OJ000229_21.0410.C13.ol.np 
1 

7021732 



Seq. ID OJ000229_21.0410.C13 
Strand + 
End 2734 
Method AAT/NAP 
End 2517 
Score 798 

1..48, 530. .623, 741. .898, 983. .1034, 1140. .1222, 1307. .1400, 
1967. .2517 

(AC024081) unknown protein [Arabidopsis thaliana] 



39896 
82511 
1 

OJ000229_21.0410.C13.ol.ts 

529 

none 



Seq. ID OJ000229_21.0410.C13 
Strand + 
End 2734 
Method TBLASTX : Soybean 
End 2094 
Score 68 

529. .621, 530. .622, 535. .621, 739. .789, 740. .790, 747. .791, 
782. .898, 784. .894, 788. .898, 792. .899, 793. .900, 985. .1014, 
986.. 1033, 1139.. 1222, 1303.. 1401, 1306.. 1401, 1328.. -1408, 
1965. .2072, 1966. .2094, 2021. .2092 



Seq. No. 39896 

Gene No. 82511 

Start 1 

Name OJ000229_21 . 0410 . C13 . ol . tm 

Start 530 

GI none 
Exons 



Seq. ID OJ000229_21.0410.C13 

Strand + 

End 2734 

Method TBLASTX: Maize 

End 2175 

Score 145 



530. .622, 531. .623, 532. .621, 739. .894, 740. .898, 741. .902, 
742. .900, 747. .905, 979. .1032, 980. .1033, 993. .1037, 1139. .1225, 
1139. .1225, '1146. .1241, 1346. .1408, 1348. .1401, 1965. .2174, 
1965. .2174, 1966. .2175 



39811 



Seq. No. 39896 

Gene No. 82511 

Start 1 

Name OJ000229__21 . 0410 . C13. ol . tc 

Start 575 
GI ' none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

575. .622, 7-39. .894, 740. .898, 741. .899, 747. .899, 988.-. 1038, 
989. .1033 



OJ000229_21.0410.C13 
+ 

2734 • 

TBLASTX: Cress 

1038 

53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39896 
82511 
1 

OJ000229_ 

741 

none 



21.0410.C13.ol.gs 



Seq. ID OJ000229_21.0410.C13 

Strand + 

End 2734 

Method GENSCAN 

End 2713 

Score .53 



741. .935, 1317. .1400, 1967. .2514, 2599. .2713 



Seq. No. 39896 

Gene No. 8.2511 

Start 1 

Name OJ000229_21 . 04 10 . C13 . o2 . tm 

Start 2359 

GI none 

Exons 2359.. 2520, 2359.. 2523, 2363. 

2557. .2649, 2561. .2656, 2581. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2524, 2409 
.2652, 2706 



OJ000229_21.0410.C13 
+ 

2734 

TBLASTX : Maize 
2732 
168 

2534, 2556. .2648, 
2732 



Seq. No. 39896 

Gene No. 82511 

Start 1 

Name OJ00022 9_21 . 04 10 . C13 . ol . gp 

Start 2503 

GI 4714376 

Exons 2503.. 2734 



Seq. ID OJ000229_21.0410.C13 

Strand + 

End 2734 

Method AAT/GAP 

End 2734 

Score 443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39897 
82512 
326 

OJ000229_ 

326 

none 



21.0410.C14.ol.gs 



Seq. ID OJ000229_21.0410.C14 

Strand + 

End 2964 

Method GENSCAN 

End 2964 

Score .54 



326. .408, 2306. .2467, 2641. .2823, 2858. .2964 



Seq. No. 39898 Seq. ID OJ000229_21 . 04 10 . C15 

Gene No. 82513 Strand + 

Start 1 End 2231 

Name OJ000229_21 . 0410 .CIS.ol .np Method AAT/NAP 

Start 1 End 2231 

GI 7485642 " Score 787 

Exons 1..31, 758. .1314, 1806. .2020, 2166. .2231 

GI Descrip. hypothetical protein F17L22.130 - Arabidopsis thaliana 
gi|4455275iemb|CAB36811.1| (AL035527) putative protein 
[Arabidopsis thaliana] gi | 7268964 | emb | CAB81274 . 1 | (AL161555) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



39898 
82513 
1 



Seq. ID OJ000229_21.0410.C15 
Strand + 
End 2231 



39812 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



OJ000229_21.0410.C15.ol.gs 
713 

none Score 
713. .718, 838. .1314, 1806. .2016 



Method GENSCAN 
End 2016 



,91 



39899 
82514 
134 

OJ000229_21.0410.C16.ol.gs 

134 

none 

134. .391, 407. .515 

39900 
82515 
593 

OJ000229_21.0410.C19.ol.gs 

593 

none 

593.. 689 



Seq. ID OJ000229_21.0410.C16 
Strand 

End 515 

Method GENSCAN 

End 515 



Score 



.67 



Seq. ID OJ000229_21.0410.C19 

Strand + 

End 689 

Method GENSCAN 

End 689 

Score .98 



39901 Seq. ID OJ000229_21 . 04 10 . C20 

82516 Strand + 

1 End. 1501 

OJ000229_21 . 0410. C20 . ol . np Method AAT/NAP 

1 End 1501 

7485642 Score 98 

1..213, 289. .372, 653. .718, 1271. .1394, 1441. .1501 

hypothetical protein F17L22.130 - Arabidopsis thaliana 

gi 14455275 | embl CAB36811.il (AL035527) putative protein 

[Arabidopsis thaliana] gi | 7268964 | emb | CAB81274 . 1 | (AL161555) 

putative protein [Arabidopsis thaliana] 



39901 
82516 
1 

OJ000229_21.0410.C20.ol.tm 
22 

none 



Seq. ID OJ000229_21.0410.C20 
Strand 
End 

Method 
End 
Score 



+ 

1501 

TBLASTX: Maize 

1486 ' 

176 



22. .213, 22. .213, 289. .375, 291. .374, 649. .714, 650. .718, 
1267. .1350, 1269. .1355, 1271. .1345, 1463. .1486 



39901 Seq. ID 

82516 Strand 
1 End 
OJ000229_21. 0410.C20.ol.gs Method 
151 End 
none Score 
151. .213, 289. .372, 653.-733 

39902 Seq. ID" 

82517 Strand 
9 End 
OJ000229_20 . 04 04. CI . ol . gs Method 
9 End 
none Score 
9. .53, 106. .114 



OJ000229_21.0410.C20 
+ 

1501 
GENSCAN 
733 
.81 



OJ000229_20 . 0404 . CI 
+ 

114 

GENSCAN 

114 

.79 



39813 



Seq. No. 


39902 




Seq. ID 


OJ000229_20.. 0404 


.CI 


cene lno . 


OOC1 o 
OZ JlO 




c +- v- rt H 


T 




O 4- -4 -w- 4- 


ft R *3 




Cjiia 


1 OOO 

^ 1 Z J J 




Name 


UJUUUZZ^ ZU.U4U4.bl 


. oz . gp 


ft/ rt 4- 'Ul rt /-J 






otart 


ft R "3 

O J J 




Urt H 


1 O^O 
1Z jj 






none 




Score 


/ J D 




Exons 


ft ^ 19^ 
O JJ . . 1Z JJ 










Seq. No. 


39902 




Seq. ID 


OJ000229_20.0404 


.CI 


(~* rt f-i rt \T 

bene lno . 


ft 9 M Q 

OZ Jl " 




C 4- ranrl 
OCX dilCl 






ouaru 


IUDj 




una 


ll^D 




Name 


n.Tnnn99Q 9n nzinzi n 

bUUUUZZ.7 ZU . U 4 U 4 .Ul 


. o 1 . gp 


rie Uii(jvj. 






otari 


j ft j 




TTrtH 

Hjna 


DU U 




bl 


rt rt -pi rt 




O rt rt y- rt 


4 Q9 

*3 _?Z 




, *J* T*^l O 


j4 J i • O U U 










Seq. No. 


39902 




Seq. ID 


OJ000229_20.0404 


.CI 




ft 9 M Q 

O Z J X -7 




Cf rand 
Oil aHU 






o car l. 


IUDj 






lli/D 




Name 


nTnnn99Q 90 nzinzi n 

UUUUUZZ-? ZU • U4UfJ • LI 


. Oz . gs 


ft/rt 4- rt rt 

L v ie LIIOU 


btiLNObi-iLN 




Of a -K--4- 


1U u J 






117D 






none 




Score 


Zl ft 




Exons 












Seq. No. 


39902 




Seq. ID 


OJ000229_20.0404 


.CI 


Gene No. 


82520 




Strand 






otart 


11U / 




End 


1259 




Name 


HTHfinOOQ on n A C\ A n 1 
UJUUUZZ:? zU.U4U4.bl 


. ol . np 


Method 


AAT/NAP 




otarc 


1 1U / 




End 


1259 






A^AAAAQ 
4 D 4 4 4 4 J 




Score 


133 




IT 1 v t"\ r> 

tjXons 


liU / . . IZjj 










bi uescrip. 


IHLUUDj jZ j pULaLlve 


peroxidase [Arabidopsis thaliana] 




Seq. No. 


39903 




Seq. ID 


OJ000229_20.0404 


.C2 


Gene No. 


82521.' 




Strand 






jLdi L. 


i 
i 




End 


.2566 




Name 


riTnnn99Q on nzinzi no 

UJ UUUZZl? ZU ■ U 4 U 4 . bZ 


. ol . np 


Method 


AAT/NAP 




o uar l 


"1 
1 




End 


2013 




C T 


AC.AAAAQ 
4 J 4 4 4 4 .? 




Score 


343 




11 AUllb 


1. .JJ/ 11ZZ . ■ iul J/ 


1810. .2013 








bi uescrip . 


InbUUD J3Z / pULatlve 


peroxidase [Arabidopsis thaliana] 




Seq. No. 


39903 




Seq. ID 


OJ000229_20.0404 


.C2 


rt rt M rt 

bene in<j . 


ft 9 R9 1 

OZ JZl 




Strand 








1 
1 




End 


2566 




Name 


n.Tnnn99Q 9n nzinzi co 

UUUUUZZ^ ZU . U 4 U 4 . b Z 


. ol . gs 


Method 


GENSCAN 




o tart 


J / u 




End 


2064 




bl 


none 




Score 


.51 




Exons 


oin ci Q COP 7 "7 9 
j/U. . Diy, DUO. . / / z , 


1140. .125S 


, 1422.. 


1613, 1705.. 2064 




Seq. No. 


39903 




Seq. ID 


OJ000229_20.0404 


.C2 


Gene No. 


82521 




Strand 






Start 


1 




End 


2566 




Name 


OJ000229 '20.0404 ,C2 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


1419 




End 


1947 




GI 


none 




Score 


78 





39814 



Exons 



1419. .1622, 1534. .1614, 1813. .1947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39903 
82521 
1 

OJ00022'9_20.0404.C2.ol.tw 

1419 

none 



Seq. ID -OJ000229_20.0404.C2 
Strand 

End 2566 

Method TBLASTX : Wheat 

End 2566 

Score 7 9 



1419. .1538, 1540. .1620, 1545. .1622, 2352. .2456, 2525. .2566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39903 
82521 
1 

OJ00022 9_20.0404 .C2.ol.tm 

1419 

none 



Seq. ID OJ000229_20.0404 .C2 
Strand 

End 2566 

Method TBLASTX: Maize 

End 1947 . 

Score 104 



1419. .1622, 1465. .1620, 1524. .1622, 1813. .1947, 1814. .1936 



39903 
82521 
1 

OJ000229_20.0404 .C2.ol.ts 
1422. . 
none' ' 



Seq. ID OJ000229_20.0404.C2 
Strand 

End 2566 

Method TBLASTX : Soybean 

End 1969 

Score 115 



1422. .1622, 1465. .1614, 1810. .1959, 1811. .1969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000229_20.0404 . C2 
Strand 

End 2566 

Method AAT/GAP 

End 2161 

Score 888 



39903 
82521 
1 

OJ000229_20 . 0404 . C2 . ol . gp 
1504 

25074_1.R1084 
1504. .1613, 1810. .2161 

•4544449/gb|AAD22357.1|AC006592_14 2.0e-25 (AC006592) putative 
peroxidase [Arabidopsis thaliana] 1 



39904 
82522 
13194 

OJ000229_20.0404 .C3.o2.gp 

13194 

none 

13194. .13536 



Seq. ID OJ000229_20.0404 .C3 

Strand + 

End 13536 

Method AAT/GAP 

End 13536 

Score 457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



39904 
82523 
1 

OJ000229_20.04 04 .C3.ol.np 
1 

7444451 
1..1822 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ000229_20.0404 .C3 
Strand 

End 1822 

Method AAT/NAP 

End 1822 

Score 1418 



39904 
82523 



Seq. ID OJ000229_20.0404.C3 
Strand 



39815 






Of arf 


i 

X 


FnH 


1 ft 99 

X O c- £. 




Name 


nTnn099Q 90 HAOA P^ n1 n*c; 




OcjiNo^rirM 




Qt- 3 rt- 
OLdl L 


7 ft 4 ~~ 


J_j1 1U 


1 ft 1 n 

X O X u 




\J X 


none 


^ OO T"0 


ft Q 




U 1 VOn G 


7ft A 1 ft 1 0 








Qoo* Mo 


J ^ ^ W *a 


Seq. ID 


OtT0009 9Q 9 0 04 04 P^ 




Gene No . 


82524 


Strand 






Start 


2276 


End 


3121 




Name 


OJ000229 20.0404.C3.ol.gp 


Method 


AAT/GAP 




u Lai L 


2276 


End 


2855 




(IT 


uC-osflcypl72e08bl 


Score 


724 




LAUllo 


2276. .2480, 2635. .2855 








P.T c: r" "i o 


' 4102727 5.0e-24 (AF015782) blight-associated protein pl2 






precursor [Citrus jambhiri] ' 










39904 


Seq. ID 


OJ000229_20.0404.C3 




Gpne No . 


82524 


Strand 






Start 


2276 


End 


3121 




Name 


OJ000229 20.0404.C3.o2.np 


Method 


AAT/NAP 






2631 


End 


3121 




O J. 


4102727 


Score 


375 




P* von q 


2631. .2911, 3013. .3121 






£3 


P T rto <3 O Y* 1 O 


(AF015782) blight-associated protein pl2 precursor [Citrus 






J aillDll-LX X J 






Z. . 


Seq. No. 




Seq. ID 


OJ000229_20.0404.C3 




Gene No. 


82525 


Strand 






O L-ClX 1_ 


10507 ; 


End 


18407 




Name 


OJ000229 20.0404 .C3.o3.ts 


Method 


TBLASTX : Soybean 


" Z 

w 


o i_dx u 


94 


End 


483 


I U 


CT 
X 


none 


Score 


158 




IT von q 


94. .261, 280. .483 






£3 


Seq. No. 


39904 


Seq. ID 


OJ000229_20.0404 .C3 




Gene No. 


82525 


Strand 






Start 


10507 


End 


18407 


i "1 


Name 


OJ000229 20. 0404 .C3.ol.tw 


Method 


TBLASTX: Wheat 






574 


End 


961 


§_ 


PT 

O X 


none 


Score 


70 


f =| 




574. .702, S94..686, 689. .961, 


722. .910 








39904 


Seq. ID 


OJ000229_20.0404.C3 




Gene No. 


82525 


Strand 






Start 


10507 


End 


18407 




IN dlLLC 


OJ000229 20.0404.C3.o5.tm 


Method 


TBLASTX: Maize 






776 


End 


1294 




PT 

\J X 


none 


Score 


85 




Li AUl J O 


776. .925, 782. .904, 923. .1045, 


1098. .1112, 1181. .1231, 






1232. .1294 








Seq. No. 


39904 


Seq. ID 


OJ000229_20.0404.C3 




Gene No. 


82525 


Strand 






Start 


10507 


End 


18407 




Name 


OJ000229 20.0404.C3.o4.tc 


Method 


TBLASTX: Cress 




Start 


1241 


End 


1762 




GI 


none 


Score 


60 



39816 




Exons 


1241 . . 1591, 


1649. . 1762 










Seq. No. 


39904 




Seq. ID 


OJ000229 


_20.0404 


.C3 


Gene No.' 


82525 




Strand 








Start 


10507 




End 


18407 






Name 


OJ000229 20. 


0404.C3.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


1295- ~ 




End 


1729 






GI 


none 




Score 


58 






Exons 


1295. . 1477, 


1319. .1474, 1353 


..1496, 1484. .1729, 


1485. .1589 


Seq. No. 


39904 




Seq. ID 


OJ000229 


_20.0404 


.C3 


Gene No. 


82525 




Strand 








Start 


10507 




End 


18407 






Name 


OJ000229 20. 


0404 .C3.o3. tm 


Method 


TBLASTX: 


Maize 




Start 


1295 ~~ 




End 


1726 






GI 


none 




Score 


85 






Exons 


1295. .1603, 


1356.. 1556, 1649 


. .1726 








Seq. No. 


39904 




Seq. ID 


OJ000229 


_20.0404 


.C3 


Gene No. 


82525 




Strand 








Start 


10507 




End 


18407 






Name 


OJ000229 20. 


0404 .C3.o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


2656 




End 


3072 






GI 


none 




Score 


70 






Exons 


2656. .2724, 


2658 . . 2723, 2724 


..2921, 2725. .2766, 


2751. .2909, 




2791 . .2922, 


3026. . 3046, 3037 


. .3072 








Sea No 


39904 




Seq. ID 


OJ000229 


_20.0404 


.C3 


Gene No . 


82525 




Strand: - 








Start 


10507 




End 


18407 






Name 


OJ000229 20. 


0404.C3.o4.gs 


Method 


GENSCAN 






Start 


10507 




End 


18407 






GI 


none 




Score 


.63 






Exons 


10507. .11181 


, 11307. .11393, 


11509. .11700, 11820 


. .11915, 






12046. .12132, 15216. .15680, 


15793. .15E 


S72, 16314 


. .16919, 






18356. .18407 












Seq. No. 


39904 




Seq. ID 


OJ000229 


_20.0404 


.C3" 


Gene No. 


82525 




Strand 








Start 


10507 




End 


18407 






Name 


OJ000229 20. 


0404.C3.o3.np 


Method 


AAT/NAP 






Start 


10524 




End 


16879 






GI 


4063751 




Score 


737 






Exons 


10524. .11181 


, 11509. .11717, 


11804. .11915, 12025 


. .12132, 






15216. .15680 


, 15793. .15872, 


16314. .16480, 16558 


. .16879 





GI Descrip. (AC005851) putative ABC transporter [Arabidopsis thaliana] 



Seq. No. 


39904 


Seq. ID 


OJ000229_20.0404 


Gene No. 


82525 


Strand 




Start 


10507 


End 


18407 


Name 


OJ000229 20.0404 .C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


10537 


End 


11327 


GI 


none 


Score 


113 


Exons 


10537. .10707,. 10765. .11190, 


10856. .10990, 11063. .11191, 




11304. .11327 






Seq. No. 


39904 


Seq. ID 


OJ000229_20.0404 



39817 




Gene No. 


82525 






Strand 






Of- —j V.+- 
jLdlL 


10507 






End 


18407 




Name 


OJ000229 20. 0404. C3 


. Ul . Lb 


Method 


TBLASTX : Soybean 




Q4- arf 


10582 






End 


11187 






none 






Score 


109 




ti 1 v An c 
Hi AUIlo 


10582. 


.10743, 10583 




10765. .11187, 10775. .11170 




Seq. No. 


39904 






Seq. ID 


OJ000229_20.0404 


.C3 


Gene No. 


82525 






Strand 






O Lai L- 


10507 






End 


18407 




Name 


OJ000229 20. 0404. C3 


- 

• Oj • tW 


Method 


TBLASTX: Wheat 




Jlai U 


10678 






End 


11103 




r t 


none 






Score 


127 




Hi AvJIlo 


10678. 


.10761, 10765 


1 1 1 ni 


10775. .10990 






39904 






Seq. ID 


OJ000229_20.0404 






82525 






Strand 






Start 


10507 






End 


18407 




Name 


OJ000229 20. 0404. C3 


. ol . tm 


Method 


TBLASTX: Maize 




OUdl L 


10819 






End 


15329 






none 






Score 


158 




Exons 


10819. 


.11190, 10835 


■ . X X VJ U , 


11284. .11373, 11302. .11373, 






11304. 


.11402, 11488 


. ■ X X U / *J , 


11530. .11667, 12037. .12126, 






12042. 


.12134, 12043 


1 91 1^ 


15216.. 15329 




oeq . rJO . 


39904 






Seq. ID 


OJ000229_20.0404 


Pi 

. v.* .3 


Gene No. 


82525 






Strand 






Start 


10507 






End 


18407 




Name 


OJ000229 20. 0404. C3 


r\ 1 +- r> 
. Oj . IC 


Method 


TBLASTX: Cress 






11328 






End 


11677 




r-T 
ox 


none 






Score 


52 






11328. 


.11402, 11329 


1 1 1Q4 
• . X X O :? 4 , 


11494. .11673, 11512. .11628, 






11531. 


.11677 










Seq. No. 


39904 






Seq. ID 


OJ000229_20.0404 


.C3 


Gene No. 


82525 






Strand 






Cf ar-f 
OLdl L 


. 10507 






End 


18407 






OJ000229 20. 0404. C3 




Method 


TBLASTX: Soybean 




OLdl L 


11367 






End 


11685 




r-T 
ox 


none 






Score 


86 




DAUllO 


11367. 


.11405, 11509 


1 1 68 5 

• • X X U O <J , 


11531. .11683 






39904 






Seq. ID 


OJ000229_20.0404 






82525 






Strand 






Start 


10507 






End 


18407 




Name 


OJ000229 20. 0404. C3 


.o2. tc 


Method 


TBLASTX: Cress 




O Lai L, 


12019 






End 


16482 






none 






Score 


163 






12019. 


.12126, 15237 


1 S6DP 


15238. .154 95, 15609 .. 15680 , 






15613. 


.15675, 15799 




16306. .16413, 16310. .164 05, 






16447. 


.16482 










Seq. No. 


39904 






Seq. ID 


OJ000229_20.0404 


.C3 


Gene No. 


• 82525 






Strand 






Start 


10507 






End 


18407 




Name 


OJ000229 20. 0404. C3 


,o2. ts 


Method 


TBLASTX : Soybean 




Start 


15216 






End 


16446 





39818 



ci T 


none 


Score 


90 




Exons 


X ^> Z. J. O . • 1 J J J£ ^ U^il U • ■ -L *J O -J , 


15333. .15677, 15334. .15504, 






1 J f 7 J i • 1 JO f 1 J / . • X -J O / , 


16306. .16446, 16310.. 16423 




Seq. No. 


39904 


Seq. ID 


OJ000229_20.0404, 


.C3 


Gene No. 


82525 


Strand 






O Lax. L 




End 


' 18407 




Name 


n.Tono22Q 20 0404 r>2 t-m 


Method 


TBLASTX: Maize 




q+- y-f 


X J J JU 


End 


.15683 




ox 


nunc • 


Score 


120 




Exons 


X -J *J *J\J • i IJuO Jf X J J (J <J • • -L *J rt J f 


15598. .15675 




Cpn Kin 


J -7 ^ W *3 


Seq. ID 


OJ000229_20.0404, 


C3 




82525 


Strand 






Start 


10507 


End 


18407 




Name 


OJ000229 20.0404 .C3.o3.gp 


Method 


AAT/GAP 




O L. d X U 


15537 


End 


16004 




\3 X 


uG-osflcypl06el0bl 


Score 


908 






15537-. .16004 








OX UCoL>l xlj • 


, 4490751/emb|CAB38913.1| 3. 


0e-14 (AL035708) prolif erating-cell 




nucleolar antigen-like protein [Arabidopsis thaliana] 1 




O v_J • LN vj ■ 


39904 


Seq. ID 


OJ000229_20.0404, 


.C3 


Gene No. 


82525 


Strand 






Start 


10507 


End 


18407 




Name 


OJ000229 20.0404.C3.o4.gp 


Method 


AAT/GAP 




Start 


17043 


End 


17114 




GI 


LIB3477-003-P1-K1-E9 


Score 


99 




Exons 


17043.. 17114 









GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 39905 Seq. ID 

Gene No. 82526 Strand 

Start 1886 End 

Name OJ000229_20 . 0404 . C4 . ol . gp Method 

Start 1886 End 

GI none Score 

Exons 1886.. 2203 



OJ000229_20.0404.C4 
+ 

2203 
AAT/GAP 
2203 
604 



Seq. No. 39905 
Gene No. 82527 
Start 2034 

Name OJ000229_20 . 04 04 . C4 . ol . gs 

Start 2034 
GI none 
Exons 2034.. 2201, 2224 

3794.. 3880, 4072 

10546. .10698 



■ Seq. ID OJ000229_20. 0404 ,C4 
Strand 

End 10698 
Method GEN SCAN 
End 10698 
Score .44 
2747, 2975. .3104, 3229. .3420, 3545. .3673, 
4149, 5499.. 6008, 6133.. 6212, 6435.. 6936, 



Seq. No. 39905 Seq. ID 

Gene No. 82527 Strand 

Start 2034 End 

Name OJ000229_20 . 0404 . C4 . ol . np Method 

Start 2102 End 

GI 4063751 Score 



OJ000229_20.0404.C4 

10698 
AAT/NAP 
7025 
758 



39819 






Exons 


Z XUZ . . Z / ft / , 


3229. 


.3420, 


3545. 


.3664, 3758.. 3880, 5559.. 6023, 






£17 7 £9 1 9 


6435. 


.6600, 


6701. 


.7025 






ox uescxrxp. 


( zvrno^R m ^ 

V fio UUjOjI ^ 


putative ABC 


transporter [Arabidopsis thaliana] 




Seq. No. 


39905 








Seq. ID 


OJ000229_20.0404 .C4 




Gene No. 


82527 








Strand 








90^4 








End 


10698 




Name 


n*rooo99Q 90 

UuUUUZZ 3 ZU 


.0404. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 




Of 2 y-t- 

o tar c 


9114 
Zllfi 








End 


2753 






none 








Score 


84 




TI 1 v /-n t-\ o 


9114 99 6£ 

Z X X 4 • .ZtDOf 


9^1 R 


9 771 
. Z O / ± , 


9 77 4 
Z J / fl . 


.2505, 2426.. 2506, 2529.. 2753 




o e q . IN O . 










Seq. ID 


' OJ000229_20.0404 . C4 




Gene No. 


82527 








Strand 






Start 


2034 








End 


10698 




Name 


HT00099Q 90 


.0404 . 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Q+- a r-+- 


Z 13 D 








End 


2753 




P T 


none 








Score 


101 




V ^ o 


91 Rfi 9^1 7 


91 R7 
Z X O / • 


9 "31 fl 


9 9 QT 
Z Z i?X . 


.2374, 2337.. 2375, 2366.. 2506, 






9^74 9S0S 


2518. 


.2736, 


2529. 


.2753 






Seq. No. 


39905 








Seq. ID 


OJ000229_20.0404 .C4 




Gene No. 


82527 








Strand 






Cf o r*+- 


90^4 
Z U04 








End 


10698 


%J 


Name 


n T00099 Q 90 


.0404. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


r j~ 
L : : 


otam 


9 "3 1 9 
ZOlZ 








End 


2678 


f[ I 




none 








Score 


91 




Exons 


ZjlZ . .Zj/1, 


Z JtJ D . 


ncric; 
. ZDUO , 


z jyj . 


.2506, 2529.. 2678 




oeq . no . 










Seq. ID 


OJ000229_20.0404 . C4 




Gene No. 


82527 








Strand 




fy 


Start 


2034 








End 


10698 




Name 


O700099Q 90 
UOUUUZZ3 zu 


. 0404 . 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


= 


olail 


9 7 fl £ 








End 


3426 




oX 


none 








Score 


59 


i. : 


Exons 


9 7fl £ 9c;ac; 
ZjOD. . Z O U 3 , 


94 09 
Z f± UZ . 


. Z 0 U O , 


9 R 9 Q 

zoz y . 


.2753, 2611.. .2736, 2969.. 3073, 


L X 




9Q77 7077 


3215. 


.3585, 


3223. 


.3426, 3292.. 3387 


W 


• Seq. No. 


39905 








Seq. ID 


OJ000229_20.0404 .C4 




Gene No. 


82527 








Strand 




[ J 


Q-t- a r-t- 
O Ual L. 


90^4 

ZUJ4 








End 


10698 




Name 


T000 9 9 Q 9fi 
uouuuzzy zu 


.0404. 


C4.o3. 


tc 


Method 


TBLASTX: Cress 




OLalL 










End 


3388 




vjX 


none 








Score 


83 




CjXOIIo 


OQCQ 70 7 7 


2973. 


.3062, 


3209. 


.3388, 3209.. 3376, 3223.. 3387 




Seq. No. 


39905 








Seq. ID 


OJ000229_20.0404 . C4 




Gene No. 


82527 








Strand 






Of 3 y~4- 


90^4 

ZUj4 








End 


10698 




Name 


n T0009 9 Q 9 0 


.0404. 


C4 .o3. 


ts 


Method 


TBLASTX: Soybean 




Of a r-4- 


Q99 "3 
jZ Z O 








End 


3405 




GI 


none 








Score 


63 




Exons 


3223. .3405, 


3286. 


.3351, 


3287. 


.3385 






Seq. No. 


39905 








Seq. ID 


OJ000229_20.0404 .C4 




Gene No. 


82527 








Strand 






Start 


2034 








End 


10698 



39820 



Name 


OJ000229 20 


0404 


.C4 .ol. 


tc 


Start 


3773 








GI 


none 








Exons 


3773. .3907, 


5553 


. . 5951, 


5581 . 




6139. , 6213, 


6413 


. . 6526, 


6415. 


Seq. No. 


39905 








Gene No. 


82527 








Start 


2034 








Name 


OJ000229 20 


0404 


C4 .ol. 


tm 


Start 


3791 








GI 


none 








Exons 


3791. .3931, 


5553 


. 6026, 


5569. 


Seq. No. 


39905 








Gene No. 


82527 








Start 


2034 








Name 


OJ000229 20 


0404 


C4 .o2. 


ts 


Start 


5559 








GI 


none 








Exons 


5559. .5675, 


5569 


.5679, 


5676. 




6134. .6220, 


6415 


.6534, 


6431. 



Method TBLASTX : Cress 

End 6630 

Score 163 
.5838, 5952. .6023, 5956. .6018, 
.6534, 6568. .6630 

Seq. ID OJ000229_20.0404 .C4 
Strand 

End 10698 

Method TBLASTX : Maize 

End 6027 

Score 195 
.5838, 5941. .6027 

Seq. ID OJ000229_20.0404.C4 
Strand 

End 10698 

Method TBLASTX : Soybean 

End 6544 

Score 90 
.6020, 5677. .5847, 6133. .6213, 
. 6544 



Seq. No. . 39906 Seq. ID 

Gene No. 82528 Strand 

Start 1126 End 

Name OJ000229_20 .0404 . C5 . ol . np Method 

Start 589 End 

GI 5852084 * Score 

Exons 589.. 688 

GI Descrip. (AL117264) zwh0007 . 1 [Oryza sativa] 



OJ000229_20.0404 ,C5 

2476 
AAT/NAP 
688 
75 



Seq. No. 


39906 






Seq. ID 


OJ000229_20 


0404 


.C5 


Gene No. 


82528 






Strand 








Start 


1126 






End 


2476 






Name 


OJ000229 20 


.0404 . 


C5.ol.gs 


Method 


GENSCAN 






Start 


. 1126 






End 


24 7 6 






GI 


none 






Score 


.82 






Exons 


1126. .1286, 


1617. 


.1651, 2337 


. .2476 








Seq. No. 


39907 






Seq. ID 


OJ000229_20 


0404 


.C6 


Gene No. 


82529 






Strand 








Start 


867 






End 


1010 






Name 


OJ000229 20 


.0404. 


C6.ol.gs 


Method 


GENSCAN 






Start 


867 






End 


1010 






GI 


none 






Score 


.44 






Exons 


867. .1010 














Seq. No. 


39908 






Seq. ID 


OJ000229_20. 


0404 


,C7 


Gene No. 


82530 






Strand 








Start 


1 






End 


1333 






Name 


OJ000229 20 


.0404 . 


C7.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


1333 






GI 


4544451* 






. Score 


555 






Exons 


1..220, 321 


. .876, 


963. .1188, 


1285. .1333 






GI Descrip. 


(AC006592) 


unknown protein [Arabidopsis 


thaliana] 







39821 



Seq. No. ' 39908 
Gene No. 82530 
Start '1 . 

Name OJ000229_20 . 04 04 . C7 . ol . gp 

Start 1 
GI 2798447 
Exons 1. .144 

GI Descrip. 4490751/emb | CAB38913 . 1 | 3.0e-14 (AL035708) prolif erating-cell 
nucleolar antigen-like protein [Arabidopsis thaliana] 



Seq. ID OJ000229_20.0404 .C7 
Strand 

End 1333 

Method AAT/GAP 

End 14 4 

Score 260 



Seq. No. 39908 

Gene No. 82530 

Start 1 

Name OJ000229_20 . 04 04 . C7 . ol . ts 

Start 2 

GI 5057841 

Exons 2.. 196, 5.. 193, 6.. 194 

GI Descrip. 4544 4 51/gb_AAD22359 . 1_AC006592_16 8.0e-34 (AC006592) unknown 
protein [Arabidopsis thaliana] 



Seq. ID OJ000229_20.0404 ,C7 
Strand 

End 1333 

Method TBLASTX : Soybean 

End 196 

Score 84 



fil 



Seq. No. 39908 

Gene No. 82530 

Start 1 

Name OJ0002!29_20 . 0404 . C7 . ol . gs 

Start 19 

GI none 

Exons 19.. 220, 321.. 844, 963.. 1293 

Seq. No. 39908 

Gene No. 82530 

Start 1 

Name OJ000229_20 . 0404 . C7 . ol . tm 

Start 481 

GI none 
Exons 



Seq. ID OJ000229_20.0404.C7 
Strand 

End 1333 

Method GENSCAN . 

End 1293-. 

Score .72 



Seq. ID OJ000229_20.0404 .C7 
Strand 
End 

Method 
End 
Score 



1333 

TBLASTX: Maize 

1110 

95 



481. .552, 482. .550, 483. .551, 528. .584, 541. .585, 575. .790, 
576.-842, 580. .858, 948. .1100, 958. .1101, 958. .1110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39909 
'82531 
7161 

OJ000229_20.0404 .C8.o2.gs 
7161 
none 
7161. . 
9095. . 
13027. 
16032. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7434. .7630, 8005. .8134, 8205. .8410, 8815. .9081, 
928 9. .9322, 11855. .1228 6, 12379. .1254 0, 
14047, 14606. .14764, 15173 .. 152 67 , 1534 2 .. 154 94 , 
16309, 16456. . 16646, 17260 .. 17 404. 



OJ000229_20.0404.C8 
+ 

17404 
GENSCAN 
17404 
.57 



7382, 
9200, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39909 
82531 
7161 

OJ000229_20.04 04 .C8 .o2.np 

10160 

5803260 



Seq. ID OJ000229_20.0404 .C8 

Strand + 

End 17404 

Method AAT/NAP 

End 14048 

Score 966 



10160. .10187, 11899. .12291, 12369. .124 60, 12887. .14 04 8 
(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



39822 



Seq. No. 39909 

Gene No. 82532 

Start 20151 

Name OJ000229_20 . 0404 . C8 . o3 . gs 

Start 20151 

GI none 

Exons 20151. .20603, 21389.. 21433 



Seq. ID OJ000229_20.0404.C8 

Strand + 

End 21433 

Method GENSCAN 

End 21433 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39909 
82533 
1 

OJ000229_20 . 0404 . C8 . ol . np 
1 

4544451 



Seq. ID OJ000229_20.0404 .C8 
Strand 

6352 
AAT/NAP 
3372 
813 



End 

Method 
End 
Score 

1..270, 380. .465, 889.-937, 1051. .1117, 1651. .1766, 1853. .1919, 
2713. .2801, 3169. .3372 

(AC006592) unknown protein [Arabidopsis thaliana] 



39909 
82533 
1 

OJ000229_20.04 04 .C8.ol.gs 
17 

none 



Seq. ID OJ000229_20.0404.C8 
Strand 

End 6352 

Method GENSCAN 

End 6352 

Score . 62 



17. .270, 1051. .1117, 1651. .1766, 1853. .1919, 2713. .2801, 
3169.. 3596, 3964.. 4063, 4868.. 4992, 6061.. 6352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39909 
82533 
1 

OJ00022 9_20 . 0404 . C8 . ol . gp 
32 

2428542 



Seq. ID OJ000229_20.0404 ,C8 
Strand 

End 6352 

Method AAT/GAP 

End 1122 

Score 814 



32. .270, 380. .465, 889. .937, 1051. .1122 

454445.1/gb|AAD22359.1|AC006592_16 7.0e-55 (AC006592) unknown 
protein [Arabidopsis thaliana] 



Seq. No. 39909 

Gene No. 82534 

Start 22107 

Name OJ000229_20 . 04 04 . C8 . o3 . tm 

Start 14 

GI none 

Exons 14. .187, 16.. 186 



Seq. ID OJ000229_20.0404.C8 
Strand 

End 22584 

Method TBLASTX : Maize 

End 187 

Score 254 



Seq. No. 39909 

Gene No. 82534 

Start 22107 

Name OJ000229_20 . 04 04 . C8 . o2 . ts 

Start 208 

GI hone 
Exons 



Seq. ID OJ000229_20.0404.C8 
Strand 

22584 

TBLASTX: Soybean 
1912 
58 



End 

Method 
End 
Score 

208. .270, 209. .271, 377. .466, 390. .464, 890. .937, 1033. .1128, 
1049. .1111, 1611. .1790, 1624. .1743, 1650. .1769, 1850. .1912 



Seq. No. 
Gene No. 
Start 



39909 
82534 
22107 



Seq. ID OJ000229_20.0404 .C8 
Strand 

End 22584 



39823 




Name 


OJ000229 20.0404.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


398 


End 


2783 




\j ±. 


none 


Score 


87 




P von ^ 


398.. 460, 399'. '.461, 888.. 938, 890.. 937 


, 892.. 939, 1033. 


. 11 




1050.. 1118, 1051.. 1119, 1611 


..1778, 1612. .1743, 1653. .1775 




1849.. 1920, 1850.. 1924, 1851 


. . 1922,. 2733. .2783 




Seq. No. 


39909 


Seq. ID 


OJ000229_20.0404 


-C8 


Gene No. 


82534 


Strand 






Start 


22107 


End 


22584 




Name 


OJ000229 20. 0404 ,C8.o4 . tm 


Method 


TBLASTX: Maize 




Start 


5663 


End 


5960 




GI 


none 


Score 


65 




F.vnri s 


5663.. 5959, 5691.. 5828, 5750 


..5959, 5853.. 5960 




Q p rr Nn 

O C \*J ■ LN V_/ • 


39909 


Seq. ID 


OJ000229_20.0'404 


-C8 


f^pnf^ No 

VjJ Gil ^3 L^v i 


82534 


Strand 






Start 


22107 


End 


22584 




Name 


OJ000229 20.0404.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


8856 


End 


20357 




GI 


none 


Score 


70 






8856.. 8915, 11848 11952, 12001.. 12057 


, 12103. .12147, 






■ 12211. .12285, 13028. .13159, 


13029. .13346, 1302 9 .. 13253, 






13202. .13330, 132 99 .. 1334 3, 


13373. .13900, 13374 .. 13901, 






20262 . . 20357 










39909 


Seq. ID 


OJ000229_20.0404 


. C8 


Gene No. 


82534 


Strand 






Start 


22107 


End 


22584 




Name 


OJ000229 20.0404 .C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


12942 


End 


13931 




GI 


none 


Score 


54 




Pvnn ^ 


12942. .13019, 13038. .13340, 


13040. .13336, 13370 .. 13927 , 






13371. .13931 








O <3 ^ • V* \J . 


39909 


Seq. ID 


OJ000229_20.0404 


. C8 


Gene No. 


82534 


Strand 






Start 


22107 


End 


22584 




Name 


OJ000229 20.0404.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12963 


End 


13745 




GI 


none 


Score 


49 




E vnn q 


12963. .13019, 13038. .13169, 


13055. .13180, 13197. .13349, 






13199. .13342, 13358 .. 13666, 


13374. .13745 




Seq. No. 


39909 


Seq. ID 


OJ000229_20.0404 


. C8 


Gene No. 


82534 


Strand 






Start 


22107 


End 


22584 




Name 


OJ000229 20.0404 .C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13052 


End 


13289 




GI 


none 


Score 


222 




L_i AUl 1 O 


13052. .13288, 13056. .1328 9 








Seq. No. 


39909 


Seq. ID 


OJ000229_20.0404 


.C8 


Gene No. 


82534 


Strand 






.Start 


22107 


End 


22584 




Name 


OJ000229 20.0404.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13289 


End 


13667 





39824 





GI 


none 


Score 


214 ^ 






Exons 


13289. .13330, 13290. .13547, 


13427. .13540, 13553. .13666, 








13554.. 13667 










Seq. No. 


39909 


Seq. ID 


OJ000229_20.0404. 


C8 




Gene. No. 


82534 


Strand 








Start 


22107 . '-■ - 


End 


22584 






Name 


OJ000229 20.0404.C8.o2.gp 


Method 


AAT/GAP 






Start 


22107 


End 


22584 






GI 


38782 1.R1084 


Score 


673 






Exons 


22107. .22145, 22200. .22584 










GI Descrip. 


, 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


39909 


Seq. ID 


OJ000229 20 0404 


C8 




Gene No. 


82534 


Strand 








Start 


22107 


End 


22584 






Name 


OJ000229 20.0404.C8.o4.gs 


Method 


GENSCAN 






Start 


22463 


End 


22536 






GI 


none 


Score 


*1 






Exons 


22463. .22536 










Seq. No. 


39910 


Seq. ID 


OJ000229 20 0404 


C9 




Gene No. 


82535 


Strand 


+ 






Start 


1283 - * 


End 


2027 






Name 


OJ000229 20.0404.C9.ol.np 


Method 


AAT/NAP 






Start 


1283 


End 


2027 




I Li 


GI 


6907086 


Score 


874 




f 1 


Exons 


1283. .2027 








§ . ; 
. ==: 


GI Descrip. 


(AP001129") hypothetical protein [Oryza 


sativa] 






Seq. No. 


39910 


Seq. ID 


OJ000229 20.0404. 


C9 




Gene No. 


82535 


Strand 


+ 






Start 


1283 


End 


2027 




.SMKi 


Name 


OJ000229 20.0404 .C9.ol.gs 


Method 


GENSCAN 




" :Jj 


Start 


1466 


End 


1969 






GI 


none 


Score 


1 




i r 
- 


' Exons 


1466. .1969 








S3 


Seq. No. 


39911 


Seq. ID 


OJ000229 20.0404. 


C10 


t: is? 


Gene No. 


82536 


Strand 


+ 






Start 


1 


End 


448 






Name 


OJ000229 20.0404.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


448 






GI 


6983857 


Score 


225 






Exons 


1. .448 










GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 






Seq. No. 


39911 


Seq. ID 


OJ000229_20.0404. 


C10 




Gene No. 


82537 


Strand 


+ 






Start 


2106 


End 


4081 






Name 


OJ000229 20.0404.C10.o2.np 


Method 


AAT/NAP 






Start 


2106 


End 


4081 






GI 


4966347 


Score 


766 






Exons 


2106.. 2168, 2249.. 2356, 2887 


. .4081 








GI Descrip. 


(AC006341) Similar to gb|AJ012423 wall- 


-associated kinase 


2 from 






Arabidopsis thaliana . 









39825 



Seq. No. 


39911 




Seq. ID 


OJ000229_ 


20.0404 .C10 


Gene No. 


82538 




Strand 


+ 




Start 


12121 




End 


30059 




Name 


OJ000229 20. 0404. CIO. 


o3 . np 


Method 


AAT/NAP 




OLdi L 


12112 




End 


22876 




GI 


3549626 




Score 


1024 






12112. .12550, 12750.. 


13190, 


13291. .13455, 21705. 


.22876 




(AJ009696) wall-associated 


kinase 1 [Arabidopsis 


i id -L. jl a. iiu j 


Cpfr Mo 

UCtj. IN • 


39911 




Seq. ID 


OJ000229_ 


20 0404 CIO 


UCilC LN U • 


82538 




Strand 


+ 




o Lai l. 


12121 




End 


30059 




Name 


OJ000229 20. 0404. C10. 


o2 .gs 


Method 


GENSCAN 




Start 


12121 




End 


30059 




GI 


none 




Score 


.5 




Pvnnq 
uav no 


12121 12546. 12755 


13190, 


13291. .13455, 13619. 


. 14344, 




14376. .14582, 16813.. 


16997, 


17255. .17393, 20295. 


. 20476, 




20537. .20677, 20783.. 


20810, 


20822. .20999, 21037. 


. 21278, 




21458. .21538, 21705.. 


22031, 


22194. .22729, 24339. 


. 25166, 




25497..25S89, 25966.. 


26538, 


28092. .28452, 28540. 


2868 6 




28957. .30059 












39911 




Seq. ID 


OJ000229_ 


20 0404 C10 


Gene No. 


J JO 




Strand 


+ 




Start 


12121 




End 


30059 




Ln CLltlC 


OJ000229 20. 0404. C10. 


ol .gp 


Method 


AAT/GAP 




OLal L 


21395 




End 


22168 




CJ 

KJ J. 


87053 1.R1084 




Score 


1133 




D AUl 1 O 


21395. .21538, 21705.. 


22168 








<J1 C O J L^J. 


• 4 826399/emb|CAB42872 


:.1| 3. 


0e-22 (AJ012423) wall 


— cqnn 3 i - ci H 




kinase 2 [Arabidopsis 


; thaliana] 1 






Seq. No. 


39911 




Seq. ID 


OJ000229_ 


20.0404 .C10 




82538 




Strand 


+ 




Start 


12121 




End 


30059 




Name 


OJ000229 20. 0404. C10. 


o2.gp 


Method 


AAT/GAP 




Start 


22409 




End 


23047 




GI 


3768316 




Score 


1155 




F, von s 


22409. .23047 










Seq. No. 


39911 




Seq. ID 


OJ000229_ 


20.0404 .C10 


Gene No. 


82538 




Strand 


+ 




Start 


12121 




End 


30059 




Name 


OJ000229 20. 0404. C10. 


o4 .np 


Method 


AAT/NAP 




Start 


26477 




End 


30056 




GI 


3549626 




Score 


993 




Exons 


26477. .26547, 28014.. 


28452, 


28540. .28686, 28897. 


30056 


fZ T Dp^rri n 


(AJ009696) wall-associated 


kinase 1 [Arabidopsis 


M*i3 1 i ^ n ^ 1 

L-lld-LJ-dliCl J 


Seq. No. 


39911 




Seq. ID 


OJ000229_ 


20.0404 .C10 


Gene No. 


82539 




Strand 


+ 




Start 


31165 




End 


31893 




Name 


OJ000229 20. 0404. C10. 


o3.gs 


Method 


GENSCAN 




Start 


31165 




End 


31893 




GI 


none 




Score 


.7 




Exons 


31165. .31337, 31779.. 


31893 









39826 



• 



Seq. No. 


39911 






Seq. ID 


OJ000229_ 


20.0404 


.C10 


\J C11C in w • 


82540 






Strand 


+ 






Start 


37477 






End 


37959 ' 






Name 


OJ000229 20. 0404. CIO 


. o5 . gs 


Method 


GENSCAN 






Start 


37477 






End 


37959 






GI 


none 






Score. 


. 93 






tt von s 


37477 . 


. 37959 












Seq. No. 


39911 






■ Seq. ID 


OJ000229_ 


20.0404 


.C10 


ficinp No 


82541 






Strand 








Start 


29721 






End 


30343 






Name 


OJ0002 


29_20. 0404. C10 




Method 


AAT/GAP 






Start 


29721 






End 


30343 






GI 


none 






Score 


1134 








29721. 


.30343 












Qprr No 

kJ C v-J . li v • 


39911 






Seq. ID 


OJ000229_ 


20.0404 


.C10 


(tpnp No 


82542 






Strand 








Start 


33241 






End 


37662 






Name 


OJ000229 20. 0404. CIO 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


1985 






End 


37662 






GI 


none 






Score 


61 








1985. . 


2080, 2105.. 21 


67, 2883 


..3020, 3038.. 3328, 


3045.. .3911, 




34 08. . 


3650, 3431. .37 


18, 12980. .13099, 13094 .. 13195, ' 






13615. 


.13755,. 13780. 


.14085, 


13941. .14060, 14113. 


. 14382, 






14113. 


.14328, 14160. 


.14381, 


14384. .14632, 21059. 


.21178, 






21173. 


.21259, 21704. 


.21841, 


21866. .22171, 21967. 


.22146, 






22199. 


.22723, 22238. 


.22486, 


22246. .22560, 27960. 


.28043, 






28059. 


.28109, 28272. 


.28361, 


28356. .28451, 28896. 


.29036, 






29039. 


.29107, 29046. 


.29348, 


29046. .2931 


8, 29210. 


.29329, 






29381. 


.29698, 29382. 


.29909, 


37597. .37662 






Sea No 


39911 






Seq. ID 


OJ000229_ 


20.0404 


.C10 


Gpnp No 


82542 






Strand 








Start 


33241 






End 


37662 






Name 


OJ000229 20..0404.C10 


. o 1 . tm 


Method 


TBLASTX: Maize 




Start 


2949 ■ 






End 


29930 






GI 


none 






Score 


58 






Exons 


2949. . 


3032, 2999.. 33 


13, 3045 


..3347, 304 


8. .3350, 


3381. .3932, 




3390. . 


3662, 3431. .3688, 13681 .. 13773, 1 


3753. . 140 


79, 






13875. 


.14060, 14110. 


.14382, 


14160. .1438 


1, 14384. 


.14665, 






14545. 


.14658, 21767. 


.21859, 


21769. .2181 


6, 21839. 


.22165, 






21866. 


.22144, 21961. 


.22146, 


22196. .2275 


6, 22246. 


.22500, 






28959. 


.29030, 28967. 


.29008, 


29046. .2934 


8, 29048. 


.29104, 






29058. 


.29324, 29144. 


.29329, 


29378. .2972 


2, 29379. 


.29930 




Sea" No 


39911 






Seq. ID 


OJ000229_ 


20.0404 


.C10 


Qprip No 


82542 






Strand 








Start 


33241 






End 


37662 






Name 


OJ000229 20. 0404. C10 


.ol. ts 


Method 


TBLASTX :S 


oybean 




Start 


2970 






End 


29753 






GI 


none 






Score 


46 






Exons 


2970.. . 


3026, 3045.. 3176, 3107 


..3187, 319 


7. .3319, 


3198. .3755, 




3431. . 


3688, 13702. .13764, 13780 .. 13908, 


13936. .1 


4088, 






13938. 


.14060, 14113. 


.14382, 


14160. .1438 


1, 14384. 


.14479, 






21788. 


.21850, 21866. 


.21994, 


22022. .2217 


4, 22024. 


.22146, 





39827 






991 QQ 99946 


994 Q7 


22385. .22501, 28980 .. 29030, 






9QD10 9Q18^ 9Q90S 


9Q?4 8 


29378. .29686, 29382.. 29753 




Crt<-T Mo 

o e q . in o . 


39911 




Seq. ID 


OJ000229_20.0404 


pi n 




82542 




Strand 








33241 • 




End 


37 662 




Name 


OJ000229 20. 0404. CIO. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


3044 




End 


29348 






none 




Score 


227 




F von q 


3044. .3295, 3063. .3347, 137 61 .. 1382 6, 


13795. .14028, 






13811. .13867, 13881.. 


14027, 


21847. .21912, 21881 .. 22114 , 






'21897. .21953, 21982;. 


22113, 


29045. .29092, 29064 .. 2934 8 , 






29159. .29296 










Oorr Mo 


39911 




Seq. ID 


OJ000229_20.0404 


.C10 




82542 




Strand 






Of- a r +- 


33241 




End 


37662 




Name 


OJ000229 20. 0404. C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


3297 




End 


29693 




GI 


none 




Score 


46 




IT von q 


3297. .3332, 3384. .3557, 3437. .3553, 3563. .3688, 3564. .3695, 




14098 14060 14029 


14274 , 


14166. .14270, 14292. .14381, 






14293 14382 22114 


2214 6, 


22115. .22372, 22252 .. 2238 9, 






99^78 994Q1 99^79 


*i _? , 


29297. .29329, 29298 .. 29333, 






9Q?70 9QSSR 9Q4*3S 


9QR48 


29561. .29686, 29562.. 29693 




C /2v /-T Mo 
OcCJ, LN O . 


39911 




Seq. ID 


OJ000229_20.0404 


.C10 




82S42 




Strand 








^941 




End 


37662 




Name 


n,Tnno99Q 90 D404 nn 


o9 i~m 

\J£. • LIU 


Method 


TBLASTX: Maize 




Start 


16981 




End 


17386 




\3± 


none 




Score 


35 






16981. .17004, 16991.. 


17101, 


16998. .17102, 17001. .17186, 






17067. .17204, 17103.. 


17144, 


17116. .17148, 17196. .17240, 






17196. .17318, 17204.. 


17248, 


17264. .17290, 17284 .. 17319, 






17353. .17385, 17357.. 


17386 








Seq. No. 


39911 




Seq. ID 


OJ000229_20..0404 


.C10 


Gene No. 


82542 




Strand 








33241 




End 


37662 




Name 


OJ000229 20. 0404. C10. 


o4 . gs 


Method 


GENSCAN 




O Lai L 


33241 




End 


35680 






none 




Score 


.53 




P von q 


33241. .33351, 35639.. 


35680 








Oprr Mo 


39912 




Seq. ID 


OJ000229_20.0404 


.Cll 


Gene No. 


82543 




Strand 


+ 




Start 


543 




End 


2952 






OJ000229 20.0404.C11. 


ol . np 


Method 


AAT/NAP . 




O Lai. L 


543 




End 


2949 




CI 


5803260 




Score 


901 




Exons 


543. .874, 962. .1047, 


1785. . 


2949 






GI Descrip. 


(AP000399) similar tc 


1 wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


39912 




Seq: ID 


OJ000229_20.0404 


.Cll 


Gene No. 


82543 




Strand 


+ 




Start 


543 




End 


2952 





39828 



# • 



Name 


OJ000229 20 


.0404 


.Cll.ol. 


gs 


Method 






713 








End 




GI 


none 








Score 




F. vr»n 

J_J *V 1 1 O 


713. .863, 966. .1124, 1466. .1531, 1550 


.2952 


Seq . No . 


39912 








Seq. ID 


OJ000??9 90 0404 P11 


uCliC , 


82544 • 








Strand 




Start 


5036 








End 


5346 


Name 


OJ000229 20 


.0404 


.Cll.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


791 








End 


2922 


GI 


none 








Score 


96 


F 1 von q 

Li AU1J O 


791. .868, 965. .994, 1004 


..1057, 1927.. 


2244, 1935.. 2030, 




2100 2219 


2128 


. 2226, 


2257 . 


.2799, 2265.. 2579, 2338.. 2589, 




2809. .2922 












Cpn Kin 


39912 








Seq. ID 


OJ000229_20.04 04 .Cll 


Gene No. 


8254 4 








Strand 




Start' 


5036 








End 


5346 


Name 


OJ000229 20 


04 04 


.Cll.ol. 


tin 


Method 


TBLASTX: Maize 


Start 


184 0 ~ 








End 


2829 


w -L 


none 








Score 


68 




1840. .1932, 


1936 


. .2238, 


1938. 


.2219, 2268.. 2660, 2269.-2829, 




2706. .2816 












Ce>rr Kin 


J Z> Z/ -L 








Seq. ID 


OJ000229_20. 0404 .Cll 


Gene No. 


8254 4 








Strand 




Start 


5036 








End 


5346 


Mama 


OJ000229 20 


0404 


C 1 1 o 1 


ts 


Method 


TBLASTX : Soybean 


Of a -rf- 
O LqI l 


1861 ~~ 








End 


2643 


ox 


none 








Score 


48 




1861. .1917, 


1935 


. .2030, 


1936. 


.2067, 2095.. 2247, 2097.. 2240, 




2242 . .2643, 


2265 


. . 2570 








Seq. No. 


39912 








Seq. ID 


OJ000229_20. 0404 .Cll 


Gene No. 


82544 








Strand 




Start 


5036 








End 


5346 


Name 


OJ000229 20. 


0404 


. Cll . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1935 ~~ 








End 


2187 


GI 


none 








Score 


215 


Ex on ^ 


1935. .2186, 


1954 


. .2187 








Seq. No. 


39912 








Seq. ID 


OJ000229_20. 0404 .Cll 


Gene No. 


82544 








Strand 




Start 


5036 








End 


5346 


Name 


OJ000229 20. 


0404 


.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2187 








End 


2565 


GI w 


none 








Score 


217 


Exons 


2187. .2219, 


2188 


. .2445, 


2262. 


.2438, 2451. .2564, 2452. .2565 




39912 








Seq. ID 


OJ000229_20. 0404 .Cll 


Gene No. 


82544 








Strand . 




Start 


5036 








End 


5346 


Name 


OJ000229 20. 


0404 


.Cll.o2. 


gs 


Method 


GENSCAN 


Start. 


5036 








End 


5346 


GI 


none 








Score 


.44 


Exons 


5036. .5346 













39829 



beq. no. 




oeq . 1 u 


UJUUUz^y 


c\ 0 


Gene No. 


82545 


Strand 


+ ~~ 




Start 


3591 


End 


4863 




Name 


OJ000229 20-0404. C12.o2".np 


Method 


TV 7\ T / M TS. D 




o tart 


■3591 


End 


A Q Ci 






7523512 


Score 


1 / D 




Exons ■ 


3591. .3618, 4736. .4863 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sat 1 va J 




beq. no. 


39913 


Seq. ID 






Gene No . 


82546 


Strand 






Start 


1 


End 


5244 




Name 


OJ000229 20.0404 .C12.ol.gp 


Method 


AAT/GAP 




Pi- -,v>f 

btart 


1 


End 


81 






uC-osflcypl72a09al 


Score 


149 




Exons 


1. .81 








GI Descrip. 


'5803242/dbj IAP000399.1 IAP000399 1. Oe- 


35 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04. ' 






beq . no . 


39913 


Seq. ID 


.OJ000229_20.0404 


.C12 


Gene No. 


82546 


Strand 






Start 


1 


End 


5244. 




Name 


OJ000229 20.0404 .C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4416 




GI 


'5042454 


Score 


3849 




Exons 


1..123, 798. .1397, 2031. .373( 


5, 3793. .3899, 4266. .4416 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


39913 


Seq. ID 


OJ000229_20.0404 


.C12 


Gene No. 


82546 


Strand 






Start 


1 


End 


5244 




Name 


OJ000229 20.0404.C12.ol.gs 


Method 


GENSCAN 




btart 


581 


End 


5244 




C T 


none 


Score 


.4 




Exons 


581. .1397, 1712. .1855, 2031.. 


2307, 2633.. 3491, 3581.. 3763, 




4270. .4359, 4459. .4530, 5103. 


.5244 • 






Seq. No. 


39913 


Seq. ID 


OJ000229_20.0404 


.C12 


Gene No. 


82546 


Strand 






btart 


1 


End 


5244 




Name 


OJ000229 20.0404 .C12.o2.tm 


Method 


TBLASTX: Maize 




C -1- -1 V -1- 

btart 


2030 


End 


2173 






none 


Score 


126 




Exons 


2030. .2173, 2034. .2168 








beq. no. 


39913 


Seq. ID 


OJ000229_20.0404 


.C12 


Gene No. 


82546 


Strand 






Start 


1 


End 


5244 




Name 


OJ000229 20.0404 .C12.ol.tw 


Method 


TBLASTX: Wheat 




C4- -iy.4- 

btart 


2673 


End 


3225 




GI 


none 


Score 


95 




Exons 


2673.. 2930, 2707.. 2946, 2913. 


.3011, 2914. .3006, 3018. .3065, 




3190.. 3225 








Seq. No. 


39913 


Seq. ID 


OJ000229_20.0404 


.C12 


Gene No. 


82546 


Strand 






Start 


1 


End 


5244 





39830 



Name 






Method 


TBLASTX: Maize 




otart 






knu 


OUDU 








none 




Score 








Exons 


Z / / D . . JUZ J; 


OT7 £ on^n 










beq. no. 


jy y i 4 




oeq . ± u 


OJ000229_20. 


0404 


.LID 


Gene No. 


82547 




Strand 


+ 






Start 


1 




End 


j y y 






Name 


Tnnno o q on 


. U4U4 .tij.oi. np 


fUf "4— V"\ /"V 


A AT /MAP 






btart 


i 
i 




CjUQ 


O .7 _? 








A C /l A A C 1 




Score 


1 ft 1 






Exons 


1 0 O 1 oc 


oo/i t^n^ CQQ 










ui uescrip. 


( actio. £^Q9 ^ 


uii kjiuwii piOLcin 


|_r\X aulUUpbl iz 


-t- V* -a 1 -! ana 1 

Liia.xxa.iici J 






Seq. No. 


39914 




Seq. ID 


OJ000229_20. 


0404 


.C15 


Gene No. 


82547 




Strand 








otarc 


1 




ijno. 


D _? .? 






Name 


OJ000229 20 


.0404.C15.ol.gs 


Method 


O Hi IN O ^rtlN 






otart 


139 




17 r-» ^3 

cna 


«J _? »J 






C T 


none 




Score 








Exons 


139. .224, 503. .595 










Seq. No. 


39915 




Seq. ID 


OJ000209_19. 


0412 


.CI 


Gene No. 


82548 




Strand 


+ 






otart 


2670 




End 


3695 






Name 


OJ000209 19 


.0412.Cl.o2.gs 


Method 


GEN SCAN 






Start 


2670 




End 


3695 








none 




Score 


.76 






Exons 


2670. .2771, 


3020. .3119, 3274. .3342, 3448. .3695 






beq. no. 


39915 




Seq. ID 


OJ000209_19. 


0412 


r* i 
. LI 




82549 




Strand 








Start 


263 




End 


7920 






Name 


OJ000209 19 


.0412.Cl.ol.np 


Method 


AAT/NAP 






Start 


263 




End 


7920 






GI 


7428718 




Score 


237 






Exons ' 


263. .467, 5 


85.. 726, 7888. ,7920 








GI Descrip. 


probable kinesin - Arabidopsis thaliana 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi|2244771|emb|CAB10194.1| (Z97335) kinesin like protein 
[Arabidopsis thaliana] gi | 7268120 | emb | CAB78457 . 1 | (AL161538) 
kinesin like protein [Arabidopsis thaliana] 



39915 
82549 
263 

OJ000209_19. 0412.Cl.ol.gp 

365 

25426 1.R1084 



Seq. ID OJ000209_19.0412.C1 
Strand 

End 7920 

Method AAT/GAP 

End 1803 

Score 998 



365.-467, 585. .766, 1543. .1803 

'2244771/emb|CAB10194.1| 2.0e-36 (Z97335) kinesin like protein 
[Arabidopsis thaliana] 1 



Seq. No. 39915 Seq. ID 

Gene No. 8254 9 Strand 

Start 263 End 

Name OJ000209_19 . 0412 . CI . o3 . tm Method 

Start 365 End 



OJ000209_19.0412.C1 
7920 

TBLASTX: Maize 
685 



39831 






GI 


none 








Score 


133 




|T von c; 


365.-493, 365.. 469, 367 


. .489, 


585 680 


585 680 586 681 






587. .682, 587. .685 










Seq. No. 


39915 








Seq. ID 


OJ000209_19.0412.C1 




Gene No. 


82549 








Strand 






u lai t 


263 








End 


7920 




Name 


OJ000209 19 


.0412 


-C1.03. 


ts 


Method 


TBLASTX • Sovbean 




oiai L 


386 








End 


677 






none 








Score 


78 




Fvon ^ 


386.-469, 585.-677, 587 


. . 676 








O . • 


39915 








Seq. ID 


OJ000209_19.0412.C1 






82549 








Strand 






Start 


263 








End - 


7920 




Name 


OJ000209 19 


.0412 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3450 








End 


5404 




GI 


none 








Score 


196 






3450. .3536, 


3536 


. .3724, 


3537 . 


.3725, 3543.-3725, 3544.-3726, 






3640. .3729, 


4317 


. .4568, 


4318 . 


.4569, 4319. .4570, 4320. .4571, 






5238. .5345, 


5239 


. .5346, 


5240 . 


.5347, 5260. .5346, 5348. .5404 




k3 c U . 1NU • 


39915 








Seq. ID. 


OJ000209_19.0412.C1 


.J. 




82549 








Strand > 




, 5 


Start 


263 








End- 


7920 


f5 


Name 


OJ000209 19 


-0412 


,Cl.o2. 


np 


Method 


AAT/NAP • 




o Lai L. 


3462 








End t / 


.7 920 






6682247 








Score 


1192 


— ~ 


£jAUI1o 


3462. .3722, 


4319 


. .4570, 


5240. 


.5457, 6348.-6587, 6678. .6869, 






7658. .7920 
















(AC016661) 


unknown protein [Arabidopsis thaliana] 


fy 


Seq. No. 


39915 








Seq. ID 


OJ000209_19.0412.C1 




Gene No. 


82549 








Strand 






Start 


263 








End 


7920 




Name 


OJ000209 19 


.0412 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3546 








End 


3726 




GI 


none 








Score 


176 




F.vons 

1—1 4\. \«/ 1 1 O 


3546. .3725, 


3547 


. .3726 










Qpn No 


39915 








Seq. ID 


OJ000209_19.0412.C1 




Gene No. 


82549 








Strand 






Start 


263 








End 


7920 




Name 


OJ000209 19 


.0412 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3603 








End 


4570 




GI 


none 








Score 


145 




Ry on ^ 


3603. .3725, 


3603 


. .3725, 


3604 . 


.3726, 3632.. 3730, 3640.. 3729, 






4317. .4565, 


4318 


. .4566, 


4319. 


.4570, 4320. .4568 - 




«J ™ ^ • IN (J • 


39915 








Seq. ID 


OJ000209_19.0412.C1 




Gene No . 


82549 








Strand 






Start 


263 








End 


7920 




Name 


OJ000209 19 


.0412 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4412 








End 


6738 




GI 


none 








Score 


105 




Exons 


4412. .4549, 


4416 


. .4520, 


5240. 


.5458, 5241. .5363, 5258.-5449, 






5421. .5480, 


6346 


. . 6591, 


6347. 


.6601, 6679.-6738, 6680. .6736 



39832 




Seq. No. 


39915 








Seq. ID 


OJ000209_19.0412.C1 


Gene No . 


82549 








Strand 




Start 


263 








End 


7920 


Name 


OJ000209 19. 


.0412. 


Cl.o3. 


crs 


Method 


GENSCAN 


Start 


4641 








End 


7865 


GI 


none 








Score 


.74 


Exons 


4641. . 4793, 


5240. 


. 5457, 


6348. 


.6587, 6678.. 6869, 7658.. 7865 


Seq. No. 


39915 








Seq. ID 


OJ000209_19.0412.C1 


Gene No . 


82549 








Strand 




Start 


263 








End 


7920 


Name 


OJ000209 19. 


, 0412. 


CI .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6346 








End 


6807 


GI 


none 








Score 


91 


Exons 


6346. . 6576, 


6347. 


. 6571, 


6685. 


.6807 




Seq. No. 


39915 








Seq. ID 


OJ000209_19.0412.C1 


Gene No. 


82549 








Strand 




Start 


263 








End 


7920 


Name 


OJ000209 19. 


,0412. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6397 








End 


6846 


GI 


none 








Score 


230 


Exons 


- 6397. . 6588, 


6398. 


. 6589, 


6398. 


,6589, 6674.. 6814, 6676. .6840, 



6676. . 6846. 





Seq. No. 


39915 








Seq. ID 


OJ000209_19.0412.C1 




Gene No. 


82549 








Strand 






Start 


263 








End 


7920 


Name 


OJ000209 19 


.0412 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6451 








End 


6808 


^ ~ 


GI 


none 








Score 


129 




Exons 


6451. .6591, 


6458 


. .6592, 


6676. 


.6807, 6677. .6808 




Seq. No. 


39916 








Seq. ID 


OJ000209_19.0412.C2 




Gene No. 


82550 








Strand 


+ 




Start 


923 








End 


-.504 7 




Name 


OJ000209 19 


.0412 


.C2.ol. 


gs 


Method 


GENSCAN 




Start 


923 








End 


5047 




GI 


none 








Score 


.46 




Exons 


923. .1211, 


1986. 


.2174, 


2253. . 


2405, 2579.. 2613, 4846.. 5047 




Seq. No. 


39916 








Seq. ID 


OJ000209_19.0412.C2 




Gene No. 


82551 








Strand 






Start 


5353 








End 


9502 




Name 


OJ000209 19 


.0412 


.C2.o2. 


gs 


Method 


GENSCAN 




Start 


5353 








End 


9502 




GI 


none 








Score 


. 6 




Exons 


5353. .5455, 


5789 


. .5868, 


6823. 


.7010, 7067. .7116, 7572... 7806, 






9448. .9502 














Seq. No. 


39917 








Seq. ID 


OJ000209_19.0412.C3 




Gene No. 


82552 








Strand 


+ 




Start 


50 








End 


833 




Name 


OJ000209 19 


.0412 


,C3.ol'. 


gs 


Method 


GENSCAN 




Start 


50 








End 


833 




GI 


none 








Score 


.73 



39833 



Exons 50.. 132, 376.. 493, 726.. 833 



kj ^ U ■ LN <y • 


39917 




Seq. ID 


OJ000209_19.0412.C3 


("Zp-np No 


82553 




Strand 


+ 




4 417 




End 


6439 


Name 


OJ000209 19 0412 


C3 o3 as 


Method 


GEN SCAN 


Start 


4417 _ 




End 


6439 


O J. 


none 




Score 


.87 


P. von 


4417 4542, 4618 


4650. 5107 


.5165, 5264.. 5439, 6357.. 6439 


Seq. No. 


39917 




Seq. ID 


OJ000209_19.0412.C3 


Gene No. 


82553 




Strand 


+ 


Start 


4417 




End 


6439 


Name 


OJ000209 19 0412 


.C3.o2.np 


Method 


AAT/NAP 


Start 


4429 ~~ 




End 


6403 


GI 


1532175 




Score 


381 


F von c: 


4429 4542 5107 


..5165, 5264. 


.5439, 6357. .6403 




(U63815) similar 


to protein disulfide 


isomerase [Arabidopsis 




thai irinal 








Seq. No. 


39917 




Seq. ID 


OJ000209_19.0412.C3 


Gene No. 


82554 




Strand 




Start 


1118 




End 


2127 


Name 


OJ000209 19.0412 


C3.ol.gp 


Method 


AAT/GAP 


Start 


1118 




End 


2127 


GI 


14902 1.R1084 




Score 


1229 


Exons 


1118. .1648, 2015 


.2127 






GI Descrip. 


'2407286/gb|AF017366|AF017366 


2.0e-59 


Oryza sativa 



metallothionein-like protein mRNA, complete cds ' 



Seq. No. 39917 Seq. ID 

Gene No. 82554 Strand 

Start 1118 End 

Name OJ000209_19 . 0412 . C3 . o2 . gs Method 

Start 1483 End 

GI none Score 

Exons ■ 1483.. 1648, 2015.. 2067 



OJ000209_19.0412.C3 

2127 
GENSCAN 
2067 
.98 



Seq. No. 39917 Seq. ID 

Gene No. 82554 Strand 

Start 1118 End 

Name OJ000209_19 . 04 12 . C3 . ol . np Method 

Start 1486 End 

GI 2407287 Score 

Exons I486.. 1648, 2015.. 2067 

GI Descrip. (AF017366) metallothionein-like protein [Oryza sativa] 



OJ000209_19.0412.C3 

2127 
AAT/NAP 
2067 
319 



Seq. No. 39917 

Gene No. 82555 

Start 6344 

Name OJ000209_19 . 0412 . C3 . o2 . tm 

Start 1364 

GI . none 

Exons 1364. .1432, 1483. .1563, 1487. 

1574. .1642, 2015. .2071 



Seq. ID OJ000209_19.0412.C3 
Strand 

End 6691 

Method TBLASTX: Maize 

End 2071 

Score 38 

.1564, 1501. .1527, 1573. .1653, 



Seq. No. 39917 Seq. ID OJ000209_19 . 04 12 . C3 

39834 



Gene No. 


82555 








Strand 






Start 


6344 








End 


6691 




Name 


pi tooo90q i q 


OA 1 9 


fa o9 


L W 


Method 


TBLASTX: 






14 91 








End 


2086 




PT 


none 








Score 


168 




Exons 


14 91 i 600 


1 d 77 

14 / / 


1 RQQ 
. . 1 j 5 5 / 


1 R01 

1 Jul . 


.1527, 1591.. 1653, 


1 600 1 6R^ 
XDUU. .XDjj, 




201S 2086 

Z. VJ _L J • • U U U 














C id it Ma 
OcCj. LN (J . 


J 5 5 1 / 








Seq. ID 


GJ000209 


i q ndi9 p^ 

1-7. U41Z . v.* J 


Gene No. 


82555 








Strand 






Start 


6344 








End 


6691 




Name 


Pj,tooo9 0q i q 


04 19 

i U4 l£ 


P^ n1 

• L J • Ul • 




Method 


TBLASTX: 


L v icl 1 C, C 


-r f- 
OLdl L 


4 4 QR _ 








End 


6430 




PT 


none 








Score 


74 






4 4 QR 

4 4 5 J • • 4 J 4 J , 


SI 06 

JlUO 


R1 6R 

• . J X U J , 


R1 07 

J X v / • 


.5163, 5264. .5440, 


R96R Rddl 

J6DJ. .J44X, 




6^R6 64^o 

U J J U . . 04 JU 














Con Ma 
O S q . IN U . 










Seq. ID 


OJ000209 


1 q Od 1 9 n 

15 . U41Z .V^J 


Gene No. 


82555 








Strand 






Start . 


6344 








End 


6691 




LNctiuc; 


D.T00090Q 1 Q 




nl 

■ *w J . L» X ■ 


L, W 


Method 


TBLASTX: 


If V i 1 c d l_ 


Olait 


4 d QR ~~ 
4 4 5 j 








End 


5397 




PT 
>al 


none 








Score 


73 




Exons 


4 d QR 4 R4 R 

44 50. . 4 Jl J, 


ROR Q 


R1 6Q 


R1 0 6 

JlUD. 


.5156, 5106.. 5171, 


R1 07 R1 6*^ 

JIU / . . J 1 O J , 




R96d R'iQR 


R9 6R 


R ^Q6 


R9 66 


.5397 






oeq . 1NO . 


OQQ1 7 








Seq. ID 


OJ000209 


i q n 4 1 9 P ^ 

iy. U4iz . lj 


Gene No. 


82555 








Strand 






Start 


6344 








End 


6691 




Name 


Pj T00 09 0Q 1Q 


04 19 

U41Z 


. O J . U X ■ 


r a 


Method 


TBLASTX: 


Cr e s s 




A RO 1 _ 

4 J U 1 








End 


6418 




PT 
<jl 


none 








Score 


64 






d R01 A Rd R 

4 JUl . . 4 J 4 J , 


R 1 06 
j x u o 


R1 6R 


R1 07 
J1U / . 


.5163, 5262. .5441, 


R96d R "3 9 6 
JZD4 . .jjZD, 




R^O RddO 

J J J U . t J44U; 


6^ R6 
o j j o 


6d 1 8 

. . U4 lO 










Cqa Ma 

o e q . LN o . 


^QQI 7 








Seq. ID 


OJ000209 


1 Q 0419 C\ 
1 5 . U 4 iZ . L- J 


Gene No. 


82555 . 








Strand 






Start 


6344 








End 


6691 




LN dlt It; 


o.tooo90q 1 q 


od i 9 

\J 4 X jL. 


■ ^ J • U X • 


L. O 


Method 


TBLASTX: 




O Ldi U 


R1 06 ~~ 

J X U \J 








End 


6430 




PT 
ol 


Tl ATI 








Score 


115 




IT V ATl C 


R1 06 R1 6R 

JlUO • . J 1 u J , 


SI 07 

J X U / 


R1 6? 


R9 69 


.5441, 5264. .5443, 


R9 6R Rddl 

JZDJ. . J 44 1 , 




6^R6 64 ^0 

U J Ju • • U 4 J VJ 














Seq. No. 


39917 








Seq. ID 


OJ000209 


_19.0412.C3 


Gene No. 


82555 








Strand 






O Lai L 


6?d 4 








End 


6691 




Name 


pj Tnnn9nQ i q 

vJuUUU^U5 15. 


Od 1 9 


P? a9 


9P 


Method 


AAT/GAP 




Cf 2 v- 4- 

O Ldi. L 


6^4 4 ~~ 








End 


6691 




PT 


none 








Score 


603 




Exons 


£"IA A ££Q1 
Dj44 . . DD"1 














Seq. No. 


39918 








Seq. ID 


OJ000209 


_19.0412.C4 


Gene No. 


82556 








Strand - 


+ 




Start 


70 








End 


913 




Name 


OJ000209 19. 


0412 


.C4.ol. 


gs 


Method 


GEN SCAN 




Start 


70 








End 


-913 





39835 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

70. .153, 525. .659, 824. .913 



Score 



.59 



39918 
82557 
268 

OJ000209_19.0412.C4 .ol.gp 
268 

20795_1.R1084 
268. .774 

M371292/gb|AAD18150| 2.0e-14 (AC006260) unknown protein 
[Arabidopsis 'thaliana] * 



Seq. ID "OJ000209_19.0412.C4 
Strand 

End 774" 

Method AAT/GAP 

End 774 

Score 974 



39919 
82558 
1824 

OJ000209_19.0412.C5.ol.gp 
1824 

LIB3433-016-Q6-K6-C4 
1824 . .2021 

'4371292/gb|AAD18150| 1.0e-16 (AC006260) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000209_19.0412.C5 

Strand + 

End 2021 

Method AAT/GAP 

End 2021 

Score 310 



39919 ■ 
82559 
356 

OJ000209_19.0412.C5.ol.np 
356 

5668771 
356. .386, 1825. .2589 

(AC005916) Contains similarity to gb|D88035 glycoprotein 
specific UDP-glucuronyltransf erase from Rattus norvegicus 
[Arabidopsis thaliana] 



Seq.. ID OJ000209_19.0412.C5 
Strand 

End 2589 

Method AAT/NAP 

End 2589 

Score 161 



39919 
82559 
356 

OJ000209_19. 0412.C5.o2.np 
1829 
4371292 
1829. .2450 

(AC006260) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000209_19.0412.C5 
Strand 

End 2589 

Method AAT/NAP 

End 2450 

Score 239 



39919 
82560 
5558 

OJ000209_19.0412.C5.ol.ts 

1827 

none 

1827.. 1952, 1944.. 2066, 2314, 

39919 
82560 
5558 

OJ000209_19. 0412.C5.o4 . tm 

1830 

none 



Seq. ID OJ000209_19.0412.C5 
Strand 

End 15975 

Method TBLASTX : Soybean 

End 2414 

Score 79 
.2412, 2334. .2414 

Seq. ID OJ000209_19.0412.C5 
Strand 

End. ■ 15975 

Method TBLASTX : Mai ze 

End 2141 

Score 79 



39836 



1830. .1955, 1945. .2139, 1977. .2141 



Exons 

Seq. No. 39919 
Gene No. 82560 
Start 5558 

Name OJ000209_19 . 0412 . C5 . o3 . np 

Start 5558 

GI 6069646 

Exons 5558.. 5973, 

GI Descrip. (AP000616.) 

[Oryza sativa] gi | 6907112 | dbj | BAA90 639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ000209_19.0412.C5 



Strand 
End 

Method 
End 
Score 

6121.. 6209, 10225.. 10287 
similar to putative reverse 



15975 
AAT/NAP 
10287 
84 

transcriptase 
,1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 39919 Seq. ID 

Gene No. 82560 Strand 

Start 5558 End 

Name OJ000209_19 . 04 12 . C5 . o2 . gp Method 

Start 6716 End 

GI 72424_1.R1084 Score 

Exons 6716.. 6786 

GI Descrip. * 2842493/emb | CAA16890 . 1 | 8.0e-32 (AL021749 
[Arabidopsis thaliana] 1 



OJ000209 19. 0412. C5 



15975 
AAT/GAP 
6786 
81 



predicted protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

.Name 

Start 

GI 

Exons 



39919 
82560 
5558 

OJ000209_19.0412.C5.o3.gs 

8995 

none 

8995. .9581, 10724. .10852, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_19.0412.C5 

15975 
GENSCAN 
15975 
.87 



11650. .11839, 12395. .13870, 



13988. .14013, 15153. .15201, 15571 .. 1562 9, 15767.. 15975 



39919 
82560 
5558 

OJ000209JL9 . 0412 . C5 . ol .' tm 

9015 

none 

9015.. 9140, 9016.. 9234, 9016, 



OJ000209_19,0412.C5 
15975 

TBLASTX: Maize 

11788 ' 

115 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9180, 9224. .9529, 9242. .9442, 



9243. .9530, 9244. .9492, 1164 4 .. 11787 , 11645 .. 11788 , 11654. .11788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



39919 
82560 
5558 

OJ000209_19. 
10643 
none 
10643. 
10744 . 
11036. 



0412.C5.o2.tm 



,10750, 
,10899, 
,11089, 



10650. 
10750. 
11037. 



,10751, 
,10896, 
,11090, 



39919 
82560 
5558 

OJ000209_19.0412.C5.o4 .np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10653 

10898 



OJ000209 19. 0412. C5 



15975 

TBLASTX: Maize . 
11166 
99 

10751, 10660. . 10752, 
11005, 10902. .10985, 



11104. .11166 

Seq. ID OJ000209_19.0412.C5 
Strand 

End 15975 

Method AAT/NAP 



39837 




Start 12501 End 13870 

GI 7485529 Score 78 

Exons <12501. .12589, 13715.. 13870 

GI Descrip. hypothetical protein F16A16.130 - Arabidopsis thaliana 
gi|4218122|emb|CAA22976.1| (AL035353) putative protein 
[Arabidopsis thaliana] gi | 7269731 | emb | CAB8 14 64 . 1 | (AL161573) 
putative protein [Arabidopsis thaliana] 





Seq. No. 


39919 


Seq. ID 


OJ000209 


_19.0412 


.C5 




Gene No. 


82560 


Strand 










Start 


5558 


End 


15975 








Name 


OJ000209 19.0412.C5.o3.tm 


Method 


TBLASTX: Maize 






Start 


13593 


End 


14053 








GI 


none 


Score 


37 








Exons 


13593. .13616, 13617 .. 13823, 


13619. . 13840, 13825 


. . 13881, 








13834. .13869, 13986 .. 14009, 


14009. . 14053 








Seq. No. 


39920 


Seq. ID 


OJ000209 


_19.0412 


.C6 




Gene No. 


82561 


' Strand 










Start 


1659 


End 


2202 








Name 


OJ000209 19. 0412.C6.ol.gs 


Method 


GENSCAN 








Start 


1659 


End 


2202 








GI 


none 


Score 


.54 








Exons 


1659. .1744, 2121. .2202 










3 


Seq. No. 


39921 


Seq. ID 


OJ000209_ 


_19.0412 


.C7 




Gene No. 


82562 


Strand 










Start 


885 


End 


2842 








Name 


OJ000209 19.0412.C7.ol.gs 


Method 


GENSCAN 








Start' 


885 


End 


2842 






y 


GI 


none 


Score 


. 64 






si 


Exons 


885. .975, 2225. .2267, 2686. 


.2842 










Seq. No., 


39922 


Seq. ID 


OJ000209_ 


_19.0412 


.C8 




Gene No. 


82563 


Strand 


+ 








Start 


60 


End 


3055 








Name 


OJ000209 19.0412.C8.ol.gs 


Method 


GENSCAN 






& 


Start 


60 


End 


3055 








GI 


none 


Score 


.58 






1 


Exons - 


60. .192, 335. .386, 2091. .2327, 2437. .2640, 2938 


. .3055 




J 


Seq. No. 


39922 


Seq. ID 


OJ000209_ 


_19.0412 


C8 




Gene No. 


82564 


Strand 










Start 


1 


End 


2274 








Name 


OJ000209 19.0412.C8.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2274 








GI 


5852093 


Score 


58 








Exons 


1..24, 783. .866, 2211. .2274 












GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq. No. 


39922 


Seq. ID 


OJ000209_ 


JL9.0412 


C8 




Gene No. 


82565 


Strand 










Start 


2218 


End 


.2332 








Name 


OJ000209 19.0412.C8rol.gp 


Method 


AAT/GAP 








Start 


2218 


End 


2332 








GI 


none 


Score 


140 








Exons 


2218. .2332 











39838 






Seq. No. 


39923 








Seq. ID 


OJ000209_ 


19 


0412 


.C9 




Gene No . 


82566 








Strand 


+ 










Start 


129 








End 


230 










Name 


OJ000209 19 


.0412. 


C9.ol. 


as 


Method 


GENSCAN 










Start 


129 








End 


230 










GI 


none 








Score 


.8 










Exons 


129. .230 




















Seq. No. 


39923 








Seq. ID 


OJ000209_ 


19 


0412 


-C9 




Gene No. 


82567 








Strand 


+ 










Start 


1534 








End 


1872 










Name 


OJ000209 19 


. 0412 . 


C9.o2. 


as 


Method 


GENSCAN 










Start 


1534 








End 


1872 










GI 


none 








Score 


.86 










Exons 


1534 . . 1872 




















Seq. No. 


39923 








Seq. ID 


OJ000209_ 


19 


0412 


.C9 




Gene No. 


82568 








Strand 


+ 










Start 


3731 








End 


8920 










Name 


OJ000209 19 


.0412. 


C9.o3. 


as 


Method 


GENSCAN 










Start 


3731 








End 


4895 










GI 


none 








Score 


- 91 










Exons 


3731. . 3745, 


4068 . 


.4895 














3 


Seq.. No. 


39923 








Seq. ID 


OJ000209_ 


19 


0412 


.C9 




Gene No. 


82568 








Strand 


+ 










Start 


3731 








End 


8920 








— 

3 


Name 


OJ000209 19 


.0412. 


C9.ol. 


np 


Method 


AAT/NAP 










Start 


4084 








End 


8670 








y 


GI 


4510398 








Score 


413 








SSjj 


Exons 


4084 . .4194, 


4225. 


.4407, 


4503. 


.4709, 68 


06. . 6875, 


8555. .8 


670 


is 


GI Descrip. 


(AC006587) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


39923 








Seq. ID 


-,OJ000209_ 


19 


0412 


,C9 


J 
i 


Gene No . 


82568 








Strand 


"+ 










Start 


3731 








End 


8920 








£, 


Name 


OJ000209 19 


.0412. 


C9.o4. 


gs 


Method 


GENSCAN 








"1 


Start 


6764 








End 


7706 








51 


GI 


none 








Score 


.78 










Exons 


6764. .6774, 


6806. 


.6965, 


7485. 


.7706 












Seq. No. 


39923 








Seq. ID 


OJ000209_ 


19. 


0412 


.C9 




Gene No. 


82568 








Strand 


+ 










Start 


3731 








End 


8920 










Name 


OJ000209 19 


.0412. 


C9.o5. 


gs 


Method 


GENSCAN 










Start 


8521 . 








End 


8920 










GI 


none 








Score 


.73 










Exons 


8521. .8688, 


8792. 


.8920 
















Seq. No. 


39923 








Seq. ID 


OJ000209_ 


19. 


0412 


.C9 




Gene No. 


82569 








Strand 


+ 










Start 


9543 








End 


11391 










Name.-.. 


OJ000209 19 


.0412. 


C9.o6. 


gs 


Method 


GENSCAN 










Start 


9543 








End 


11391 










GI 


none 








Score 


.78 










Exons 


9543. .9614, 


10794 


..10983, 11090.. 11391 











39839 



Seq. No. 39923 

Gene No. 82570 

Start 13895 

Name OJ000209_19 . 0412 . C9 . 08 . gs 

Start 13895 

GI none 

Exons 13895. . 13984, 
16012. .16107, 



14704. .14852, 
16202. .16324, 



Seq. ID OJ000209_19.0412.C9 

Strand + 

End 17603 

Method GENSCAN 

End 16509 

Score .82 - 
15616. .15673, 15725. .15934, 
16339. .16509 



Seq. No. 39923 
Gene No. 82570 
Start 13895 

Name ' OJ000209_19. 0412 .C9. o4 .np 

Start 14546 
GI 7292924 

Exons 14546. .14593, 14704 .. 14852 , 

-157 67. .15988, 16024. .16116, 
GI Descrip. (AE003493) rdgB gene product [alt 1] 
gi I 7292925 | gb | AAF48316.il (AE0034 93) 
[Drosophila melanogaster] 



Seq." ID 
Strand 
End 

Method 
End 
Score 
15268. .15359, 
16208. .16324, 



OJ000209_ 
+ 

17603 
AAT/NAP 
17603 
248 

15594. 
17579. 



19. 0412. C9 



,15673, 
,17603 



[Drosophila melanogaster] 
rdgB gene product [alt 2] 



oeq . ino . 


39923 




Seq. ID 


OJ000209_19.0412.C9 


C ^ y\ ^ M /™\ 

oene ino . 


82571 




Strand 






10417 - 




End 


10859 


Name 


OJ000209 19.0412.C9.o2. 


np 


Method 


AAT/NAP 


Start 


10417 




End 


10859 




7242910 




Score 


99 


Exons 


10417. .10502, 10723. .10859 






GI Descrip. 


(AP001383) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


39923 




Seq. ID 


OJ000209_19.0412.C9 


Gene No. 


82572 




Strand 




Start 


11663 




End 


12471 


Name 


OJ000209 19.0412.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4266 




End 


4652 


GI 


none 




Score 


189 


Exons 


4266. .4397, 4267. .4407, 


4493. 


.4615, 4497. .4652 


Seq. No. 


39923 




Seq. ID 


OJ000209_19.0412.C9 


Gene No. 


82572 




Strand 




Start 


11663 




End 


12471 


Name 


OJ000209 19.0412.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4266 




End 


4595 


GI 


none 




Score 


204 


Exons 


4266. .4409, 4267. .4407, 


4488. 


.4589, 4497. .4595, 4502. .4594 


Seq. No. 


39923 




Seq. ID 


OJ000209_19.0412.C9 


Gene No. 


82572 




Strand 




Start 


11663 




End 


12471 


Name 


OJ000209 19.0412.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4312 




End 


4748 


GI 


none 




Score 


156 


Exons 


4312. .4407, 4314. .4403, 


4315. 


.4407, 4497. .4748, 4502. .4615 


Seq. No. 


39923 




Seq. ID 


OJ000209_19.0412.C9 


Gene No. 


82572 




Strand 





39840 




Start 


11663 






End 


12471 




Name 


OJ000209 19. 0412. C9. 


o3.np 


Method 


AAT/NAP 




C +- -J y~4- 

OLal L 


11581 






End 


12124 






7363274 




Score 


174 




Exons 


11581 


..11694, 11946. 


.12124 








o± uescirip. 


(AP001552) Similar to Arabidopsis thaliana DNA chromosome 




clone 


F17A8; putative protein. (AL049482) [Oryza sativa 


1 
J 


Seq. No. 


39923 






Seq. ID 


OJ000209_19.0412 


. C9 


Gene No. 


82572 






Strand 








11663 






End 


12471 




Name 


OJ000209 19. 0412. C9. 


o7 . gs 


Method 


GENSCAN 






11663 






End 


12471 




r t 


none 






Score 


.63 




TynnQ 

CjAUI 1 o 


11663 


..11730, 12326. 


.12401, 


12457. .12471 




o e q • LN U . 


39923 






Seq. ID 


OJ000209_19.0412 


. C9 


belle LNU • 


82573 






Strand 






Oldl L 


14564 






End 


16076 




Name 


OJ000209 19. 0412. C9. 


o4 . tm 


Method ■ 


TBLASTX: Maize 




Start 


14564 






End 


16076 




r-r 

\3 -L 


none 






Score 


45 




Hi Awl 1 o 


14564 


..14593, 14564. 


.14593, 


14 685. . 14762, 14 686 .. 14 805 , 






14699 


...14791, 14724. 


.14852, 


14797. .146 


S65, 14814. .14852, 






15174 


..15215, 15260. 


;15358, 


15265. .15384, 16020. .16073, 






16023 


..16076, 16024. 


.16074 








beq . lno . 


39923 






Seq. ID 


OJ000209_19.0412 




Gene No. 


82573 






Strand 






Start 


14564 






End 


16076 




Name 


OJ000209 19. 0412. C9. 


Ul • LIU 


Method 


TBLASTX: Maize 




C+- -3 v-f 

o LdiL 


15596 






End 


15936 






none 






Score 


149 




Exons 


15596 


..15685, 15601. 


.15696, 


15764. .15934, 15764 .. 15934 , 






15775 


. .15936 










C q /t NT *^ 
o c q . LN o . 


39923 






Seq. ID 


OJ000209_19.0412 


.C9 


Gene No. 


82574 






Strand 






Start 


16196 






End 


16500 




LN cuut 


OJ000209 19. 0412. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




O Lai. L 


16196 






End 


16500 




r-T 


none 






Score 


218 






16196 


..16324, 16201. 


.16335, 


16202. .16324, 16392. .16478, 






16422 


..16499, 16435. 


. 16500, 


16438.. 16500 




Seq. No. 


39924 






Seq. ID 


OJ000209_19.0412 


.CI 


Gene No. 


82575 






Strand 


+ 




C-t- a r -|- 
O Lai L 


211 






• End 


942- 




Name 


OJ000209 19. 0412. C10 


.ol.gs 


Method 


GENSCAN 




Of a 


217 






End 


942 




GI 


none 






Score 


.63 




Exons 


217. .307, 843. .942 










Seq. No. 


39924 






Seq. ID 


OJ000209_19.0412 


.CI 


Gene No. 


82576 






Strand 


+ 




Start 


2938 






End 


3223 




Name 


OJ000209_19. 0412. C10 


.ol.np 


Method 


AAT/NAP 





39841 



Start 2938 End 3223 

GI 3023377 Score 199 

Exons 2938. .3018, 3143.. 3223 

GI Descrip. LOW- TEMPERATURE INDUCED PROTEIN BLT101 (SALT-STRESS INDUCED 

HYDROPHOBIC PEPTIDE ESI3) gi | 62977 6 | pir | | S40406 bltlOl protein - 
barley gi I 439273 | emb | C AA8 0 9 8 4 | (Z25537) 54 amino acids [Hordeum 
vulgare] gi | 551068 | gbj AAA21847 . 1 | (U00966) salt-stress induced 
hydrophobic peptide [Elytrigia elongata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39924 Seq. ID 

82577 Strand 

10227 End 

OJ000209_19. 0412. CIO ,o3.np Method 

10227 End 

1172704 Score 



OJ000209_19. 0412. C10 
+ 

14063 
AAT/NAP 
14063 
370 



10227. .10281, 11877. .12214, 1224 3. .12718, 14 039. .14063 
PEPTIDE TRANSPORTER PTR2-B (HISTIDINE TRANSPORTING PROTEIN) 
gi I 633940 (L39082) transport protein [Arabidopsis thaliana] 
gi|4406786|gb|AAD20096.1| (AC006532) histidine transport protein 
(PTR2-B) [Arabidopsis thaliana] 



Seq. No. 39924 Seq. ID 

Gene No. 82577 Strand 

Start 10227 End 

Name . *OJ000209_19 . 0412. C10. o4.gs Method 

Start 11256 End 

GI none Score 

Exons 11256. .11258, 11813 .. 12018 , 12029 .. 12145, 12147 .. 12707 , 
12766. .12883 



OJ000209_19. 0412. C10 
+ 

14063 
GENSCAN 
12883 
.45 



Seq. No. 39924 

Gene No. 82578 

Start 22581 

Name OJ000209_19. 04 12 . C10 . 06 . gs 

Start 22581 

GI none 

Exons 22581. .23109, 23220 .. 23385, 
24728.. 24852 



Seq. ID OJ000209_19. 0412 .C10 

Strand + 

End 24852 

Method GENSCAN 

End 24852 

Score . 63 
23972. .24011, 24188 .. 24395, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39924 
82578 
22581 

OJ000209_19.0412.C10.o4 .np 

22595 

2462825 

22595. .22814, 22902 .. 23063, 
(AF000657) contains Procite 
[Arabidopsis thaliana] 

39924 
82579 
25840 

OJ000209_19.0412.C10.o7.gs 

25840 

none 

25840. .26014, 26148. .26191 



Seq. ID OJ000209_19. 0412. C10 
Strand + 
End 24852 
Method AAT/NAP 
End 23406 
Score 312 
23302. .23406 

'RNPl 1 putative RNA-binding region 



Seq. ID OJ000209_19. 0412. C10 

Strand + 

End 26191 

Method GENSCAN 

End 26191 

Score .82 



39842 




Seq. No. 


39924 








Seq. ID 


OJ000209_19 . 0412 . C10 


Gene No. 


82580 








Strand 


+ 


Start 


34500 








End 


34918 


Name 


OJ000209 19 


.0412 


C10 o3 




Met hod 


AAT/GAP 


Start 


34500 "~ 








End 


34 918 


GI 


none 








Score 


817 


F.3£ nn s 


34500 3491 


8 












39924 








Seq. ID 


OJ000209_19. 0412. C10 


Gene No. 


82581 








Strand 




Start 


6690 








End 


9714 


Name 


OJ000209 19 


. 0412 


. C10 . o3 




Method 


GENSCAN 




6690 _ 








End 


9714 




none 








Score 


.79 




6690 6890 


7019 


1219, 


7312 


..7394, 7473. .7986, 8068. .8211, 




8732 8983. 


9595 


. .9714 








Sea No 


39924 








Seq. ID 


OJ000209_19. 0412. C10 


Gene No. 


82581 








Strand 




Start 


6690 








End 


9714 


Name 


OJ000209 19 


.0412 


.C10.o2 


.np 


Method 


AAT/NAP 




6980 








End 


9712 




6996265 








Score 


1106 




6980. .7212, 


7308 


. .7 98 6, 


8068 


..8211, 8732. .8983, 9595. .9712 


r^T npQpT"i n 


(AL138657) putative protein 


[Arabidopsis thaliana] 


Cprr Mn 

JCLJ. IN (J • 


39924 








Seq. ID 


OJ000209_19.0412.C10 


Gene No. 


82582 








Strand 




Start 


27067 








End 


30977 


Name 


OJ000209 19 


.0412 


.CIO.06 


. tm 


Method 


TBLASTX: Maize 


Start 


2928 








End 


3226 


GI 


none 








Score 


132 


F.xon ^ 


2928. .3014, 


2928 


. .3020, 


2929 


..3021, 2929. .3021, 3125. .3226, 




3131. .3220, 


3145 


. .3222 








Seq. No. 


39924 








Seq. ID 


OJ000209_19. 0412. C10 


Gene No. 


82582 








Strand 




Start 


27067 








End 


30977 


Name 


OJ000209 19 


.0412 


.CIO.08 


,ts 


Method 


TBLASTX: Soybean 


Start^ 


2938 








End 


3226 


GI 


none 








Score 


115 


Exon •=? 


2938. .3021, 


2943 


. .3020, 


3125 


..3226, 3145. .3216 


Seq. No. 


39924 








Seq. ID 


OJ000209_19. 0412. C10 


Gene No. 


82582 








Strand 




Start 


27067 








End 


30977 


Name 


OJ000209 19 


.0412 


.C10.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


2944 








End 


3237 


GI 


none 








Score 


95 


Exons 

J—J /kWl 4. 


2944. .3012, 


2949 


. .3014, 


3132 


..3215, 3133. .3237, 3134. .3235 


Seq. No. 


39924 








Seq. ID 


OJ000209_19. 0412. C10 


Gene No. 


82582 








Strand 




Start 


27067 








End 


30977 


Name 


OJ000209 19 


.0412 


.C10.O4 


.ts 


Method 


TBLASTX: Soybean 


Start 


7073 








End 


7540 


GI 


none 








Score 


53 



39843 



Exons 



7073. .7195, 7098. .7184, 7301. .7444, 7309. .7425, 7435.-7539, 
7445. .7540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39924 
82582 
27067 

OJ000209_19 . 04 12 . CIO . o2 . tm 

7348 

none 



Seq. ID OJ000209_19. 0412. C10 
Strand 

End 30977 

Method .-TBLASTX: Maize - 

End 8 981 

Score 156 



7348.-7599, 7349. .7600, 7630. .7746, 7640. .7747, 7747. .7917, 
7760. .7921, 7927. .7986, 8068. .8214, 8069. .8212, 8729. .8980, 
8730. .8981 



Seq. No. 39924 

Gene No. 82582 

Start 27067 

Name OJ000209_19 . 04 12 . C10 . ol . tw 

Start 7358 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' Seq. ID OJ000209_19. 0412. C10 
Strand 

End 30977 

Method TBLASTX : Wheat 

End 7 689 

Score 182 



7358. .7657, 7360. .7599, 7630. .7689 



39924 
82582 
27067 

OJ000209_19.0412 .C10.o2.ts 
7639 
none 



End 

Method 
End 
Score 

7639. .7749, 7640. .7747, 7753. .7917, 7754. .7909, 7769. .7924, 
7945. .7989, 8071. .8121 



Seq. ID OJ000209_19. 0412. C10 
Strand 

30977 

TBLASTX : Soybean 
8121 
79 



Seq. No. 39924 

Gene No. 82582 

Start 27067 

Name OJ000209_19 . 04 12 . C10 . o3 . tc 

Start 8128 

GI - none 
Exons - 



Seq. ID OJ000209_19.0412.C10 
Strand 

End 30977 

Method TBLASTX : Cress 

End 8983 

Score 115 



8128. .8214, 87-11.. .8983, 8717. .8941, 8730. .8957 



Seq. No. 39924 

Gene No. 82582 

Start 27067 

Name OJ000209_19 . 0412 . C10 . o7 . ts 

Start 8765 

GI none 

Exons 8765.. 8980, 8766.. 8960 



Seq. ID OJ000209_19. 0412. C10 

Strand - 

End 30977 

Method TBLASTX: Soybean 

End 8 980 

Score 133 



Seq. No. 39924 

Gene No. 82582 

Start 27067 

Name OJ000209_19 . 04 12 . C10 . o2 . tc 

Start 11891 

GI none 
Exons 



Seq. ID OJ000209_19. 0412. C10 
Strand 

End 30977 

Method TBLASTX : Cress 

End 12687 

Score 133 



118 91. .12040, 12033. .1214 6, 12153. .12200, 12273. .12332, 
12274. .12339, 124 51. .12687 



Seq. No. 
Gene No. 



39924 
82582 



Seq. ID OJ000209_19. 0412. C10 
Strand 



39844 





Start 


27067 




End 


30977 






Name 


o.tooo2 0q i q 0412 no 


/-\ C. 4- rn 
> Vj-J • L.11L 


Method 


TBLASTX: Maize 






Q 4- 2 rf 


1 IQIO ~" 




End 


12669 






VJX 


none 




Score 


104 






Exons 


iiqio 1904 0 1 1 Q1 4 


1 9097 


12033. .12140, 12161. .12205, 








12270 12350 12271 


. 12339, 


12451. .12669 






o e q > ln u . 


_> _7 .7 *C *i 




Seq. ID 


OJ000209_19.0412 


n o 




Gene No. 


82582 




Strand. 








Start 


27067 




End 


30977 






Name 


0.700090Q i q 0412 no 

UU *J \J ^ XJ.W*alA«.Ll\J 


r>5 1- ^ 


Method 


TBLASTX : Soybean 








1 1 Q1 9 _ 




End 


12690 






ox 


none 




Score 


94 








11Q19 1 901 Q 1 1 Q9 6 

ll^lc • i l6U17^ X X U • 


1 9091 


12159. .12200, 12247. .12339, 








12270 12344 12451 


12690 










Seq. No. 


39924 




Seq. ID 


OJ000209_19.0412 


.C10 




Gene No. 


82582 




Strand 










97067 




End 


30977 






Name 


O.T00090Q 1 Q 0412 fl 0 

WUUUUtv J Xj.UIX^.k^XVJ 


. L.J.LI 


Method 


TBLASTX: Maize 






o tax i_ 


99659 _ 




End 


22834 








n on o 
nunc 




Score 


281 




„_ 


Exons 


92659 998^4 2965^ 


92832 








z=. 


Seq. No. 


39924 




Seq. ID 


OJ000209_19.0412 


.C10 


Ft 


Gene No. 


82582 




Strand 








C f- -j 

Otaiu 


270 67 




End 


30977 




II 


Name 


AT00090Q 1 Q O /I 1 9 f1 fl 


Oj« LS 


Method 


TBLASTX : Soybean 






Of -a r--h 






End 


23000 




y 




none 




Score 


224 




j 




99658 998^1 99659 


22847 


22950. .23000 




! = 


Seq. No. 


39924 




Seq. ID 


OJ000209_19.0412 


.C10 




Gene No. 


82582 




Strand 






„ 


OLal L 


970 67 




End 


30977 




s 
"4 


Name 


O.T00090Q 1 Q 0419 P10 


04 • t C 


Method 


TBLASTX: Cress 




£; 


Q f- a r--h 


99 664 _ 




End 


23006 




(=. 




nnno 




Score 


223 




1 




22664 22831 22665 


22838 


22902. .230 


06, 22952.. 22999 




=== 


UC<^ . Vi \J • 






Seq. ID 


OJ000209_19.0412 


n o 

i LIU 






82589 

O J o ^ 




Strand 










97 067 




End 


30977 






Name 


OJ000209 19. 0412. CIO 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


23973 




End 


24852 






(IT 


none 




Score 


66 






LAUllo 


9^Q7^ 94011 9^Q7? 


24 041 

i4 U4 1 f 


24130. .241 


74, 24134 . .24160, 








94148 941 Q9 9414Q 


94187 


24168. .242 


12/ 24184 . .24234, 








24905 94959 94906 


94 98 0 


24254. .243 


19, 24280. .24318, 








94^67 94^Q^ 94^68 


94 "3Q4 

t,4 J^4 , 


24796. .248 


25, 24826.. 24852 






Seq. No. 


39924 




Seq. ID 


OJ000209_19.0412 


C10 




v^ene no . 






Strand 








Start 


27067 , ■ 




End 


30977 






Name 


OJ000209 19.0412. CIO. 


ol.gp 


Method 


AAT/GAP 






Start 


26652 




End 


28968 






GI 


2977 1.R1084 




Score 


1598 










39845 







Exons 


26652. 


.27216, 


28523. 


.28751, 


28921. .28968 




'6056196/gb|AAF02813 


. 1|AC009400_9 8.0e 


-47 ( ACOOQAClCl) nn 


• * 


protein [Arabidopsis 


thaliana] 1 




Con Kirs 


39924 








Seq. ID 


OJ000209JL9.0412 


Cono NT /-\ 


82582 








Strand 




O Lai L 


27067 








End 


30977 


Name 


OJ000209 19.0 


412. C10 


. o3 . tm 


Method 


TBLASTX: Maize 


Of- a -rt- 
jLdlL 


26686 








End 


27219 


GI 


none 








Score 


58 


Exons 


26686. 


.26733, 


26689. 


.26724, 


26777. .26833, 2 6780 .. 26833, 




26782. 


.26835, 


26788. 


.26835, 


26833. .26898, 26836 .. 26892 , 




26876. 


.26902, 


26877. 


.26903, 


26909. .26944, 26910 .. 26945, 




26916. 


.26963, 


26917. 


.26946, 


26955. .27035, 26955 .. 27038 , 




26965. 


.27039, 


27032. 


.27079, 


27042. .27080, 27042 .. 27080, 




27072. 


.27200, 


27074. 


.27217, 


27074. .27217, 27076. .27219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39924 
82582 
27067 
OJ000209 
26777 
none 
26777 
26897 
26954 



19.0412.C10.o2.tw 



26896, 26779. 
26932, 26898. 
27106 



.26898, 
.26927, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 19. 0412. C10 



30977 

TBLASTX: Wheat 
27108 
155 

26779. .26895, 26787 .. 26900 , 
26931. .27104, 26953 .. 27108 , 



Seq. No. 39924 

Gene No. 82582 

Start 27067 

Name OJ000209_19 . 04 12 . C10 . 08 . gs 

Start 27067 

GI none 
Exons 



Seq. ID OJ000209_19. 0412. C10 
Strand 

End 30977 

Method GEN SCAN 

End 30787 

Score .89 



27067. .27216, 28523 .. 28751 , 28921 .. 29024 , 30302. .30787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39924 
82582 
27067 

OJ000209_19.0412.C10.o5.np 

27073 

6056196 



Seq. ID OJ000209_19. 0412. C10 
Strand 

End • 30977 

Method AAT/NAP 

End 30890 

Score 1034 



27073. .27216, 28523 28751, 28921 .. 29024 , 30302. .30890 
(AC009400) unknown protein [Arabidopsis thaliana] 



Seq. No. 


39924 




Seq. ID 


OJ00020.9_19.0412 


.C10 


Gene No. 


82582 




Strand 






Start 


27067 




End 


30977 




Name 


OJ000209 19. 0412. C10 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


27073 




End 


28585 




GI 


none 




Score 


76 




Exons 


27073. .27207, 27073. 


.27219, 


27074. .272 


17, 28520.. 28585 




Seq. No. 


39924 




Seq. ID 


OJ000209_19.0412 


.C10 


Gene No. 


82582 




Strand 






Start 


27067 




End 


30977 




Name 


OJ000209 19. 0412. C10 


.o5.tc 


Method 


TBLASTX: Cress 




Start 


27073 




End 


28693 





39846 






GI 


none 






Score 


177 






Exons 


27073 


..27219, 27074. 


.27223, 


28520. .28693, 28584.. 28688 






^ VwJ • IN . 


39924 






Seq. ID 


OJ000209_19.0412 


. C10 




Hono NIo 


82582 






Strand 








Start 


27067 






End 


30977 






Name 


OJ000209 19. 0412. CIO 


.ol .tm 


Method 


TBLASTX: Maize 






Start 


28466 






End 


30728 






GI 


none 






Score 


293 






Li AUUO 


28466 


..28750, 28469. 


28765. 


28503. .28751, 28582 .. 28767, 








28917 


..29024, 28920. 


.29024, 


28921. .29025, 30302 .. 30727, 








30303 


. .30728 












Seq. No. 


39924 






Seq. ID 


OJ000209_19.0412 


. C10 




Gene No. 


. 82582 






Strand 








Start 


27067 






End 


30977 






Name 


OJ000209 19. 0412. C10 


. ol . ts 


Method 


TBLASTX : Soybean 






Start 


28586 






End 


30728 






GI 


none 






Score 


134 






F 1 von 


28586 


..28750, 28595. 


28750 


28920. .29024, 28921 .. 2 9025, 








30302 


..30727, 30429. 


. 30728 










Seq. No. 


39924 






Seq. ID 


OJ000209_19.0412 


.C10 




Gene No*. 


82582 






Strand 








Start 


27067 






End 


30977 






Name 


OJ000209 19. 0412. C10 


. ol . tc 


Method 


TBLASTX: Cress 




rn 




30431 






End 


30721 




= ; j 

: Lz 


ox 


none 






Score 


154 




S: =. 


F von ^ 


30431 


..30721, 30432. 


3069S 










Seq. No. 


39924 






Seq. ID 


OJ000209JL9.0412 


n o 




Gpnp No 


82582 






Strand 






E : ; 


Start 


27067 






End 


30977 ' 




E 


Name 


OJ000209 19. 0412. C10 


. o2 . gp 


Method 


AAT/GAP 




5 3 


Start 


30443 






End 


30977 




■= est 
b z 


GI 


40982 


1.R1084 




Score 


986 




--4 


F von 


30443* 


..30977 












^ L> n_<» O v _L -1. « 


• 6056196/gb|AAF02813 


.1 |AC009400_9 5.0e- 


-27 (AC009400) unknown 


, 




protein [Arabidopsis 


thaliana] 1 






i s? 


Seq. No. 


39925 






Seq. ID 


OJ000209_19.0412 


.C12 




Gene No. 


82583 






Strand 


+ 






Start 


534 






End 


654 






Name 


OJ000209 19.0412.C12 


. ol . gs 


Method 


GENSCAN 






Start 


534 






End 


654 






GI 


none 






Score 


.41 






Exons 


534. .i 


654 












Seq. No. 


39925 






Seq. ID 


OJ000209_19.0412 


.C12 




Gene No. 


82584 






Strand 








Start 


461 






End 


797 






Name 


OJ000209 19.0412.C12 


.ol.tm 


Method 


TBLASTX: Maize 






. Start 


452 






End 


669 






GI 


none 






Score 


103 






Exons 


452. .532, 453. .518, ■ 


457. .519, 464. .523, 


560. .661, 584. .i 


661, 



586. .666, 586. .669 



^39847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39925 Seq. ID OJ000209_19 . 04 12 . C12 

82584 Strand 

461 " End 797 

OJ000209_19 . 0412 . C12 . ol . np Method AAT/NAP 

461 End 797 

6466946 Score 98 

461. .517, 586. .663, 778. .797 

(AC009176) putative P-protein: chorismate mutase, prephenate 
dehydratase [Arabidopsis thaliana] 



39926 
82585 
338 

OJ000209_19.0412.C13.ol.gp 
338 

152_1.R1084 

338. .535, 631. .805, 900 



965, 



Seq. ID OJ000209_19.0412.C13 

Strand + 

End 2 697 

Method AAT/GAP 

End 2697 

Score 853 

2322. .2381, 2654. .2697 



1 1321661/dbj | BAA08264 | 1.0e-144 (D45423) ascorbate peroxidase 
[Oryza sativa] 1 



Seq. No. 39926 Seq. ID 

Gene No. 82585 Strand 

Start 338 End 

Name OJ000209_19 . 0412 . C13 . ol . tc Method. 

Start 416 End 

GI none Score 
Exons 



OJ000209_19.0412.C13 
+ 

2697 

TBLASTX: Cress 

977 

119 



416. .517, 417. .512, 631. .798, 632. .808, 918.. 977 



Seq. No. 39926 

Gene No. 82585 

Start 338 

Name OJ000209_19 . 04 12 . C13 . ol . tm 

Start 416 

GI none 

Exons 416.. 517, 417.. 512, 473 
■ 632. .844, 886. .975, 891 



Seq. ID OJ000209_19.0412.C13 
Strand + 
End 2697 
Method TBLASTX: Maize 
End 2372 
Score 14 4 
526, 492. .536, 625. .807, 628. .699, 
965, 2302.. 2370, 2319.. 2372 



Seq. No. 39926 Seq. ID 

Gene No. 82585 Strand 

Start 338 End 

Name OJ000209_19 . 04 12 . C13 . ol . tw Method 

Start 416 End 

GI none Score 

Exons 416. .517, 417. .512, 473.-526, 492. .536, 
632. .805 



OJ000209_19.0412.C13 
+ 

2697 

TBLASTX: Wheat 

807 

148 

625. .807, 628. .696, 



Seq. ID OJ000209_19.0412.C13 



Seq. No. 39926 

Gene No. 82585 Strand + 

Start 338 End 26^7 

Name OJ000209_19 . 04 12 . C13 . ol . gs Method GENSCAN 

Start 417 End 2370 

GI none Score .7 

Exons 417.. 535, 631.. 805, 900.. 965, 2322.. 2370 



Seq. No. 
Gene No. 
Start 



39926 
82585 
338 



Seq. ID 

Strand 

End 



OJ000209_ 
+ 

2697 



19.0412.C13 



' 39848 



Name 

Start 

GI 

Exons 



OJ000209_1 9 . 04 12 . C13 . ol . ts Method TBLASTX : Soybean 

417 End 748 

none Score 117 

417. .512, 428. .517, 625. .744, 632. .748 



Seq. No. 39926 Seq. ID 

Gene No. ' 82585 Strand 
Start 338 End 

Name OJ000209_19 . 04 12 . C13 . ol . np Method 

Start 417 End 

GI 7489542 ' * Score 

Exons 417.. 535, 631.. 805, 900.. 965, 2322.-2372 

GI Descrip. probable L-ascorbate peroxidase (EC 1.11.1.11) - rice 

gi| 1321661 | dbj IBAA08264.il (D45423) ascorbate peroxidase [Oryza 

sativa] 



OJ000209_19.0412.C13 
+ 

2697 
AAT/NAP 
2372 
586 





Seq. No. 


39927 


Seq. ID 


OJ000209_19.0412.C14 




Gene No . 


82586 


Strand 


+ 




Start 


1 


End 


1030 




Name 


OJ000209 19.0412.C14 .ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1030 




GI 


152 1.R1084 


Score 


1164 




Exons 


1..66, 153. .232, 328. .430, 


548. .606, 


693. .1030 


If a? 


GI Descrip . 


1 1321661/dbj | BAA08264 | l.Oe 


-144 (D45423) ascorbate peroxidase 


sl 




[Oryza sativa] 1 








Seq. No. 


39927 


Seq. ID 


OJ000209_19.0412.C14 




Gene No. 


82586 


Strand 


+ 




Start 


1 


End 


1030 




Name 


OJ000209 19.0412.C14.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


708 




GI 


none 


Score 


.91 




Exons 


16. .66, 153. .232, 328. .430, 


548. . 606, 


693. .708 




Seq. No. 


39927 


Seq. ID 


OJ000209_19.0412 .C14 




Gene No. 


82587 


Strand 






Start 


2204 .... 


End 


9533 




Name 


OJ000259 19.0412.C14.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1 ■ 


End 


604 


r i 


GI 


none 


Score 


39 




Exons 


1..30, 18. .62, 19. .72, 162. 


.230, 164. 


.232, 347. .430, 548. .604 




Seq. No. 


39927 


Seq. ID 


OJ000209_19.0412.C14 




Gene No. 


82587 


Strand 






Start 


2204 


. End 


9533 




Name 


OJ000209 19.0412.C14.o2.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


607 




GI 


none 


Score 


89 




Exons 


1..66, 3. .65, 12. .68, 152.. 


232, 153.. 


230, 154. .234, 309. .428, 



314. .430, 332. .427, 548. .607 



Seq. No. 39927 Seq. ID 

Gene No. 82587 Strand 

Start 2204 End 

Name OJ000209_19 . 04 12 . C14 . o3 . tm Method 

Start 1 End 

GI none Score 



OJ000209_19.0412.C14 
9533 

TBLASTX: Maize 

609 ' 

105 



39849 



"Exons 



1..66, 3. .71, 12. .68, 152. .232, 153. .230, 154. .234, 314. .430, 
315. .431, 327. .428, 492. .608, 537. .608, 538. .609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39927 
82587 
2204 

OJ000209_19.0412.~C14 .o2.tw 
1 

none 



Seq. ID OJ000209_19.0412.C14 
Strand 

End 9533 

Method TBLASTX : Wheat 

End 4823 

Score 100 



1..66, 12. .68, 14. .67, 15. .71, 88. .231, 151. .231, 152. .232, 
153. .233, 329. .430, 329. .427, 537. .605, 537. .620, 548. .607, 
4770. . 4823 



Seq. No. 39927 Seq. ID 

Gene No. 82587 Strand 

Start 2204 End 

Name OJ000209_19 . 04 12 . C14 . o2 . gp Method 

Start 1993 End 

GI 70162_1.R1084 Score 

Exons 1993.. 2376, 2907.. 3090, 3175.. 3218 
GI Descrip. 



OJ000209_19.0412.C14 

9533 
AAT/GAP 
3218 
1124 



'3396052 3.0e-65 (AF079318) MAP kinase homolog [Triticum 
aestivum] ' 



Seq. No. , 39927 
Gene No. 82587 
Start 2204 

Name OJ000209_1 9 . 04 12 . C14 . ol . tm 

Start 2071 
GI none 

Exons 2071.. 2133, 2071.. 2142, 2195. 

2891. .3091, 2907. .2954, 2908. 
3170. .3235, 3172. .3468 



Seq. ID OJ000209_19.0412.C14 
Strand 

End 9533 

Method TBLASTX : Mai ze 

End 3468 

Score 53 

.2377, 2205. .2342, 2309. .2380, 
.3093, 2908.. 3093, 3170.. 3466, 



Seq. No. 39927 
Gene No. 82587 
Start 2204 

Name OJ000209_19 . 0412 .'ci4 . o21 gs 

Start 2204 
GI none 
Exons 2204 

4787 

7890 

9389 



2376, 2907.. 3507, 3639. 

4927, 5042.. 5175, 5331. 

7985, 8130. .8286, 8424. 
9498 



Seq. ID OJ000209_19. 0412.C14 
Strand 

End 9533 
Method GEN SCAN 
End 9498 
Score .74 

.3776, 3891. .4020, 4335. .4508, 
.5464, 7357. .7520, 7577. .7757, 
,8519, 8638. .8751, 8895. .8958, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



39927 Seq. ID OJ000209_19 . 04 12 . C14 

82587 Strand 

2,204 End 9533 

OJ000209_19.0412.C14 .ol.np Method AAT/NAP 

2207 End 4486 

1362151 Score 1684 

2207. .2376, 2907. .3090, 3175. .3507, 3639. .3776, 3891. .4020, 
4335. .4486 

mitogen-activated protein kinase 1 homolog (clone Aspk9) - oat 
gi I 871984 | emb | CAA56314 . 1 1 (X79993) MAP KINASE [Avena sativa] 



39927 
82587 



Seq. ID 
Strand 



OJ000209 19.0412.C14 



39850 




Start 


2204 








End 


9533 




Name 


OJ000209 19 


. 0412. 


C14 .o4 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2216 ~ 








End 


2983 




GI 


none 








Score 


82 




Exons 


2216. .2425, 


2220. 


.2342, 


2908 


..2979, 2909. .2983 




Seq. No. 


39927 








Seq. ID 


OJ000209 


19.0412.C14 


Gene No. 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


. 0412. 


C14 .ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2219 








End 


4480 




GI 


none 








Score 


91 




Exons 


2219. .2377, 


2220. 


.2345, 


2908 


..3093, 2909.. 3085, 


3172. .3510, 




3176. .3508, 


3639. 


.3788, 


3643 


..3672, 3721. .3777, 


3886. .4020, 




3888. .4031, 


4335. 


.4442, 


4337 


. . 4480 






Seq. No. 


39927 








Seq. ID 


OJ000209 


19.0412.C14 


Gene No. 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412. 


C14 .ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2219 








End 


4472 




GI 


none 








Score 


96 




Exons 


2219. . 2377, 


2220. 


.2342, 


2908 


..3093, 2909. .3085, 


3172. .3510, 




3173. . 3508, 


3639. 


.3704, 


3639 


..3788, 3721. .3774, 


.3886. .4020, 




3888 . .4031, 


" 3933. 


.4022, 


4335 


..4418, 4337. .4471, 


4437 . .4472 


Seq. No. 


39927 








Seq. ID 


OJ000209 


_19.0412.C14 


Gene No. 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412. 


C14 .ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3205 ~~ 








End 


3689 




GI 


none 








Score 


224 




Exons 


3205 . . 3510, 


3206. 


. 3508, 


3639 


. .3689 






Seq. No. 


39927 








Seq. ID 


OJ000209 


19.0412.C14 


Gene No . 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412. 


C14 .o3 


.gp 


Method 


AAT/GAP 




Start 


3461 








End 


4744 




GI 


69366 1.R1084 






Score 


1367 




Exons 


3461. .3507, 


3639. 


.3776, 


3891 


..4020, 4335. .4744 




GI Descrip. 


' 1362151/pir'| IS56638 1. 


Oe-77 


mitogen-activated 


protein kinase 




homolog (clone Aspk9) - 


oat 


>gi_871984_ 


emb CAA56314 (X79993) 




MAP KINASE 


[Avena 


sativa] ? 








Seq. No. 


39927 








Seq. ID 


OJ000209 


_19.0412.C14 


Gene No . 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412. 


C14 .o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3469 








End 


4486 




GI 


none 








Score 


76 




Exons 


3469. .3510, 


3470. 


.3508, 


3471 


..3530, 3635.. 3691, 


3639. .3707, 




3639. .3788, 


3640. 


.3777, 


3886 


..4020, 3888. .4031, 


3933. .4022, 




4335. .4475, 


4337. 


. 4486 










Seq. No. 


39927 








Seq. ID 


OJ000209 


_19.0412.C14 


Gene No. 


82587 








Strand 







39851 




Start 


2204 








End 


9533 




Name 


OJ000209 19 


. 0412 


.C14 .o3 


. tw 


Method 


-TBLASTX : 


Wheat 


Start 


3690 ~~ 








End 


4441 




GI 


none 


- 






Score 


110 




Exons 


3690 . . 3788, 


3871 


. . 3963, 


3888 . 


.4031, 3892.. 4020, 


4329. . 4418, 




4337 . .4441, 


4337 


. . 4441 










Seq. No. 


39927 








Seq. ID 


OJ000209 


_19.0412.C14 


Gene No. 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


. 0412 


-C14 .o4 


* 3r 


Method 


AAT/GAP 




Start 


7042 ~~ 








End 


8117 




GI 


none 








Score 


1638 




Exons 


7042 . . 7757, 


7890 


. . 7985, 


8087 . 


.8117 






Seq. No. 


39927 








Seq. ID 


OJ000209 


19.0412.C14 


Gene No. 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412 


.C14.o2 


.np 


Method 


AAT/NAP 




Start 


7379 








End 


9495 




GI 


6729501 








Score 


569 




Exons 


7379 . .7696, 


7895 


. .7991, 


8087. 


.8286, 8 


436. .8618, 


9389. . 9495 


GI Descrip. 


(AL132966) 


splicing factor-like protein [Arabidopsis thaliana 


Sea No 


' 39927 








Seq. ID 


OJ000209 


19 0412 C14 


(Zarip No 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412 


.C14.o4 


.tm 


Method 


TBLASTX: 


Maize 


Start 


7414 _ 








End 


9517 




GI 


none 








Score 


42 




Exons 


7414. .7488, 


7440 


. .7460, 


7476. 


.7514, 7481. .7573, 


7499. .7555, 




7504 . , 7554, 


7538 


. .7585, 


7538. 


.7576, 7591. .7641, 


7656. .7706, 




7660. .7707, 


7663 


. .7716, 


7699. 


.7740, 7719. .7748, 


7951. .8001, 




7952 . . 8002, 


8086 


. .8268, 


8087. 


.8269, 8 


100. .8276, 


8157. .8276, 




8421 . . 8519, 


8422 


. .8520, 


8633. 


.8680, 8638.-8679, 


9388. .9498, 




9389. . 9517 














Seq. No. 


39927* 








Seq. ■ ID 


OJ000209 


_19.0412.C14 


Gene No. 


'82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412 


.C14.o2 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


8087 ~~ 








End 


9533 




GI 


none 








Score 


238 




Exons 


8087 . . 8299, 


8089 


. .8298, 


8408. 


.8464, 8424. .8531, 


8425. .8532, 




8638. .8679, 


9388 


. .9495, 


9389. 


.9496, 9390.. 9533, 


9390. . 9500 


Seq. No. 


39927 








Seq. ID 


OJ000209 


_19.0412.C14 


Gene No. 


82587 








Strand 






Start 


2204 








End 


9533 




Name 


OJ000209 19 


.0412 


.C14.o3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


8096 ~ 








End 


9518 




GI 


none 








Score 


244 




Exons 


8096. .8353, 


8098 


. .8322, 


8424. 


.8519, 8 


425. .8520, 


8441. .8533, 




8633. .8680, 


8638 


. .8679, 


9388. 


.9495, 9389.-9496, 


9450. .9518 


Seq. No. 


39927 








Seq. ID 


OJ000209 


_19.0412.C14 


Gene No. 


82587 








Strand 







39852 



Start 2204 End 9533 

Name OJ000209_19 . 04 12 . C14 . o5 . gp Method AAT/GAP 

Start 8151 End ' 9504 

GI 3851_3.R1084 Score . 622 

Exons 8151.. 8286, 8424.. 8519, 8637.. 8677, 9389.. 9504 

GI Descrip. 1 4056488 2.0e-20 (AC005896) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 39928 

Gene No. 82588 

Start 192 

Name OJ000209_19 . 04 12 . C15 . ol . gs 

Start 192 

GI none 

Exons 192.. 206, 283.. 469, 730.. 1358 



Seq. ID OJ000209_19.0412.C15 

Strand + 

End 1358 

Method GENSCAN 

End 1358 

Score .97 



Seq. No. 39928 Seq. ID OJ000209_19 . 04 12 . C15 

Gene No. 82589 Strand + 

Start 3059 End 5774 

Name OJ000209_19 . 0412 . C15 . ol . np Method AAT/NAP 

Start 3059 End 5774 

GI 6539567 Score 366 

Exons 3059.. 3093, 4531.. 4949, 5661.. 5774 

GI Descrip. (AP000836) EST C72938 (E2506') corresponds to a region of the 

predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39928 Seq. ID 

82589 Strand 

3059 End 
OJ000209JL9 . 0412 . C15 . o3 . gs Method 

4388 End 

none Score 

4388. .4727, 4733. .5034 



OJ000209_19.0412.C15 
+ 

5774 

GENSCAN 

5034 



OJ000209 19.0412.-C15 



39928 . . Seq. ID 

82590 Strand 
2272 End 2384 

OJ000209_19 . 0412 . C15 . ol . gp Method AAT/GAP 
2272 End 2384 

LIB3477-003-P1-K1-E9 Score 104 

2272. .2384 

1 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 39928 Seq. ID 

Gene No. 82591 Strand 

Start 5227 End 

Name OJ000209_19 . 04 12 . C15 . ol . tm Method 

Start 4517 End 

GI none Score 

Exons 4517. .4633, 4536. .4595, 4540. .4701, 4541 

4706. .4798, 4788. .4862, 4792. .4887 



OJ000209_19.0412.C15 
5933 

TBLASTX: Maize 
4887 
73 

4702, 4699. .4791, 



Seq. No. 



39928 



Seq. ID OJ000209 19.0412.C15 



39853 




""•4 



Gene No. 


82591 Strand 






Start 


5227 End 


5933 




Name 


OJ000209 19 . 0412 . CI 5 .o4 . gs Method 


GEN SCAN 




Start 


5227 ~~ End 


5933 




GI 


none Score 


.75 




Exons 


5227. .5330, 5558. .5933 






Seq. No. 


39929 Seq. ID 


OJ000209 19.0412 


.C16 


Gene No. 


82592 Strand 


+ 




Start 


1 End 


1706 




Name 


OJ000209 19.0412.C16.ol.np Method 


AAT/NAP 




Start 


1 End 


1706 




GI 


6466946 Score 


360 




Exons 


1..41, 468. .563, 1465. .1706 






GI Descrip. 


(AC009176) putative P-protein: chorismate mutase, prephenate 




den vdya t a sp r Ar^hi dons i s thai nana! 






Seq. No. 


39929 Sea ID 


OJ000209 19 0412 


. C16 


Gene No. 


82592 Strand 






Start 


1 End 


1706 




Name 


OJ000209 19 . 04 12 . C16 . ol . gs Method 


GEN SCAN 




Start 


271 ~~ End 


1581 




GI 


none firorp 


. 52 




Exons 


271. .410, 471. .563, 1465. . 1581 






Seq. No. 


39929 Sea ID 


OJ000209 19 0412 


. C16 


Gene No. 


82592 Strand 


+ _ 




Start 


1 End 


1706 




Name 


OJ000209 19 . 0412 .C16 . ol . tm Method 


TBLASTX : Maize 




Start 


4 68 ~~ End 


1665 




GI 


none Score 


123 




Exons 


468. .572, 470. .559, 1462. .1665, 1464.. 


1661 




Seq. No. 


39929 Seq. ID 


OJ000209 19.0412 


. C16 


Gene No. 


82592 . Strand 


+ — 




Start 


1 End 


1706 




Name 


OJ000209 19. 0412.C16.ol.tw Method 


TBLASTX: Wheat 




Start 


4 68 End 


1665 




GI 


none Score 


110 




Exons 


468. .572, 470. .559, 1462. .1665, 1464.. 


1661 




Seq. No. 


39929 Seq. ID 


OJ000209_19.0412 


.C16 


Gene No. 


82592 Strand 


+ 




Start 


1 End 


1706 




Name 


OJ000209 19.0412.C16.ol. ts Method 


TBLASTX : Soybean 




Start 


4 68 End 


1665 




GI 


none Score 


136 




Exons 


468. .572, 470. .559, 1462. .1665, 1464.. 


1661 




Seq. No. 


39929 Seq. ID 


OJ000209_19.0412 


.C16 


Gene No. 


82592 Strand 


+ 




Start , 


1 End 


1706 




Name 


OJ000209 19.0412.C16.ol. tc Method 


TBLASTX: Cress 




Start 


1477 End 


1665 




GI 


none Score 


277 




Exons 


1477. .1665, 1479. .1661 







39854 




Seq. No. 


39930 






Seq. ID 


OJ000209_19.0412.C1 


Gene No. 


82593 






Strand 




OLai L 


77 S 






FnH 

£_j i 1L1 


Q9 

.7 U 


Name 




1 Q 


04 19 P1 Q o1 rrc; 


Mo +* Vi oH 


Z_i IN O OrtlN 


OLalL 


77 ^ ~ 






FnH 


y \> 




none 








1 Q 


Exons 


77 R Q9 










Seq. No. 


39931 






Seq. ID 


OJ000229_17.0405.C3 


Gene No. 


82594 






Strand 


+ 


OLal L 


9^9 






FnH 


ft R4 


Name 


f),700099Q 


17. 


0405.C3.ol.gs 


i it; muu 


\3 £j LN O k^-ttlN 


^t" ^ T"f- 


9^9 ~ 

-3 






FnH 




r;T 

w -L 










• JO 




£^ -J C. . » ~J £^ ~J f 


415. .475, 687. .884 






Seq. No. 


39931 






Seq. ID 


OJ000229_17.0405.C3 


Gene No. 


82595 






Strand 




OLal L 


1 7? 

X / <i 






FnH 

CjLLKJL 


S4 7 


Mam o 


O.T00099 Q 


17. 


0405.C3..ol.gp 




AAT /HAP 


O L. a. X L. 


17? _ 






FnH 


S47 




T\(~\T\ O 
I l\Ji 1C 






OLUi " 


U O _/ 


ij AU1 1 o 


17 9 ^4 7 










uclj. LN \ J . 


39932 








O.T00099Q 17 040R P4 


Gene No. 


82596 






Strand • 


+ _ 


Start 


1 






End 


815 


Name 


OJ000229 


17. 


0405.C4.ol.np 


Method 


AAT /NAP 


O Ldx L 


1 






End 


815 


PT 


322577 






Score 


447 


Exons 


1..118, 224. 


.355, 546. .640, 


722. .815 




PT npQpfi n 

OX O LI • 


Raf protein 


kinase homolog CTR1 - Arabidopsis thaliana 


O C ^ ■ LNU • 


39932 






Seq. ID 


OJ000229JL7.0405.C4 


Gene No. 


82597 






Strand 


+ 


Start 


772 






"End 


2041 


Ma m o 

IN C1.J.UC 


OJ000229 


17. 


0405.C4.ol.tm 


Method , 


TBLASTX: Maize 


O LaJL L. 


42 






End 


818 


(IT 

O X 


none 






Score 


91 


F von <5 


42. .113, 


49. 


.117, 50. .118, 216. .356, 223. .357, 224. .361, 




229. .366, 


230. .361, 543. . 641 


, 545. .634, 


713. .811, 723. .'818 


lJC^i IN » 


39932 






Seq. ID 


OJ000229_17.0405.C4 


Gene No. 


82597 






Strand 


+ 


Start 


772 






End 


2041 


Name 


OJ000229 


17. 


0405.C4 .ol. ts 


Method 


TBLASTX : Soybean 


u Lai. L 


46 






End 


797 


O J. 


none 






Score 


109 * 


IT von q 


46. .117, ■ 


50. 


.118, 223. .351, 


224. .355, 229. .357, 255. .356, 




542. . 640, 


543.-638, 555.-644 


, 720. .797 




Seq. No. 


39932 






Seq. ID 


OJ000229_17.0405.C4 


Gene No. 


82597 






Strand 


+ 


Start 


772 






End 


2041 


Name 


OJ000229 


17. 


0405.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


49 






End 


817 


GI 


none 






Score 


104 



39855 



Exons 



49. .117, 50. .118, 223.-357, 224. .361, 543.-635, 545.-634, 
713. .817, 720. .812 



Seq. No. 39932 

Gene No. 82597 

Start 772 

Name OJ000229_17 . 0405 . C4 . ol . gp 

Start 772 

GI none 

Exons ■ 772.. 1009, 1797.. 2041 

Seq. No. 39933 

Gene No. 82598 

Start 1045 

Name OJ00022 9_17 . 04 05 . C5 . ol . gs 

Start 1045 

GI none 

Exons 1045.. 2334 



Seq. ID OJ000229_17.0405.C4 

Strand ' + 

End 2041 

Method AAT/GAP 

End 2041 

Score 921 



Seq. ID OJ000229_17. 0405.C5 

Strand + 

End 3280 

Method GENSCAN 

End 2334 

Score .42 



Seq. No. 39933 

Gene No. 82598 

Start 1045 

Name OJ000229_17 . 04 05 . C5 . ol . gp 

Start 1924 

GI none 

Exons 1924.. 2314, 2944.. 3280 



Seq. ID OJ000229_17.0405.C5 

Strand + 

End 3280 

Method AAT/GAP 

End 3280 

Score 1385 



Seq. No. 39933 

Gene No. 82599 

Start 6349 

Name OJ000229_17 . 0405 . C5 . o2 . gp 

Start 6349 

GI 16490_1.R1084 

Exons 6349.. 6407 

GI Descrip. * 4584 525/emb | CAB4 0756 . 1 | 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] * 



Seq. ID OJ000229_17.0405.C5 
Strand + 

6407 
AAT/GAP 
6407 
87 



End 

Method 

End 

Score 



Seq. No. 


39933 






Seq. ID 


OJ000229_ 


17.0405 


.C5 


Gene No. 


82600 






Strand 


+ 






Start 


8356 






End 


11628 






Name 


OJ000229 17 


.0405.C5.o4. 


gs 


Method 


GENSCAN 






Start 


8356 






End 


11628 






GI 


none 






Score 


.79 






Exons 


8356. .8467, 


8552. .8819, 


8889. 


.9617, 9717. .10928, 


10968. 


.11628 


Seq. No. 


39933 






Seq. ID 


OJ000229_ 


17.0405 


.C5 


Gene No. 


82600 






Strand 


+ 






Start 


8356 






End 


11628 






Name 


OJ000229 17 


.0405.C5.ol. 


np 


Method 


AAT/NAP 






Start 


8356 






End 


11625 






GI 


5803259 






Score 


4552 






Exons 


8356. .9617, 


9717. . 11625 












GI Descrip. 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


39933 






Seq. ID 


OJ000229_ 


17.0405 


C5 


Gene No. 


82601 






Strand 








Start 


3337 






End 


4116 







39856 



Name OJ000229_17 . 0405 . C5 . o2 . gs Method 

Start 3337 End 

GI none Score 

Exons 3337..3392, 3993.. 4116 

Seq. No. 39933 Seq. ID 

Gene No. 82602 Strand 

Start 5958 End 

Name OJ000229_17 . 0405 . C5 . o3 . gs . Method 

Start 5958 End 

GI none Score 

Exons 5958.. 5977, 7116.. 7266 

Seq. No. 39933 Seq. ID 

Gene No. 82603 Strand 

Start 12274 End 

Name OJ000229_17 . 04 05 . C5 . o5 . gs Method 

Start 12274 End 

GI none Score 

Exons 12274 . . 15939 



GENSCAN 

4116 

.81 



OJ000229_17.0405.C5 

7266 
GENSCAN 
7266 
.52 



OJ000229_17.0405.C5 

18429 
GENSCAN 
15939 
1 



Seq. No. 39933 Seq. ID OJ000229_17 . 04 05 . C5 

Gene No. 82603 Strand 

Start 12274 End 18429 

Name OJ000229_17 . 0405 . C5 . o2 . np Method AAT/NAP 

Start 12277 End 18429 

GI 7228457 Score 9291 

Exons 12277. . 13827, 138 94 .. 15045 , 15168 .. 16002, 16066 .. 18001 , 

18063. .18429 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 39933 Seq. ID 

Gene No. 82603 Strand 

Start 12274 End 

Name OJ00022 9_17 . 04 05 . C5 . 06 . gs Method 

Start 16003 End 

GI none Score 

Exons 16003. . 18429 



OJ000229_17.0405.C5 

18429 
GENSCAN 
18429 
. 99 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39933 Seq. ID 

82604 Strand 

18661 End 

OJ00022 9_17 . 0405 . C5 . o7 . tw Method 

12286 End 

none Score 
12286. .12411, 
12605. . 12883, 

39933 

82604 Strand 

18661 End 

OJ00022 9_17.0405.C5.o4 . tw Method 

12889 End 

none Score 



12290. .12412, 
12813. . 12884 



OJ000229_17.0405.C5 
18888 

TBLASTX: Wheat 
12888 
75 

12472. .12750, ■ 12598 .. 12888 , 



Seq. ID OJ000229 17. 0405. C5 



18888 

TBLASTX: Wheat 

13270 

171 



12889. . 13269, 12920 .. 13168 , 13214.. 13270 



39857 






Seq. No. 


39933 




Seq. ID 


OJ000229_17.0405 


.C5 




CZ o n o Mo 

UCllC 1NL> • 


ft ? find 




OLI CI 11 LA 










1 

iODOl 




FnH - 


i ftftftft 






Name 


o"ronn?9Q i7 nariR 


( Oj . tm 


Mof h oH 


TRT aQTY • M^j i 7o 
1 D Lir\0 lAi Via Ilc 






C +- -a y4- 
oldl L 


1 "3nft4 ~~ 

1 JUOt 




FnH 

Hi 1 i Li 


1 ^^Qft 
1 J J JO 








t"i on o 




C p o "K* ^ 


1 R7 

X o / 






C 1 V /"\ T"l O 


1 ^0ft4 1 ^^Qft 1 ^0Q7 

X .J U O *3 • . 1 JJ^O f 1 JU J / i 


1 ?^fi^ 










Seq. No. 


39933 




Seq. ID 


OJ000229_17.0405 


.C5 




ociltr in 


O ^ U \J *3 




O L X dl iLi 








Of 3 y-h 
OLai L 


1 ft fifil 




End 


1 ftftftft 

X o o o o 






Name 


•n.Tonn??^ 17 nans rs 


oft t W 


Mpfhnrl 

1 iC L11L>LL 


TRT.A9TX "Whpaf 

1 OLinO 1 /\ • w ilea L. 






O Lai L 


i ^finn ~~ 

X J U W \J 




End 








\J X 


n on o 




JLU1 C 


fin 






IT vnn q 


i ?finn i ^ft fin i 4 












Seq. No. 


39933 




Seq. ID 


OJ000229_17.0405 


.C5 




Gene No. 


82604 




Strand 








OLal L 


18661 




End 


18888 






Name 


OJ000229 17. 0405. C5 . 


.o2 . ts 


Method 


TBLASTX: Soybean 






Of--) yf- 


13660 




End 


14226 








5666795 




Score 


68 




\zJ 


Exons 


13660. .13860, 13915. 


,.14052, 


14128. .14226 






kjX uescnp. 


4206306 2-0e-10 (AF049110) 


prpol [Zea 


mays] 




r r= 


Seq. No. 


39933 




Seq. ID 


OJ000229_17.0405 


.C5 


: b~ 


Gene No. 


82604 




Strand 






r ~ 
^ cf 


c f- r f 
OLdl L 


18661 




End 


18888 




% 45 


Name 


OJ000229 17. 0405. C5. 


.o5.tw 


Method 


TBLASTX: Wheat 






Of -j -rf- 
OLdl L 


13915 




End 


14373 




if : 3 




none 




Score 


87 






JjAUilO 


13915. .14064, 13916. 


. .14053, 


13918. .14 055, 14111. .14284, 








14125. .14373, 14125. 


. . 14349 








=? 

"J 


Seq. No. 


39933 ■ 




Seq. ID 


OJ000229_17.0405 


.C5 




f^pnp Mo 


82604 




Strand 








O LO-L l 


18661 




End 


• 18888 






ln dint; 


OJ000229 17. 0405. C5. 


,ol.ts 


Method 


TBLASTX : Soybean 






O U Cl J- L. 


14974 




End 


15345 




r ^ 


GI 


none 




Score 


90 






uAUil o 


14974. .15345, 15185, 


, .15328 










Seq. No. 


39933 




Seq. ID 


OJ000229_17.0405 


.C5 




Cl a n o Mo 

UCi 1C IN (J . 


82604 




Strand 








OLal L 


18661 




End 


18888 






Name 


OJ000229 17. 0405. C5 . 


, o2.tw 


Method 


TBLASTX: Wheat 






O Lai L 


14999 




End 


15424 






O X 


none - 




Score 


323 






Exons 


14999. .15424, 15004, 


, .15423 










Seq. No. 


39933 




Seq. ID 


OJ000229_17.0405 


.C5 




Gene No. 


82604 




Strand 








Start 


18661 




End 


18888 






Name 


OJ000229 17. 0405. C5. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


15097 




End 


15481 






GI 


none 




Score 


226 





39858 



DAUtlo 


15097. . 


15480, 15116 


1 ^dfli 

. . 1 J40l 








Seq. No. 


39933 






Seq. ID 


OJ000229_17.0405 


.C5 


Gene No. 


82604 






Strand 






O Lai L 


18661 






End 


18888 




No. me 


OJ000229 17.040.5-.C5 


a1 t" m 
• \J J. . Ull 


Method 


TBLASTX: Maize 




OLdl L 


15508 






End 


15864 






none 






Score 


69 






15508. . 


15624, 15508 


. • 1JOU1 / 


15518. .15829 




Seq. No. 


39933 






Seq. ID 


OJ000229_17.0405 


.C5 


Gene No. 


82604 






Strand 








18661 






End 


18888 




INctlUC 


OJ000229 17. 0405. C5 




Method 


TBLASTX: Wheat 






15532" 






End 


15995 




Ol 


none 






Score 


354 






15532. . 


15993, 15539 


* . -L «J Zs Zf *± , 


15552. .15995 




Seq. No. 


39933 






Seq. ID 


OJ000229_17.0405 


.C5 


Gene No. 


82604 






Strand 






JLai L 


18661 






End 


18888 






OJ000229 17. 0405. C5 




Method 


TBLASTX: Soybean 




jLai I 


15589 






End 


15954 






none ■ 






.Score 


106 






15589. . 


15723, 15730 










Seq. No. 


39933 






Seq. ID 


OJ000229_17.0405 


C5 


Gene No. 


82604 






Strand 






O L-CL-L L 


18661 






End 


18888 




Name 


OJ000229 17. 0405. C5 


. Oj . tw 


Method 


TBLASTX : Wheat 




OLdl L 


16186 






End 


16645 






none 






Score 


175 




£jAU11 o 


16186. . 


16644, 16190 




16508. .16645 




JCLj. IN (J • 


39933 






Seq. ID 


OJ000229_17.0405 




Gene No. 


82604 






.Strand 






Start 


18661 








18888 * 




Name 


OJ000229 17. 0405. C5 


r\ 4- t.t 
. w U . L, W 


Method 


TBLASTX: Wheat 




C+- o r +- 


17383 






End 


17775 






none 






Score 


95 






17383. . 


17640, 17417 




17 623. .17721, 17624. .17716, 






17728. . 


17775 










Seq. No. 


39933 






Seq. ID 


OJ000229_17.0405 


C5 


Gene No. 


82604 






Strand 






Start 


18661 






End 


18888 




Name 


OJ000229 17. 0405. C5 




Method 


TBLASTX: Maize 




Cf a >-+- 
O Ldl L 


17485 






' End 


17770 






none 






Score 


107 




DAUllo 


17485. . 


17733, 17486 


1 777 0 








Seq. No. 


39933 






Seq. ID 


OJ000229_17.0405, 


C5 


Gene No., 


82604 






Strand 






Start - • ' 


• 18661 






" End 


18888. 




Name 


OJ000229 17. 0405. C5 


. o3 . np 


Method 


AAT/NAP 




Start 


18661 






End 


18888 




GI 


5042454 






Score 


71 





39859 



R vnn 

1_J w 1 1 o 


18 661. .18729, 18861. .18888 








Dp r* T i r* 

VJ -L I—/ ^ O ^> J. -L • 


(AC007789) putative polyprotein [Oryza 


caf- i 1 

L.L V CI J 




Seq. No. 


39934 ~ 


Seq. ID 


OJ000229_17.0405 


.C6 


Gene No. 


82605 


Strand 


+ 




Start 


136 


End 


2196 




Name 


OJ000229 17.0405.C6.ol.gs 


Method 


GEN SCAN 




Start 


136 


End 


2196 




GI 


none 


Score 


. 88 




F" von Q 


136. .288, 366. .1332, 2018. 


.2196 






Qprr No 


39935 


Seq. ID 


OJ000229 17 0405 


. C7 


Gene No. 


82606 


Strand 






Start 


1 


End 


1132 




Name 


OJ000229 17.0405.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1132 




GI 


322577 


Score 


339 




{Tynn <3 
i_j *\ \y i i o 


1..26, 260. .354, 620. .770, 


864. .1132 






CIT Dpscrio 


Raf protein kinase homolog 


CTR1 - Arabidopsis thaliana 




Seq . No . 


39935 


Seq. ID 


OJ000229_17.0405 


-C7 


Gene No. 
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Strand 


- 




Start 


1 


End 


1132 




Name 


OJ000229 17.0405.C7.ol.tc 


Method 


TBLASTX: Cress 




Qf arf 


256 


End 


1132 






none 


Score 


56 






256. .354, 259. .351, 626. .691, 707. .754 


, 866. .1015, 954. 


inn 




1025. .1132 








Qprr Mo 


39935 


Seq. ID 


OJ000229JL7.0405 


. C7 


Gene No. 


82606 


Strand 


- 




Start 


1 


End 


1132 




Name 


OJ000229 17.0405.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


867 


End 


1103 




GI 


none 


Score 


161 






867. .1007, 867. .1007, 868. 


.1008, 869.. 


1009, 946.. 1095, 






968. .1093, 969. .1103, 972. 


,1094, 973.. 


1095 




Seq. No. 


39936 


Seq. ID 


OJ000229_17.0405 


.C9 


Gene No. 


82607 


Strand 


+ 




Start 


553 


End 


3180 




Name 


OJ000229 17.0405.C9.ol.gs 


Method 


GENSCAN 




Start 


553 


End 


3180 




GI 


none 


Score 


.7 




Pynn q 

no 


553. .604, 633. .963, 1043.. 


1201, 3022.. 


3180 




Seq. No. 


39937 


Seq. ID 


OJ000229_17.0405 


.C10 


Gene No. 


82608 


Strand 


+ 




Start 


434 


End 


1417 




Name 


OJ000229 17.0405.C10.ol.gs 


Method 


GENSCAN 




Start 


434 


End 


1417 




GI 


none 


Score 


.77 




Exons 


434. .574, 653. .1417 








Seq. No. 


39937 


Seq. ID 


OJ000229_17.0405 


.C10 


Gene No. 


82609 


Strand 






Start 


2409 


End 


3879 





39860 




Name 


OJ000229 17 


. 0405 . 


C10 . o2 




Mpi - horl 


GENSCAN 


Start 


2409 ~~ 








End 


3879 


GI 


none 








Score 


. 65 


Exons 


2409. . 2500, 


2845 . 


.2918, 


3641. 


.3879 




Seq. No. 


39937 








Seq. ID 


OJ000229_17. 0405. C10 


Gene No. 


82610 








Strand 




Start 


6097 








End 


7411 


Name 


OJ000229 17 


. 0405 . 


C10 . o3 


. GS 


Method 


GENSCAN 


Start 


6097 ~ 








End 


7325 


GI 


none 








Score 


. 66 


Exons 


6097 . . 6201, 


6213. 


.7325 








Seq. No. 


39937 








Seq. ID 


OJ000229 17. 0405. C10 


Gene No. 


82610 








Strand 




Start . 


6097 








End 


7411 


Name 


OJ000229 17 


. 0405 . 


ClO.ol 


.np 


Method 


AAT/NAP 


Start 


6153 ~ 








End 


7411 


GI 


6579207 








Score 


1381 


Exons 


6153. .7411 












GI Descrip. 


(AC011438) 


T23G18 


.10 [Arabidopsis thaliana] 


Sea No 


39937 








Seq. ID 


OJ000229_17. 0405. C10 


Gene No. 


82611 








Strand 




Start 


9128 








End 


9357 


Name 


OJ000229 17 


. 0405 . 


ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6148 ~~ 








End 


7013 


GI 


none 








Score 


238 


P von s 


6148 6462 


6177 . 


. 6461, 


6459. 


.6632, 6460. .6603, 6726. .6767, 




6766. . 6813, 


6768 . 


. 7013, 


6889. 


. 6987 




Seq. No. 


39937 








Seq. ID 


OJ000229_17. 0405. C10 


Gene No. 


82611 








Strand 




Start 


9128 








End 


9357 


Name 


OJ000229 17 


. 0405 . 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6160 ~~ 








End 


7106 


GI 


none 








Score 


723 


Exons 


6160 . . 6813, 


6180. 


.7106, 


6889. 


.7089, 7032. .7106 


Seq. No. 


39937 








Seq. ID 


OJ000229_17. 0405. C10 


Gene No . 


82611 








Strand 




Start 


9128 








End 


9357 


Name 


OJ000229 17 


.0405. 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6165 








End 


7103 


GI 


none 








Score 


103 


Exons 


6165 . . 6278, 


6166. 


.6447, 


6166. 


.6318, 6177. .6449, 6324. .6455, 




6432 .". 6593, 


6450 . 


.7103, 


6451. 


.6603, 6691. .6813, 6889. .7092, 


■ 


7026. . 7103 












Seq. No. 


39937 








Seq. ID 


OJ000229_17. 0405. C10 


Gene No. 


82611 








Strand 




Start 


9128 








End 


9357 


Name 


OJ000229 17 


.0405. 


C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


6181 








End 


6539 


GI 


none 








Score 


168 


Exons 


6181. . 6351, 


6183. 


. 6317, 


6184 . 


.6318, 6318.. 6362, 6319.. 6360, 




6337. . 6531, 


6363. 


. 6539, 


6375. 


.6539 





39861 



Seq. No. 


39937 


Seq. ID 


OJ000229_17.04 05.C10 


Gene No . 


82611 


Strand 




Start 


9128 


End 


9357 


Name 


OJ000229 17 '. 04 05.C10.ol. tw 


Method 


TBLASTX: Wheat 


Start 


6702 ~ 


End 


7109 


GI 


none 


Score 


95 


Exons 


6702.. 6812, 6702. .7109, 6703. 


.6813, 6889. .7089, 7020. .7106 


Seq. No. 


39937 


Seq. ID 


OJ00022 9_17 . 04 05. C10 


Gene No. 


82611 


Strand 




Start 


9128 


End 


9357 


Name 


OJ000229 17.0405.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


9097 ~~ 


End 


9293 


GI 


none 


Score 


122 


Exons 


9097.. 9291, 9125. .9292, 9129. 


. 9293 




Seq. No. 


39937 


Seq. ID 


■OJ000229_17. 0405. C10 


Gene No. 


82611 


Strand 




Start 


9128 


End 


9357 


Name 


OJ000229 17.0405.C10.o2.np 


Method 


AAT/NAP 


Start 


9128 


End 


9357 


GI 


7529718 


Score 


225 


p.ynn s 


9128. .9357 






\J J- ]_/ Vl^ O J_ _l_ a 


(AL132969) nuclear envelope membrane protein-like [Arabidopsis 




thaliana] 






Seq. No. . 


39938 


Seq. ID 


OJ000229_17.0405.C12 


fzpnp No 


82612 


Strand 


+ 


Start 


333 


End 


833 


Name 


OJ000229 17.0405.C12.ol.gs 


Method 


GENSCAN 


Start 


333 


End 


833 


GI 


none 


Score 


.61 


Ex on ^ 


333.-529, 611. .723, 799. .833 






Seq. No. 


39939 


Seq. ID 


OJ000229_17.0405.C13 


Gene No . 


82613 


Strand 


+ 


Start 


1 


End 


3481 


Name 


OJ000229 17.0405.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End' 


3481 


GI 


6069646 


Score 


567 


Exons 


1..21, 2324. .3114, 3397. .3481 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 




[Oryza sativa] gi I 6907112 | dbj 


I BAA90639 


.11 (AP001129) Similar t 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC00 624 8 




[Oryza sativa] 






Seq. No. 


39939 


Seq. ID 


OJ000229_17.0405.C13 


Gene No. 


82613 


Strand 


+ 


Start 


1 


End 


3481 


Name 


OJ000229 17.0405.C13.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2218 


End 


2553 


GI 


none 


Score 


78 


Exons 


2218.. 2370, 2371. .2553 






Seq. No. 


39939 


Seq. ID 


OJ000229_17.0405.C13 



39862 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 

GI Descrip. 



82613 
1 

OJ000229_17.0405.C13.ol.tm 

2299 

none 

2299.-2724, 2310.. 2723 

39939 
82613 
1 

OJ000229_17 . 0405 . C13 . o2 . tm 
2727 
none 



Strand 
End 

Method 
End- 
Score 



+ 

3481 

TBLASTX: Maize 

2724 

456 



Seq. ID OJ000229_17.0405.C13 
Strand 
End 

Method 
End 
Score 

2727. .2795, 2728. .2805, 2773. .3330, 2823. .2981, 3060. .3332 



+ 

3481 . 

TBLASTX : Maize 

3332 

98 



Seq. ID OJ000229_17.0405.C13 



Strand 
End 

Method 
End 
Score 
.3459 



39939 
82613 
1 

OJ000229_17.0405.C13.ol.ts 
2950 
none 

2950.. 3300, 3307.. 3330, 3361. 

39939 
82 613 
1 

OJ000229_17.0405.C13.ol.tw 
2971 
none 

2971. .3267, 2973. .3263, 3253. .3411, 3318. .3407 



+ 

3481 

TBLASTX: Soybean 
3459 
146 



Seq. ID OJ000229_17.0405.C13 



Strand 
End 

Method 

End 

Score 



+ 

3481 

TBLASTX: Wheat 
3411 
234 



39940 

82614 Strand 
1 End 
OJ000229_17 . 0405 . C14 . ol . np Method 
1 End 
6069646 Score 
1. .712 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ000229_17.0405.C14 
+ 

712 

AAT/NAP 
712 
312 

transcriptase 
.11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 39940 Seq. ID 

Gene No. 82614 Strand 

Start 1 End 

Name OJ00022 9_17 . 0405 . C14 . ol . gs + . v Method 

Start 67 .End 

GI none Score 

Exons 67.. 486, 567.. 657 



OJ000229_17.0405.C14 
+ 

712 

GENS CAN 

657 

.5 



Seq. No. 39940 Seq. ID 

Gene No. 82614 t Strand 

Start 1 End 

Name OJ000229_17 . 0405 . C14 . ol . tm Method 

Start 224 End 



OJ000229_17.0405.C14 
+ 

712 

TBLASTX: Maize 
505 



39863 




bl 


none 




Score 


299 






Exons 


994 9^0 449 












'Seq. No. 


39940 




Seq.^ ID 


OJ000229_ 


17.0405. 


C14 


Gene No. 


82614 




Strand 


+ 






O Let! L 


i 

-L 




End 


712 






Name 


n.Tnnri99Q 1 7 04ns pi 4 


Ul . LW 


i. ICS LilUU 


TBLASTX: Wheat 






9Q^ ~~ 

Z. 17 O 




FnH 


694 














101 






LAUl lo 


9Q^ 449 SDO 694 












Seq. No. 


39940 




Seq. ID 


OJ000229_ 


17.0405. 


C14 


Gene No. 


82615 




Strand 








DLdl L 


3233 




End 


3407 






Name 


OJ000229 17.0405.C14. 


o2.tm 


Method 


TBLASTX: Maize 




O Lai L 


3233 




End 


3407 








none 




Score 


108 






LAUllo 


3233.. 3307, 3247.. 3306, 3300.. 3407, 3318.. 3362 






o e q . in o . 


39941 




Seq. ID 


OJ000229_ 


17.0405. 


n 1 




82616 




Strand 


+ 






Of -a y.4- 


10951 




End 


17892 






Name 


OJ000229 17.0405.C17. 


ol.gp 


Method 


. AAT/GAP 






Start 


10857 




End 


14683 






GI 


189 1.R1084 




Score 


2864 






T7 1 v /"\ r\ o 


10857. .11004, 11232.. 


11303, 


11909. .11960, 12081. 


.12161, 






12343. .12461, 12557.. 


12776, 


12950. .13068, 13160. 


.13285, 






13535. .13675, 14216.. 


14683 










ol UeoCLip. 


, 4 666287/dbj IBAA77214 


.11 0. 


0e+00 (D85764) cytosolic 






monodehydroascorbate 


reductase [Oryza 


sativa] ' . 






OcCJ, IN O . 


39941 




Seq. ID 


OJ000229_ 


17.0405. 


PI 1 
LI / 


o "Pi o M f~\ 


82616 




Strand 


+ 






o L al L 


10951 




End 


17892 






Name 


OJ000229 17.0405.C17. 


o2 .np 


Method 


AAT/NAP 






Start 


10951 




End 


14536 








4666287 




Score 


1950 






DAUlio 


10951. .11004, 11232.. 


11303, 


. 11909. .11960, . 12081. 


.12161, 






12343. .12461, 12557.. 


12776, 


12950. .13068, 13160. 


.13285, 






13535. .13675, 14216.. 


14536 










p»t n^Q(^T"i o 


(D85764) cytosolic monodehydroascorbate reductase [Oryza 


O Ct 


OcLJ. LN (J • 


39941 




Seq. ID 


OJ000229_ 


17.0405. 


PI 7 


ucllc INU • 


82616 




Strand 


+ 






Of- r +- 
OLdl L 


10951 




End 


17892 






Name 


OJ000229 17.0405.C17. 


o3 .gs 


Method 


GENSCAN 






Start 


10951 




End 


17859 






P,T 


none 




Score 


.6 






Ej A (J I 1 o 


10951. .11004, 11232. . 


11303, 


11909. .11960, 12081. 


. 12161,. 






12343. .12461, 12557. . 


12776, 


12950. .13068, 13160. 


. 13285, 






13535. .13675, 14216. . 


14461, 


14708. .15017, 15213. 


.15567, 






16129. .16245, 16713. . 


16777, 


16849. .16898, 17677. 


.17859 




Seq. No. 


39941 




Seq. ID 


OJ000229_ 


17.0405. 


C17 


Gene No. 


82616 




Strand 


+ 






Start 


10951 




End 


17892 






Name 


OJ000229 17.0405.C17. 


o3 .np 


Method 


AAT/NAP 







39864 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15075 End 16886 

3860264 Score 537 

15075. .15219, 15342. .15497, 15951 16035 , 16129 .. 16245, 

16713. .16886 

(AC005824) unknown protein [Arabidopsis thaliana] 



'39941 
82616 
10951 

OJ000229_17 .04 05. C17 . o4 . np 

15075 

3860264 



Seq. ID OJ000229_17.0405.C17 

Strand + 

End 17892 

Method AAT/NAP 

End 17859 

Score 1226 



15075. .15219, 15342. .15497, 15951 .. 16035, 1 6129 .. 16245 , 
16713. .16777, 168 99 .. 16987 , 17085 .. i7164 , 1724 0 .. 17351 , 
17433. .17552, 17677. .17859 
GI Descrip. (AC005824) unknown protein [Arabidopsis thaliana] 



Seq. No. 39941 

Gene No. 82616 

Start 10951 

Name OJ000229_17 . 0405 . C17 . o2 . gp 

Start 15175 

GI uC-osflcyp064dl0bl 

Exons 15175. .15497, 15951 .. 16035, 

GI Descrip. *3860264 8.0e-47 (AC005824) 
thaliana] ' 



Seq. ID OJ000229_17.0405.C17 
Strand + 
End 17892 
Method AAT/GAP 
End 16234 
Score 980 
16129.. 16234 

unknown protein [Arabidopsis 



Seq. No. 39941 

Gene No. 82616 

Start 10951 

Name OJ000229_17 .04 05. C17 . o3 . gp 

Start ■ 17285 

GI 703054 

Exons 17285. .17351, 174 33 17552 , 
GI Descrip. 



Seq. ID OJ000229_17.0405.C17 

Strand + 

End 17892 

Method AAT/GAP 

End 17892 

Score 741 
17677. .17892 



3860264 8.0e-47 (AC005824) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 39941 Seq. ID 

Gene No. 82617 Strand 

Start 1223 End 

Name OJ000229_17 . 04 05 . C17 . ol . gs Method 

Start 1223 End 

GI none Score 

Exons 1223.. 1335, 1525.. 1844, 3165.. 3223 



OJ000229_17.0405.C17 

3223 
GENSCAN 
3223 
.5 



Seq. No. 


39941 








Seq. ID 


OJ000229_17.0405.C17 


Gene No. 


82618 








Strand 




Start 


4626 








End 


6613 ' . 


Name 


' OJ000229 17 


.0405 


.C17.o2 


gs 


Method 


GENSCAN 


Start 


4626 








End 


6613 


GI 


none 








Score 


.66 


Exons 


4626. .4859, 


5217 


. .5402, 


5407. 


.5458, 5610. .5920, 6131. .6613 


Seq. No. 


39941 








Seq. ID 


OJ000229_17.0405.C17 


Gene No. 


82619 








Strand 




Start 


10935 








End 


14558 


Name 


OJ000229 17 


0405 


,C17.ol 


tm 


Method 


TBLASTX: Maize 



39865 




J LG1 L 


10935 








none 






DAU1 ID 


10935 . 


. 11012 , 


10938 . 




11231 . 


. 11305, 


11908 . 




12076. 


. 12168, 


12080. 




12342. 


. 12464, 


12342. 




12572. 


.12775, 


12706. 




13157. 


.13249, 


13159. 




13528. 


.13680, 


13529. 




14213. 


.14491, 


14214. 




End 14542 
Score 94 



.11009, 


10942. 


.11028, 


11223. 


.11306, 


. 11955, 


11909. 


.11956, 


11910. 


.11963, 


. 12169, 


12080. 


.12181, 


12341. 


.12460, 


. 12458, 


12536. 


.12775, 


12555. 


.12.698, 


. 12777, 


12949. 


. 13071, 


12951. 


. 13070, 


.13311, 


13160. 


.13285, 


13520. 


.13675, 


.13675, 


13543. 


.13680, 


14213. 


.14542, 


.14531, 


14215. 


.14541 







Seq. No. 39941 Seq. ID 

Gene No. 82619 Strand 

Start 10935 End 

Name OJ000229_17 . 0405 . C17 . o2 . tc Method 

Start 10936 End 

GI none Score 
Exons 



OJ000229_17.0405.C17 
14558 

TBLASTX: Cress 

12673 

69 



10936. .11028, 10959. .11012, 11225 .. 11305 , 11232 .. 11306, 

11909. .11959, 12082. .12168, 12083 .. 12169 , 1232 6 .. 12454 , 

12340. .12456, 12341 .. 124 63, 12342 .. 124 64 , 12524 .. 12673, 
12556. .12672 



Seq. No. 39941 
Gene No. 82619 
Start 10935 

Name OJ000229_17 . 0405 . C17 . o2 . ts 

Start 11206 
GI none 

Exons 11206. . 11277, 11225 .. 11305 , 

12085. .12168, 12086. .12169, 

12557. .12775, 12564. .12638, 

1294 9. .13071, 12951. .1307 0, 

13160. .13312, 13520. .13675, 

13534. .13677, 14184 .. 14348, 

14213. . 14 4 94, 14215. .14538 



Seq. ID OJ000229_17.0405.C17 
. Strand 

End 14558 

Method TBLASTX : Soybean 

End 14545 

Score 122 
11232. .11306, 11909. .11962, 
12341. .124 63, 12342 .. 124 64 , 
12572. .12772, 12706. . 12777, 
13085. .13234, 13159. . 13308, 
13528. .13680, 1352 9. . 13675, 
14199. . 144 56, 14213 .. 14 54 5, 



Seq. No. 39941 . 

Gene No. ..82619 
Start 10935 

Name OJ000229_17 .04 05. C17 . o2 . tw 

Start 12568 

GI none 

Exons 12568. .12657, 12569 .. 12775, 12572 

12723. .12791, 1294 9 .. 13071, 12951 
13159. .13311, 13160. .13285 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229_17. 04 05.C17 
14558 

TBLASTX: Wheat 

13311 

236 



,12784, 12573, 
.13070, 13157. 



12785, 
13249, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39941 Seq. ID 

82619 Strand 

10935 End 

OJ000229_17 . 04 05.C17.ol.tc Method 

12673 End 

none Score 



OJ000229_17.0405.C17 
14558 

TBLASTX: Cress 

14558 

46 



12673. .12729, 12706 12777 , 12707 .. 12775 , 1294 9 .. 13071, 

12951. .13070, 13160. . 13285, 13520 .. 13675 , 13529 .. 13675, 

13534. .13680, 14213 .. 14 539, 14213 .. 14 485 , 14215 .. 14 538 , 
14508.. 14558 



39866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39941 
82619 
10935 

OJ000229_17.04 05.C17.ol.tw 

13552 

none 



Seq. ID OJ000229_17.0405.C17 
Strand 

End 14558 

Method TBLASTX : Wheat 

End 14545 

Score 181 



13552. .13680, 13553. .13675, 13564. .13680, 13572. .13700, 
14213. .14545, 14213 .. 144 94 , 14214. .14528, 14215. .14535 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



39941 
82620 
14813 

OJ000229_17.04 

14813 

none 

14813. . 14923, 
15329. . 15397, 
16121. .16249, 
16708. .16779, 
17082. .17165, 
17241. . 17354, 
17433. .17552, 



05.C17.ol.ts 



14860. 
15337. 
16136. 
16713. 
17082. 
17241. 
17680. 



14922, 
15492, 
16246, 
16784, 
17171, 
17354, 
17853, 



Seq. ID OJ000229_17.0405.C17 
Strand 

End 17862 

Method TBLASTX : Soybean 

End 17853 

Score 88 
14 929. .15012, 14 930. .15013, 
15338. .154 96, 15952. .16035, 
16687. .16785, 16694. .167 98, 
16894. .16989/ 16895 17011, 
17084. .17173, 17237. .17347, 
17411. .17545, 17433. .17552, 
17682. .17852 



Seq, No. 39941 
Gene No. 82620 
Start 14813 

Name OJ000229_17 .04 05. C17 . o3 . tm 

Start 14836 

GI none 

Exons 14836. .14922, 14837 

15329. .15493, 15331 
16112. .16246, 16121 
16693. .16767, 16713. .16766 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_17.0405.C17 
17862 

TBLASTX: Maize 

16767 

89 



14923, 14929. . 15024, 14 930 .. 15013, 
15495, 15950. . 16036, 15951 16037 , 
16249, 16134. .16247, 1 6195 .. 16251 , 



Seq. No. 39941 
Gene No. 82620 
Start 14813 

Name OJ000229_17 . 0405 . C17 . o3 . tw 

Start 14858 
GI none 
Exons 14858. 

15351. 

15952. 



14923, 14890. 
15401, 15352. 
15990, 15953. 



,14922, 
,15402, 
,15988 



Seq. ID 
Strand 
End 

Method 
.End 
Score 



OJ000229 17.0405.C17 



17862 

TBLASTX: Wheat 
15990 
66 

14929. . 15012, 14930. .15013, 
15358. . 15495, 15359 .. 154 96, 



Seq. No. 39941 

Gene No. 82620 

Start 14813 

Name OJ000229_17 .04 05. C17 . o2 . tm 

Start 17453 

GI none 
Exons 



Seq. ID OJ000229_17.0405.C17 
Strand 
End 

Method 
End 
Score 



17862 

TBLASTX: Maize 

17862 

152 



174 53. .17551, 174 54. .17561, 17454. .17552, 17595. .17 648, 
17666. .17854, 17673 .. 17861, 17676 .. 17861, 17677. .17862 



Seq. No. 
Gene No, 
Start 
Name 



39942 
82621 
234 

OJ000229 



17.0405.C19.ol.np 



Seq. ID . OJ000229_17.0405.C19 
Strand + 
End 2514 
Method AAT/NAP 



39867 



Start 


234 


End 


2434 


GI 


4510346 


Score 


667 


Exons 


234. .400, 828. .1013, 1118. .1222, 1560. 


.1643, 1757. .2103, 




2398. .2434 






GI Descrip. 


(AC006921) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


39942 


Seq. ID 


OJ000229_17. 04 05. CI 9 


Gene No. 


82621 


Strand ■ 


+ 


Start 


234 


End 


2514 


Name 


OJ000229 17.0405.C19.ol 


.ts Method 


TBLASTX : Soybean 


Start 


340 


End 


2303 


GI 


none 


Score 


73 


Exons 


340. .423, 341. .400, 809 


..886, 821. .901 


, 822. .899, 885. .1013, 




926. .1024, 1109. .1225, 


1117. .1218, 1130. .1222, 1559. .1645, 




1560. .1655, 1562. .1657, 


1738. .1878, 1760. .1879, 1970. .2101, 




1972.. 2103, 2195.. 2302, 


2196. .2303 




Seq. No. 


39942 


Seq. ID 


OJ000229_17.0405.C19 


Gene No. 


82621 


Strand 


+ 


Start 


234 


End 


2514 


Name 


OJ000229 17.0405.C19.ol 


. gs Method 


GENSCAN 


Start 


341 


End 


2318 


GI 


none 


Score 


.9 


Exons 


341, .400, 828. ,1013, 1067 .. 1150,. 1560 . 


.1656, 1968.. 2103, 




2207. .2318 






Seq. No. 


39942 


Seq. ID 


OJ000229_17. 04 05. CI 9 


Gene No. 


82621 


Strand 


+ 


Start 


234 


End 


2514 


Name 


OJ000229 17.0405.C19.ol 


. tc Method 


TBLASTX: Cress 


Start 


849 


End 


1655 


GI 


none 


Score 


77 


Exons 


849. .899, 851. .901, 897 


..1025, 917. .1012, 1109. .1225,' 




1129.. 1218, 1560.. 1655, 


1568. .1636 




Seq. No. 


39942 


Seq. ID 


OJ000229_17.0405.C19 


Gene No. 


82621 


Strand 


+ 


Start 


234 


End 


2514 


Name 


OJ000229 17.0405.C19.ol 


. tm Method 


TBLASTX: Maize 


Start 


900 


End 


2308 


GI 


none 


Score 


142 


Exons 


900. .1013, 902. .1021, 903. .1013, 1109. 


.1225, 1117. .1221, 




1559. .1654, 1560. .1655, 


1586. .1657, 1766. .1867, 1767. .1853, 




1768. .1869, 1769. .1870, 


1970. .2104, 1972. .2157, 1999. .2106, 




2191. .2298, 2192. .2233, 


2192. .2308, 2205. .2303 


Seq. No. 


39942 


Seq. ID 


OJ000229_17.0405.C19 


Gene No. 


82621 


Strand 


+ 


Start 


234 


End 


2514 


Name 


OJ000229 17.0405.C19.ol 


. gp Method 


AAT/GAP 


Start 


2220 


End 


2514 


GI 


3769002 


Score 


531 


Exons 


2220. .2514 






Seq. No. 


39943 


Seq. ID 


OJ000229_17.0405.C22 


Gene No. 


82622 


Strand 




Start 


871 


End 


1832 



39868 




fits 



Name 


O.T000229 1 7 040S C99 ol 


1 lc L. i IUU. 








Start 


871 _ 


L-i L IKJL 


18 72 

X O ~J c. 






\j x 




o v_vj x t; 


64 








871 1011 1-149 1277 1760 

O / X • • lull/ X X *i -7 . • X *J 1 f 1 / UU 


18 72 

■ . X O -J ^. 








Seq. No. 


39944 


Seq. ID 


OJ000229_17 


.0405 


.C24 


Gene No. 


82623 


Strand 








Start 


64 1 


End 


901 

ZP\J X 






Name 


OJ000229 17 0405 C24 ol as 


l iC L11UU 


\3 Cj LN O k_,r\LN 








641 _ 


FnH 


901 






O J. 


none 




67 






LjAv 1U 


64 1 . . 901 










Seq. No. 


39945 


Seq. ID 


OJ000229_17 


.0405 


.C25 


Gene No. 


82624 


Strand 


+ 






Start 


514 


End 


4271 






Name 


OJ000229 17 040S P2S ol aq 


Mot* h 


O Cj LN O V^rtLN 






Start 


514 ~~ 


End 


4 02 R 






GI 


none 


O X c 


78 








S14 610 732 1007 3167 


3429 7S1 7 


4 02^ 






O " ^ . LNU « 


3994S 

O .7 _7 *3 .J 


O C LJ • X U 


0,7000229 1 7 


04 0 R 




fZpnp No 


82624 


Strand 








Start 


514 


End 


4271 






Name 


OJ000229 17.0405.C25.ol.gp 


Method 


AAT/GAP 






Qf a rt 


817 
ox/ 


End 


3547 






O X 


626SS 1 R1 0fi4 

D^DJJ X • r\X U Q *± 


Score 


811 






17" v t^i c 


817 To 07 7167 74 2 Q 7S1 7 


. .3547 








ox UdoLJ • 


1 4 678 74 2 /omK 1 PAR4 1 1 S2 1 1 6 


Oe-13 (AL049659) lipase 




pr ot ein 




r A t* 3 W n /H r^T^ qtq hha 1 i ana 1 ' 
[niaUlUUpolo CllclX X cLlld J 










Qprr NJo 

ij ■ W . 


3994 5 


Seq. ID 


OJ000229_17 


04 0^ 


roc; 


Gene No. 


82624 


Strand 


+ 






Start 


514 


End 


4271 






Name 


OJ000229 1 7 040S P2S nl nn 


Method 


AAT/NAP 








84 Q _ 

O 4 J 


End 


4025 








7740646 


Score 


421 






Exon <5 


849 1007 3167 3429 3516 


. .4025 










fAT.162S06l nn1"3t"-ivp nrntpin 


[Arabidopsis thaliana] 






Sea No 


39945 


Seq. ID 


OJ000229_17 


04 0 S 


P2 S 


Gene No. 


82624 


Strand 


+ 






Start 


514 


End 


4271 






Name 


OJ000229 17.0405.C25.o2.np 


Method 


AAT/NAP 






Start 


2057 


End 


4025 






GI 


7340645 


Score 


190 






Exon 


2057. .2074, 3167. .3429, 3516. .4025 








T Dp^rri n 


(AL162506) putative protein 


[Arabidopsis thaliana] 








39945 


Seq. ID 


OJ000229_17 




poc 


Gene No. 


82624 


Strand 


+ 






Start 


514 


End 


4271 






Name 


OJ000229 17.0405.C25.o2.gp 


Method 


AAT/GAP 






Start 


3747 


End 


4271 






GI 


5667612 


Score 


998 






Exons 


3747. .4271 











39869 



# • 



Seq. No. 


39945 








Seq. ID 


OJ000229_17 .04 05.C25 


Gene No. 


82625 








Strand 


+ 


Start 


4434 








End 


4815 


Name 


OJ000229 ' 17 


. 0405 . 


C25 . o3 


cm 


Mpt rind 


AAT/GAP 


Start 


4434 ~~ 








End 


4815 


GI 


- none 








Score 


740 


Exons 


4434 . .4815 












Seq. No. 


39945 








Seq. ID 


OJ000229_17.0405.C25 


Gene No. 


82626 








Strand 




Start 


4767 








End 


6201 


Name 


OJ000229 17 


. 0405 . 


C25 o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3654 ~ 








End 


3856 


GI 


none 








Score 


170 


Exons 


3654 . .3809, 


3656. 


. 3817, 


3800 . 


..3856, 3801.. 3854 


Seq. No. 


39945 








Seq. ID 


OJ00022 9__17.0405.C25 


Gene No. 


82626 








Strand 




Start 


4767 








End 


6201 


Name 


OJ000229 17 


. 0405 . 


C25 . o2 




Method 


GENSCAN 


Start 


4767 ~~ 






End 


5518 


GI 


none 








Score 


.96 


Exons 


4767 . . 4976, 


5082 . 


. 5202, 


5396. 


, .5518 




Seq. No. 


39945 








Seq. ID 


OJ000229_17.0405.C25 


fjpnp No 


82626 








Strand 




Start 


4767 








End ' 


6201 


Name 


OJ000229 17 


.0405. 


C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4842 








End 


6199 


GI 


none 








Score 


158 


Exons 


4842 4976. 


4843 . 


. 4 977 , 


4 854. 


.4985, 5027. .5203, 5077.. 5241, 




5082 5204, 


5135 . 


. 5212 , 


5381 . 


.5521, 5395. .5520, 5642.. 5878, 




5643. . 5879, 


5643 . 


. 5879, 


5644 . 


.5880, 5927.. 6199, 5982.. 6194, 




6002 . . 6196 












Seq. No. 


39945 








Seq. . ID 


OJ000229_17.0405.C25 


Gene No. 


82626 








Strand 




Start 


4767 








End 


6201 


Name 


OJ000229 17 


. 0405. 


C25 ,ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4842 ~ 








End 


5478 


GI 


none 








Score 


68 


Exons 


4842 . .4976, 


4842 . 


.4976, 


4843 . 


.4977, 4885. .4980, 5086. .5124, 




5110. . 5238, 


5121 . 


. 5204, 


5135 . 


.5251, 538.1.. 5473, 5395.. 5478 


Seq. No. 


39945 








Seq. ID 


OJ000229_17 .04 05.C25 


Gene No. 


82626 








Strand 




Start 


4767 








End 


6201 


Name . 


OJ000229 17 


.0405. 


C25.o3 


.np 


Method 


AAT/NAP 


Start 


4860 








End 


6201 


GI 


3023946 








Score 


127 


Exons 


4860. .5018, 


5151. 


.5202, 


5396. 


.5496, 5590.. 5877, 6010.. 6201 



GI Descrip. HIRA PROTEIN (TUP1 LIKE ENHANCER OF SPLIT PROTEIN 1) gi 12352031 
(U94324) Tuplel/HirA [Fugu rubripes] gi|2352036 (U94325) 
Tuplel/HirA [Fugu rubripes] 

Seq. No. 39945 Seq. ID OJ000229_17 . 04 05 . C25 

Gene No. 82626 Strand 



39870 



Start 
Name 
Start 
GI 

Exons 



4 7 67 End 

OJ000229_17 . 0405 . C25 . o4 . gp Method 

5416 - • End 

37 68300 Score 
5416. .5518, 5643. .5883 



6201 
AAT/GAP 
5883 
614 



Seq. No. 39946 Seq. ID 

Gene No*. 82627 Strand 

Start 1 End 

Name OJ000229_17 . 0405 . C26 . ol . np Method 

Start 1 End 

GI 631489 Score 

Exons 1..291, 380.. 509, 558.. 777, 902.. 1153 
GI Descrip. 



OJ000229_17.0405.C26 

1153 
AAT/NAP 
1153 
419 



TUP1 like enhancer - human gi | 434 983 | emb | CAA53044 . 1 | (X75296) 
TUP1 like enhancer of SPLIT gene 1 [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39946 
82627 
1 

OJ000229_ 
69 

none 
69. .291, 



17.0405.C26.ol.gs 



380.. 777, 902.. 1153 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_17.0405.C26 

1153 
GENSCAN 
1153 
.55 



Seq. No. 39947 Seq. ID 

Gene 'No. 82628 Strand 

Start 1084 End 

Name OJ00022 9_17 . 0405 . C27 . ol . gs Method 

Start 1084 End 

GI none Score 

Exons 1084.. 1407 



OJ000229_17.0405.C27 

1534 
GENSCAN 
1407 
.97 



Seq. No. 39947 

Gene No. 82628 

Start 1084 

Name OJ000229_17 . 04 05 . C27 . ol . tc 

Start 1084 

GI none 

Exons 1084.. 1173, 1085.. 1165, 1213. 



Seq. ID OJ000229_17.0405.C27 
Strand 
End 

Method 
End-. 
Score 
.1326 



1534 

TBLASTX: Cress 

1326 

67 



Seq. No. 


39947 






Seq. ID 


OJ000229_17.0405.C27 


Gene No. 


82628 






Strand 




Start 


1084 






End 


1534 


Name 


OJ000229 17 


.0405.C27.ol 


np 


Method 


AAT/NAP 


Start 


1087 






End 


1534 


GI 


1491615 






Score 


250 


Exons 


1087. .1534 










GI Descrip. 


(X99923) male sterility 


2-like protein 


[Aralbidopsis thaliana 


Seq. No. 


39947 






Seq. ID 


OJ000229_17.0405.C27 


Gene No. 


82628 






Strand 




Start 


1084 - 






End 


1534 


Name 


OJ000229 17 


.0405.C27.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1091 






End 


1533 


GI 


none 






Score 


94 


Exons 


1091. .1171, 


1096. . 1218, 


1207. . 


1335, 121 


4.. 1309, 1393. .1533, 




1393. .1533 











39871 



Seq. No. 39948 Seq. ID 

Gene No. 82629 . Strand 

Start 1 End 

Name OJ000229_17 . 0405 . C28 . ol . np Method 

Start 1 End 

GI 7487952 Score 

Exons 1..412, 504. .604, 691. .922, 1456. .1528 
GI Descrip. 



OJ000229_17.0405.C28 

1528 
AAT/NAP 
1528 
430 



male sterility protein 2 homolog T16L1.280 - Arabidopsis 
thaliana (fragment) gi | 354 9681 | emb | CAA20592 . 1 | (AL031394) male 
sterility 2-like protein [Arabidopsis thaliana] 





Con Nn 


•J y .7 *i o 


q pn TD 

JtHj . J- i-J 


O.T00099Q 17 040S P9R 




UCJlt. LNU. 


R969Q 


^t- rsnH 

O LiCJl 1 \J. 






C+- a y-+- 


1 

X 


RnH 

EjIIU. 


1 t:oo 
X J ^. 0 




IN cullcs 


n,Tonri99Q n n4ns r9R ni -i-n 


1 "its L i XUU 


J. Diinu J. z\ . v_/ 1 Coo 




C -I- -a f- 


^1 _ 
O X 


EjI 1L1 


891 

O A X 




GI 


none 


Score 


76 




Exons 


31. .120, 47. .118, 159. .251, 


166. .246, 


267. .413, 463. .606, 






SDfi 699 fiQf) 7^R 7S6 R91 








oeq. in o . 




0C4 • x u 


D.T0nn99Q 17 D4flS P9R 




bene ino . 


R 9 fi9Q 


OIL diiU 






OLdl L 


1 
X 


XjillX 


1 S98 


*T 


Name 


nTnnn99Q 17 n4DR. P9R ni i-q 


L lC L11UU 


TRT.A^TX • ^nvhp^n 

1 DlinO 1A ■ OUyUtSclil 


? ps 


Start 


31 


End 


263 




GI 


none 


Score 


87 


jj jjf 

r "i 


Exons 


^1 1 90 ^9 IIS 1 96^ 


1 fifi 94 6 




: , 3 


OClj • IN (J . 




Qcarr T D 


0,7000999 1 7 040S P9R 






R969Q 


Ol — L d 1 








1 
X 


End 


1 S2R 


fU 


IN diuc 


O.7f)00999 17 040S P9R r>9 fm 


Mo t" h oH 




s 


Cf arf 
OLdJ. L 


31 _ 
J X 


End 


386 


C3 


GI 


none 


Score 


114 


' ^ 


Exons 


■■ 31. .120, 32. .118, 147. .296, 


160. .252, 


192. .257, 282. .386 


F — 


Seq. No. 


39948 


Seq. ID 


OJ000229_17.0405.C28 




Gene No. 


82629 


Strand 






Start 


1 


End 


1528 




Name 


OJ000229 17.0405.C28.ol.gs 


Method 


GENSCAN 




Start 


108 


End 


908 




GI 


none 


Score 


.8 




Exons 


108. .412, 504. .658, 691. .908 








Seq. No. 


39948 


Seq. ID 


OJ000229_17.0405.C28 




Gene No. 


82629 


Strand 






Start 


1 


End 


1528 




Name 


OJ000229 17.0405.C28.ol.gp 


Method 


AAT/GAP 




Start 


194 


End 


855 




GI 


uC-osroM202025e08bl 


Score 


893 




Exons 


194. .412, 504. .604, 691. .855 








GI Descrip. 


' 5020215/gb|AAD38039. 1|AF14 9917_1 6.0e 


-32 (AF149917) acyl CoA 



reductase [Simmondsia chinensis] 
>gi_5020217_gb_AAD38040.1_AF149918_l (AF149918) acyl CoA 
reductase [synthetic construct] 1 



39872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39948 
82629 
1 

OJ000229_17 .0405..C28 .ol.tm 

458 • 

none 



Seq. ID OJ000229_17.0405.C28 
Strand 

End 1528 • 

Method TBLASTX : Maize 

End 8 93 

Score 101 



458. .610, 463. .606, 667. .891, 688. .891, 690. .893 



39948 
82629 
1 

OJ000229_17.0405.C28.o2.ts 

505 

none 



Seq. ID OJ000229_17.0405.C28 
Strand 

End 1528 

Method TBLASTX : Soybean 

End 893 

Score 70 



505. .606, 506. .610, 690. .755, 691. .729, 693. .893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000229_17.0405.C31 

Strand 

End -574 

Method AAT/GAP 

End 574 

Score 535 



39949 
82630 
1 

OJ000229_17 .04 05.C31.ol.gp 
1 

8172_1.R1084 
1..53, 202. .335, 449. .574 

1 568 9238 /dbj'l BAA8287 4 . 1 1 8 . Oe-53 (AB024292 ) histidine-containing 
phosphotransf er protein [Zea mays] ' . 



Seq. ID OJ000229_17.0405.C31 

Strand 

End 574 

Method AAT/NAP 

End 508 

Score 298 



39949 ■ 
82630 
1 

OJ000229_17.04 05.C31.ol.np 
1 

5689238 
1..53, 202. .335, 449. .508 

(AB024292) histidine-containing phosphotransf er protein [Zea 
mays] 



39949 - . 

82630 

1 

OJ000229_17. 0405. C31. ol.tm 

2 

none 



Seq. ID OJ000229_17.0405.C31 

Strand " - ■ 

End 574 

Method TBLASTX: Maize 

End 518 

Score 57 



2. .52, 2. .52, 193. .336, 210. .335, 452. .517, 456. .518 



Seq. No. 39949 
Gene No. • 82630 

Start 1 

Name OJ000229_17 . 0405 . C31 . ol . gs 

Start 26 

GI none 

Exons 26.. 53, 202.. 335, 449.. 508 

Seq. No. 39950 

'Gene No. 82631 

Start 1 

Name OJ000229_17 . 0405 . C33 . ol . np 

Start 1 



Seq. ID OJ000229_17.0405.C31 
Strand 

End 574 

Method GENSCAN 

End 508 

Score .72 



Seq. ID OJ000229_17.0405.C33 

Strand 

End 713 

Method AAT/NAP 

End 713 



39873 



GI 7529718 Score 199 

Exons 1..71, 421.. 542, 647.. 713 

GI Descrip. (AL132969). nuclear envelope membrane protein-like [Arabidopsis 
thaliana] 



Seq. No. 39950 Seq. ID 

Gene No.' 82631 Strand 

Start 1 " End 

Name OJ00022 9_17 . 04 05 . C33 . ol . gs Method 

Start 208 End 

GI none Score 

Exons 208.. 289 



OJ000229_17.0405.C33 
713 

GEN SCAN 

289 

.52 



Seq. No. 39950 

Gene No. 82631 

Start 1 

Name OJ000229_17 . 04 05 . C33 . ol . tm 

Start 422 

GI none 
Exons 



Seq. ID OJ000229_17 .0405.C33 
Strand 
End 

Method 
End 
Score 



713 

TBLASTX: Maize 

712 

157 



422. .541, 423. .542, 424. .543, 643. .711, 647. .712 





Seq. No. 


39950 




Seq. ID 


OJ000229_17 .0405 


.C33 




Gene No. 


82631 




Strand 








Start 


1 




End' 


713 






Name 


OJ000229 


17.0405.C33.ol.ts 


Method 


TBLASTX : Soybean 






Start 


423 




End 


712 




r rs 


GI 


none 




Score 


137 




fij 


Exons 


423. .533, 


425. .541, 426. .536 


, 643. .711 


, 644. .712 






Seq. No. 


39951 




Seq. ID 


OJ000229_17.0405 


.C39 




Gene No. 


82632 




Strand 


+ 






Start 


539 




End 


1466 




: L5 


Name 


OJ000229 


17.0405.C39.ol.gs 


Method 


GENSCAN 






Start 


539 




End 


1466 




r *~ 


GI 


none 




Score 


.5 






Exons 


539. .708, 


1021. .1096, 1241. . 


1466 






h cb 


Seq. No. 


39952 




Seq. ID 


OJ000229_17.0405 


.C41 




Gene No. 


82633 




Strand 








Start 


1416 




End 


1716 






Name 


OJ000229 


17.0405.C41.ol.gs 


Method 


GENSCAN 






Start 


1416 




End 


1694 






GI 


none 




Score 


.96 





Exons 1416.. 1694 



Seq. No. 39952 1 Seq. ID 

Gene No. 82633 Strand 

Start 1416* End 

Name OJ000229_17 . 04 05 . C4 1 . ol . np Method 

Start 1422 End 

GI 4927412 Score 

Exons 1422.. 1716 

GI Descrip. (AF082525) homoserine kinase [Arabidopsis thaliana] 



OJ000229_17.0405.C41 

1716 
AAT/NAP 
1716 
320 



Seq. No. 
Gene No. 
Start 



39952 
82633 
1416 



Seq. ID 

Strand 

End 



OJ000229 17.0405.C41 



1716 



39874 



Name 

Start 

GI 

Exons 



OJ000229_17 . 0405 . C4 1 . ol . tc Method 

1431 End 

none Score 
1431. .1715, 1441. .1704 



TBLASTX: Cress 

1715 

177 



Seq. No. 39953 

Gene No. 82634 

Start 314 

Name OJ000229_17 .04 05. C53 . ol . tm 

Start 270 

GI none 

Exons 270.. 446, 272.. 310, 297.. 425, 
432. .563, 565.-597, 587. .694, 

Seq. No. 39953 

Gene No. 82634 

Start 314 

Name OJ000229_17 . 04 05 . C53 . ol . gp 

Start 314 

GI 5003507 

Exons 314.. 688, 944.. 1251 



Seq. ID OJ000229_17.0405.C53 

Strand + 

End 1251 

Method T BLAS TX : Ma i z e 

End 696 

Score 130 

426. .488, 427. .555, 428. .562, 
605. .694, 607. .696 

Seq. ID OJ000229_17.0405.C53 

Strand + 

End 1251 

Method AAT/GAP 

End 1251 

Score 1298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39954 
82635 
1 

OJ000229_17.04 05.C54 .ol.np 
1 

4115937 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..74, 234. .390, 454. .531, 721. .1271 

(AF118223) contains similarity to human PCFllp homolog 
(GB:AF046935) [Arabidopsis thaliana] 



OJ000229_17.0405.C54 
+ 

1856 
AAT/NAP 
1271 
221 



Seq. No. 


39954 




Seq. ID 


OJ000229_17.0405.C54 


Gene No. 


82635 




Strand 


+ 


Start 


1 




End 


1856 


Name 


OJ000229 17.0405.C54.ol 


.gp 


Method 


AAT/GAP 


Start 


409 




End 


962 * 


GI 


uC-osflM202068h09bl 




Score 


1044 


Exons 


409. .962 








GI Descrip. 


'4176420/dbj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


39954 




Seq. ID 


OJ000229_17.0405.C54 


Gene No. 


82635 




Strand 


+ 


Start ' 


1 




End 


1856 


Name 


OJ000229 17.0405.C54.o2 


.gp 


Method 


AAT/GAP 


Start 


1144 




End 


1856 


GI 


5003506 




Score 


1392 


Exons 


1144 . . 1856 








Seq. No. 


39954 




Seq. ID 


OJ000229_17.0405.C54 


Gene No. 


82636 




Strand 




Start 


1862 




End 


2159 


Name 


OJ000229 17.0405.C54 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


696 




End 


975 


GI 


none 




Score 


50 


Exons 


696. .974, 704. .793, 705 


. .797 


, 774. .845 


, 843. .971, 844. .975 



39875 



Seq. No. 39954 

Gene No. 82636 

Start 1862 

Name OJ000229_17 . 04 05 . C54 . ol . tc 

Start 735 

*GI none 
Exons 



Seq. ID OJ000229_17.0405. 

Strand*- • - 

End 2159 

Method TBLASTX : Cress 

End 1137 

Score 104 



C54 



735. .896, 918. .1136, 1038. .1136, 1039. .1137 



Seq. No. 39954 

Gene No. 82636 

Start 1862 

Name OJ000229_17 . 04 05 . C54 . o2 . gs 

Start 1862 

GI none 

Exons 1862.. 1982, 2053.. 2159 



Seq. ID OJ000229_17.0405, 
Strand 

End 2159 

Method GENSCAN 

End 2159 

Score .97 



C54 



Seq. No. 39955 

Gene No. 82637 

Start 694 

Name OJ000229_17 . 0405 . C55 . ol . tm 

Start 667 

GI none 

Exons 667 ...1221, -728. .1222 



Seq. ID OJ000229_17.0405, 
Strand 

End 1222 

Method TBLASTX : Maize 

End 1222 

Score 574 



C55 



Seq. No. 39955 

Gene No. 82637 

Start 694 

Name OJ000229JL7 . 04 05 . C55 . ol . gs 

Start 694 

GI none 

Exons 694.. 1155 



Seq. ID OJ000229_17.0405, 
Strand 

End 1222 

Method GENSCAN 

End 1155 

Score .51 



C55 



Seq. No. 39955 

Gene No. 82637 

Start 694 

Name OJ00022 9_17 . 04 05 . C55 . ol . np 

Start 718 

GI 6579207 

Exons 718.. 1222 

GI Descrip. (AC011438) T23G18.10 [Arabidopsis thaliana] 



Seq. ID OJ000229_17.0405. 
Strand 

End 1222 

Method AAT/NAP 

End 1222 

Score 689 



C55 



Seq. No. 39955 

Gene No. 82637 

Start 694 

Name OJ000229_17 . 04 05 . C55 . ol . ts 

Start 724 

GI none 
Exons 



Seq. ID OJ000229_17.0405, 
Strand 

End 1222 

Method TBLASTX : Soybean 

End 1221 

Score 345 



C55 



724. .1014, 725. .1012, 889. .1020, 997. .1158, 1013. .1108, 
1015. .1221, 1016. .1168 



Seq. No. 39955 

Gene No. 82637 

Start 694 

Name OJ000229_17 . 04 05 . C55 . ol . tc 

Start 727 

GI none 



Seq. ID OJ000229_17.0405. 
Strand 

End 1222 

Method TBLASTX : Cress 

End 1221 

Score 78 



C55 



39876 



Exons 



727. .1026, 742. .840, 746. .1027, 1024. .1221, 1025. .1168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39955 
82637 
694 

OJ000229_17.0405.C55.ol.tw 

746 

none 



Seq. ID OJ000229_17.0405.C55 

Strand ' - 

End ' 1222 

Method TBLASTX : Wheat 

End 1104 

Score 168 



746. .916, 748. .882, 749. .883, 883. .927, 884. .925, 902. .1096, 
928. .1104, 940. .1104 



39955 
82637 
694 

OJ00022 9_17.0405.C55.o2.tw 

1105 

none 



Seq. ID OJ000229_17.0405.C55 
Strand 

End 1222 

Method TBLASTX : Wheat 

End 1222 

Score 72 



1105. .1158, 1105. .1221, 1106. .1222 



Seq. No. 39956 

Gene No. 82638 

Start 66 

Name OJ000229_17 . 04 05 . C56 . ol . gs 

Start 66 

GI none 

Exons 66. .204, 762. .898 



Seq. ID OJ000229_17.0405.C56 

Strand + 

End 898 

Method GEN SCAN 

End 8 98 

Score .48 



Seq. No. 39956 

Gene No. 82639 

Start 1157 

Name OJ00022 9_17 . 0405 . C56 . o2 . gs 

Start 1157 

GI none 
Exons 



Seq. ID OJ000229_17.0405.C56 
Strand 

End 192 6 

Method GENSCAN 

End 192 6 

Score . 9 



1157. .1221, 1657. .1709, 1883. .1926 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



39957 
82640 
1' 

OJ000229_17 .04 05.C57 .ol.np 
1 

7529276 
1-..413, 2062. .2102 

(AL1634 91) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000229_17.0405.C57 

Strand + 

End 2102 

Method AAT/NAP 

End 2102 

Score 229 



39957 
82641 
3206 

OJ000229_17.04 05.C57.o2.np 
3206 
5922623 
3206.. 3313, 3599.-3632 

(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza' sativa] 



Seq. ID OJ000229_17.0405.C57 

Strand + 

End 3632 

Method AAT/NAP 

End 3632 

Score 78 



39957 
82642 



Seq. ID OJ000229_17.0405.C57 
Strand 



39877 




Start 


3360 


End 


3632 






Name 


OJ000229 17 . 04 05 .C57 . ol . tc 


Mpt" hod 


TBLASTX: Cress 




Start 


92 ~~ 


End 


357 






GI 


none 


Score 


130 






Exons 


92. .241, 98. .241, 232. .357, 


243 . .344 








Seq. No. 


39957 


Seq. ID 


OJ000229_17 


.0405 


. C57 


Gene No. 


82642 


Strand 








Start 


3360 


End 


3632 






Name 


OJ000229 17.0405.C57.o3.np 


Method 


AAT /NAP 






Start 


3360 


End 


3632 






GI 


5042454 


Score 


76 






Exons 


3360.. 3413, 3588.. 3632 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


39958 


Seq. ID 


OJ000229 17, 


. 0405 


.C58 


Gene No. 


82643 


Strand 








Start 


156 


End 


2902 






Name 


OJ000229 17.0405.C58.ol.gs 


Method 


GENSCAN 






Start 


156 


End 


2902 






GI 


none 


Score 


. 66 






Exons 


156. .185, 2786. .2902 










Seq. No. 


39958 


Seq. ID 


OJ000229_17. 


.0405 


. C58 


Gene No. 


82644 


Strand 








Start 


2941 


End 


3011 






Name 


OJ000229 17.0405.C58.ol.gp 


Method 


AAT /GAP 






Start 


294 1 


End 


3011 






GI 


38012 1.R1084 


Score 


82 






Exons 


2941. .3011 










GI Descrip. 


, 4 097947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds ' 




Seq. No. 


39959 


Seq. ID 


OJ000229_07. 


. 0412 


.CI 


Gene No. 


82645 


Strand 


+ 






Start 


98 


End 


223 






Name 


OJ000229 07.0412.Cl.ol.gs 


Method 


GENSCAN 






Start 


98 


End 


223 






GI 


none 


Score 


.83 






Exons 


98. .223 










Seq. No. 


39960 


Seq. ID 


OJ000229_07, 


, 0412 


.C3 


Gene No. 


82646 


Strand 


+ 






Start 


73 


End 


232 






Name 


OJ000229 07.0412.C3.ol.gs 


Method 


GENSCAN 






Start 


73 


End 


232 






GI 


none 


Score 


.76 






Exons 


73. .232 










Seq. No. 


39960 


Seq. ID 


OJ000229_07. 


0412 


.C3 


Gene No. 


82647 


Strand 


+ 






Start 


5964 


End 


9013 






Name 


OJ000229 07.0412.C3.ol.np 


Method 


AAT /NAP 






Start 


5964 


End 


9013 






GI 


7434305 


Score 


789 







Exons 5964.. 6078, 6588.. 6823, 7635.. 7880, 8395.. 8523, 8622.. 9013 

GI Descrip. probable protein kinase - Arabidopsis thaliana 

39878 




gi|2245124|emb|CAB10546.1| (Z97343) NAK like protein kinase 
[Arabidopsis thaliana] gi I 7268518 | emb I CAB787 69 . 1 1 (AL161546) NAK 
like protein kinase [Arabidopsis thaliana] 





Seq. No. 


39960 








Seq. ID 


OJ000229_07.0412. 


C3 




Gene No . 


82648 








Strand 








Start 


816 








End 


3699 






Name 


OJ000229 07 


.0412 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


8 








End 


684 . 






GI 


none 








Score 


173 






Exons 


8. .154, 11. 


. 166, 


162. .242, 163. .243, 520. .633, 520. .633, 








533. .634, 640. .684 












Seq. No. 


39960 








Seq. ID 


OJ000229 07.0412. 


C3 




Gene No. 


82648 








Strand 








Start 


816 








End 


3699 






. Name 


OJ000229 07 


.0412 


.C3.o2. 


gs 


Method 


GENSCAN 






Start 


816 








End 


3699 






GI 


none 








Score 


. 65 






Exons 


816. .863, 2018.., 


2224, 2602.. 


2721, 2771 


..2994, 3066.. 3208 








3677. .3699 
















Seq. No. 


39960 








Seq. ID 


OJ000229 07.0412. 


C3 




Gene No . 


82649 








Strand 








Start 


6560 








End 


8933 




i. ! S 


Name 


OJ000229 07 


. 0412 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


6560 








End 


7799 






GI 


none 








Score 


115 




L J: 


Exons 


6560. .6739, 


7632 


. .7799, 


7634 


. .7756 








Seq. No. 


39960 








Seq. ID 


OJ000229_07.0412. 


C3 


Li 


Gene No . 


82649 








Strand 








Start 


6560 








End 


8933 






Name 


OJ000229 07 


.0412 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


6650 








End 


7889 






GI 


none 








Score 


143 






Exons 


6650. .6823, 


7626 


. .7886, 


7632 


. .7889 






: ~ 


Seq. No. 


39960 








Seq. ID 


OJ000229_07.0412. 


C3 


:J 


Gene No . 


82649 








Strand 






B? 


Start 


6560 








End 


8933 






Name 


OJ000229 07 


.0412 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


7628 








End 


8933 






GI 


none 








Score 


131 






Exons 


7628. .7723, 


7632 


. .7730, 


7737 


..7796, 7743. .7811, 7812. .78 


80, 






8400. .8528, 


8401 


. .8526, 


8619 


..8933, 8630. .8848 






Seq. No.^'. ■ 


■ 39960 








Seq. ID 


OJ000229_07.0412. 


C3 




Gene No. 


82649 








Strand 








Start 


6560 








End 


8933 






Name 


OJ000229 07 


.0412 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


7815 








End 


8792 






GI 


none 








Score 


73 






Exons 


7815. .7877, 


8401 


. .8526, 


8409 


..8528, 8619. .8792, 8636. .8791 




Seq. No. 


39960 








Seq. ID 


OJ000229_07.0412. 


C3 




Gene No. 


82649 








Strand 







39879 



Start 


-6560 






End 


8933 


Name 


OJ000229 07.0412. 


C3.ol . 


tc 


Method 


TBLAiSTX : Cress 


Start 


7818 ~~ 






End 


8933 


GI v.- . 


none 






Score 


71 


Exohs 


7818. .7889, 8395. 


.8526, 


8412 


.8525, 8622.. 89.33, 8630.. 8788 


Seq. No. 


39960 






Seq. ID 


OJ000229_07.0412;C3 


Gene No. 


82649 






Strand 




Start 


6560 






End 


8933 


Name 


OJ000229 07.0412. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8410 






End 


8933 


GI 


none 






Score 


163 


Exons 


8410. .8526, 8412. 


.8525, 


8622. 


.8933, 8630.. 8839 


Seq. No. 


39961 






Seq. ID 


OJ000229_07.0412.C5 


Gene No. 


82650 






Strand 


+ 


Start 


2511 






End 


3029 


Name 


OJ000229 07.0412. 


C5.o2. 


OS 


Method 


GENSCAN 


Start 


2511 






End 


3029 


GI 


none 






Score 


1 


Exons 


2511. .3029 










Seq. No. 


39961 






Seq. ID 


OJ000229_07.0412.C5 


Gene No.' 


82651 






Strand 


+ 


Start 


3057 






End 


4222 


Name 


OJ000229 07.0412. 


C5.o3. 


gp 


Method 


AAT/GAP 


Start 


3057 






End 


4222 . 


GI 


1204 1.R1084 






Score 


167 


Exons 


3057.. 3152, 4189. 


.4222 








GI Descrip. 


M61595/sp| P31853 


|ATPX_ 


SPIOL 


4.0e-35 ATP SYNTHASE B 1 1 CHAIN 



PRECURSOR (SUBUNIT II) >gi_4 7 9533_pir S34473 H-f-transporting 

ATP synthase (EC 3.6.1.34) chain 9 - spinach 

>gi_3947 55_emb_CAA50520_ (X71397) CF(o)II ATP synthase subunit 
[Spinacia oleracea] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39961 Seq. ID OJ000229_07 . 04 12 . C5 

82652 • Strand + 

4783 • End 5545 

OJ000229_07.0412.C5.o2.np Method AAT/NAP 

4777 End 5454 

7438429 Score 688 

4777. .5454 

GTP-binding protein - garden pea (fragment) 

gi I 303736 | dbj IBAA02109.il- (D12541) GTP-binding protein [Pisum 
sativum] gi | 738934 | prf | | 20014 57B GTP-binding protein [Pisum 
sativum] 



Seq. No. 39961 Seq. ID 

Gene No. 82652 Strand 

Start 4783 End 

Name OJ000229_07 . 04 12 . C5 . o3 . gs Method 

Start 4783 End 

GI none Score 

Exons 4783.. 5436, 5474.. 5545 



Seq. No. 
Gene No. 



39961 
82652 



OJ000229_07.0412.C5 
+ 

5545 
GENSCAN 
5545 
.73 



Seq. ID OJ000229_07.0412.C5 
Strand + 



39880 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



4783 End 5545 

OJ00022 9_07 . 04 12 . C5 . o4 . gp Method AAT/GAP 

5070 End 5474 

LIB3434-038-P1-K1-D6 Score 742 
5070. .5474 

'5926718/dbj |BAA84640.1| 4.0e-20 (AB007911 
sativum] ' 



PRA2 [Pi sum 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_ 
+ 

15920 
AAT/NAP 
15920 
2114 



07. 0412. C5 



39961 
82653 
14715 

OJ000229_07. 0412.C5.o4 .np 
14715 
2126090 
14715. . 15920 

transposase (insertion sequence IS10) - Escherichia coli 
gi|455676|bbs|140379 (S67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/.R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gil 6634720 | gb | AAF19728 . 1 |AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



39961 Seq. ID 

82654 Strand 

135 End 

OJ000229_07. 0412 .C5.ol.gp Method 

135 End 

none Score 
135. .580 



OJ000229_07.0412.C5 
580 

AAT/GAP 

580. 

892 



Seq. No. 39961 Seq. ID OJ000229_07 . 04 12 . C5 

Gene No. 82655 Strand 

Start 553 End 1258 

Name OJ000229_07 . 04 12 . C5 . ol . np Method AAT/NAP 

Start' 550 End 1032 

GI 6983866 Score 215 

Exons 550.. 769, 878.. 1032 

dl Descrip. (AP001168) ESTs C26056 (C11550 ) , AU082131 (C11550 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, ESSA I FCA contig fragment No. 8; hypothetical 
protein (Z97343) [Oryza sativa] 



Seq. No. 


39961 








Seq. ID 


OJ000229 


Gene No. 


82655 








Strand 




Start 


553 








End 


1258 


Name 


OJ000229 


_07.0412.C5. 


.ol. 


.gs 


Method 


GENSCAN 


Start 


553 








End 


1071 


GI 


none 








Score 


.88 


Exons 


553. .769, 


878. .1071 










Seq. No. 


39961 








Seq. ID 


OJ000229 


Gene No. 


82655 








Strand 




Start 


553 








End 


1258 


Name 


OJ000229 


07. 0412. C5, 


.o2. 


■ gp 


Method 


AAT/GAP 


Start 


961 








End 


1258 


GI 


4969273 








Score 


587 


Exons 


961. .1258 













39881 



Seq. No. 39961 Seq. ID 

Gene No. 82656 Strand 

Start 5939 End 

Name OJ00022 9_07 . 04 12 . C5 . ol . tc Method 

Start 4786 End 

GI none - Score 

Exons 4786.. 5313, 4818.. 5054 



OJ000229_07.0412.C5 

9841 ' -~- 
TBLASTX: Cress 
5313 
557, v 



Seq. No. 39961 Seq. ID 

Gene No. 82656' Strand 

Start 5939 End 

Name OJ000229_07 . 0412 . C5 . o2 . tm Method 

Start 4786 End 

GI none Score 

Exons 4786.. 5313, 4818.. 5054, 5118.. 5285 



OJ000229_07.0412.C5 
9841 

TBLASTX: Maize 

5313 

549 



Seq. No. 39961 Seq. ID 

Gene No. 82656 Strand 

Start 5939 End 

Name . OJ000229JD7 . 04 12 . C5 . ol . tw Method 

Start 4789 End 

GI none Score 

Exons 4789.. 5058, 4818.. 5057 



OJ000229_07'.0412.C5 
9841 

TBLASTX: Wheat 

5058 

410 



Seq. No. 39961 . Seq. ID 

Gene No. 82656 Strand 

Start 5939 End 

Name GJ000229_07 . 04 12 . C5 . o2 . ts Method 

Start 4795 End 

GI none Score 

Exons 4795.. 5313, 4818.. 5297 



OJ000229_07.0412.C5 
9841 

TBLASTX : Soybean 

5313 

556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



39961 Seq. ID 

82656 Strand 

5939 * End..' 
OJ000229_07 . 04 12 . C5 . o4 . tw. Method 

5062 End 

none Score 
5062. .5313 



OJ000229_07.0412.C5 
9841' 

TBLASTX: Wheat 

5313 

193 



OJ000229 07. 0412. C5 



39961 Seq. ID 

82656 Strand 

5939 End 9841 ' 

OJ00022 9_07 . 04 12 . C5 . o5 . gp Method AAT/GAP 

5864 End 6688 

14207_2.R1084 Score 982 
5864. .6284, 6607. .6688 

1 4 4 69019/emb | CAB38280 | 3.0e-14 (AL035602) putative protein 
[Arabidopsis thaliana] 1 



39961 
82656 
5939 

OJ000229_07 . 04 12 . C5 . o4 . gs 

5939 

none 



Seq. ID OJ000229_07.0412.C5 
Strand 

End 9841 

Method GENSCAN 

End 9841 

Score .95 



39882 



Exons 



5939. .6100, 6147. .6284, 6607. .6902, 8239. .8397, 8488. .8788, 
8877. .9104, 9809. .9841 



Seq. No. 39961 
Gene No. 82656 
Start 5939 

Name OJ000229_07 . 04 12 . C5 . o3 . tm 

Start ' 5968 

GI none 

Exons 5968.. 6021, 5968.. 6021, 5969. 

6071.. 6214, 6099.. 6224, 6100. 
6606.. 6710, 6607.. 6747, 6608. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 07. 0412. C5 



9841 

TBLASTX: Maize 
6748 
73 

6025, 6025.. 6201, 6026. 
6198, 6210.. 6290, 6214. 
6748 



6193, 
6282, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39961 
82656 
5939 

OJ000229_07.0412.C5.o3.np 



OJ000229 07. 0412. C5 



Seq. ID _ 
Strand 

End 98 41 

Method AAT/NAP 
6039 End 9074 

7487509 Score 1318 

6039. .6284, 6607. .6902, 8239. .8397, 8488. .8788, 8877. .9074 
hypothetical protein T29A15.170 - Arabidopsis thaliana 
gi|4469019|emb|CAB38280.1| (AL035602) putative protein 
[Arabidopsis thaliana] gi | 7269622 | emb | CAB81418 . 1 | (AL161571) 
putative protein [Arabidopsis thaliana] 



o s q . in o . 


■D y y D ± 








Seq. ID 


OJ000229_07.0412.C5 


Gene No. 


82656 








Strand 




Start 


5939 








End 


9841 


Name 


OJ000229 07 


.0412. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6210 








End 


9074 


GI 


none 








Score 


113 


Exons 


6210. .6281, 


6610. 


. 6903, 


6620. 


.6763, 6628.. 6900, 6830.. 6901 




8074. .8121, 


8234 . 


.8392, 


8237. 


.8398, 8 


241. .8402, 8489. .8527 




8489. .8788, 


8490. 


.8789, 


8875. 


.8988, 8877. .9074 


Seq. No. 


39961 








Seq. ID 


OJ000229_07.0412.C5 


Gene No. 


82656 








.Strand 




Start 


5939 








• End 


9841 ' * 


Name 


OJ000229 07 


.0412. 


C5.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


6610 








End 


6904 


GI 


none 








Score 


63 


Exons 


6610. .6903, 


6818. 


.6904 








Seq. No. 


39961 








Seq. ID 


OJ000229_07.0412.C5 


Gene No. 


82656 








Strand 




Start 


5939 








End 


9841 


Name 


OJ000229 07 


.0412. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


6622 








End 


8305 


GI 


none 








Score 


73 


Exons 


6622. .6903, 


8234. 


.8305 








Seq. No. 


39961 ■ 








Seq. ID 


OJ000229_07.0412.C5 


Gene No. 


82656 








Strand 




Start 


5939 








End 


9841 


Name 


OJ000229 07 


.0412. 


C5.o6. 


gp 


Method 


AAT/GAP 


Start 


6693 








End 


8412 


GI 


LIB3433-055 


-Pl-Kl 


-All 




Score 


704 



39883 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6693.. 6902, 8239.. 8412 

1 4469019/emb|CAB38280 I 3.0e-52 (AL035602) putative protein 
[Arabidopsis thaliana] 1 



39961 
82656 
5939 

OJ000229_07.0412.C5.ol. tm - 

6750 

none 

6750. .6836,- 6751. .6900, 6751. 
8241. .8408, 8489..8788, 8490. 
8877. .9068 



Seq. ID OJ000229_07.0412.C5 
Strand 

End 98 41 

Method TBLASTX : Mai ze 

End 9069 

Score 141 

.6903, 8234. .8398, 8237. .8398, 
.8789, 8696. .8791, 8875. .9069, 





Seq. No. 


39961 








Seq. ID 


OJ000229_07.0412 


.C5 




Gene No. 


82656 








Strand 








Start 


5939 








End 


9841 






Name 


OJ000229 07 


.0412 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


8234 








End 


8773 






GI 


none 








Score 


131 






Exons 


8234. .8305, 


8315 


. .8398, 


8492. 


.8773, 8 


493. .8651 






Seq. No. 


39961 








Seq. ID 


OJ000229_07.0412 


.C5 




Gene No. 


82656 ' 








Strand 






, & 


Start 


5939 








End 


9841 




r rk 


Name 


OJ000229 07 


.0412 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


8492 








End 


8782 






GI 


none 








Score 


140 






Exons 


8492. .8782, 


8493 


.8774 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39961 
82656 
5939 

OJ000229_07.0412.C5.o7. 
8517 

LIB3434-031-P1-K1-H7 
8517. .8788, 8877. .8937 
? 44 69019/emb|CAB38280 | 
[Arabidopsis thaliana] 1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_07.0412.C5 

9841 
AAT/GAP 
8937 
601 



6.0e»49 (AL035602) putative protein 



39961 Seq. ID 

82656 Strand 

5939 End 

OJ000229_07 . 04 12 . C5 . o3 . tc Method 

8875 End 

none Score 

8875... 8988, 8877. .9074 



OJ000229_07.0412.C5 
9841 

TBLASTX: Cress 

9074 

124 



Seq. No. 39962 Seq. ID 

Gene No. 82657 Strand 

Start 1 End 

Name OJ000229_07 . 04 12 . C7 . ol . np Method 

Start 1 End 

GI 2583130 Score 

Exons 1..2360 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ000229_07.0412.C7 
+ 

2360 
AAT/NAP 
2360 
1331 



39884 



Seq. No. 39962 
Gene No. 82657 - 

Start 1 

Name OJ000229_07 . 04 12 . C7 . o2 . np 

Start 1 

GI r 4582447 
Exons 1..2360 

GI Descrip. (AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaiiana] 



Seq. ID OJ000229_07.0412.C7 

Strand + 

End 2360 ' 

Method AAT/NAP 

End 2360 

Score 1340 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39962 
82657 
1 

OJ000229_07 . 04 12 . C7 . ol . gs 

105 

none 



Seq. ID OJ000229_07.0412.C7 

Strand " + 

End 2360 

Method GENSCAN 

End 2250 

Score .4 



105. .706, 903. .931, 1029. .1295, 1677 .. 1982 ,. 1995 .. 2250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'39962 
82657 
1 

OJ00022 9_07 . 04 12 . C7 . o2 . tm 

4 89. 

none 



Seq. ID OJ000229_07.0412.C7 

Strand + 

End 2360 

Method TBLASTX : Mai ze 

End 1126 

Score 97 



489. .653, 677. .952, 679. .816, 847. .903, 980. .1126 



Seq. No. • 39962 

Gene No. 82657 

Start 1 

Name OJ000229_07 . 04 12 . C7 . ol . tw 

Start 534 

GI none 

Exons 534.. 650, 536.-625, 546.. 632, 
732. .896, 739. .912, 746. .913 



Seq. ID OJ000229_07.0412.C7 

Strand + 

End 2360 

Method TBLASTX : Wheat 

End 913 

Score 144 

641. .751, 644. .754, 718. .837, 



■Seq. No. 39962 

Gene No. 82657 

Start 1 

Name • OJ000229_07 . 04 12 . C7 . o2 . ts 

Start 677 

GI none 

Exons 677.. 964 



Seq. ID OJ000229_07.0412.C7 

Strand + 

End 2360 

Method TBLASTX : Soybean 

End 964 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39962 
82657 
1 

OJ000229_07 . 04 12 . C7 . o2 . tw 

1084 

none 



Seq. ID OJ000229_07.0412.C7 

Strand + 

End 2360 

Method TBLASTX : Wheat 

End 1501 

Score 366 



1084. .1467, 1085. .1468, 1451. .1501 



Seq. No. 39962 

Gene No. 82657 

Start 1 

Name OJ000229_07 . 04 12 . C7 . ol . ts 

Start 1205 



Seq. ID OJ000229_07.0412.C7 

Strand + 

End 2360 

Method TBLASTX : Soybean 

End 1624 



39885 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1205. .1405, 1409. .1624 

39962 Seq. ID 

82657 Strand 

1 End 

OJ000229_07". 0412 . C7 . ol . tm Method 

1280 End 

none Score 
1280. .1630, 1315. .1629 

39962 Seq. ID 

82657 Strand 

1 End 

OJ000229_07 . 0412 . C7 . o4 . tw Method 

1507 End 

none Score 
1507.. 1689, 1508. .1690 

39962 Seq. ID 

82657 Strand 
1 End 
OJ000229_07 . 0412 . C7 . o3 . tw Method 
2042 End 
none Score 
2042. .2344, 2071. .2241 

39963 Seq. ID 

82658 Strand 
1 End 
OJ000229_07 .0412. C12 . ol . np Method 
1 End 
4582447 Score 
1. .794 

(AC007071) putative non-LTR 
[Arabidopsis thaliana] 

39963 Seq. ID 

82658 Strand 

1 End 
OJ000229_07 .0412. C12 . ol . tw Method 

1 End 

none Score 
1..156, 3. .230 



127 



OJ000229_07.0412.C7 
+ 

2360 

TBLASTX: Maize • 

1630 

302 



OJ000229_07.0412.C7 
+ 

2360 

TBLASTX: Wheat 

1690 

203 



OJ000229_07.0412.C7 
+ 

2360 

.TBLASTX: Wheat 
2344 
206 



OJ000229_07.0412.C12 
794 

AAT/NAP 

794 

493 



retroelement reverse transcriptase 



OJ000229_07.0412.C12 
794 

TBLASTX: Wheat 

230 

127 



Seq. No. 39963 Seq. ID 

Gene No. 82658 Strand 

Start • 1 End 

Name OJ00022 9_07 0412 . C12 . o2 . t s Method 

Start 1 15 End 

GI none Score 

Exons 15.. 254 



OJ000229_07 .0412.C12 
794 

TBLASTX : Soybean 

254 

180 



Seq. No. 39963 Seq. ID 

Gene No. 82658 Strand 

Start 1 End 

Name OJ000229 07 . 04 12 . C12 . ol . ts Method 



OJ000229_07.0412.C12 
794 

TBLASTX: Soybean 



39886 



Start 
GI 

Exons 

Seq. No. 

Gene „No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



315 
none 

315. .614, 316.. 393, 597, 



,698 



39964 
82659 
8347 

OJ000229_07.0412.C13.o3.np 

8341 

7484856 

8341. .8460, 8494. .8542, 8623., 
9772. .9970, 10117. .10473 
cellulase (EC 3.2.1.4) T21L14, 
gi | 2702268 | gb | AAB91971.il. 
[Arabidopsis thaliana] 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



698 
64 



OJ000229_07.0412.C13 
+ 



10473 
AAT/NAP 
10473 
816 



8906, 8988. .9429, 9558. .9656, 

7 - Arabidopsis thaliana 
[AC003033) putative glucanse 



39964 
82659 
8347 

OJ000229_07.0412.C13.o3.gs 

8347 

none 

8347. .8542, 8623. .8906, 8988, 
10117. .10446 



OJ000229_07.0412.C13 
+ 

10473 
GENSCAN 
10446 
. 93 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9422, 9538.. 9682, 9804.. 9970, 



Seq. No. 39964 Seq. ID 

Gene No. 82660 Strand ■ - 

Start 150 End 3623 

Name OJ000229_07 . 04 12 . C13 . ol . gp Method AAT/GAP 

Start 150 End 3623 

GI 18666_1.R1084 Score 2190 

Exons 150. .539, 629. .700, 787. .990, 1092. .1169, 1524. 

2285..2335, 2621. .2782, 3473. .3623 
GI Descrip. f 4 803927 /gb | AAD2 9800 . 1 | AC006264_8 6 

sequence receptor, alpha subunit (SSR-alpha) 

thaliana] T 



OJ000229 07.0412.C13 



1612, 

Oe-73 (AC006264) signal 
[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39964 Seq. ID OJ000229_07 . 0412 . C13 

82660 Strand 

150 End 3623 

OJ000229_07.0412.C13.ol.np Method AAT/NAP 

489 End 3518 

1174448 Score 518 

489. .539, 629. .700, 787. .990, 1092. .1169, 1524. .1612, 

2285. .2335, 2621. .2782, 3473. .3518 

TRANSLOCON-ASSOCIATED PROTEIN, ALPHA SUBUNIT PRECURSOR 
(TRAP-ALPHA) (SIGNAL SEQUENCE RECEPTOR ALPHA SUBUNIT) 
(SSR-ALPHA) gi | 547391 1 gb I AAA21820.il (L32016) alpha-subunit ; 
putative [Arabidopsis thaliana-] 



39964 
82660 
150 

OJ000229_07 .0412 .C13.ol.gs 

629 

none 



Seq. ID OJ000229_07.0412.C13 



Strand 
End 

Method 

End 

Score 



3623 
GENSCAN 
3545 
. 98 



629. .700, 787. .990, 1092. .1169, 1524. .1612, 2285. .2335, 



39887 



2621.. 2782, 3473.. 3545 



Seq. No. 39964 

Gene No. 82661 

Start 4033 

Name OJ000229_07 .0412. C13 . o2 

Start 4033 

GI 21438_1.R1084 ■ 

Exons 4033.. 4366, 4488.-4722, 

GI Descrip. 1 4 17 6420/dbj | BAA37167 | 2 
[Arabidopsis thaliana] 1 



Seq. ID OJ000229_07.0412.C13 
Strand 

End 7054 

gp Method AAT/GAP 

End 64 60 

Score 1505 
6192. . 6460 
Oe-11 (AB008097) cytochrome P450 



Seq. No. 39964 Seq. ID 

Gene No. 82661 Strand 

Start 4033 End 

Name OJ000229_07 . 04 12 . C13 . o2 . gs Method 

Start 4551 End 

GI none Score 

Exons 4551.. 4722, 6192.. 7039 



OJ000229_07.0412.C13 

7054 
GENSCAN 
7039 
.91 





Seq. No. 


39964 


Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82661 


Strand 






Start 


4033 


End 


7054 




Name 


OJ000229 07.0412.C13.o2.np 


Method 


AAT/NAP 




Start 


4551 


End 


7054 




GI 


4406819 


Score 


731 


r : i 


Exons 


4551. .4722, 6192. .7054 






S ; 


GI Descrip. 


(AC006201) unknown protein 


[Arabidopsis thaliana] 


Ly 


Seq. No. 


39964 


Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82661 


Strand 






Start 


4033 


End 


7054 




Name 


OJ000229 07.0412.C13.o3.gp 


Method 


AAT/GAP 




Start 


6699 


End 


6994 




GI 


uC-osflcyp006b06bl 


Score 


561 




Exons 


6699. .6994 








GI Descrip. 


? 4406819/gb|AAD20127| 8 . Oe- 


■13 (AC006201) unknown protein 






[Arabidopsis thaliana] 1 







Seq. No. 39964 
Gene No. 82662 
Start 11337 

Name OJ000229JD7 . 04 12 . C13 . o3 . tm 

Start 405 
GI none 

Exons 405.. 473, 408.. 506, 409.. 546, 

630. .710, 787. .996, 788. .997, 
1493. .1558, 1524. .1613, 1524. 
2277.. 2336, 2283.. 2387, 2622. 



OJ000229_07.0412.C13 
11654 

TBLASTX: Maize 

2784 

103 



Seq. ID 
Strand 
End 

Method 
End 
Score 

500. .541, 607. .705, 629. .700, 
811. .1032, 1092. .1181, 1093. .1170, 
.1613, 1525. .1614, 1588. .1614, 
.2783, 2622.. 2783, 2623.. 2784 



Seq. No. 39964 

Gene No. 82662 

Start 11337 ■ 

Name OJ000229_07 . 04 12 . C13 . o3 . ts 

Start 493 

GI none 
Exons 



Seq. ID OJ000229_07.0412.C13 
Strand 
End 

Method 
End 
Score 



11654 

TBLASTX: Soybean 

2783 

43 



493. .519, 493. .519, 629. .700, 633. .701, 787. .996, 791. .997, 



39888 








1092 1181. 


1093 


. . 1182, 


1503 . 


.1613, 1524. .1634, 2277. .2336, 






2622 .2783, 


2623 


. . 2721, 


2628 . 


. 2729 








. 39964 








■Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 








Strand 






Start 


11337 








End 


11654 




Name 


OJ000229 07 


.0412 


.C13.o2 


. tc 




TBLASTX • Crps<5 




O LCll L 


629 








End 


1580 




(IT 


none 








Score 


64 






629.. 700, 630.. 701, 787 


996, 


812 . . 997 


, 857 . . 1000, 1092. . 11' 






1093. .1161, 


1527 


. .1580 










Seq. No. 


39964 








Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 








Strand 






Start 


11337 








End 


11654 




Name 


OJ000229 07 


. 0412 


. C13 . o4 


. tc 


Method 


TBLASTX: Cress 




Start 


4554 ~~ 








End 


6442 




GI 


none 








Score 


124 




F.xon s 

J-J *\ \*s 1 1 O 


4554 4733 


6191 


. .6430, 


6191 . 


.6442, 6213. .6437 




Seq. No. 


39964 








Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 








Strand 






Start 


11337 








End 


11654 




Name 


OJ00022 9 07 


. 0412 


. C13 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


6184 _ 








End 


6613 




\3 J. 


none 








Score 


65 


ry 

"r ^ 


Exons 


6184 6456 


6191 


6613, 


6213 . 


.6578, 6245.-6595 


1=1 




39964 








Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 








Strand 






Start 


11337 








End 


11654 




Name 


OJ000229 07 


. 0412 


,C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6191 ~~ 








End 


6798 




GI 


none 








Score 


48 




Exon ^ 


6191 . . 6253, 


6213 


. . 6242, 


6224 . 


.6673, 6225..6S99, 6242.-6637, 






6669 6797, 


6680 


. .6796, 


6685 . 


.6798 






Seq. No. 


39964 








Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 








Strand 




n 


Start 


11337 








End 


11654 




Name 


OJ000229 07 


. 0412 


C13 o5 


. ts 


Method 


TBLASTX : Soybean 




Start 


6651 








End 


6976 




GI 


none 








Score 


178 




Exons 


6651. . 6872, 


6665 


. .6976 










Qpn No 


39964 








Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 








Strand 






Start 


11337 








End - 


11654 




Name 


OJ0002Z9 07 


.0412 


.C13.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


8365 








End 


9173 




GI 


none 








Score 


55 




Exons 


8365. .8439, 


8478 


. .8561, 


8479. 


.8553, 8607.. 8909, 8607 ...8789, 






8624. .8908, 


8982 


. .9173, 


8987. 


.9160 






Seq. No. ■ 


39964 








Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 








Strand 






Start 


11337 








End 


11654 



39889 




Name 


OJ000229 07. 


0412 . 


C13. o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


8365 ~ 








End 


9086 


GI 


none 








Score 


59 


Exons 


8365. .8421, 


8478 . 


. 8540, 


8479. 


.8553, 8605. .8715, 8607. .8909, 




8607. .8741', 


8621. 


.8908, 


8982. 


.9086, 8984. .9082 


Seq. No. 


39964 








Seq. ID 


OJ000229_07.0412.C13 


Gene No . 


82662 








Strand 




Start 


11337 








End 


11654 


Name 


OJ000229 07. 


0412 . 


C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8646 ~ 








End 


9167 


GI 


none 








Score 


62 


Exons 


8646. . 8702, 


8699. 


.8908, 


8700. 


.8909, 8982. .9167, 8984. .9160 


Seq. No. 


39964 








Seq. ID 


OJ000229_07.0412.C13 


Gene No . 


82662 








Strand 




Start 


11337 








End 


11654 


Name 


OJ000229 07. 


0412. 


C13.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


9177 








End 


10439 


GI 


none 








Score 


216 


Exons 


9177. .9356, 


9182. 


.9349, 


9357. 


.9425, 9374. .9424, 9535.-9666, 




9612. .9677, 


9796. 


.9966, 


9806. 


.9970, 10093. .10239, 10116. .10; 




10239. . 104 39, 10240. .10377 






Sea No 


39964 








Seq. ID 


OJ000229_07.0412.C13 


Gene No . 


82662 








Strand 




Start 


• 11337 








End 


11654 


Name 


OJ000229 07. 


0412. 


C13.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


9216 








End 


10466 


GI 


none 








Score 


168 


Exons 


9216. .9356, 


9236. 


.9355, 


9357. 


.9425, 9365. .9424, 9535.-9684, 




9537. .9683, 


9796. 


.9966, 


9803. 


.9970, 9827..9988, 10089. . 104 6i 




10093. . 10377 












Seq. No. 


39964 








Seq. ID 


OJ000229_07.0412.C13 


Gene No . 


82662 








Strand 




Start 


11337 








End 


11654 


Name 


OJO'00229 07. 


0412. 


C13.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


9330 








End 


10439 


GI 


none 








Score 


81 


Exons 


9330. .9425, 


9508. 


.9564, 


9610. 


.9666, 9612. .9677, 9796. .9984, 




9803. .9970, 


10114 


. .10239 


i, 10116.. 10235 


, 10239. .10439, 




10240. .10377 












Seq. No. 


39964 








Seq. ID 


OJ000229_07.0412.C13 


Gene No. 


82662 








Strand 




Start 


11337 








End 


11654 


Name 


OJ000229 07. 


0412. 


C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9812 








End 


10368 


GI 


none 








Score 


104 


Exons 


9812. .9985, 


9833. 


.9973, 


10114 


. .10224, 


10131. .10217, 




10242. .10367, 1024 3. .10368 






Seq. No. 


39964 








Seq. ID 


OJ000229__07.0412.C13 


Gene No. 


82662 








Strand 




Start 


11337 








End 


11654 


Name 


OJ000229 07. 


0412. 


C13.o5. 


tm 


Method 


TBLASTX: Maize 



39890 






Start 


11325 




End 


11543 




GI 


none * 




Score 


204 




Exons 


11325. . 11543, T1347 . . 


11541 








Seq. No. 


39964 




Seq. ID 


OJ000229_07 . 0412 . C13 




Gene No. 


82662 




Strand 






Start 


11337 : 




End 


11654 




Name 


OJ000229 07.0412.C13. 


o4 . gs 


Method 


GENSCAN 




Start 


11337 ~~ 




End 


11654 




GI 


none 




Score 


. 95 




Exons 


11337 . . 11654 










Seq. No. 


39964 




■Seq. ID 


OJ000229_07 . 0412.C13 




Gene No. 


82662 




Strand 






Start 


11337 




End 


11654 




Name 


OJ000229 07.0412.C13. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


11346 ~ 




End 


11573 




GI 


none 




Score 


149 




Exons 


11346. . 11573, 11407 . . 


11568 








Seq. No. 


39964 




Seq. ID 


OJ000229_07.0412.C13 




Gene No. 


82662 




Strand 






Start 


11337 




End 


11654 




Name 


OJ000229 07.. 0412 .C13. 


06 . t s 


Method 


TBLASTX : Soybean 


% 


Start 


11358 "~ 




End 


11564 w " ~ 


r rk 


GI 


none 




Score 


167 




Exons 


11358 11564, 11389 


11547 








Seq. No. 


39965 




Seq. ID 


OJ000229_07.0412.C15 


lU 


Gene No . 


82663 




Strand 


+ 


:.■? 


Start 


1 




End 


1946 


i y 


Name 


OJ000229 07.0412.C15. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1946 


r 


GI 


3668086 




Score 


341 




Exons 


1...29, 318. .410, 697. 


.789, 


886. .926, 1092. .1189, 1341. .1420, 






1812. .1946 








la 
■ 


GI Descrip. 


(AC004 667) unknown protein 


[Arabidopsis 


; thaliana] 


^ s? 


Seq. No. 


39966 




Seq. ID 


OJ000229_07.0412.C17 




Gene No. 


82664 




Strand 


+ 




Start 


1 




End 


1867 




Name 


OJ000229 07.0412.C17. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1867 




GI 


6069646 




Score 


807 




Exons 


1..27, 210. .602, 885. 


.1867 








GI Descrip. 


(AP000616) similar to 


> putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

. Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 39966 Seq. ID OJ000229_07 . 04 12 . C17 

Gene No. 82664 Strand + 

Start 1 - End 1867 

Name OJ000229_07 . 04 12 . C17 . ol . gs Method GENSCAN 

Start 82 End 668 

GI none Score .89 



39891 



# • 



Exons 


82. .194, 255. .668 








Seq. No. 


39966 




Seq. ID 


OJ000229J37 . 0412 . C17 


Gene No. - 


82665 




Strand 


+ 


Start 


1802 




End 


9075 


Name 


OJ000229 07.0412.C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


206 




End 


821 


GI 


none 




Score 


127 


Exons 


206. .295, 210. .350, 366 


. .821, 


368. .820 




Seq. No. 


39966 




Seq. ID 


OJ000229_07.0412.C17 


Gene No. 


82665 




Strand 


+ 


Start 


1802 




End 


9075 


Name 


OJ000229 07.0412.C17.o8 


. tw 


Method 


TBLASTX: Wheat 


Start 


459 




End 


899 


GI 


none 




Score 


182 


Exons 


459. .758, 464. .649, 770 


. .895, 


771. .899 




Seq. No. 


39966 




Seq. ID 


OJ000229_07.0412.C17 


Gene No. 


82665 




Strand 


+ 


Start 


1802 




End 


9075 


Name 


OJ000229 07.0412.C17.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


833 




End 


1196 


GI 


none 




Score 


213 


Exons 


833. .1093, 834. .1106, 1113. .1196 




Seq. No. 


39966 




Seq. ID 


OJ000229_07.0412.C17 


Gene No. 


82665 




Strand 


+ 


Start 


1802 




End 


9075 


Name 


OJ000229 07.0412.C17.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


1293 




End 


1840 


GI 


none 




Score 


96 


Exons 


1293. .1382, 1392. .1415, 


1417. 


.1539, 1418. .1642, 1634. .1840, 




1652. .1771 








Seq. No. 


39966 




Seq. ID 


OJ000229' 07.0412.C17 


Gene No. 


82665 




Strand 


+ 


Start 


1802 




End 


9075 


Name 


OJ000229 07.0412.C17.o2 


.gs 


Method 


GENSCAN 


Start 


1802 




End 


9061 


GI 


none 




Score 


. 63 


Exons 


1802. .1849, 2249. .2528, 


2665. 


.2874, 3205. .3277, 3711. .6528, 




6664..7647, 7707. .9061 








Seq. No. 


39966 




Seq. ID 


OJ000229_07.0412.C17 


Gene No. 


82665 




Strand 


+ 


Start 


1802^ 




End 


9075 


Name 


OJ000229 07.0412.C17.ol, 


..gp 


Method 


AAT/GAP 


Start 


3283 




End 


3587 


GI 


5816559 




Score 


457 


Exons 


3283. .3587 









GI Descrip. 4 680178/gb | AF111709 . 1 | AF111709 1.0e-108 Oryza sativa subsp." 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

Seq. No. 39966 Seq. ID OJ000229_07 . 04 12 . C17 

Gene No. 82665 Strand + 



39892 




Start 1802 End 9075 

Name OJ000229_07 . 04 12 . C17 . o2 . np Method AAT/NAP 

Start 3715 p- End ' 9075 

GI 5922631 Score 5559 

Exons 3715. .3839, 4098. .4345, 4595. .4804, 4850. .5414, 5457. .5605, 

5732..66S5, 7262. .9075 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi | 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 39966 Seq. ID 

Gene No. 82665 Strand 

Start 1802 End 

Name OJ000229_07 . 0412 . C17 . 06 . tw Method 

Start 5019 End 

GI none Score 

Exons 5019.. 5288, 5020.. 5421 



OJ000229_07.0412.C17 
+ 

9075 

TBLASTX: Wheat 

5421 

294' 



Seq. No. 39966 Seq. ID 

Gene No. 82665 Strand 

Start 1802 End 

Name OJ000229_07 .0412. C17 . ol . tw Method 

Start 5995 End 

GI none Score 

Exons ' 5995.. 6177, 6058.. 6171, 6216.. 6452, 
6564. .6788. 



OJ000229_07.0412.C17 
+ 

9075 

TBLASTX: Wheat 
6792 
150 

6220.. 6450, 6499.. 6792, 



Seq. No. 


39966 








Seq. ID 


OJ000229_07.0412, 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


.0412. 


.C17.o8, 


.tm 


Method 


TBLASTX: Maize 




Start 


6303 








End 


6450 




GI 


none 








Score 


182 




Exons 


6303. .6449, 


6304, 


. .6450 










Seq. No. 


39966 








Seq. ID 


OJ000229JD7.0412, 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


.0412, 


.C17.o3, 


. ts 


Method 


TBLASTX: Soybean 




Start 


6712 








End 


7077 




GI 


none 








Score 


138 




Exons 


6712. .6936, 


6943, 


. .7077 










Seq. No„. 


39966 








Seq. ID 


OJ000229_07.0412. 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


.0412. 


X17.o7. 


,tw 


Method 


TBLASTX: Wheat 




Start 


6793 








End 


7026 




GI 


none 








Score 


279 




Exons 


6793. .7026, 


6813. 


. .7025, 


6814 . 


.7026 






Seq. No. 


39966 








Seq. ID 


OJ000229_07.0412. 


.C17 


Gene No. 


82665 








Strand 


+ 





39893 




Start 


1802 








End 


9075 




Nam© 


OJ000229 07 


. 0412 . 


C17 ,o3 . 


tm 


Method. 


TBLASTX: Maize 




Start 


6802 ~~ 








End 


7158 




GI 


none 








Score 


372 




Eyohs 


6802. .7158, 


6843. 


.7148 










Seq. No. 


39966 








Seq. ID 


OJ000229_07.0412 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJO00229 07, 


.0412 . 


C17 .o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7027 ~ 








End 


7446 




GI 


none 








Score 


468 




Exons 


7027 . . 7446, 


7027 . 


. 7242, 


7029. 


.7445 






Seq. No. 


39966 








Seq. ID 


OJ000229JD7.0412 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07, 


. 0412 . 


C17 .ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


7291 ~ 








End 


7695 




GI 


none 








Score 


318 




Exons 


7291 . .7695, 


7338 . 


. 7481, 


7518 . 


.7688 






Qpn No 


39966 








Seq. ID 


OJ000229_07.0412 


-C17 


Gene No. 


82665 








Strand 


+ . 




Start 


1802 








End 


9075 




Name 


OJ000229 07, 


. 0412 . 


C17 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


7390 _ 








End 


7832 




GI 


none 








Score 


264 




V von ^ 


7390 7644 


7414 . 


.7590, 


7422 . 


.7643, 7665. .7796, 7706. .7795, 




7806 7832 














Seq. No. 


39966 








Seq. ID 


OJ000229_07.0412 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


. 0412 . 


C17 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7491 ~~ 








End 


7919 




GI 


none ■ 








Score 


205 




Exons 


7491 . .7676, 


7492 . 


.7710, 


7 6 9 8\ 


.7919, 7706.. 7762 




Seq. No. 


39966 








Seq. ID 


OJ000229JD7.0412 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07, 


. 0412 . 


C17 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


7947 ~~ 








End 


8335 




GI 


none 








Score 


88 




Exons 


7947 8051, 


7955 . 


.8335, 


8091. 


.8333 






'Seq. No. 


39966 








Seq. ID 


OJ000229_07.0412 


.CI 7 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


.0412. 


C17 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start . 


7956 








End 


8378 




GI 


none 








Score 


417 




Exons 


7956. .8378, 


.7964. 


.8368 










Seq. No. 


39966 








Seq. ID 


OJ000229_07.0412 


.C17 


Gene No. 


82665 








Strand 


+ 





39894 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


.0412 


.C17 ,o7 


. tm 


Method 


TBLASTX: Maize 




Start 


8009 








End 


8282 




GI 


none 








Score 


126 




Exons 


8009. .8179, 


8010 


. .8180, 


8184 . . 


8282, 8216.. 8281 




Seq. No. ■ 


39966 








Seq. ID 


OJ000229_07 . 0412 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


.0412 


.C17.o9 


. tw 


Method 


TBLASTX: Wheat 




Start 


8394 








End 


8693 




GI 


none 








Score 


134 




Exons 


8394. .8528, 


8553 


. .8693 










Seq. No. 


39966 








Seq. ID 


OJ000229_07.0412 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End 


9075 




Name 


OJ000229 07 


. 0412 


.C17.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8690 








End 


9053 




GI 


none 








Score 


449 




Exons 


8690. .9001, 


8691 


. . 9014, 


8711. . 


9025, 9005.. 9052, 9006.. 9053 


Seq. No. 


39966 








Seq. ID 


OJ000229 07.0412 


.C17 


Gene No. 


82665 








Strand 


+ 




Start 


1802 








End* 


9075 




Name 


OJ000229 07 


. 0412 


.C17 .o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


8696 








End 


9074 




GI 


none 








Score 


403 




Exons 


8696. . 9007, 


8697 


. . 9074, 


8898. . 


9071, 9038.. 9073 




Seq. No. 


39967 








Seq. ID 


OJ000229_07.0412 


.C18 


Gene No. 


82666 








Strand 






Start 


1 








End 


715 




Name 


OJ000229 07 


.0412 


.C18.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


715 




GI 


5902447 








Score 


899 . 




Exons 


1. .715 














GI Descrip. 


-(AB030283) 


orf4 


[Oryza 


sativa] 








Seq. No. 


39967 








Seq. ID 


OJ000229_07.0412 


.C18 


Gene No. 


82666 








Strand 






Start 


1 








End 


715 




Name 


OJ000229 07 


.0412 


.C18.ol 


. QS 


Method 


GENSCAN 




Start 


27 








End 


591 




GI 


none . 








Score 


.89 




Exons 


27. .358, 441. .591 










Seq. No. 


39967 








Seq. ID 


OJ000229J37.0412 


.CI 8 


Gene No. 


82667 








Strand 






Start 


805 








End 


885 




Name 


OJ000229 07 


.0412 


.C18.o2 


.np 


Method 


AAT/NAP 




Start 


805 








End 


885 




GI 


5902448 








Score 


137 




Exons 


805. .885 














GI Descrip. 


(AB030283) 


orf3 


[Oryza 


sativa] 








Seq. No. 


39968 








Seq. ID 


OJ000229JD7.0412 


.C19 



39895 






Gene No. 


82668 








Strand 


+ 




Start 


103 








End 


441 




Name 


OJ000229 07 


. 0412 


.C19.ol 




Method 


GENSCAN 




Start "' 


103 ~~ 








End 


441 




GI 


none 








Score 


. 83 




Exons 


103 . .441 














Seq. No. 


39968 








Seq. ID 


OJ000229_07.0412.C19 




Gene No. 


82669 








Strand 


+ 




Start 


1695 








End 


3033 




Name 


OJ000229 07 


.0412 


.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1653 








End 


3033 




GI 


6978915 








Score 


354 




Exons 


1653. . 1818, 


2558 


. .2614, 


2699. 


.2789, 2895.. 3033 




GI Descrip. 


(AC021665) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


39968 








Seq. ID 


OJ000229_07.0412.C19 




Gene No. 


82669 








Strand 


+ 




Start 


1695 








End 


3033 




Name 


OJ000229 07 


. 0412 


. C19 . ol 


. t s 


Method 


TBLASTX: Soybean 




Start 


1694 ~ 








End 


2949 




GI 


none 








Score 


127 




Exons 


1694 . . 1789, 


1698 


. .1820, 


1698. 


.1820, 2554.. 2613, 2556. .2618, 


r "i 




2557 . .2622, 


2698 


. .2817, 


2698. 


.2772, 2706. .2801, 2905. .2949 


% J 


Seq. No. 


39968 








Seq. ID 


OJ000229_07.0412.C19 




Gene No. 


82669 








Strand 


+ 




Start 


1695 








End 


3033 


f *= 


Name 


OJ000229 07 


.0412 


.C19.o2 


.gs 


Method 


GENSCAN 




Start 


1695 ~~ 








End 


1818 




GI 


none 








Score 


.48 


i LJ 


Exons 


1695 . .1818 














Seq. No. 


39968 








Seq. ID 


OJ000229_07.0412.C19 


f n 


Gene No. 


82669 








Strand 


+ 




Start 


1695 








End 


3033 




Name 


OJ000229 ' 07 


.0412 


.C19.ol 


tm 


Method 


TBLASTX: Maize 


? r 


Start 


1706 ~ 








End 


3033 




GI 


none 








Score 


110 




Exons 


1706. . 1783, 


1710 


. .1820, 


1710. 


.1820, 2556.. 2606, 2556. .2615, 


« s5 




2557. .2622, 


2676 


. .2783, 


2688. 


.2789, 2698. .2787, 2905. .3033 




Seq. No. 


39968 








Seq. ID 


OJ000229 07.0412.C19 




Gene No. 


82669 








Strand 


+ 




Start 


1695 








End 


3033 




Name 


OJ000229 07 


.0412 


.C19.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


2693 — 








End 


3033 




GI 


none 








Score 


141 




Exons 


2693 . . 2785, 


2694 


. .2789, 


2695. 


.2787, 2904.. 3032, 2905. .3033 




Seq. No. 


39969 








Seq. ID 


OJ000229_07.0412.C20 




Gene No. 


82670 








Strand 


+ 




Start 


1 








End 


1589 




Name 


OJ000229 07 


.0412 


,C20.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1580 




GI 


4803931 








Score 


249 




Exons 


1..67, 290. 


.382, 


470. . 603, 1520. . 1580 





39896 




GI Descrip. 


(AC006264) 


unknown protein - [Arabidopsis thaliana] 


Seq. No. 


39969 






Seq. ID 


OJ000229_07 .0412. C20 


Gene No. 


82670 






Strand 


+ 


Start 


1 






End 


1589 


Name 


OJ000229 07 


.0412.C20.ol. 


gs 


Method 


GEN SCAN 


Start 


290 






End 


1589 


GI 


none 






Score 


. 99 


Exons 


290. .382, 470. .587, 1465 


.. .1589 




Seq. No. 


39969 






Seq. ID 


OJ000229 07.0412.C20 


Gene No. 


82671 






Strand 


+ 


Start 


3712 






End 


6240 


Name 


OJ000229 07 


.0412.C20.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


287 






End 


583 


GI 


none 






Score 


147 


Exons 


287. .382, 2 


87. .382, 289. 


. 384, 


289 . .384 


, 449. . 583, 467 . . 565, 




468. .572 










Seq. No. 


39969 






Seq. ID 


OJ000229_07.0412.C20 


Gene No. 


82671 






Strand 


+ 


Start 


3712 






End 


6240 


Name 


OJ000229 07 


.0412.C20.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


314 






End 


571 


GI 


none 






Score 


96 


Exons 


314. .382, 314. .382, 316. 


. 384, 


449. .571 




Seq. No. 


39969 






Seq. ID 


OJ000229_07 . 0412 . C20 


Gene No. 


82671 






Strand 


+ 


Start 


3712 






End 


6240 


Name 


OJ000229 07 


.0412.C20.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


14 53 






End 


1754 


GI 


none 






Score 


187 


Exons 


1453. . 1590, 


1467. .1589, 


1469. 


.1600, 1469. .1603, 1677. .1754, 




1681. . 1737 










Seq. No. 


39969 






Seq. ID 


OJ000229 07.0412.C20 


Gene No. 


82671 






Strand 


+ 


Start 


3712 






End 


6240 


Name 


OJ000229 07 


.0412.C20.o2. 


gs 


Method 


GENSCAN 


Start 


3712 






End 


5411 


GI 


none 






Score 


.74 


Exons 


3712. .3825, 


3897. .3984, 


4053. 


.4233, 4490. .4580, 4960. .5058, 




5331. .5411 










Seq. No. 


39969 






Seq. ID 


OJ00022 9_07 .0412..C20 


Gene No. 


82671 






Strand.- ■ 


+ 


Start 


3712 






End 


6240 


Name 


OJ000229 07 


.0412.C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3742 






End 


6240 


GI 


none 






Score 


103 


Exons 


3742. .3831, 


3744 . .3830, 


3894 . 


.3983, 3897.. 3983, 4046.. 4231, 




4054. .4242, 


4055. .4234, 


4490. 


.4585, 4491. .4580, 4493. .4585, 




4832. .4864, 


4841. .4885, 


4960. 


.5001, 4960.. 5004, 4986.. 5066, 




4993. .5061, 


5070. .5087, 


6085. 


.6126, 6108. .6230, 6112.. 6228, 




6121. .6240 











39897 



Seq. No. 39969 

Gene No. 82671 

Start 3712 

Name OJ000229_07 . 04 12 . C20 . ol . ts 

Start 3939 

GI none 
Exons 



Seq. ID OJ000229_07.0412.C20 

Strand + 

End 6240 - . 

Method TBLASTX : Soybean 

End 6230 

Score 64 



3939. .3980, 4046. .4234, 4497. .4580, 4514. .4585, 4956. .5060, 
4963. .5061, 6085. .6228, 6093. .6230 



in 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39970 
82672 
264 

OJ000229JD7 . 04 12 . C21 . ol . tm 

264 

none 

264. .353, 265. .357, 280. .360, 
603. .737, 635. .742, 671. .757 

39971 
82673 
2635 

OJ00022 9_07 .0412. C23 . ol . gp 
2635 

73337_1.R1084 
2635.. 3359 



OJ000229_07.0412.C21 
757 

TBLASTX : Maize 

757 

138 



Seq. ID 
Strand 
End 

Method 
End 
Score 

425.-484, 428. .484, 429. .485, 



Seq. ID OJ000229_07.0412.C23 
Strand 

End 4007 

Method AAT/GAP 

End 3359 

•Score 1308 



•3831443 -5. 0e-10 (AC005819) putative auxin-regulated protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39971 Seq. ID 

82673 Strand 
2635 End 
OJ000229_07 . 04 12 . C23 . ol . np Method 
2771 End 
3831443 Score 
2771. .2830, 2864. .3126, 3944. .4007 

(AC005819) putative auxin-regulated protein [Arabidopsis 
thaliana] * 



OJ000229_07.0412.C23 

4007 
AAT/NAP 
4007 
181 



Seq. No. 39971 Seq. ID 

Gene No. 82673 Strand 

Start 2635 End 

Name OJ000229_07 . 0412 . C23 . ol . tm Method 

Start 2885 End 

GI none Score 

Exons 2885.. 3031, 2910.. 3188, 3104.. 3199 



OJ000229_07.0412.C23 
4007 

TBLASTX: Maize 

3199 

131 



Seq. No. 39972 Seq. ID 

Gene No. 82674 Strand 

Start 544 End 

Name OJ00022 9_07 . 04 12 . C24 . ol . gs Method 

Start 54 4 End 

GI none Score 

Exons 544.. 662, 1448. .1532 - 



OJ000229__07.0412.C24 
+ 

1532 
GENSCAN 
1532 
.69 



Seq. No. 
Gene No, 
Start 



39973 
82675 
342 



Seq. ID 

Strand 

End 



OJ000229_07.0412.C25 
517 



39898 




Name 


ujuuuz^y u / . u h. Ld. . o . 01 . gs 


Method 


bblNbbACsl 


btart 




Lna 


Dl / 


bl 


none 


Score 


. D D 


Exons 


■D /I O OQC yl CO R T *7 

jftz. . j y o , *i Dz . .Di/ 






beq - wo . 


jyy / ft 


Seq. ID 


OJ000229_07.0412.C26 


bene ino . 


82676 


Strand 


+ 


Start 


1 


End 


4919 


Name 


OJ000229 07.0412.C26.ol.gp 


Method 


AAT/GAP 


otart 


1 


End 


2059 


C T 

bl 


17876 1.R1084 


Score 


1910 


Exons 


1..146, 600. .716, 1021. .1097, 


1193.. 1237, 1362. .2059 


bi uescrip. 


? 5091616/gb|AAD39604.1|AC007454 3 l.Oe- 


-52 (AC007454) F23M19.3 




[Arabidopsis thaliana] 1 






Seq. No. 


39974 


Seq. ID 


OJ000229_07.0412.C26 


Gene No. 


82676 


Strand 


+ 


Start 


1 


End 


4919 


Name 


OJ000229 07.0412.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3744 


GI 


5091616 


Score 


329 



Exons 1..146, 600. .726, 1031. .1097, 1193. .1237, 1362. .1700, 3721. .3744 

GI Descrip. (AC007454) F23M19.3 [Arabidopsis thaliana] 



beq. no. 


o y y / h 






Seq. ID 


OJ000229_ 


_07 


0412 


.C26 


Gene No . 


o Z b / o 






Strand 


+ 










i 






End 


.4919 








Name 


OJ000229 07 


.0412 


C26.ol.gs 


Method 


GENSCAN 








Start 


1048 






End 


4919 








GI 


none 






Score 


.79 








Exons 


1048. .1097, 


1362 


.1838, 2203. 


.2487, 2514. .2673, 


3129. .3213, 




3258. .3388, 


4028 


.4170, 4718. 


.4919 










Seq. No. 


39974 






Seq. ID 


OJ000229_ 


_07 


0412 


.C26 


Gene No. 


82677 






Strand 


+. 








Start 


5290 






End 


5691 








Name 


OJ000229 07 


.0412 


C26.o4.gp . 


Method ' 


AAT/GAP 








Start 


5233 






End 


5586 * ' 








GI 


2428262 






Score 


659 








Exons 


5233. .5586 
















Seq. No. 


39974 






Seq. ID 


OJ000229 


_07 


0412 


.C26 


Gene No. 


82677 






Strand 


+ 








Start 


5290 






End 


5691 








Name 


OJ000229 07 


.0412 


C26.o2.gs 


Method 


GENSCAN 








Start 


5290 






End 


5691 








GI 


none 






Score 


.54 








Exons 


5290. .5691 
















Seq. No. 


39974 






Seq. ID 


OJ000229_ 


_07 


0412 


.C26 


Gene No. 


82678 






Strand 


+ 








Start 


7857 






End 


9881 








Name 


OJ000229 07 


.0412 


C26.o2.np 


Method 


AAT/NAP 








Start 


7833 






End 


9881 








GI 


6721098 






Score 


688 








Exons 


7833. .8269, 


8300 


.8632, 9831. 


.9881 










GI Descrip. 


(AC007396) 


T4012. 


3 [Arabidopsis thaliana] 









39899 






Seq. No. 


39974 






Seq. . ID 


OJ000229_07.0412.C26 




UCUc INO . 


ozo / o 






DUX dilU 


i 




OlalL 


7 ft ^7 

foot 








Qft ft 1 




Name 


niooo99Q 07 0419 
uj uuuzzy U / 


no a r, ^ 


. gs 


ixiex-noa 


P M Q P Zi M 




Of 3 

OLGIL 


7 ft ^7 ~~ 






Hi 1 1U 






PT 


none 






■ Score 


fift 
. DO 




Exons 


7ft c 17 ftfi^9 Q99Q 


. . ^ j ji 










Seq. No. 


39974 






Seq. ID. 


OJ000229_07.0412.C26 




Gene No. 


82679 






Strand 


+ 




Q+- n r-+- 


j j. j 








1 9Q6? 




Name 


o.tooo99Q 07 04 1 9 


P9 n*3 


. np 


l v ic Uf 1UU 


aat /MAP 




C ■(- 2 

otait 


It Jl" 












P T 


SQ094 4 ft 






Score 


7 4^ 




Exons 


1 9 SI Q 1 ?Qfi^ 














(Z\RO'309ft^ nrf^ 


r Or\/7a 
I w jl y Z/Ct 


OdLlVQ J 








Seq. No. 


39974 






Seq. ID 


OJ000229_07.0412.C26 




UCllc INvJ • 


ft967Q 






C f- y~ -5 -p. /-J 


+ 




JLalt 














Name 


PiT00099Q 07 0419 




. gs 


i v ie inou 








i 9 m Q 








1 9Q1 0 




p t 


none 






Score 


QQ 


^ ST 

r rs 


Exons 


i oci q 1 9 Q 1 n 












oeq. in o . 


39974 






Seq. ID 


O.T00099Q 07 041 9 P96 


| LJ: 
r ~: 


Gene No. 


82680 






Strand 






Start 


2179 






End 


2922 


: : 5 


Name 


OJ000229 07.0412 


.C26.o3 


.gp 


Method 


zx nT 1 /pa p 




Of 2 v+- 


2179 






End 


9 Q9 9 


f y 


PT 


6547 1.R1084 






Score 


7 ft ^ 




Exons 


2179.. 2364, 2577 


. .2922 








= 


ui uescrip . 


■5257255/dbj IAP000364.1 


IAP000364 4.0e- 


d £. vjiryza. Saiivd genomic 






DNA, chromosome 


8, clone: P0026F07' 






in o . 


39974 






Seq. . ID 


OJ000229_07.0412.C26. 




Gene No. 


82681 






Strand 




O 


Start 


10161 






End 


10508 




IN Clillt; 


OJ000229 07.0412 


.C26.o3 


,tm 


Method 


TBLASTX: Maize 






2661 






End 


2927 




PT 


none 






Score 


111 




Exons 


2661.. 2792, 2667 


. .2708, 


2673. . 


2771, 2714.. 2776, 2730.. 2831, 






2772. .2807, 2796 


. .2861, 


2808. . 


2861, 2808. .2834, 2850. .2924, 






2886. .2927 












Seq. No. 


39974 






Seq. ID 


OJ000229_07.0412.C26 




P o n o M /-s 


82681 






Strand 








10161 






End 


10508 




Name 


OJ000229 07.0412 


.C26.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5415 






End 


5598 




GI 


none 






Score 


259 




Exons 


5415.. 5543, 5416 


. .5598 










Seq. No. 


39974 






Seq. ID 


OJ000229_07.0412.C26 




Gene No. 


82681 






Strand 






Start 


10161 






End 


10508 



39900 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000229_07, 

5416 

none 

5416. .5535, 

39974 
82681 
10161 

OJ000229_07, 

5425 

none 

5425. .5520, 



0412.C26.ol.tw 



5422. .5517, 5478. 



0412.C26.o2.ts 



5530.. 5598, 5668, 



Method TBLASTX : Wheat 

End 5586 

Score 176 
.5534, 5512. .5586 

Seq. ID OJ000229_07.0412.C26 
Strand 

End 10508 

Method TBLASTX : Soybean 

End 5691 

Score 113 
.5691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39974 
82681 
10161 

OJ000229_07. 

7869 

none 

7869. .8183, 
8433. .8591, 



0412.C26.ol.ts 



7886. .8179, 8214. 
8453. .8590 



Seq. ID OJ000229_07.0412.C26 
Strand 

End 10508 

Method TBLASTX : Soybean 

End 8591 

Score 400 

.8264, 8321. .8365, 8322. .8381, 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39974 
82681 
10161 

OJ000229_07. 

7878 

none 

7878. .8084, 

39974 
82681 
10161 

OJ000229_07, 

7886 

none 

7886. .8185, 
8438. .8584 



0412.C26.ol.tm 



Seq. ID OJ000229_07.0412.C26 
Strand 

End 10508 

Method TBLASTX: Maize 

End 8162 

Score 247 



7880. .8068, 8079. .8162, 8084. .8161 

Seq. ID OJ000229_07.0412.C26 
Strand 

End 10508 

04 12 . C2 6 . ol . tc Method TBLASTX : Cress 

End 8585 

Score 387 
7887. .8183, 8214. .8264, 8322.. 8381, 8433. .8585, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39974 
82681 
10161 

OJ000229_07. 

7922 

none 

7922. .7945, 
8121. .8183, 



0412.C26.o4.tw 



7923. .7946, 8040. 
8214. .8258, 8337. 



Seq. ID OJ000229_07.0412.C26 
Strand 

End 10508 

Method TBLASTX : Wheat 

End 8381 

Score 47 

.8117, 8042. .8140, 8117. .8179, 
.8381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39974 
82681 
10161 

OJ000229_07, 

84 33 

none 

8433... 8585, 



0412.C26.o2.tw 



8438. .8587, 9770, 



Seq. ID OJ000229_07.0412.C26 
Strand 

End 10508 

Method TBLASTX : Wheat 

End 9823 

Score 221 
.9823 



Seq. No. 



39974 



Seq. ID OJ000229 07.0412.C26 



39901 



Gene No. 


82681 






Strand 






i oi £i 

1U1D1 






rjna 


1 ACflR 


Name 


pitooo99q~ 07 0/ii9 
ujuuuzzy u/.U4iz 


P 9 £ r\A 


. till 


Method 


1 O J_ir\p.l A . i v ia 1 z e 


r* 4- — —4- 

btart 


O 41 JJ 






tjna 


Q R ft 9 '*'-* ' 


p t 


none 






Score 


9 0 0 
Z.UU 


TP \r /->. cr 




ft Sft 1 








Seq. No.- 


'39974 






Seq. ID 


OJ000229__07.0412 


Gene No. 


82681 






Strand 






i oi £i 






Hi 1 1 Li 


1 0 ROft 

1UJUO 


Name 




P9 £ ^ A 

. D . 0*i 


. gs 


J\A /~\ 4- V"» /-\ 




o tar u 


i oi £i 






IT-nH 

Hjnci 


1 0 R0 ft 


P T 


none 






Score 


A 1 


IT 1 v /-\ o 


i ni si i o^oft 










Seq. No. 


39974 






Seq. ID 


OJ000229_07.0412 


Gene No. 


82682 






Strand 






1 9fi?Q 

X 6. D J -7 






EjI ILi. 


1 9Q9 Q 

JL Z? C ZJ 1 


Name 


niooo99Q 07 0di9 






I v lc LIlvJU 


TRT A^TY • Whea^ f 

1 DLftO IA . VVilCd L 


otart 


x6. coy 








1 9 Q9 Q 

i £ y z y 


PT 


none 






Score 


911 
z l i 


Exons 


1 9 £^ Q 1 9 Q9 Q 










oeq . ino . 


o y y / o 






oeq. iu 


PiT00099Q 07 0/11 9 


Gene No. 


82683 






Strand 


+ _ 


Start 


76 






End 


537 


Name 


ptooo99g 07 n/i i o 
ujuuuz^y u / . U4ii 


P9 7 1 

. / . Ol 


.np 


Method 


7V 7\ T /MAD 


btart 


1 o 






End 


R *5 A 


r~> t 


o y 4 4 d 






Score 


DO H 


Exons 












GI Descrip. 


t u ju^o j j orro 


Lury za 


sativa] 




Seq. No. 


39975 






Seq. ID 


OJ000229_07.0412 


Gene No. 


82683 






Strand 


+ 


o t art 


7 £ 






End 


R^7 


Name 


07000990 07 0/119 


P9 7 r>> 1 


.gs 


Method 


P TT M Q P Zi M 


o t art 


o y 






End 


R "^7 


PT 


none 






Score 


£ft 
. DO 




ft Q 










Seq. No. 


39975 






Seq. ID 


OJ000229_07.0412 


Gene No. 


82684 






Strand 




OLdl L 


ft Sd 






End 


1 Oft 
± yj o o 


Name 


PiT00099Q 07 0419 


P9 7 r\0 


.gs 


Method 


P TT NT Q P Zi M 


Of 3r f 

ot art 








End 


IUjO 




none 






Score 


i 

X 


Exons 


Q^A 1 n"5Q 










Oct]. IN O . 


o y y / o 






Seq. ID 


PiT00099Q 07 0419 


VJ wl J.^ Li » 


82684 






Strand 




Start 


854 






End 


1086 


Name 


OJ000229 07.0412 


.C27.o2 


.np 


Method 


AAT/NAP 


Start 


857 






End 


1086 


GI 


5902445 






Score 


393 


Exons 


857. . 1086 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 



39902 




Seq. No. 


39975 


Seq. ID 


OJ000229_07 .0412.C27 


Gene No. 


82684 


Strand 




0 4-—. -v 4- 

btar t 


854 


End 


lUo O 


Name 


OJ000229 07.0412.C27.6l.tm 


Method 


l dLAo i x : Ma i z e 


Start 


905 


End 


i no >l 
lUo 4 


bl 


none 


Score 




Exons 


905.. 1006, 906.. 1007, 986.. 1084, 987.. 


i n *3 *7 
1U j / 


beq. no. 


39976 


Seq. ID 


ujuuuzzy u/.U4iz.Czy 


Gene No . 


82685 


Strand 




Start 


1 


End 


756 


Name 


OJ000229 07.0412.C29.ol.np 


Method 


AAT/NAP 


btart: 


1 


End 


756 


GI 


7488319 


Score 


289 


Exons 


1..756 






GI Descrip. 


RNA-directed DNA polymerase homolog T13L16.7 - Arabidopsis 




thaliana (fragment) 






Seq. No. 


39976 


Seq. ID 


OJ000229_07.0412.C29 


Gene No. 


82685 - 


Strand 




O 4- -> v 4- 

otart 


1 


End 


756 


Name 


OJ000229 07.0412.C29.ol.tw 


Method 


TBLASTX: Wheat 


Start 


268 


End 


654 




none 


Score 


65 


Exons- 


268. .459, 317. .460, 336. .470, 


463. . 654 


, 524.. .637 


Seq. No. 


39977 


Seq. ID 


OJ000229_07.0412.C31 


Gene No . 


82686 


Strand 




Start 


209 


End 


2753 


Name 


OJ000229 07.0412.C31.ol.np 


Method 


AAT/NAP 


Start 


209 


End 


2230 


GI 


4587533 


Score 


262 


Exons 


209. .322, 427. .519, 614. .914, 


2209. .2230 


GI Descrip. 


(AC007060) EST gb|AA721821 comes from 


this gene. [Arabidops: 




thaliana] 






Seq. No. 


39977 


Seq. ID 


OJ000229_07.0412.C31 


Gene No. 


82686 


Strand 






209 


End 


2753 


Name 


OJ000229 07 .0412.C31.ol.gs 


Method 


GENSCAN 


btart 


1298 


End 


2753 


bl 


none 


Score 


. 69 


Exons 


1298. .1516, 2592. .2753 






Seq. No. 


39977 


Seq. ID 


OJ000229_07.0412.C31 


Gene No. 


82687 


Strand 




otart 


4436 


End 


4542 


Name 


OJ000229 07.0412.C3I.ol.tm 


Method 


TBLASTX: Maize 


C 4- i v- 4- 

o tart 


414 


End 


886 


C T 


none 


Score 


73 


Exons 


414. .521, 415. .483, 420. .488, 


608. .886, 613. .885 


Seq. No. 


39977 


Seq. ID 


OJ000229_07.0412.C31 


Gene 1 No . 


82687 


Strand 




Start 


4436 


End 


4542 


Name 


OJ000229 07.0412.C31.ol.ts 


Method 


TBLASTX: Soybean 


Start 


415 


End 


931 



39903 



GI 


none 


Score 


DO 




Exons 


41o..4yz, 4zo..bzl, 4Jz..DZl 




boy . . y 




Seq. No. 


oyy / / 


beq. id 


ujuuuzzy u / 


. U 4 1Z . LjI 


Gene No. 


82687 


Strand 






Start 


4436 


End 


4542 




Name 


ujuuuzzy u / . U4 ±z . ^ j i . oz . np 


Method 






Start 


4 4 jo 




/I c; / O 
4 04 Z 




GI 


DOOZl /Z 


Score 






Exons 


44Jb. . 4 0 4 Z 








GI Descrip. 


\i\LiifZoD) znouuuz . i iuryza 


sat lva ] 






Seq. No. 


oyy /o 


beq. iu 


ujuuuzzy u / 


f\yi 1 O poo 

. U4 1Z . OJZ 




82688 


Strand 


+ ~~ 




Start 


320 


End 


505 




Name 


OJ000229 07.0412.C32.ol.gp 


Method 


AAT/GAP 




Start 


320 


End 


505 




GI 


533 1.R1084 


Score 


167 




Exons 


320.. 359, 382.. 505 








GI Descrip. 


*113172/sp|P15543|ACP3 HORVU 


9.0e-52 ACYL CARRIER 


PROTEIN III 



PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



Seq. No. 39979 

Gene No. 82689 

Start 529 

Name OJ000129_44 . 0303 . CI . ol . gp . 

Start 529 

GI 23698JL.R1084 

Exons 529.. 1252 

GI Descrip. '3337367 4.0e-29 (AC004481) 
thaliana] 1 



Seq. ID OJ000129_44 .0303. CI 

Strand + 

End 1252 

Method AAT/GAP 

End 1252 

Score 1382 

hypothetical protein [Arabidopsis 



Seq. No. 39979 Seq. ID 

Gene No.'. 82690 Strand 

Start ' 345.4 End 

Name OJ000129_44 . 0303 . CI . o3 . gp Method 

Start 3454 End 

GI 4714647 Score 

Exons 3454.. 4115 



OJ000129_44 .0303. CI 
+ 

4115 
AAT/GAP 
4115 
1150 



Seq. No. 39979 Seq. ID OJ000129_44 . 0303 . CI 

Gene No. 82691 Strand 

Start 1902 End 2140 

Name OJ000129_44 . 0303 . CI . o2 . gp Method AAT/GAP 

Start 1902 End 2140 

; GI 33680_1.R1084 Score 466 ' 

Exons 1902.. 2140 

GI Descrip. ' 4512705/gb | AAD21758 . 1 | 3.0e-43 (AC006569) putative 

serine/threonine protein kinase [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



39979 
82692 
2110 

OJ000129_44 , 
2110 



0303.Cl.o2.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ000129_44.0303.C1 
3570 

TBLASTX: Cress 
2508 



39904 






p t 


none 








Score 


72 




Exons 


oi in 9 *3n 7 
Z1IU . . Z jU If 


9 1 1 n 


9^64 
. . Z J Oft , 


9^60 


.2506, 2365. .2508 




beg. no. 


OQQ7 Q 








. Seq. ID 


" OJ000129_44 .0303. CI 




Gene No. 


OZ 0:7Z 








Strand 






Start 


2110 








End 


3570 




Name 


OJ000129 44 


.0303 


.Cl.ol. 


tm 


Method 


TBLASTX -Maize 




Q+- a rf- 


91 61 








End 


3570 




P T 


none 








Score 


61 




Exons 


9161 9 en 1 


91 69 


9997 

. . Z Z Z / , 


9164 


.2583, 2629. .3024, 2705. .2830 






OOI Q 9QQ7 


9fl Rft 
Z O JO 


^n9 ^ 


Jv J J t 


.3141, 3147. .3239, 3166. .3240 






?4fl1 ^70 














Seq. No. 


39979 








Seq. ID 


OJ000129_44.0303.C1 




Gene No. 


82692 








Strand 








9 1 1 n 








End 


3570 




Name 






P1 n1 
. Ly ± . 0 ± . 


LW 


Method 


TBLASTX: Wheat 






99 Q1 








End 


3103 




PT 


none , 








Score 


315 




CjXUIIo 


99Q1 9S94 


99Q1 


94 1 Q 


99cn 


.2556, 2293. .2523, 2954. .3103 




Seq. No. 


39979 








Seq. ID 


OJ000129__44.0303.C1 




Gene No. 


82692 








Strand 






Of -i >-f 

o tar l 


9110 
Z 1 1U 








End 


3570 




Name 


n inn ni oq /i >i 


n *5 n 


PI a1 

. bl . 0 1 . 


f o 

LS 


Method 


TBLASTX: Soybean 




CM i v~ 4- 

otart 


o ^ 6 c 

Z O DO 








CjUO 


JUlO 


— \ ; 


P T 


none 








Score 


69 


U 


Exons 


oocc 961 "3 


Z O O O 


9^97 
. . Z OZ / / 


9669 
Z D DZ . 


.3018 






Seq. No. 


39979 








Seq. ID 


OJ000129_44 .0303. CI 


% z£ 


Gene No. 


82692 








Strand 






Of a yf 


91 1 n 

Z, ± _L U 








End 


3570 




Name 


Pi th nn 1 9 q 


n 

. U jUj 


PI o1 


f ^, 
LC 


Method 


TBLASTX: Cress 




o car l 


9 £69 ~~ 








End 


3021 




P T 
bl 


none 








Score 


43 


i-L 


Exons 


9669 ^091 
Z 0 OZ . . jUZI; 


011 A 


9fi 66 
. . Z D D D / 


9Q1 S 
Z 17 1 0 . 


.3007 




i _jj 


Seq. No. 


39980 








Seq. ID 


OJ000129_44.0303.C2 




Gene No. 


82693 








Strand 


+ 




o Lai L 


^ 6^1 








' End 


4205 




Name 






P9 n1 
• L^Z . U J. . 


9P 


Method 


AAT/GAP 




Cf a y*f 
OLdl L 


JOJl 








End 


4205 






none 








Score 


997 




Exons 


JDJi . . fi Z U O 














Seq. No. 


39981 








Seq. ID 


OJ000129_44.0303.C7 




Gene No. 


82694 








Strand 






Cf a -r +" 

OLal L 


■ 287 ' 








End 


2927 




Name 


OJ000129 44 


.0303 


.C7.o2. 


f m 
LIU 


Method 


TBLASTX: Maize 




Cf -a r f 

OLalL 


287 








End 


2927 




P T 
bl 


none 








Score 


189 




Exons 


287. .520, 2688. .2927 










Seq. No. 


39981 








Seq. ID 


. OJ000129_44 .0303.C7 




Gene No. 


~82694 








Strand 






Start 


287 








End 


2927 




Name 


OJ000129 44 


.0303 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 



39905 






O -4- >•» 4- 

otart 


530 








r^nci 


9 ^fti 






C 1 T 

bl 


none 








Score 


7 






Exons 


530.. 601, 545.. 619, 630 


7 a n 


D J 1 . . O Dl 


Qf)A QQQ 91 A Q 








2368. .2565, 


2369 


. .2575, 


94 4 7 

c. H H 1 • 


9 ^ft l 








Seq. No. 


39981 








Seq. ID 


OJ000129__44 .0303 


.C7 




Gene No. 


82694 








Strand 








Of a r--j- 


287 








End 


2927 






Name 


OJ000129 44 


.0303 


.C7.ol. 


LW 


Method 


TBLASTX: Wheat 






Of--, >~+- 


682 








End 


2529 






bl 


none 








Score 


131 






C 1 V T"* C 1 


682. .819, 685. .798, 925 


QQQ 


2125.. 2337, 2392.. 2529 






Seq. No. 


39982 








Seq. ID 


OJ000129_44 .0303 


.C8 




Gene No. 


82695 








Strand 








Q-t- 3 y~4- 

OLalL 


965 








End 


1465 






Name 


OJ000129_44 


.0303 


.C8.0I. 


t- Q 
L 0 


Method 


TBLASTX: Soybean 






jtalL 


Q^R 










1 4 9 Q 






PT 
bl 


none 








Score 


234 






Exons 


965. .1039, 


1121. 


.1429 












Seq. No. 


39982 








Seq. ID 


OJ000129_44 .0303 


.C8 




Gene No. 


82695 








Strand 








04- -4 v~ f- 

otart 


965 








End 


1465 






Name 


• OJ000129 44 


.0303 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




in 


otart 


995 








End 


1465 




fy 




none 








Score 


94 




tj 


Exons 


995. .1039, 


1139. 


.1465, 


101c; 


1442 








Seq. No. 


39982 








Seq. ID 


OJ000129_44.0303 


.C8 




Gene No. 


82696 








Strand 






i y 


otart 


1583 








End 


1876 




s 


Name 


OJ000129 44 


.0303 


.C8.0I. 


UiU 


Method 


TBLASTX: Maize 






Q+- =1 rf 


1583 








End 


1876 






C T 


none 








Score 


81 




J 
I A. 


Exons 


1583. .1741, 


1587 


. .1730, 


1 7 ft 4 


.1876 






ss. 

t _J 


oeq ■ lno . 


39983 








Seq. ID 


OJ000129_44 .0303 


.C14 


a si 


Gene No. 


82697 








Strand 








Start 


1049 








End 


1418 






lNd.il l C 


OJ000129 44 


.0303 


.C14 .ol 


1-m 


Method 


TBLASTX: Maize 






O Ldi L 


1049 








End 


1418 






PT 


none 








Score 


71- 






Exons 


1049. .1159, 


1219 


.1371, 




.1345, 1295. .1414, 1346. .1417, 






1347. .1418 
















Seq. No. 


39983 








Seq. ID 


OJ000129_44 .0303 


.C14 




Gene No . , 


82697 








Strand 








Q-t- 3 -r-t- 


1049 








End 


1418 






Name 


OJ000129 44 


.0303 


C14 .ol 


f- f~. 


Method 


TBLASTX: Cress 






Of a rf 

otart 


1070 








End 


1417 






GI 


none 








Score 


59 






Exons 


1070. .1150, 


1183 


. 1350, 


1274 . 


.1345, 1328. .1414, 1346. .1417 




Seq. No. 


39984 








Seq. ID 


OJ000129_44.0303 


.C16 




Gene No. 


82698 








Strand 








Start 


289 








End 


355 





39906 




Name 


OJ000129 44 


.0303 


.C16.ol 


.gp 


Method 


. AAT/GAP 




o Ld.XVI_ 


289 








End 


355 




PT 
oX 


5038932 








Score 


86 




TT 1 vr /~\ o 


289. .355 














PT Hqc pr i r~\ 


3337367 4.0e-29 


(AC004481) hypothetical protein 


f A TP hi 1 HOT) c; i 




thaliana] 














OcCji IN U . 


39985 








Seq. ID 


uo u u u x £ y 


" " 1 U JvJ • 




82699 








Strand 


X 




Start 


1073 








End 


i. / JJ 




Name 


OJ000129 44 


.0303 


.C18 .o2 


• gp 


Method 


a z\ t /pa d 




Q4- a v-4- 


1073 








End 


1 TQQ 
1 / JJ 




\j 1 


12563 2.R1084 






Score 


1 O/IQ 
X £ H O 




Exons 


1073. .1733 














PT Ho cpr i r-i 


'4 521193/dbj | AB013450 . 1 | AB013450 3.0e- 


40 Oryza 






similar sequence 


to Pib gene 1 








Corf "Kiev 


39985 








Seq. ID 


OJ000129 


44 0303 C18 


Gene No. 


82700 








Strand 






Start 


1765 








End 


2318 




Name 


OJ000129 44 


.0303 


.C18 .o3 


.gp 


Method 


AAT/GAP 




uLClI L 


1765 








End 


2318 




PT 


LIB3432-028 


-P1-K1-G9 




Score 


856 




Exons 


1765. .1970, 


2061 


. .2318 










tax uescrxp. 


' 4 322327 /gb | AAD16016 | 1 


.Oe-33 


(AF080545) peptide transporte 


[Nepenthes 


alata 


J 










beq . no . 


39985 








•Seq. ID 


OJ000129 


_44.0303.C18 


bene lno . 


82701 








Strand 






Start 


2546 








End 


3375 




Name 


OJ000129 44 


.0303 


.C18.ol 


. TJ.C 


Method 


TBLASTX: 


Cress 


O Ldl l. 


1159 








End 


3321 




PT 


none 








Score 


49 




LAUJlb 


1159. .1251, 


1167 


. .1265, 


1230. 


.1427, 1256. .1510, 


1479. .1514, 




1593. .1748, 


1613 


. .1816, 


1784. 


.1939, 1842.. 1907, 


2066. .2542, 




2190. .2234, 


2289 


. .2543, 


3127. 


.3321, 3128. .3319 




Oclj. LN U . 


39985 








Seq. ID 


OJ000129 


_44 .0303.C18 


Gene No. 


82701 








Strand 






Start 


2546 








End 


3375 




Name 


OJ000129 44 


.0303 


.C18.o2 


. tm 


Method 


TBLASTX : 


Maize 


Qta rr 

O Ldl. u 


1161 








End 


1652 




PT 


none 








Score 


62 




U 1 \» ri o 


1161. .1265, 


1162 


. .1251, 


1256. 


.1510, 1257. .1514, 


1593. .1652, 




1613. .1651 














Seq. No. 


39985 








Seq. ID 


OJ000129 


_44 .0303.C18 


Gene No. 


82701 








Strand 






Cf a rr 
O Ldl L 


2546 








End 


3375 




LN diut; 


OJ000129 44 


.0303 


.CI8.0I 


.tw 


Method 


TBLASTX: 


Wheat 


C 4- a V+- 


1194 








End 


1501 




GI 


none 








Score 


170 




Exons 


1194 . . 1493, 


1256 


. . 1501, 


1421. 


. 1498 






Seq. No. 


39985 








Seq. ID 


OJ000129 


_44 .0303.C18 


Gene No. 


82701 








Strand 






Start 


2546 








End 


3375 





39907 




Name 


r\ Tnnni oq a a 


n ^o ^ 


.LlO . Ol 


. t s 


Method 


TBLASTX: Soybean 


btart 


1 OOO 
1 -5^Z 








End 


3321 


P T 

(aX 


none 








Score 


85 


Exons 


1 "3 9 9 1 cm 
XOZZ . . X3 XU , 


1 RQ^ 
1j5j 




X 0 X o 


..1744, 1790. .1954, 1842. .1901, 








9 ^ozi 


*}1 HQ 
jlUl/ 


..3321, 3110. .3274 


beq. no. 


jy y o o 








Seq. ID 


OJ000129_44.0303.C18 


Gene No. 


82701 








Strand 




Start 


2546 








End 


3375 


Name 


p> too o l oq 


o^o ^ 

. U jUj 


PI fi r\ 1 
LIO . OX 




Method 


TBLASTX: Maize 


btart 


1 £ ^ C 








End 


2531 


P T 

(aX 


none 








Score 


50 


Exons 


IDjj . .1/41/ 


1 

IDjO 


. J. / U O , 


1 1 fid 

X / O 4 


..1927, 1829. .1900, 1934. .1963, 




on^'? o ^^o 


9909 


9 R "3 1 
. Z JJl 








oeq . ino . 


39985 








Seq. ID 


OJ000129_44.0303.C18 


Gene No. 


82701 








Strand 




Start 


-2546 








End 


3375 


Name 


OJ000129 44 


.0303 


C18.o4 


.gp 


Method 


AAT/GAP 




2546 








End 


3375 


PT 
(jX 


uC-osrocyp012bllbl 




Score 


500 


Exons 


zoq d . . z j , 


JlUU 


.3375 








bi uescrip. 


fixuzooi? o. 


ue jz 


(AF016713) 


LeOPTl [Lycopersicon esculentum] 


Seq. No. 










Seq. ID 


OJ000129_44 .0303.C18 


Gene No. 


oZ / Ul 








btrana 




C+- -, y.4- 

btart 










End ' 


3375 


Name 


OJ000129 44 


.0303 


C18.o3 


tm 


Method 


TBLASTX: Maize 


btart 


3095 








End 


3352 


bX 


none 








Score 


151 


Exons 


3095. .3352, 


3121 


.3321 








Seq. No. 


39985 








Seq. ID 


OJ000129_44.0303.C18 


Gene No. 


82701 








Strand 




otalt 


2546 








End 


3375 


Name 


OJ000129 44 


.0303 


C18.o2 


.tw 


Method 


TBLASTX: Wheat 


C4- ^> >»+- 


3175 








End 


3321 


PT 


none 








Score. 


157 




3175. .3321, 


3179 


.3319 








Seq. No. 


39986 








Seq. ID 


OJ000129_44.0303.C21 


Gene No. 


82702 








Strand 




Cf 2 rf 

o l ar l 


1 








End 


361 


Name 


OJ000129 44 


.0303 


C21.ol 


tc 


Method 


TBLASTX: Cress 


o tar l 


1 








End 


353 


bi 


none 








Score 


218 


Exons 


1..333, 20. 


.331, 


231. .353 






Seq. No. 


39986 








Seq. ID 


OJ000129_44.0303.C21 


Gene No. 


82702 








Strand 




Start 


1 








End 


361 


Name 


OJ000129 44 


.0303 


C21.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4 








End 


361 


GI 


none 








Score 


184 


Exons 


4. .333, 20. 


.361 










Seq. No. 


39986 








Seq. ID 


OJ000129_44.0303.C21 



39908 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



82702 Strand 

1 End 

OJ000129_44 .0303.C21.ol.ts Method 

4 End 

none Score 
4.. 333,, 98.. 337 



361 

TBLASTX : Soybean 

337 

132 



39987 
82703 
2105 

OJ000129_44 .0303.C22.ol.gp 
2105 

uC-osflcypl58dl2bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2105. .2251, 2581. .2637, 2770. .2944 

1 4680178/gb| AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



OJ000129_44 .0303.C22 
+ 

2944 
AAT/GAP 
2944 
647 



Sea No. 


39987 








Seq. ID 


OJ000129_44 .0303. 


C22 


Hpnp Kfn 


82704 








Strand 






Start 


8902 








End 


8968 




Name 


OJ000129 44 


. 0303 . 


C22 . ol 


. tc 


. Method 


TBLASTX: Cress 




Start 


2817 ~~ 








End 


3404 




GI 


none 








Score 


58 




Exons 


2817. .2894,. 


2964. 


.3029, 


3060. 


.3404, 3095.. 3403 




Sea. No. 


39987 








Seq. ID 


OJ000129_44 .0303. 


C22 




82704 








Strand 






Start 


8902 








End 


8968 




Name 


OJ000129 44 


. 0303 . 


C22 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3051 ~~ 








End 


3530 




GI 


none 








Score 


415 




Exons 


3051. .3530, 


3125. 


. 3400, 


3339. 


.3422 






Seq. No. 


39987 








Seq. ID 


OJ000129_44 .0303. 


C22 


Gene No. 


82704 








Strand 






Start 


8902 








End 


8968 




Name 


OJ000129 44 


.0303. 


C22.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3060 








End 


3709 




GI 


none 








Score 


302 




Exons 


3060. .3476, 


3095. 


.3403, 


3635. 


.3709 






Seq. No. 


39987 








Seq. ID 


OJ000129__44.0303. 


C22 


Gene No. 


82704 








Strand 






Start 


8902 








End 


8968 




Name 


OJ000129 44 


.0303. 


C22.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


3635 








End 


3955 




GI 


none 








Score 


70 




Exons 


3635. .3709, 


' 3737 . 


.3955 










Seq. No. 


39987 








Seq. ID 


OJ000129_44 .0303. 


C22 


Gene No. 


82704 








Strand 






Start 


8902 








End 


8968 




Name 


OJ000129 44 


.0303. 


C22.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3635 








End 


3970 




GI 


none 








Score 


301 




Exons 


3635. .3970, 


3635. 


.3718, 


3646. 


.3909 







39909 



Seq. No. 39987 Seq. ID 

Gene No. 82704 Strand 

Start 8902 End 

Name OJ000129_4 4 . 0303 . C22 . ol . tw Method 

Start 3670 End 

GI none - Score 

Exons 3670.. 3909, 3671.. 3970 



OJ000129_44.0303.C22 
8968 

TBLASTX: Wheat 

3970 

260 



Seq. No. 39987 Seq. ID OJ000129_4 4 . 0303 . C22 

Gene No. 82704 Strand 

Start 8902 End 8968 

Name OJ000129_4 4 . 0303 . C22 . o2 . gp Method AAT/GAP 

Start 8902 End 8968 

GI 1631463 Score 88 

Exons 8902.. 8968 

GI Descrip. 4 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


39988 




Seq. ID 


OJ000129_44.0303.C23 


Gene No. 


82705 




Strand 


+ 


Start 


131 




End 


600 


Name 


OJ000129 44.0303.C23.ol. 


.gp 


.Method 


AAT/GAP 


Start 


131 




End 


600 


GI 


38782 1.R1084 




Score 


772 


Exons 


131. . 600 








GI Descrip. 


'6069643/dbj |AP000616.1| 


IAP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


39988 




Seq. ID 


OJ000129_44.0303.C23 


Gene No. 


82706 




Strand 


+ 


Start 


1784 




End 


1981 


Name 


OJ000129 44.0303.C23.o2. 


.gp 


Method 


AAT/GAP 


Start 


1784 




End 


1981 


GI 


5667165 




Score • 


322 


Exons 


1784 . . 1981 








GI Descrip. 


5670155/gb| AF1612 69. 1 IAF161269 4 .Oe-8 6 


Oryza sativa subsp. 




japonica BAC clone 34K2^ 


1, complete sequence 


Seq. No. 


39989 




Seq. ID 


OJ000129_44.0303.C25 


Gene No. 


82707 




Strand 




Start 


2753 




End 


3094 


Name 


OJ000129 44.0303.C25.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2753 




End 


3094 


GI 


none 




Score 


67 


Exons 


2753. .2869, 2755. .2811, 


2762. . 


,2908, 2947.. 3090, 2948.. 3094 


Seq. No. 


39989 




Seq. ID 


OJ000129_44.0303.C25 


Gene No. 


82708 




Strand 




Start 


3245 




End 


3677 


Name 


OJ000129 44.0303.C25.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3245 




End 


3677 


GI 


none 




Score 


116 


Exons 


.3245.. 3406, 3402.. 3608, 


3636. . 


3677 




Seq. No. 


39990 




Seq. ID 


OJ000129_44 .0303.C28 



3991-0 




Gene No. 


82709 




Strand 




Start 


171 




End 


578 


Name 


OJ000129 44 .0303.C28.ol. 


ts 


Method 


.TBLASTX : Soybean 


Start 


171 ~~ 




End 


542 


GI 


none 




Score 


265 


Exons 


171. .542 








Seq. No. 


39990 




Seq. ID 


OJ000129_44.0303.C28 


Gene No. 


82709 




Strand 




Start 


171 




End 


578 


Name 


OJ000129 44 .0303.C28.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


189 ~~ 




End 


578 


GI 


none 




Score 


114 


Exons 


189. .239, 283. .558, 285. 


. 578 






Seq. No. 


39991 




Seq. ID 


OJ000129 44.0303.C31 


Gene No. 


82710 




Strand 




Start 


3546 




End 


3926 


Name 


OJ000129 44.0303.C31.ol. 


gp 


Method 


AAT/GAP 


Start 


3546 




End 


3926 


GI 


LIB3434-043-P1-K1-D5 




Score 


465 


Exons 


3546. .3926 








GI Descrip. 


f 5670155/gb|AF161269.1|AF161269 4 . Oe-S 


6 Oryza sativa subsp. 




japonica BAC clone 34K24 


, complete sequence 1 


Seq. No. 


39991 




Seq. ID 


OJ000129_44 .0303.C31 


Gene No. 


82711 




Strand 




Start 


4606 




End 


5100 


Name 


OJ000129 44.0303.C31.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1036 




End 


1368 


GI 


none 




Score 


260 


Exons 


1036. .1368, 1083. .1325 








Seq. No. 


39991 




Seq. ID 


OJ000129_44.0303.C31 


Gene No. 


82711 




Strand 




Start 


4606 




End 


5100 


Name 


OJ000129 44 .0303.C31.o2. 


gp 


Method 


AAT/GAP 


Start 


4606 




End 


5100 


GI 


63917' 1.R1084 




Score 


945 


Exons 


4606.. 5100 








GI Descrip. 


M521193/dbj | AB0134 50 . 1 1 AB0134 50 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib 


gene 1 






Seq. No. 


39992 




Seq. ID 


OJ000129_44.0303.C32 


Gene No. 


82712 




Strand 




Start 


225 




End 


716 


Name 


OJ000129 44.0303.C32.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


225 




End 


689 


GI 


none 




Score 


80 


Exons 


225. .299, 333. .689, 472. 


.687 






Seq. No. 


39992 




Seq. ID 


OJ000129_44 .0303.C32 


Gene No. 


82712 




Strand 




Start 


225 




End 


716 


Name 


OJ000129 44 .0303.C32.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


255 




End 


716 


GI 


none 




Score 


130 



39911 




Exons 


255. .299, 333. 389, 396. .716, 


418 . . 705 






Seq. No. 


39992 


Seq. ID 


OJ000129_44.0303 


.C32 


Gene No. 


82713 


Strand 






Start 


840 


End 


1182 




Name 


OJ000129 44.0303.C32.o2.tm 


Method 


TBLASTX: Maize 




Start 


840 


End 


1182 




GI 


none 


Score 


89 




Exons 


840. .998, 841. .978, 1029. .1130, 1030.. 


1128, 1126. . 1182 




Seq. No. 


39993 


Seq. ID 


OJ000129 44.0303 


. C37 


Gene No. 


82714 


Strand 






Start 


1 


End 


455 




Name 


OJ000129 44.0303.C37.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


455 




GI 


uC-osrocyp012bllbl 


Score 


398 




Exons 


1..130, 335..4S5 








GI Descrip. 


1 4102839 8.0e-32 (AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


39994 


Seq. ID 


OJ000129_44.0303 


.C40 


Gene No. 


82715 


Strand 






Start 


97 


End 


724 




Name 


OJ000129 44.0303.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


9 


End 


392 




GI 


none 


Score 


35 




Exons 


9. .35, 97. .183, 107. .184, 273, 


..392, 275. .391 




Seq. No. 


39994 


Seq. ID 


OJ000129_44.0303 


.C40 


Gene No. 


82715 


Strand 






Start 


97 


End 


724 




Name 


OJ000129 44.0303.C40.ol.tc 


Method 


TBLASTX: Cress 




Start 


67 


End 


392 




GI 


none 


Score 


58 




Exons 


67. .186, 97. .180, 272. .391, 275. .388, 


312. .392 




Seq. No. 


39994 


Seq. ID 


OJ000129_44.0303 


.C40 


Gene No. 


82715 


Strand 






Start 


97 


End 


724 




Name 


OJ000129 44.0303-.C40.ol.gp 


Method 


AAT/GAP 




Start 


97 


End 


724 




GI 


5038932 


Score 


347 




Exons 


97. .183, 272. .399, .683. .724 








GI Descrip. 


3337367 4.0e-29 (AC004481) hypothetical protein [Arabidopsis 




thaliana] 








Seq. No. 


39994 


Seq. ID 


OJ000129_44.0303 


.C40 


Gene No. 


82715 


Strand 






Start- 


97 


End 


724 




Name 


OJ000129 44.0303.C40.ol.ts 


Method 


TBLASTX: Soybean 




Start 


106 


End 


392 




GI 


none 


Score 


60 




Exons 


106. .186, 107. .184, 272. .388, 


272.. 391, 276.. 392 




Seq. No. 


39995 


Seq. ID 


OJ000209_21.0313 


.C2 


Gene No. 


82716 


Strand 


+ 




Start 


547 


End 


1649 




Name 


OJ000209 21.0313.C2.o2.gp 


Method 


AAT/GAP 





39912 



Start 547 End 1649 

GI 2291_1.R1084 Score 2119 

Exons 547.. 1649 

GI Descrip. ■ 133936/sp | P1214 6 | RR3JDRYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribo.somal protein* 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



OJ000209_21.0313.C2 
+ 

2925 
AAT/GAP 
2925 
2465 



Seq. No. 39995 Seq. ID 

Gene No. 82717 Strand 

Start 1664 End 

Name OJ000209_21 . 0313 . C2 . o3 . gp Method 

Start 1664 End 

GI ( 3073_1.R1084 Score 

Exons' 1664.. 2925 

GI Descrip. ' 133936/sp | P1214 6 | RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3R23 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein. S3 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39995 
82718 
3051 

OJ000209_21. 0313.C2.o2.gs 

3051 

none 



Seq. ID OJ000209_21. 0313. C2 

Strand + 

End 4702 

Method GENSCAN 

End 4702 

Score .78 



3051. .3108, 3282. .3431, 3888. .3937, 4586. .4702 



39995 Seq. ID 

82719 Strand 

5107 End 

OJ000209_21 . 0313 . C2 . o3 . gs Method 

5107 End 

none Score 
5107. .5799 



OJ000209__21.0313.C2 
+ 

5799 
GENSCAN 
5799 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



39995 
82720 
1 

OJ000209 
1 

41109JL 
1. .282 
' 132712/ 
PROTEIN 
chloropl 
L16 [Ory 
L16 [Ory 



21.0313.C2.ol.gp 
R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_21.0313.C2 

282 

AAT/GAP 

282 

534 



sp| P12138 | RK16_ORYSA 4.0e-56 CHLOROPLAST SOS RIBOSOMAL 

L16 >gi_71250_pir R5RZ16 ribosomal protein L16 - rice 

ast >gi_669084_emb_CAA33933_ (X15901) ribosomal protein 

za sativa] >gi_226645_prf 1603356BV ribosomal protein 

za sativa] ' 



Seq. No. 39995 Seq. ID 

Gene No. 82720 Strand 

Start 1 End 

Name OJ000209_21 . 0313 . C2 . ol . np Method 

Start 1 End 

GI 132712 Score 



OJ000209_21.0313.C2 
282 

AAT/NAP 

269 

458 



39913 



Exons 1..269 

GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L16 gi | 7 1250 | pir | | R5RZ16 

ribosomal protein LI 6 - rice chloroplast gi | 669084 | emb | CAA33933 1 
(X15901) ribosomal protein L16 [Oryza sativa] 

gi I 226645 | prf | I1603356BV ribosomal protein L16 [Oryza sativa] 



Sea No 


39995 


Seq. ID 


OJ000209 21 0313. C2 


Gene No . 


82721 


Strand 




Start 


1463 


End 


2183 


Name 


OJ000209 21.0313.C2.ol.gs 


Method 


GENSCAN 


Start 


1463 


End 


1963 


GI 


none 


Score 


.44 


Exons 


1463. .1963 






Sea. No. 


39995 


Seq. ID 


OJ000209_21.0313.C2 




82721 


Strand 




Start 


1463 


End 


2183 


Name 


OJ000209 21.0313.C2.o2.np 


Method 


AAT/NAP 


Start ' 


1466 


End 


2183 


GI 


133936 


Score 


1210 


i_i A. 1 1 o 


1466. .2183 






GT Dp^rri n 


CHLOROPLAST 30S RIBOSOMAL 


PROTEIN S3 


gi I 70867 |pir| IR3RZ3 




ribosomal protein S3 - rice chloroplast gi | 12025 | emb | CAA33934 | 




(X15901) ribosomal protein 


S3 [Oryza 


sativa] 




gi 122664 6| prf || 1603356BW ribosomal protein S3 [Oryza sativa] 


i_> C ■ LNU ■ 


39995 


Seq. ID 


OJ000209_21.0313.C2 


VJJ " i 1 C IN . 


82722 


Strand 




Qf arf 
O Lai L 


2241 


End 


2687 


Name 


OJ000209 21.0313.C2.o3.np 


Method 


AAT/NAP 


Start 


2241 


End 


2687 


GI 


132790 


Score 


754 


Exons 


2241. .2687 






GI Descrip. 


CHLOROPLAST SOS RIBOSOMAL 


PROTEIN L22 


gi|71290|pir | IR5RZ22 




ribosomal protein L22 - rice chloroplast gi | 12026 | emb | CAA33935 




(X15901) ribosomal protein 


L22 [Oryza 


sativa] 




gi| 226647 |prf| | 1603356BX ribosomal protein L22 [Oryza sativa] 


Seq. No. 


39995 


Seq. ID 


OJ000209_21.0313.C2 




82723 


Strand 




Start 


2758 


End 


3038 


Name 


OJ000209 21.0313.C2.o4.np 


Method 


AAT/NAP 


Start 


2758 


* End 


3038 


GI 


1334378 


Score 


256 


Exons 


2758.. 3038 






GI Descrip. 


(Y00141) ribosomal protein 


S19 (AA 1- 


93) [Zea mays] 


Seq. No. 


39995 


Seq. I'D 


OJ000209_21.0313.C2 


Gene No. 


82724 


Strand 




Start 


6581 


End 


7362 


Name 


OJ000209 21.0313.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


2937 


GI 


none 


Score 


287 


Exons 


1..222, 3. .263, 8. .265, 126. .260, 1478. .1858, 1479. .1847, 




1862. .1969, 2032. .2073, 2033. .2074, 2069. .2188, 2070. .2183, 




2178. .2207, 2791. .2925, 2801. .2935, 2818. .2937 



39914 




Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313 


.C2 


Gene No. 


82724 






Strand 






Start 


6581 






End - " 


7362 




Name 


OJ000209 21 0313 C2 


. o4 . 


tw 


Mp1~hoH 


TRT.A^TX • Whf=>at 




Start 


1 _ 






End 


174 




GI 


none 






Score 


264 




Rvnn q 

L-J *\. V-/ 11 kj 


1 . . 174 , 1 . . 171/ 3 . . 


173 










Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313 


.C2 


Gene No. 


82724 






Strand 






Start 


6581 






End 


7362 




Name 


OJ000209 21 0313 C2 


. o2 . 


tm 


Mpf hod 


TBLASTX • Maizp 




Start 








End 


1347 




GI 


none 






Score 


335 






1 222. 1 258. 3 


263, 


1291 . 


. 1347 






Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313 


.C2 


Gene No. 


82724 






Strand. 






Start 


6581 






.End 


7362 




Name 


OJ000209 21 0313 C2 


. o3 . 


tc 




TBLASTX • Cress 




Start 








End 


263 




GI 


none 






Score 


295 




Exons 


1 219, 1. .258, 3. . 


263, 


149. . 


256 






O G vJ ■ IN KJ ■ 


j j j 






Seq. ID 






UCilC IN . 


82724 












Start 


6581 






End 


7362 




Name 


OJ000209 21. 0313. C2 


. o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


206 






End 


602 




GI 


none 






Score 


X O X. 




F.vnn q 

lit AUl 1 O 


206 280 207 281 


251 


. .37 6, 


277 3R1 

£, f 1 ■ t JO i j 


?R1 ^7fi ?fifi 


411 




395 418 397 420 


419 


. . 4 66, 


4S1 S31 
i ji • • *j ~j j- f 


461 S2Q 46? 


530 




569 601, 570 602 












Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313 


.C2 


Gene No. 


82724 






Strand 






Start 


6581 






End 


7362 




Name 


OJ000209 21 0313 C2 


. o3 . 


tm 


Mpt hod 


TRT.ASTX'M^i 7? 

x u uriu X £\ . Liul 




Start 


566 ~~ 






End 


889 




GI 


none 






Score 


352 




Exons 


566 814, 567 .815, 


574 


. . 885, 


577 870. 


821 889 




Sea No 


39995 






Seq. ID 


OJ000209 21 0313 


C2 


Rpnp No 


82724 






Strand 






Start 


6581 






End 


7362 




Name 


OJ000209 21. 0313. C2 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


605 






End " 


1837 




GI 


none 






Score 


49 




Exons 


605. .646, 613. .633, 


665 


727 . 


683. .727, 


720. .809, 721.. 


810 




724. .816, 937. .963, 


959 


1003 


, 1111. .1173, 1283. .1324, 






1294. .1341, 1414. .1656, 


1421 . 


.1792, 1463. .1837, 1464. .1820 


Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313 


.C2 


Gene No. 


82724 - 






Strand 






Start 


6581 






End 


7362 




Name 


OJ000209 21. 0313. C2 


-o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


689 






End 


1321 





39915 





none 






Score 


909 
z u z 


P von c 


689.-847, 690. .839, 814. .900, 


814. .900, 


ft 1 R Q01 ft ft £ QQQ 




QQCj 1002 


902 


1003, 1009.. 1104, 1015. 


. ± X U 4 , IUjO. . XZftO, 




1084 . .1245, 


1255 


..1320, 1298. 


.1321 






39995 






Seq.. ID 


O.T00090Q 21 0^1 *3 CO 


Gene No. 


82724 






Strand 




Start 


6581 






End 


7362 


Niamey 


OJ000209 21 


.0313 


.C2.o4 .tm 


Method 


TBLASTX: Maize 


OLdl L 


930 






End 


1245 


(IT 
\j X 


none 






Score 


59 


F vr\n c 


930. .959, 931. .966, 931. .963, 


956. . 997, 


956. .1003, 961. .10 




961 1068, 


1036 . 


1245. 1054 


1104, 1090.. 1233, 1185.. 1244 


Qorr Mn 


39995 






Seq. ID 


OJ000209_21.0313.C2 




82724 






Strand 




OLdl L 


6581 






End 


7362 


Name 


OJ000209 21 


.0313 


.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1391 






End 


2937 


GI 


none 






Score 


37 


U 1 von c 


1391 1423 


1400 


1972 1402 


.1620, 1415. .1813, 1422. .1970 




1 8 6S 1 972 


1925 


2041 1966 


.2073, 1967. .2074, 2001. .2204 




2069 2200 


2083 


220S 2106 


.2207, 21E 


5. .2223, 2187. .2645 




2199 2 64 S 


2593 


2736 2637 


.2714, 2656. .2715, 2731. .2925 




2752. .2937 










Q a rr Mo 
o e q . IN O . 


39995 






Seq. ID 


OJ000209_21.0313.C2 


belle ViO • 


82724 






Strand 




Start 


6S81 






End 


7362 


Name 


OJ000209 21 


. 0313 


. C2 . ol . tw 


Method 


TBLASTX: Wheat 


o uai L 


1872 _ 






End 


2639 


ox 


none 






Score 


134 


T7 1 von c 


1872. .2006, 


1872 


..2072, 1874. 


.2074, 1942. .2139, 2022. .2204 


- 


2059. .2205, 


2063 


. .2203, 2083. 


.2205, 2185.. 2223, 2238.. 2636 




2244 . . 2639 










Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313.C2 


Gene No. 


82724 






Strand 




Start 


6581 






End' 


7362 




OJ000209 21 


.0313 


.C2.o2.tc 


Method 


TBLASTX: Cress 


Ct-2 >-f 


2069 






End 


2585 


ox 


none 






Score 


141 


P von q 


2069. .2182, 


2070 


..2180, 2231. 


.2338, 2253.. 2549, 2262.. 2585 


Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313.C2 


Gene No. 


82724 






Strand 




Start 


6581 






End 


7362 


Ma mo 


OJ000209 21 


.0313 


.C2.o3.ts 


Method 


TBLASTX: Soybean 


otai L 


2260 






End 


2588 


o X 


none 






Score 


133 


Exon s 


2260. .2550, 


2262 


..2588, 2274. 


.2555 




Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313.C2 


Gene No. 


82724 






Strand 




Start 


6581 






End 


7362 


Name 


OJ000209 21 


.0313 


.C2.o6. tm 


Method 


TBLASTX: Maize 


Start 


5343 






End 


5769 



39916 



GI 

Exons 

-'Seq. No. - 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



none 

5343. .5504, 5344.. 5769 



Score 



258 



39995 
82724 
6581 

OJ000209_21.0313.C2.o7.np 
6386 
7488303 

6386.. 6690, 6777.. 6935, 7038. 



Seq. ID OJ000209_21.0313.C2 
Strand 

7362 
AAT/NAP 
7362 
268 



End 

Method 
End 
Score 
.7362 

ribonucleoprotein homolog T4I9.1 - Arabidopsis thaliana 
gi|3924594|gb|AAC79095.1| (AF069442) putative ribonucleoprotein 





[Arabidopsis thaliana] 


gil 


42621391 gb| AAD14 4 39. 1 | (AC005275) 




putative ribonucleoprotein 


[Arabidopsis thaliana] 




gi| / z / U 1 o 1 1 emb | CAB / / / y c 


.11 


(AL161496) 


putative ribonucleoprotein 




[Arabidopsis thaliana] 










beg . ino . 


OQQQC 

o y y yD 






Seq. ID 


OJ000209_21.0313.C2 


Gene No . 


oZ / ZQ 






Strand 




b tart: 


6581 






End 


7362 


Name 


OJ000209_21.0313.C2.o4 . 


gs 




Method 


GENSCAN 


Start 


DOO 1 






End 


7287 


GI 


none 






Score 


.63 


Exons 




70 


89. 


.7287 




beq . jno . 


o y y yo 






Seq. ID 


OJ000209_21.0313.C2 


Gene No . 








Strand 




Q +- v-4- 

oCdit 


6581 






End 


7362 


Name 


OJ000209_21.0313.C2.o2 . 


ts 




Method 


TBLASTX : Soybean 


Start 


boo D 






End 


6930 


GI 


none 






Score 


89 




ddoo. . bby^, boo/. .boy/, 


6775. 


.6930, 6776. .6850, 6805. .6921 


oeq. IN O . 


j y y y d 






Seq. ID 


OJ000209_21.0313.C2 




don o a 

OZ 1 ZQ 






Strand 




Of 3 v--h 


1 

DjOI 






End 


7362 


Name 


OJ000209 21.0313.C2.o5. 


tm 




Method 


TBLASTX: Maize 


ULd.lL 


6585 






End 


7173 


GI 


none 






Score 


85 


Exons 


6585.. 6692, 6587.. 6697, 


6728. 


.6931, 6775.. 6930, 7009.. 7173 


Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313.C2 


Gene No. 


82724 






Strand 




Start 


6581 






End 


7362 


Name 


OJ000209 21.0313.C2.o4 . 


tc 




Method 


TBLASTX: Cress 


Start 


6779 






End 


6930 


GI 


none 






Score 


84 


Exons 


6779..68S9, 6781. .6900, 


67 


81. 


. 6930 




Seq. No. 


39995 






Seq. ID 


OJ000209_21.0313.C2 


Gene No. 


82724 






Strand 




Start 


6581 






End 


7362 


Name 


OJ000209 21.0313.C2.o4 . 


gp 




Method 


AAT/GAP 


Start 


6895 






End 


7362 


GI 


none 






Score 


671 


Exons 


6895.. 6920, 7011.. 7362 











39917 




Seq. No. 


39996 


Seq. ID 


OJ000209_21.0313.C3 


Gene No. 


82725 


Strand 


+ 


btart 


by i y 




o u y u 


Name 


OJUUUzUy Z 1 . U Ol J . C O . oz . gs 


Metnoa 




Start 


byly 


End 


O A O T 


C* T 

bl 


none 


Score 


. yy 


Exons 


byiy..by4/, /zoo, ,oUo/ 






beq. no. 


jy y y o 


beq. iu 


ujuuuzuy ^i.ujij.Co 




82725 


Strand 


+ 


Start 


6919 


End 


8090 


Name 


OJ000209 21.0313.C3.o2.np 


Method 


AAT/NAP 


Start 


7244 


End 


8090 


GI 


4262142 


Score 


652 


Exons 


7244. .8090 






GI Descrip. 


(AC005275) putative alcohol 


dehydrogenase [Arabidopsis thaliana 



Seq. No. . 39996 Seq. ID 

Gene No. 82726 Strand 

Start 11787 End 

Name OJ000209_21 . 0313 . C3 . o3 . np Method 

Start 11787 End 

GI 7431087 Score 

Exons 11787. . 12-595 

GI Descrip. hypothetical protein F14M4.3 - Arabidopsis thaliana 

gil 3522952 | gb | AAC34234.il (AC004411) putative alcohol 
dehydrogenase [Arabidopsis thaliana] 



OJ000209_21.0313.C3 
+ 

12595 
AAT/NAP 
12595 
484 



Seq. No. 39996 
Gene No. 82727 
Start 1 

Name OJ000209__21 . 0313 . C3 . ol . np 

Start 1 

GI 7488302 

Exons 1..27, 1146.. 1359, 1517.. 1596, 

2882.. 2964, 3050.. 3209 

GI Descrip. ribonucleoprotein homolog 
.gil 2809257 | gb IAAB97717.il 
thaliana] 



Seq. ID 


OJ000209_ 


21.0313 


Strand 






End 


3209 




Method 


AAT/NAP 




End 


3209 




Score 


379 




1696. . 


1821, 1957. 


.2035, 



F21B7.26 - Arabidopsis thaliana 
(AC002560) F21B7.26 [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39996 
82727 
1 

OJ000209_21.0313.C3.ol.gs 

264 

none 



Seq. ID OJ000209_21.0313.C3 
Strand 

End 3209 

Method GENSCAN 

End 3209 

Score .87 



264. .479, 1174. .1359, 1514. .1602, 1696. .1827, 1984. .2035, 
2882. .2964, 3050. .3209 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



39996 
82728 
7281 

OJ000209_21.0313.C3.ol.tc 
7281 
none 



Seq. ID OJ000209_21.0313.C3 
Strand 

12616 

TBLASTX: Cress 
12202 
212 



End 
. Method 
End 
Score 

7281. .7550, 7286. .7597, 7581. .7664, 11816 .. 12082, 12106 .. 12201 , 
12116. . 12202 



39918 




Seq. No. 


39996 




Seq. ID 


OJ000209_21.0313 


.C3 


Gene No. 


82728 




Strand 






Start 


TOOT 
/ZO 1 




End 


LZ O 1 O 




Name 


ojooozU9_zi . 


0313.C3.ol.tw 


Method 


I BLAb l a : wneat 




Start 


T O O 1 

7281 




End 


1 Ol 1 o 

LZllZ 




GI 


none 




Score 


J oZ 




Exons 


70Q1 "7 £ "7 /I 

/ Zo 1 . . / 0 / 4 , 


7286.-7582, 118 15 .. 11913, 


lioiD. . iz u y 4 , 






IIOOC 11QQQ 

liooo . . liy^o 


, 12023.. 12112 








Seq. No. 


o n c\ n t~ 

39996 




Seq. ID 


OJ000209_21.0313 


. C Z> 


Gene No. 


82728 




Strand 






Start 


7281 




End 


12616 




Name 


OJ000209 21. 


0313.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


7281 




End 


12583 




GI 


none 




Score 


142 




Exons 


7281. .7436, 


7361.. 7435, 7428 


..7556, 7511. .7552, 7581. .7 


ts d y , 




7583. .7858, 


7935. .8048, 7940 


..8047, 11 


816... 11971, 11963 


. . IZ U o o , 




12020. .12079, 12100. .12366, 


12101. .12391, 12470.. 12583 




Seq. No. 


39996 




Seq. ID 


OJ000209_21.0313 


.C3 


Gene No. 


82728 




Strand 






Start 


7281 




End 


,12616 




Name 


OJ000209 21. 


0313.C3.ol.ts 


Method - 


TBLASTX: Soybean 




Start 


7281 




End 


12616 




GI 


none 




Score 


165 




Exons 


7281. .7436, 


7349.-7435, 7437 


..7547, 7514. .7546, 7577. .7882, 




7581. .7916, 


7935. .8084, 7940 


..8077, 11816. . 11983, 11972 


. .12082, 




12095. . 12457, 12112 12384 , 


12470. .12616, 12526. .12612 




Seq. No. 


39997 




Seq. ID 


OJ000209_21.0313 


.C4 


Gene No . 


82729 




Strand 


+ 




Start 


1632 




End 


3458 




Name 


OJ000209 21. 


0313.C4.ol.gs 


Method 


GENSCAN 




Start 


1632 




End 


3331 




GI 


none 




Score 


.87 




Exons 


1632. .1634, 


1976.. 2044, 2319 


..2401, 2543.. 3142, 3148. .3331 


Seq. No. 


39997 




Seq. ID 


OJ000209_21.0313 


,C4 


Gene No. 


82729 




Strand 


+ 




otart 


1632 




End 


3458 




Name 


OJ000209 21. 


0313.C4.ol.np 


Method 


AAT/NAP 




Start 


2500 




End 


3340 






4262142 




Score 


585 




Exons 


2500. .3340 










GI Descrip. 


(AC005275) putative alcohol 


dehydrogenase [Arabidopsis 


thaliana] 


Seq. No. 


39997 




Seq. ID 


OJ.000209_21.0313 


,C4 


Gene No . 


82729 




Strand 


+ 




Start 


1632 




End 


3458 




Name 


OJ000209 21. 


0313.C4.ol.gp 


Method 


AAT/GAP 




Start 


3233 




End 


3458 




GI 


6025039 




Score 


376 




Exons 


3233. .3458 










Seq. No. 


39997 




Seq. ID 


OJ000209_21.0313 


.C4 


Gene No. 


82730 




Strand 


+ 





39919 




Start 


4297 


End 


554 0 


Name 


OJ000209 21 . 0313 . C4 . o2 . gs 


Method 


GENSCAN 


Start 


4297 r ~~" 


End 


5540 


GI 


none 


Score 


. 73 


Exons 


4297. .4415, 4751. .5540 






Seq. No. 


39997 


Seq. ID 


OJ000209 21. 0313. C4 


Gene No. 




Strand 


+ 


otan 


4 i? / 


End 


.5540 


Name 


OJ000209 21.0313.C4 .o2.gp 


Method 


AAT/GAP 


Start 


4475 


End 


4917 


GI 


62835 1.R1084 


Score 


504 


Exons 


4475. .4571, 4751. .4917 






GI Descrip. 


'4262142/gb|AAD14442 | 1 . 0e- 


-12 (AC005275) putative alcohol 




dehydrogenase [Arabidopsis 


thaliana] 1 





Seq. No. 39997 
Gene No. 82731 
Start 5309 

Name OJ000209_2 1 . 0313 . C4 . ol . tm 

Start 2535 
GI none 

Exons 2535.. 2657, 2541.. 2696, 2612, 

3148. .3297, 3149. .3301, 4752. 
5034. .5339, 5358. .5507, 5399. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 21. 0313. C4 



5752 

TBLASTX: Maize 
5507 
148 

2695, 2694.. 2825, 2826. 
4904, -4754. .4903, '4902. 
5506, 5418.. 5507 ■ 



3131, 
5033, 



Seq. No. 39997 
Gene No. 82731 
Start 5309 

Name OJ000209_21 . 0313 . C4 . ol . tc 

Start 2541 
GI none 

Exons 2541.. 2687, 2700.. 2804, 2811, 

2931. .3119, 3224. .3301, 4748. 
5019.. 5129, 5070.. 5099, 5138. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 21. 0313. C4 



5752 

TBLASTX: Cress 
5510 
132 

,2921, 2862.. 2891, 2930. 
,4894, 4761. .4895, 4908. 
,5317, 5205.. 5327, 5448. 



,3109, 
,5012, 
,5510 



Seq. No. 39997 
Gene No. 82731 
Start 5309 

Name OJ000209_21 . 0313 . C4 . ol . ts 

Start 2541 
GI none 

Exons 2541.. 2819, 2577.. 2675, 2609. 

3005.. 3139, 3173. .3316, 3190. 
5036.. 5314, 5037. .5354, 5382. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2695, 2828 
.3306, 4730 



OJ000209 21. 0313. C4 



5752 

TBLASTX : Soybean 
5525 
292 

2974, 2829. .3140, 
4903, 4752.. 5027, 



,5525, 5399. .5506 



Seq. No. 39997 

Gene No. 82731 

Start 5309 

Name OJ000209_21 . 0313 . C4 . ol . tw 

Start 2541 

GI none 

Exons 2541.. 2699, 2541.. 2684, 2606. 

4748. .4903, 4748. .4909, 4752. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 21. 0313. C4 



5752 

TBLASTX: Wheat 
5024 
227 

.2701, 2694. .2816, 2718. .2819, 
,4907, 4902.;5024, 4908. .4967 



Seq. No. 
Gene No. 



39997 
82731 



Seq. ID OJ000209_21.0313.C4 
Strand 



39920 




Start 


5309 


End 


5752 






Name 


OJ000209_21.0313.C4 .o3.gp 


Method 


AAT/GAP 






Start 


oouy 


End 


5752 - 






GI 


Z y lo i . KlUo4 


Score 


762 






Exons 


conn c"7co 










GI Descrip. 


4^DZl4^/gD | AADIhhhZ | i . ue- 


09 (AC005275) putative 


alcohol 




dehydrogenase [Arabidopsis 


tnanana j 








Seq. No. 


39998 


oeq. ID 


uuuuuzuy z± 


m i o. 
. UjI j . 


Ly 


Gene No. 


82732 


btrana 


+ 






Start 


1 / O / 


End 


2239 






Name 


ojuuuzuy z i . u ji j . cy . oz . gs 


Method 


GENSCAN 






Start 


1 /5 / 


tna 


zzz>y 






GI 


none 


Score 


QQ 

. yo 






Exons 


1 /D / . . ZZoy 










Seq. No. 


39998 


oeq. id 


uuuuu^uy zi 




uy 


Gene No. 


82733 


Strand 








Start 


"3 c O 


End 


D4 U 






Name 


ujuuuzuy zi.uoio.ty.oi.gs 


Method 


GENSCAN 






Start 


ooZ 


End 


540 






GI 


none 


Score 


o a 

. O D 






Exons 


o c o c yi n 
Joz . . 0 4 U 










Seq. No. 


39998 


Seq. ID 


ojuuuzuy zi 


. Uolo . 


cy 


Gene No. 


82734 


Strand 








Start 


1526 


End 


o o ^ i 

zz ol 






Name 


OJ000209 21.0313.C9.ol.np 


Method 


AAT / NAP 






Start 


1526 


End 


2261 






GI 


7242910 


Score 


89 






Exons 


1526. .1608, 1680. .1845, 2195. .2261 








GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sat iva] 






Seq. No. 


39999 


Seq. ID 


ujuuuzuy zi 


. U J 1 3 . 


r" i n 


Gene No. 


82735 


Strand 


+ 






Start 


- 1 


End 


j / by 






Name 


OJ000209 21.0313.C10.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


4 64 








7242910 


Score 








Exons 


1..151, 260. .313, 382. .464 










GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sat iva J 






Seq. No. 


39999 


Seq. ID 


(JJUUUzUy <£l 


.0313. 


C10 


Gene No. 


82735 


Strand 


+ 






Start 


1 


End 


*3 T o n 

378 9 






Name 


OJ000209 21.0313.C10.ol.gs 


Method 


GENSCAN 






Start 


230 


End 


3789 






GI 


none 


Score 


.6 






Exons 


230. .411, 2010. .2063, 2471. 


.2722, 2870 


..2899, 3723 


. .3789 


Seq. No. 


39999 


Seq. ID 


OJ000209_21 


.0313. 


C10 


Gene No. 


82736 


Strand 








Start 


3639 


End 


3736 • 






Name 


OJ000209 21.0313.C10.ol.gp 


Method 


AAT/GAP 






Start 


3639 


End 


3736 






GI 


LIB34 77-003-P1-K1-E9 


Score 


120 






Exons 


3639. .3736 











39921 



GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
„ sativa] 1 



Seq. No. 40000 

Gene No. 82737 

Start 869 

Name OJ000209_21 . 0313 . Cll . ol . gs 

Start 869 

GI none 

Exons 869.-887, 1035. .1171, 1979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



%eq. No. 
Xfene No. 
(start 

fi^me 

Start 

|j 

fixons 

dtf Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2069, 2318. .2386, 2446. .2523, 
2615. .2734, 2783 2952 ,. 3024 3296, 3648. .3693, 3870. .3986, 
4201. .4228, 4284. .4428, 4620. .4690, 5310. .5458, 5621. .5652, 
5720. .5834, 5971. .6024, 6109. .6226, 6571. .6757 



OJ000209_21. 0313. Cll 
+ . 
6757 
GENSCAN 
6757 
.81 



40000 Seq. ID 

82737 Strand 
869 End 
OJ000209_21 . 0313 . Cll . ol . np Method 
1052 End 
5803253 Score 
1052. . 1188, 
4239. .4359 

(AP000399) ESTs AU068856 (C50756) , AU077 979 (C61370 ) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



OJ000209_21. 0313. Cll 
+ 

6757 
AAT/NAP 
4359 
234 



2872. .2966, 3041. .3296, 3648.-3759, 3897. .3970, 



40000 
82737 
869 

OJ000209_21. 0313. Cll. ol 
2668 

13284_1.R1084 
2668.. 2952, 3024 



Seq. ID 
Strand 
End 

, gp Method 
End 
Score 
3296, 3648.. 3739 
'5803253/dbj | BAA83563.il 7.0e-17 (AP000399) ESTs 
AU068856(C50756) , AU077979 (C61370) correspond to a region of the 
predicted gene; similar to serine protease (AF097709) [Oryza 
sativa] ' 



OJ000209_21. 0313. Cll 
+ 

6757 
AAT/GAP 
3739 
1052 



Seq. No. 
Ge^ne No. 
SftSrt 



Stajt 
GI 

Exons 

GI Descrip. 



40000 
82737 
869 

OJ000209_2 1 . 0313 . CI 1 . o2 . gp 
2689 

13284_1.R1084 
2689. .2952, 3024, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3817 

'5803253/dbj IBAA83563.il 7.0e-17 (AP000399) ESTs 

AU068856(C50756)yA"U077979(C61370) correspond to a region of the 
predicted gene; similar to serine protease (AF097709) [Oryza 
sativa] 1 



OJ000209_21. 0313. Cll 
+ 

6757 
AAT/GAP 
3817 
1087 



,3296, 3648, 



Seq. No. 40000 Seq. ID 

Gene No. 82737 Strand 

Start 869 End 

Name OJ000209_21 . 0313 . Cll . o3 . gp Method 

Start 3029 End 

GI 13284 1.R1084 Score 



OJ000209_21. 0313. Cll 
+ 

6757 
AAT/GAP 
4006 
740 



39922 



Exons 3029.. 3296, 3648.. 3768, 3870.. 4006 

GI Descrip. ' 5803253/dbj | BAA83563 . 1 1 7.0e-17 (AP000399) ESTs 

AU068856{C50756) , AU077979 (C61370) correspond to a region of the 
predicted gene;* similar to serine protease (AF097709) [Oryza 
sativa] 1 



Seq. No. 40000 " Seq. ID 

Gene No. 82737 Strand 

Start 869 End 

Name OJ000209_21 . 0313 . Cll . o4 . gp Method 

Start 4295 End 

GI 621_1.R1084 Score 

Exons 4295.. 4428, 5001.. 5088, 5173.. 5274, 5363 

5759. .5834, 5971. .6024, 6161. .6392 
GI Descrip. 1 4 2 62 14 2 /gb | AAD14 4 42 | 9.0e-13 (AC005275) putative alcohol 

dehydrogenase [Arabidopsis thaliana] 1 



OJ000209_21. 0313. Cll 
+ 

6757 
AAT/GAP 
6392 
1426 

5458, 5621.. 5652, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40000 Seq. ID 

82737 Strand 
8 69 End 
OJ000209_21. 0313. Cll. o2.np Method 
5013 End 
134596 Score 

5013. .5088, 5173.. 5274, 

5971.. 6024, 6161.. 6180 



OJ000209_21. 0313. Cll 
+ 

6757 
AAT/NAP 
6180 
622 

5363..54S8, 5621.. 5652, 5759.. 5834, 



GI Descrip. SUPEROXIDE DISMUTASE [CU-ZN] 2 gi | 100713 | pir | | S21136 superoxide 
dismutase (EC 1.15.1.1) (Cu-Zn) sodB - rice 
gi I 218226 | dbj | BAA00800 . 1 1 ( DO 1000 ) copper/zinc-superoxide 
dismutase [Oryza sativa] gi | 31032 1 | gb | AAC14 4 65 . 1 | (L19434) 
cytosolic copper/zinc-superoxide dismutase [Oryza sativa] 



Seq. No. 40000 - 

Gene No. 82738 
Start 7090 

Name OJ000209_21 . 0313 . Cll . ol . tm 

Start 4979 
GI none 

Exons 4979.. 5089, 5004.. 5090, 5171. 

5356.. 5460, 5361.. 5459, 5619. 
5930.. 6025, 5970.. 6026 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 21. 0313. Cll 



7663 

TBLASTX: Maize 
6026 
129 

,5275, 5172.. 5282, 5175. 
,5651, 5729.. 5836, 5758. 



,5282, 
,5835, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40000 
82738 
7090 

OJ000209_21. 0313. Cll. ol.ts 
4983 



End 

Method 
End 

none Score 
4983.. 5090, 5009.. 5089, 5010. .5120, 5171.. 5275, 5172.. 5282, 
5356.. 5463, 5361.. 5462, 5735.-5836, 5758.-5835, 5930.'. 6025, 
5969.. 6022, 5970.. 6026 



Seq. ID OJ000209_21. 0313. Cll 
Strand 

7663 

TBLASTX: Soybean 
60.26 
107 



Seq. No. 40000 Seq. ID 

Gene No. 82738 Strand 

Start 7090 End 

Name OJ000209_21 . 0313 . Cll . ol . tw Method 

Start 4992 End 

GI none Score 



OJ000209_21. 0313. Cll 
7663 

TBLASTX: Wheat 

6182 

121 



39923, 



Exons 



4992. .5090, 4998. .5087, 5003. .5089, 5171. .5275, 5172. .5282, 

5175. .5282, 5356. .5460, 5361. .5459, 5608. .5652, 5729. .5836, 

5749. .5835, 5969. .6025, 5970.. 6026) 5970.. 6026, 6144.. 6182, 
6159. .6182 



Seq. No. 40000 
Gene No. 82738 
Start 7090 

N ame 0 JO 0 0 2 0 9_2 1 . 0 3 1 3 . C 1 1 . o 1 . t c 

Start 5009 
GI none 
Exons 5009. 

5171. 

5361. .5462, 5741. .5836, 5749. 



,5089, 5010. .5090, 5010. 
,5275, 5172. .5282, 5172. 



Seq. ID OJ000209_21.0313.C11 
Strand 

End 7663 
Method TBLASTX : Cress 
End 6026 
Score 107 

.5090, 5011.. 5091, 5152.. 5274, 
.5276, 5179.. 5283, 5356.. 5463, 
.5835, 5930.. 6025, 5970.. 6026 





Seq. No. 


a r\ r\ a n 
4 UUUU 








Seq. ID 


OJ000209_21.0313.C11 




bene ino . 


097 -so 








Strand 






Start 


7090 








End 


7663 




Name 


OJ000209 21. 


0313 


.Cll.o2 


. gs 


Method 


GENSCAN 




Start 


7090 








End • 


7518 




GI 


none 








Score 


.85 




Exons 


7090. .7518 














Seq: No. 


40000 








Seq. ID 


OJ000209_21.0313.C11 




Gene No. 


82738 ' 








Strand 






Start 


7090 








End 


7663 




Name 


OJ000209 21. 


0313 


Cll.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


7103 








End 


7662 




GI 


none 








Score 


82 




Exons 


7103. .7195, 


7117 


.7245, 


7282. 


.7584, 72-98.. 7558, 7633.. 7662 




Seq. No. 


40000 








Seq. ID 


OJ000209_21.0313.C11 




Gene No. 


82738 








Strand 






Start 


7090 








End 


7663 




Name 


OJ000209 21. 


0313 


Cll.o3 


• n P 


Method 


AAT/NAP 




Start 


7108 








End 


7663 




GI 


1717794 








Score 


324 




Exons 


7108. .7663 













GI Descrip. SEX DETERMINATION PROTEIN TASSELSEED 2 gi | 539065 | pir | | A4 754 2 

short-chain alcohol dehydrogenase (EC 1.1.1.-) - maize gi 1393184 





(L20621) alcohol dehydrogenase [Zea mays] 


Seq. No. 


40000 


Seq. ID 


OJ000209_21.0313.C11 


Gene No. 


82738 


Strand 




Start 


7090 


End 


7663 


Name 


OJ000209 21.0313.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


7111 


End 


7662 


GI 


none 


Score 


59 


Exons 


7111. .7245, 7133. .7195, 7321. 


.7587, 7334. .7549, 7627. .7662 


Seq. No. 


40001 


Seq. ID 


OJ000209_21.0313.C12 


Gene No. 


82739 


Strand 


+ 


Start 


94 


End 


1802 


Name 


OJ000209 21.0313.C12.ol.gs 


Method 


GENSCAN 


Start 


94 


End 


1802 


GI 


none 


Score 


.72 


Exons 


94. .312, 1716. .1802 







39924 



Seq. No. 


40001 


Seq. ID 


OJ000209_21. 0313.C12 


bene no. 


O Z / 4 U 


Strand 




btart 


0 "7 "5 "5 


rjilu 


Oil J 


Name 


vJJUUUZUy Z 1 . U j! J . Lli . O-i. . gs 


LYie tnou 


KjLj IN oCrlN 


btart 




rjnci 


JiOl 


bl 


none 


Score 




Exons 


Z / jj. . jIdI 






beq. no. 


40001 


Seq. ID 


uuuuuzuy . ujij . uii 


Gene No . 


82740 


Strand 




Start 


2733 


End 


3213 


Name 


OJ000209 21.0313.C12.ol.np. 


Method 


AAT/NAP 




2751 


End 


3213 


C T 
bl 


1717794 


Score 


284 


Exons 


2751. .3213 






bi uescnp. 


SEX DETERMINATION PROTEIN TASSELSEED 2 


gi|539065|pir| IA47542 




short-chain alcohol dehydrogenase (EC 


1.1.1.-) - maize gi|393184 




(L20621) alcohol dehydrogenase [Zea mays] 


Seq. No. 


40001 


Seq. ID 


OJ000209_21.0313.C12 


Gene No. 


82740 


Strand 




C4- - -v 4- 

btart. 


2733 


End 


3213 


Name 


OJ000209 21.0313.C12.ol.tc 


•Method 


TBLASTX : Cress 


btart 


2754 


End 


3150 


GI 


none 


Score 


80 


Exons 


2754. .2849, 2820. .2924, 2955. 


.3149, 2971. .3150 


Seq. No. 


40001 


Seq. ID 


OJ000209_21.0313.C12 


Gene No . 


82740 


Strand 




C 4- -i -v- 4- 

btart 


2733 


End 


3213 


Name 


OJ000209 21.0313.C12.ol.ts 


Method 


TBLASTX : Soybean 


C 4 1 v-4- 

b tart 


2760 


End 


3209 


P T 
b± 


none 


Score 


163 


Exons 


2760.. 2888, 2925.. 3209, 2962. 


.3189 




Seq. No. 


40001 


Seq. ID 


OJ000209_21.0313.C12 . 


bene no . 


82740 


Strand 




C 4- -i v~4- 


2733 


End 


3213 


Name 


OJ000209 21.0313.C12.ol.tm 


Method 


TBLASTX: Maize 




2772 


End 


3213 


C T 
bl 


none 


Score 


143 


Exons 


2772. .2888, 2964. .3209, 2977. 


.3213 




Sea No 


40002 


Seq. ID 


OJ000209_21.0313.C13 


Gene No. 


82741 


Strand 


+ 


Start 


10758 


End 


10837 


Wame 


OJ00020-9 21 i0313.C13.o2.gp 


Method 


AAT/GAP 


Start 


10758 


End 


10837 


GI 


5455354 


Score 


102 


Exons 


10758. .10837 






GI Descrip. 


601684 5/dbj | AP000570 . 1 | AP000570 6.0e-2 


8 Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 



Seq. No. 
Gene No. 
Start 



40002 
82742 
10837 



Seq. ID OJ000209_21.0313.C13 
Strand + 
End 10906 



39925 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_21 . 0313 . C13 . o3 . gp Method AAT/GAP 
10837 End 10906 

4715947 Score ,, 79 

10837 .'.10906 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis . 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF1951 15_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 

40002 Seq. ID OJ000209_21 . 0313 . C13 

82743 Strand 

1 End 10184 

OJ000209_2 1 . 0313 . C13 . ol . np Method AAT/NAP 

1 End 248 

7431090 Score 236 

1. .248 

probable short-chain alcohol-dehydrogenase (EC 1.1.1.-) - tomato 
(fragment) gi | 717142 | gb IAAB00109 . 1 | (U21801) alcohol 
dehydrogenase homolog [Lycopersicon esculentum] 



Seq. No. 40002 Seq. ID 

Gene No. 82743 Strand 

Start 1 - End 

Name OJ000209_21 . 0313 . C13 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9. .261, 4244. .4293, 4400. .4664, 5118.. 

7821.. 8099, 8627.. 9209, 10156.. 10184 



OJ000209_21.0313.C13 

10184 
GENSCAN 
10184 
.44 

5310, 5426.. 5582, 



Seq. No. 


. 40002 


Seq. ID 


OJ000209_21.0313.C13 


Gene No. 


82743 


Strand 




Start 


1 


End 


10184 


Name 


OJ000209 21.0313.C13.ol.gp 


Method 


AAT/GAP 


Start 


7797 


End 


8207 


GI 


2427597 


Score 


735 


Exons 


7797.. 8207 - 






Gl Descrip. 


1293688 7.0e-10 (U53827) STA1-2 [Silene latifolia ssp. alba] 




>gi_1293692 (U53829) STA1-18 


[Silene 


latifolia ssp. alba] 


Seq. No. 


40002 


Seq. ID 


OJ000209_21.0313.C13 


Gene No. 


82744 


Strand 




Start 


11896 


End 


16938 


Name 


OJ000209 21.0313.C13.o2.gs 


Method 


GENSCAN 


Start 


11896 


End 


16887 


GI 


none 


Score 


.56 


Exons 


11896. .12787, 128 99 .. 12972, 


14 4 05. . 15182, 16859. . 16887 


Seq. No. 


40002 


Seq. ID 


OJ000209_21.0313.C13 


Gene No. 


82744 


Strand 




Start 


11896 


End 


16938 


Name 


OJ000209 21.0313.C13.o2.np 


Method 


AAT/NAP 


Start 


14381 


End 


15231 


GI 


4262142 


Score 


. 675 


Exons 


14381. .15231 






GI Descrip. 


(AC005275) putative alcohol 


dehydrogenase [Arabidopsis thaliana] 



39926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40002 
82744 
11896 ' 

OJ000209_21.0313.C13.o4 . gp 

14922 

2428268 



Seq. ID OJ000209_21.0313.C13 
Strand 

End 16938 

Method AAT/GAP 

End 16938 

Score 760 



14922. .15182, 1589.8 .. 15972 , 16859.. 16938 

42 62142/gb | AADI4 4 42 | 9.0e-13 (AC005275) putative alcohol 
dehydrogenase [Arabidopsis thaliana] 



40002 

82745 

17616 

OJ00020 

3 

none 
3. .92, 
8870. .8 
12130. . 
12559. . 
14591. . 
14922. . 
17694 . . 
18144 . . 



9 21.0313.C13.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_21.0313.C13 
18195 

TBLASTX: Cress 

18182 

109 



108. .269, 148. .258, 7830. .7904, 7875. .7979, 8031. .8102, 
965, 8981.. 9112, 9021.. 9131, 11917 ... 12012 , 11983 .. 12087 , 
12312, 12137. . 12313, 12274 .. 124 17 , 124 36 1254 3, 
12708, 12599. . 12709, 14423 .. 14 4 82 , 14 4 68 14 569, 
14797, 14625. . 14831, 14747 .. 14 917 , 14 918 15034 , 
15035, 15038. .15184, 15039 15185, 1764 9 17708, 
17786, 17829. . 18023, 17851 18057 , 17994 .. 18131, 
18182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40002 
82745 
17616 

OJ000209_21.0313.C13.ol.ts 
3 

none 



OJ000209 21.0313.C13 



18195 

TBLASTX : Soybean 

18194 

118 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3. .98, 99. .257, 148. .258, 7815. .7943, 7980. .8102, 8624. .8812, 
8634. .8777, 8870. .8971, 8972. .9112, 9021. .9134, 11923 12051 , 
12088. .12426, 12128 12364 , 12436 .. 12549, 12550 12708, 
12599. .12712, 14 402 14 536, 14424 .. 14486, 14570 .. 15184 , 
14 74 5. .15170, 17629. .17712, 17631 .. 17762 , 17781 . . 18194 , 
17848. . 17949, 17 977 .. 18114 



40002 
82745 
17616 

OJ000209_21.0313.C13.ol.tm 
6 

none 



Seq. ID OJ000209_21.0313.C13 
Strand 

End 18195 

Method TBLASTX: Maize 

End 1818 3 

Score 66 



6. .107, 99. .275, 138. .251, 148. .300, 7830. .7943, 8019. .8102, 
8589..8762, 8624. .8806, 8870. .8980, 8972. .9112, 9018. .9167, 
11917. .12051, 12128. .12340, 12133 .. 124 14 , 124 33 .. 12558 , 
12550. .12708, 12596 .. 12709, 144 15 .. 14486, 14423 .. 14536, 
14612. .15034, 14613. . 15017, 15038 .. 15184 , 15039 .. 15182, 
15068. .15193, 17649. . 17762, 17650 .. 177 12 , 17788 .. 18183, 
17838. .18182 



Seq. No. 40002 

Gene No. 82745 

Start 17616 

Name OJ000209_21 . 0313 . C13 . ol . tw 

Start 6 



Seq v ID OJ000209_21.0313.C13 
Strand. 

End 18195 

Method TBLASTX : Wheat 

End 18194 



39927 




01 


none 


Score 


61 




Exons 


6:. 62, 6. .293, 123. .275, 8870 .. 9112 ,. 88 


88. .8941, 






1 940Q 1 97QQ 197M 


14895. .15053, 14912. 






i "troof; uioy] 1 S097 


18117.. 18194 




beq. no. 


40002 


Seq. ID 


OJ000209_ 


91 0^1^ n ^ 


Gene No. 


ft 974 S 


Strand 






Start 


1 / DID 


End 


18195 




Name 


rvT00090Q 91 n^i ^ n ^ nn 


Method 


AAT/NAP 




btart 


L f DU / 


End 


18195 






A 9691 4 9 


Score 


460 




Exons 


1 7 607 1 ft 1 QS 








GI Descrip. 


(AC005275) putative alcohol 


dehydrogenase [Arabidopsis thaliana] 


Seq. No. 


i \j \j \j c» 


Seq. ID 


OJ000209_ 


21.0313.C13 


Gene No. 


/ 4 J 


Strand 


- 




b tarr. 


J. /.DID 


End 


18195 




Name 


DT00090Q 91 0^1^ PI? rrc; 


Method 


.GENSCAN 




Start 


17 616 ~~ 

X / D X D 


End 


18112 




01 


none 


Score 


^9 




Exons 


17616. .18112 








Seq. No. 




Seq. ID 


OJ000209_ 


21.0313.C14 


Gene No. 


O Z / H D 


Strand 


+ 




start 


1 1 Q *3 


End 


1381 




Name 


PkTfinnOOQ 91 PI A ^1 rtc 

UJUUUZUy <i1.Uj1j.L14 .Ol.yS 


Method 


GENSCAN 




Start 


1 loo 


End 


1381 




GI 


none 


Score 


Q9 




Exons 


1 1 Q*3 1 1 








beq. No. 


40003 


Seq. ID 


OJ000209_ 


21.0313.C14 


Gene No . 


82747 


Strand 


- 




Start 


399 


End 


1273 




Name 


OJ000209 -21.0313.C14.ol.gp 


Method 


AAT/GAP 




otart 


399 


End 


1273 




GI 


2428268 . ■ 


Score 


246 




Exons 


.399. .476, 1194. .1273 








GI Descrip. 


4262142/gb|AAD14442| 9.0e-13 (AC005275) 


putative 


alcohol 




dehydrogenase [Arabidopsis 


thaliana] 






Seq. No. 


40004 


Seq. ID 


OJ000209_ 


_21.0313.C15 


Gene No. 


82748 


Strand 






btar z 


230 


End 


387 




Name 


OJ000209 21.0313.C15.ol.gs 


Method 


GENSCAN 




C -t- -i -v-4- 

btarr 


230 


End 


387 




Ol 


none 


Score 


.52 




Exons 


230. .296, 323. .387 








o c q . in (j . 


40005 


Seq. - ID 


OJ000209_ 


_21.0313.C17 


Gene No. 


82749 


Strand 


+ 




Start 


1327 


End 


3495 




Name 


OJ000209 21.0313.C17.ol.gs 


Method 


GENSCAN 




Start 


1327 


End 


3489 




GI 


none 


Score 


.69 




Exons 


1327. .1398, 2140. .2172, 2518. .3489 







Seq. No. 40005 Seq. ID OJ000209_21 . 0313 . C17 



39928 




OC11C 1X\J • 


- 82749 






Strand 


+ 


Start 


1327 






End 


3495 


Name 


OJ000209 21.0313. 


C17.ol 


.gp 


Method 


AAT/GAP 




2109 






End 


2953 


OX 


uC-osrocyp009h02bl 




Score 


769 


Exons 


2109.. 2172., 2589. 


.2953 










•58066/emb 1X52324 


I ARBLSKM 2. 


Oe-13 pBluescript SK(-) vector 




phagemid excised 


from lambda 


ZAP ' 




O ^ . LN * 


40005 






Seq. ID 


OJ000209_21.0313.C17 


Gene No. 


82749 






Strand 


+ 


Start 


1327 






End 


3495 


Name 


OJ000209 21.0313. 


C17.ol 


.np 


Method 


AAT/NAP 


O UCti. L- 


2644 






End 


3495 


ox 


4262142 






Score 


544 




2644. .3495 










T n<=» <=: r 1 T i 'Pi 


(AC005275) putative alcohol 


dehydrogenase [Arabidopsis thai 


Seq. No. 


40005 






Seq. ID 


OJ000209_21.0313.C17 


Gene No. 


82750 






Strand 




OLaL L 


3195 






End 


3931 


Name 


OJ000209 21.0313. 


C17.ol 


. tm 


Method 


TBLASTX: Maize 




2656 






End 


3453 


ox 


none 






Score 


142 




2656. .2847, 2845. 


.2961, 


2977 


..3255, 3360.. 3452, 3361.. 3453 


Seq. No. 


40005 






Seq. ID 


OJ000209_21.0313.C17 


Gene No. 


82750 






Strand 




olql l 


3195 






End 


3931 


Name 


OJ000209 21.0313. 


C17.ol 


.tw 


Method 


TBLASTX: Wheat 


o i_ d. x u 


2661 






End 


2970 


ox 


none 






Score 


234 


F 1 von q 


2661.. 2687, 2671. 


.2847, 


2688 


..2798, 2i 


J45..2961, 2908. .2970 


Seq. No. 


40005 






Seq. ID 


OJ000209_21.0313.C17 


Gene No. 


82750 






Strand 




Start 


3195 






End 


3931 


Name 


OJ000209 21.0313. 


C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2677 






End 


3453 


GI 


none 






Score 


125 




2677. .2838, 2851. 


.2955, 


2971 


..3072, 3082. .3264, 3394. .3453 


Seq. No. 


40005 






Seq. ID 


OJ000209_21.0313.C17 


Gene No. 


82750 






Strand 




O Lai L 


3195 






End 


3931 


LN dillC 


OJ000209 21.0313. 


C17.ol 


.ts 


Method 


TBLASTX : Soybean 


OLdi L 


2689 






End 


3513 


GI 


none 






Score 


234 




2689.. 2970, 2979. 


.3269, 


2980 


..3279, 3306.. 3500, 3361.. 3513 


Sea No 


40005 






Seq. ID 


OJ000209_21. 0313.C17 


Gene No. 


82750 






Strand 




Start 


3195 






End 


3931 


Name 


OJ000209 21.0313. 


C17.o2 


.gp 


Method 


AAT/GAP 


Start 


3195 






End 


3931 


GI 


2799196 






Score 


794 


Exons 


3195.. 3797, 3899. 


.3931 









39929 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58066/emb | X52324 IARBLSKM 2.0e-13 pBluescript SK(-) vector DNA, 
phagemid excised from lambda ZAP 



40006 
82751 
6293 

OJ000209_21.0313.C18 .-ol .np 

6293 

7228457 



Seq. ID OJ000209_21.0313.C18 

Strand + 

End 12445 

Method AAT/NAP 

End 12445 

Score 9255 



6293. .6659, 6721.. 8656, 8720.. 9554, 9677.. 10828, 10895.. 12445 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 





Crtrt T\T r\ 

o e q . in o . 


40006 




Seq. ID 


OJ000209 


Zl. UjIj 






belle LN(J . 


82752 




Strand 












25 




End 


668 








Name 


OJ000209 21.0313.C18.ol 


. gs 


Method 


GENSCAN 








Start 


25 




End 


668 










none 




Score 


.94 








Exons 


25. .389, 425. .633, 655. 


.668 












o e q . in o . 


40006 




Seq. ID 


OJ000209 


_21.0313 


PI p 


z " 


bene ino . 


82753 




Strand 










Of 3 v-4- 


13093 




End 


16321 








Name 


OJ000209 21.0313.C18.o4 


.gs 


Method 


GENSCAN 








Start 


13093 




End 


16321 






ru 


PT 


none 




Score 


.71 






C3 


Exons 


13093. .14667, 14 752 .. 14 965 , 


15060. .16321 






Ly 


o c q • LN (J . 


40006 




Seq. ID 


OJ000209 


_21.0313 


.C18 




UCJIC LNU . 


82753 




Strand 










O Lai L 


13093 




End 


16321 






1" 


Name 


OJ000209 21.0313.C18.o2 


. np 


Method 


AAT/NAP 








Start 


13096 




End 


16321 






I J 




6907089 




Score 


4142 






'"■4 


Exons 


13096. .14965, 15060.. 16321 










. — i 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






f 1 


Seq. No. 


40006 




Seq. ID 


OJ000209 


_21.0313 


C18 




Gene No. 


82754 




Strand 










Start 


16984 




End 


17204 








Name 


OJ000209 21.0313.C18.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1688 




End 


2551 








GI 


none 




Score 


160 








Exons 


1688. .1933, 1849. .1932, 


1931 


..2062, 2063.. 2404, 


2459. .2551 




Seq. No. 


40006 




Seq. ID 


OJ000209 


_21.0313 


C18 




Gene No. 


82754 




Strand 










Start 


16984 




End 


17204 








Name 


OJ000209 21.0313.C18.o7 


. tw 


Method 


TBLASTX: Wheat 






Start 


1757 




End 


2056 








GI 


none 




Score 


247 








Exons 


1757. .1936, 1843. .1938, 


1931 


. .2053, 1970. .2056 








Seq. No. 


40006 




Seq. ID 


OJ000209 


_21.0313 


C18 




Gene No. 


82754 




Strand 









39930 






loyofi 










17 9 0/4 
1 / Z U fl 




Name 


ri tooo 90 q 9 1 


0^1^ 


LIO . Ol . 


T,C 








C-l- v- 4- 












9 0 9 O 




H T 


none 








Score 


9 9 7 
ZZ / 




Exons 


J. / DO. . Z UZ U 














Seq. No. 


40006 








Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


82754 








Strand 








1 D?04 








End 


17204 




Name 


H700090Q 91 


0^1 ^ 


P1 ft n1 
^x 0 ■ OX . 


+■ Q 

U 0 


Method 


TBLASTX : Soybean 




otart 


1 "7 "7 








End 


2560 




bi 


none 








Score 


242 




ijXons 


1 77 R 90Rfi 


1 ft A 0 
X O 4 U . 


1 QRO 


907 S 


.2362, 2459. .2560, 2488. .2550 


Seq.' No. 


40006 








Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


82754 








Strand 






OLalL 


J_ U .7 O *i 








End 


17204 




Name 


O.T00090Q 91 


0^1 7 


PI ft r\A 


tw 


Method 


TBLASTX: Wheat 




otarr 


9 ££1 








End ■ 


11833 






none 








Score 


375 




Exons 


9 fi£1 97 A A 
ZOO-L. . Z / ft ft , 


1 1 4 R9 
X X ft 


1 1 ROfl 


, 11453. .11833, 


11554. .11802 




Seq. No. 


40006 








Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


82754 








Strand 






otar t. 


1 £Qft/l 
X oy Oft 








End 


17204 




Name 


ujuuu^u y z x . 




Llo . Ot), 


tw 


Method 


TBLASTX: Wheat 




b rarr 


£ Qyl 7 

oyfi / 








'End 


7339 






none 








Score 


58 




Exons 


0 y 4 / . . oy y 4 , 


7 n n 1 
/ uu 1 . 


. / uy y , 


7018. 


.7098, 7066.. 7227, 7082. .7339 


Seq. No. 


40006 








Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


82754 








Strand 






Q+- -j 


1 £QftZl 

x 0 y 0 fi 








End 


17204 




Name 


H TO 00 9 0 Q 91 


0^1 ^ 


PI ft r\ s 


tm 


Method 


TBLASTX: Maize 






O y 3 Z 








End 


7237 






none 








Score 


193 




Exons 


coco 

0 y oz . . /ijo, 


d y 0 y . 


7 9^7 










oeq . lno . 


4000£ 
fl UU U D 








Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


82754 








Strand 






Start 


16984 








End 


17204 




Name 


OJ000209 21. 


0313. 


C18.o5. 


tw 


Method 


TBLASTX: Wheat 




OtalL 


7347 








End 


10807 






none 








Score 


234 




TP T-T ^\ T™1 C 

Lxons 


7347. .7400, 


10373 


..10597, 10373. . 10597, 


10438. .10611, 






10658. .10807, 10669. .10806 








Seq. No. 


40006 








Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


.82754 








Strand 








16984 








End 


17204 




Name 


OJ000209 21. 


0313. 


C18.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8077 








End 


8560 




GI 


none 








Score 


418 




Exons 


8077. .8214, 


8078. 


.8560, 


8117. 


.8239, 8272.. 8532 




Seq. No. 


40006 








Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


82754 








Strand 







39931 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16984 End 
OJ000209_21.0313.C18.ol.tw Method 
8727 End 
none Score 
8727.. 917-0, 8728.. 9189, 8729.. 9190 



Seq. ID 
Strand 
End 

Method 
End 
Score 



40006 
82754 
16984 

OJ000209_21.0313.C18.o4.ts 
8768 
none 

8768.-8992, 8999.. 9133 
40006 

82754 Strand 
16984 End 
OJ000209_21.0313.C18 .o2.tm Method 
8858 End 
none Score 
8858.. 9214, 8893.. 9204, 8909.. 9214 



17204 

TBLASTX: Wheat 

9190 

211 



OJ000209_21.0313.C18 
17204 

TBLASTX : Soybean 

9133 

117 



Seq. ID OJ000209_21.0313.C18 



17204 

TBLASTX: Maize 

9214 

392 



40006 
82754 , 
16984 

OJ000209_21.0313.C18.o4 , 

9241 

none 

9241. .9606, 9242. . 9625 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_21.0313.C18 
17204 

TBLASTX: Maize 

9625 

360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



40006 
82754 
16984 

OJ000209_21.0313.C18.o2.tw 
9299 
none 

9299. .9718, 9304. .9723 

40006 
82754 
16984 

OJ000209_21.0313.C18.o2.ts 
9377 
none 

9377.. 9748, 9394 .. 9537 

40006 
82754 
16984 

OJ000209__21.0313.C18.o3.ts 
10496 
5666795 

10496. .10594, 10670 .. 10807 , 10862. .11062 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_21.0313.C18 
17204 

TBLASTX: Wheat 
9723 
488 



OJ000209_21.0313.C18 
17204 

TBLASTX: Soybean 
9748 
271 



Seq. ID OJ000209_21.0313.C18 
Strand 

'End 17204 

Method TBLASTX : Soybean 

End 11062 

Score 68 



10006 
32754 



Seq. ID 
Strand 



OJ000209 21.0313.C18 



39932 




Start 


16984 




End 


17204 




Name 


ww w w w ^i. v_v _/ x . v J x J . \_/ x u . 


o9 . tw 


Method 


TBLASTX: Wheat 




Start 


10810 _ 




End 


11122 




GI 


none 




Score 


191 




Fvnn c 
i*j \s 1 1 


10810 10986 10841 


11011, 


10862. .11122 




Seq. No. 


40006 




Seq. ID 


OJ000209_21.0313 


.C18 


Gene No. 


82754 




Strand 


- 




Start 


16984 




End 


17204 




Name 


OJ000209 21 0313 C18 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


11315 _ 




End 


11638 




GI 


none 




Score 


366 




F.y on *5 


11315 11638, 11344 


11625 








Seq. No. 


40006 




Seq. ID 


OJ000209_21.0313, 


.C18 


Gene ■ No. 


82754 




Strand 






Start 


16984 




End 


17204 




Name 


OJ000209 21 0313 C18 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


11834 ~~ 




End 


12436 




GI 


none 




Score 


259 




Ex on s 


11834 12118. 11839 


12117, 


12310. .124 32, 12311. .124 36 




Seq. No. 


40006 




Seq. ID 


OJ000209_21.0313. 


.C18 


Gene No. 


82754 




Strand 


- 




Start 


16984 




End 


17204 




Name 


OiTDOOPOQ 91 0313 PI ft 


o £ "Km 

\J \J • L.1U 


Method 


TBLASTX: Maize 






12305 ~~ 




End 


12448 






none 




Score 


184 




P von q 


1 ?30S 1 944 R 1931 D 


12444 








Qprr NO 


40006 




Seq. ID 


OJ000209_21.0313, 


. C18 


Gene No. 


82754 




Strand 






Start 


16984 




End 


17204 




Name 


OJ000209 21.0313.C18. 


o3 . np 


Method 


AAT/NAP 




Start 


16984 




End 


17204 




GI 


7523512 




Score 


118 




Exon ^ 


16984. .17204- 










GI Dp sor i d 


(AP001633) hypothetical protein [Oryza 


sativa] 




Sea No 


40007 




Seq. ID 


OJ000209_21.0313. 


. C19 


Gene No-. 


82755 




Strand 


+ 




Start 


1 




End 


122 




Name 


OJ000209 21.0313.C19. 


ol.np . 


Method 


AAT/NAP 




Start 


1 




End 


122 




GI 


5042454 




Score 


70 




E von 


1. .122 










vji i_> C O \^ X X • 


(AC007789) putative polyprotein [Oryza 


sativa] 




Sea No 


40007 




Seq. ID 


OJ000209_21.0313. 


CI 9 


Gene No. 


82756 




Strand 


+ 




Start 


258 




End 


723 




Name 


OJ000209 21.0313.C19. 


ol.gp 


Method 


AAT/GAP 




Start 


258 




End 


723 




GI 


LIB3432-059-P1-K1-D8 




Score- 


725 




Exons 


258. .723 










GI Descrip. 


1 5734616/dbj IAP000391 


.1IAP000391 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0538C01 1 



39933 



Seq. No. 40007 Seq. ID 

Gene No. 82757 Strand 

Start '202 End - 

Name OJ000209_21 . 0313 . C19 . ol . gs Method 

Start -202 End 

GI ' none Score 

Exons 202.. 282 



OJ000209__21.0313.C19 

"282". . 
GEN SCAN 
282 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40008 



Seq. ID OJ000209_21.0313.C23 



82758 Strand 

533 End 

OJ000209_21. 0313.C23.ol.gs Method 

533 End 

none Score 
533. .687, 899. .1404, 2088. .2216, 2613. 
3242.. 3305, 3405.. 3631 



+ 

4366 
GENSCAN 
3631 
.51 

.2764, 2839. .3062, 



Seq. No. 40008 Seq. ID 

Gene No. 82758 Strand 

Start 533 End 

Name OJ000209_21 . 0313 . C23 . ol . np Method 

Start 871 End 

GI 6815107 Score 

Exons 871. .1427, 1514. .1879, 1970. .2238, 3839 
GI Descrip. 



OJ000209_21.0313.C23 
+ 

4366 
AAT/NAP 
3866 
370 
3866 



(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



BAC 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_ 
+ 

4366 
AAT/NAP 
4366 
525 



21.0313.C23 



Seq. No. 40008 
Gene No. 82758 
Start 533 

Name OJ000209_21 . 0313 . C23 . o2 . np 

Start 917 
GI 7485859 
Exons 917.. 1404,' 

4326.. 4366 

GI Descrip. hypothetical protein F20D10.300 - Arabidopsis thaliana 

gi|4467124|emb|CAB37558.1| (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



1494. .1860, 1954. .2402, 2471. .2750, 2831. .2958, 



Seq. No. 40008 

Gene No. 82759 

Start 4782 

Name OJ000209_21 . 0313 . C23 . o2 . tc 

Start 1525 

GI none 

Exons 1525.. 1845, 1665.. 1835 

Seq. No. 40008 

Gene No. 82759 

Start 4782 

Name OJ000209_21 . 0313 . C23 . ol . tm 

Start 1570 

GI none 
Exons 



Seq. ID OJ000209_21.0313.C23 

Strand + 

End 5298 

Method TBLASTX : Cress 

End 1845 

Score 183 



Seq. ID OJ000209_21.0313.C23 
Strand 
End 

Method 
End 
Score 



+ 

5298 

TBLASTX: Maize 

2082 

298 



1570. .1848, 1572. .1847, 1959. .2042, 1969. .2082 



39934 




Seq. No. 


40008 








Seq. ID 


OJ000209_21.0313 


.C23 


Gene No. 


82759 








. Strand 


+ 




Cf 3 v+- 

otdit 










End 


5298 




Name 


ujuuuzuy z± 


.UjIj. 


J . Ol 


. 15 


Method 


TBLASTX : Soybean 




Start 


1 DOU 








End 


2289 




GI 


none 








Score 


209 . 




Exons 


1 DjII . . 1001/ 


T ££ft 
1 0 DO . 


1 ft ^9 


1 J D D 


..2042, 1969. .2289, 2118. .2252 


Seq. No. 


40008 








Seq. ID 


OJ000209_21.0313 


.C23 


Gene No. 


82759 








Oil CtilU 






otart 


A 1 ft 9 








End 


5298 




Name 


a to n n o n q 9i 
uj uuuzuy «c i 


.UjIj. 


POO O o 
L/Z j. 


. LW 


Method 


TBLASTX: Wheat 




btart: 


i y o y 








End- 


2319 




c t 


none 








Score 


241 




U 1 v s\ r^i 


xyoy. . 6U ft o , 


x y o ^ . 


9^T Q 










Seq. No. 


40008 








Seq. ID 


OJ000209_21.0313 


.C23 


Gene No. 


82759 








Strand 


+ 




o tar u 


^1 "7 Q 9 
4 / O Z 








End 


5298 




Name 


n in n n 9 n q 9 1 
u j uuuzuy zi 


. U jl j . 


poo ^9 
L^j. OZ 


. gs 


Method 


GENSCAN 




btart 


/i n Q 9 








End 


5174 






none 








Score 


.81 




Exons 


4/OZ..OX/4 














beq. No. 


4 UUU o 








Seq. ID 


OJ000209_21.0313 


.C23 


Gene No. 


82759 








Strand 


+ 




Start 


4782 








End 


5298 




Name 


ujuuuzuy zi 


.0313. 


C23.o3 


.np 


Method 


AAT/NAP 




Start 


4 4 








End 


5298 






4^D^14z 








Score 


228 




Exons 


4 4 . . Ol4 J , 


5248. 


.5298 










GI Descrip. 


t i\U u U 0 z / 0 J 


putative alcohol 


dehydrogenase [Arabidopsis 


thaliana] 


Seq. No. 


40008 








Seq. ID 


OJ000209_21.0313 


.C23 


Gene No. 


82759 








Strand 


+ 




Pf « y.f 


4 / O Z 








End 


5298 




Name 


vj J uuuzuy zi 


.0313. 


C23.ol 


. tw 


Method 


TBLASTX: Wheat 




otart 


4 o 4 Z 








End 


5129 




n t 
Gl 


none 








Score 


253 




Exons 


A ft A 9 i;n94 


4 84 4 . 


.5026, 


5019 


. .5129 






Seq. No. 


40008 








Seq. ID 


OJ000209_21.0313 


.C23 


Gene No. 


82759 








Strand 


+ 




ouarn 


A 1 ft 9 








End 


5298 




Name 


ATnnnono 9i 
uj uuuzuy zi 


.0313. 


C23.ol 


. tc 


Method 


TBLASTX: Cress 




Of 3vf 

o tarn 


4 O 3 1 








End 


5108 




C T 


none 








Score 


218 




Exons 


4 o 0 ± . . DlUo 














Qorr Kir* 


a nnnft 








Seq. ID 


OJ000209_21.0313 


.C23 


Gene No. 


82759 








Strand 


+ 




Start 


4782 








End 


5298 




Name 


OJ000209 21 


.0313. 


C23.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


4863 








End 


5129 




GI 


none 








Score 


232 




Exons 


4863. .5129, 


4934. 


.5038 
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Seq. No. 40008 

Gene No. 82759 

Start 4782 

Name OJ000209_21 . 0313 . C23 . o2 . tm 

Start 4865 

GI none 
Exons 



Seq. ID OJ000209_21.0313.C23 
Strand 
End 

Method 
End 
Score 



+ 

5298 

TBLASTX: Maize 

5137 

191 



4865. .5008, 4866. .5009, 5025. .5129, 5027. .5137 



Seq. No. 40009 Seq. ID 

Gene No. 82760 * Strand 

Start 482 End 

Name OJ000209_21 . 0313 . C24 . ol . gs Method 

Start 482 End 

GI none Score 

Exons 482.. 492, 952.. 1756 



OJ000209_21 . 0313 . C24 
+ 

1759 
GENSCAN 
1756 
.41 





Seq. No. 


40009 




Seq. ID 


OJ000209_21.0313.C24 




Gene No. 


82760 




Strand 


+ 




Start 


482 • 




End 


1759 




Name 


OJ000209 21.0313.C24 


. ol . gp 


Method 


AAT/GAP 




Start 


598 




End 


1184 




GI 


none 




Score 


856 




Exons 


598. .734, 823. .1184 








3 


Seq. No. 


40009 




Seq. ID 


OJ000209_21 . 0313 . C24 




Gene No. 


82760 




Strand 


+ 




Start 


482 




End 


1759 




Name 


OJ000209 21.0313.C24 


. ol . np 


Method 


AAT/NAP 




Start 


901 




End 


1759 




GI 


4262142 




Score 


621 




Exons 


901. .1759 










GI Descrip. 


(AC005275) putative 


alcohol 


dehydrogenase [Arabidopsis thaliana] 



Seq. ID OJ000209_21.0313.C24 
Strand 

End 1773 

Method TBLASTX: Wheat ■ 

End 1228 

Score 36 

854. .883, 937. .1110, 950. .1105, 1103. .1228, 1142. .1228 



Seq. No. 40009 

Gene No. 82761 

Start 1426 

Name OJ.000209_21 . 0313 . C24 . ol . tw 

Start ■ 854 

GI none- 
Exons 



Seq. No. 40009 

Gene No. 82761 

Start 1426 

Name OJ000209_21 . 0313 . C24 . ol . tm 

Start 937 

GI none 
Exons 



Seq. ID OJ000209_21.0313.C24 
Strand 

End 1773 

Method TBLASTX : Mai ze 

End 1267 

Score 145 



937. .1044, 938. .1093, 941. .1084, 1109. .1267, 1142. .1264 



Seq. ID OJ000209_21.0313.C24 
Strand 

End 1773 

Method TBLASTX : Soybean 

End 1717 

Score 182 

950. .1213, 964. .1119, 1469. .1549, 1609. .1716, 1610. .1717 



Seq. No. 40009 

Gene No. 82761 

Start 1426 

Name OJ000209_21 . 0313 . C24 .ol.ts 

Start 950 

GI none 
Exons 
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Seq. No. 40009 

Gene No. .. 82761 

Start 1426 

Name OJ000209_21 . 0313 . C24 . o2 . gp 

Start 1426 

GI uC-osrocyp006c05al 

Exons 1426.. 1773 

GI Descrip. ' 4 2 62 14 2 /gb I AAD14 4 42 | 2.0e-19 (AC005275) putative alcohol 
dehydrogenase [Arabidopsis thaliana] ' 



Seq. ID OJ000209_21.0313.C24 
Strand 

End 1773 

Method AAT/GAP 

End 1773 

Score 681 



Seq. No. 40010 
Gene No. 82762 
Start 1 

Name OJ000209_21 . 0313 . C2 6 . ol . np 

Start 1 
GI 6815062 
Exons 1..794, 886.. 963 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. ID OJ000209_21.0313.C26 
Strand 

End 97 6 

Method AAT/NAP 

End 963 

Score 578 



Seq. No. 40010 

Gene No. 82762 
Start • 1 

Name OJ000209_21 . 0313 . C2 6 . ol . tm 

Start 126 

GI none 
Exons 



Seq. ID OJ000209_21.0313.C26 
Strand 

End 976 

Method. TBLASTX : Maize 

End 595 

Score 51 



126. .191, 130. .186, 161. .262, 193. .300, 193. .261, 283. .429, 
284. .400, 460. .594, 470. .595 



Seq. No. 40010 

Gene No. 82762 

Start 1 

Name OJ000209_21 . 0313.C26. ol .gs 

Start 626 

GI none 

Exons 626.. 742, 886.. 976 



Seq. ID OJ000209_21.0313.C26 
Strand 

End 976 

Method GEN SCAN 

End 97 6 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons '• 



40011 
82763 
1 

OJ000209_21. 0313.C27.ol.np 
1 

5690095 
1. .1869, 1972. .2371 . 

(AJ238507) transposase related protein [Zea mays] 



Seq. ID OJ000209_21.0313.C27 
Strand 

End 2371 

Method AAT/NAP 

End 2371 

Score 1047 



40011 
82763 
1 

OJ000209_21.0313.C27.ol.gs 

125 

none 



Seq. ID OJ000209_21.0313.C27 
Strand 

End 2371 

Method GENSCAN 

End 2371 

Score .43 



125. .354, 460. .1024, 1181. .2371 



Seq. No. 
Gene No. 



40011 
82763 



Seq. ID OJ000209_21.0313.C27 
Strand 
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Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ00020.9_21 . 0313 . C27 . ol . tm 
.449 
none 

449.-829, 471. .839, 492. .839, 

40012 
82764 
1 

OJ000209_21.0313.C2 9.ol.gp 
1 

13284 1.R1084 



End 

Method 
End 
Score 
866. .1015 



2371 

TBLASTX: Maize 
1015 
219 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_21 .0313.C2 9 

2449 
AAT/GAP 
1474 
1509 



1..112, 201. .236, 367. .497, 853. .1125, 1197. .1474 
' 5803253/dbj | BAA83563.il 7.0e-17 (AP000399) ESTs 
AU068856(C50756) , AU077979 (C61370) correspond to a region of the 
predicted gene; similar to serine protease (AF097709) [Oryza 
sativa] f 



40012 
82764 
1 

OJ000209_21.0313.C29.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000209_21.0313.C29 

2449 
AAT/NAP 
2449 
249 



5803253 

1..112, 367. .497, 853. .1108, 1183. .1297, 1408. .1527, 2430. .2449 
(AP000399) ESTs AU068856 (C50756) , AU077979 (C61370) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



40012 
82764 
1 

OJ000209_21.0313.C29.ol.gs 

201 

none 



201. .236, 367. .497, 853. .1125, 1197 
1619.. 1696, 1756.. 1827, 1948.. 2007, 2254.. 2375 



Seq. ID OJ000209_21 . 0313.C29 
Strand 

End 2449 

Method GEN SCAN 

End 2375 

Score .95 

1324, 1408.. 1527, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40013 Seq. ID 

82765 Strand 

1 End 

OJ000209_21.0313.C31.ol.np Method 

1 End 

5803253 Score 
1..27, 242. .372, 583. .873, 967. .1024, 



OJ000209_21.0313.C31 

1295 
AAT/NAP 
1295 
192 
1130. .1295 



(AP000399) ESTs AU068856 (C50756) , AU077979 (C61370 ) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



40013 Seq. ID 

82765 Strand 

1 End 
OJ000209_21 . 0313 . C31 . ol . gs Method 

242 End 

none Score 

242. .372, 583. .858, 952. .1079 



OJ000209_21.0313.C31 

1295 
GENSCAN 
1079 
.82 
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Seq. No. 40013 

Gene No. 82765 

Start 1 

Name OJ000209_21 .0313. C31 . ol . gp 

Start 927 

GI none 

Exons 927.. 1079, 1155.. 1295 



Seq. ID OJ000209_21.0313.C31 
Strand 

End 1295 

Method AAT/GAP 

End 1295 

Score 4 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40014 
82766 
1 

OJ000209_21. 0313.C32.ol.gp 
1 

3303 1.R1084 



Seq. ID OJ000209_21.0313.C32 
Strand + 

2154 
AAT/GAP 
2152 
1672 



End 

Method 
End 
Score 

1..90, 185. .256, 458. .577, 726. .823, 1294. .1453, 1533. .1631, 
1773. .1970, 2055. .2152 

'2623298 0.0e+00 (AC002409) putative 4 -alpha-glucanotransf erase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40014 
82766 
1 

OJ000209_21.0313.C32.ol.np 

1 - 

7484782 



Seq. ID OJ000209_21.0313.C32 

Strand + 

End 2154 

Method AAT/NAP 

End 2152 

Score 1067 



1..90, 185. .256, 458. .577, 726. .823, 1294. .1453, 1503. .1631, 
1773. .1970, 2055. .2152 

4-alpha-glucanotransf erase homolog T20B5.4 - Arabidopsis 
thaliana gi | 2623298 | gb | AAB8644 4 . 1 | (AC002409) 
4-alpha-glucanotransf erase [Arabidopsis thaliana] 



Seq. No. 40014 

Gene No. 82766 

Start 1 

Name OJ000209_21 . 0313 . C32 . o2 . tm 

Start 11 

GI none 
Exons 



Seq. ID OJ000209_21.0313.C32 

Strand + 

End. 2154 

Method TBLASTX : Mai ze 

End 1372 

"Score 115 



11. .91, 13. .90, 176. .256, 182. .256, 184. .261, 450. .578, 
456. .575, 457. .582, 458. .583, 716. .805, 717. .821, 722. .829, 
1289. . 1372, 1290. . 1364 



Seq. No. 40014 

Gene No. 82766 

Start 1 

Name OJ000209_21 . 0313 . C32 . ol . tc 

Start 13 

GI none 
Exons 



Seq. ID OJ000209_21.0313.C32 

Strand . + 

End 2154 

Method " TBLASTX: Cress 

End 1456 

Score 96 



13. .90, 185. .256, 457. .567, 458. .577, 705. 
726. .839, 1282. .1455, 1289... 1456 



321, 713.. 829, 



Seq. No. 40014 

Gene No. 82766 

Start 1 

Name * OJ000209_21 . 0313 . C32 . ol . gs 

Start 55 

GI none 
Exons 



Seq. ID OJ000209_21.0313.C32 

Strand + 

End 2154 

Method GENSCAN ■ 

End 2148 

Score . 9 



55. .90, 185. .256, 458. .577, 726. .823, 1294. .1453, 1533. .1631, 
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1773. .1970, 2055. .2148 



Seq. No. 40014 Seq. ID 

Gene No. 82766 Strand 

Start 1 End 

Name . OJ000209_21 . 0313 . C32 . ol . tw Method 

Start 717 End 

GI none Score 
Exons 



OJ000209_21.0313.C32 
+ 

2154 

TBLASTX: Wheat 

1848 

167 



717. .821, 719. .823, 719. .829, 723. .836, 1289. .1456, 1291. .1455, 
1524. .1637, 1529. .1633, 1532. .1666, 1533. .1652, 1756. .1848, 
1764. .1847, 1771. .1848 



Seq. No. 40014 Seq. ID 

Gene No. 82766 Strand 

Start 1 End 

Name OJ000209_21 . 0313 . C32 . ol . ts Method 

Start 761 End 

GI none Score 
Exons 



OJ000209_21.0313.C32 
+ 

2154 

TBLASTX: Soybean 

1860 

90 



761. .829, 762. .821, 1282. .1455, 1289. .1456, 1532. .1663, 
1533. .1652, 1751. .1840, 1756. .1839, 1764. .1856, 1771. .1860, 
1772. .1846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



40014 
82766 
1 

OJ000209_21.0313.C32 .ol.tm 
1374 
none 

1374. .1454, 1380 
1524.. 1637, 1529 
1771. .1971, 1772 
2052.. 2150, 2052 

40015 
82767 
131 



OJ000209_21.0313.C32 
+ 

2154 

TBLASTX: Maize 

2154 

64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1454, 1381. .1455, 1381. .1455, 1382. .1456, 
1633, 1532.. 1666, 1533.. 1652, 1764.. 1970, 
1966, 2026.. 2085, 2033.. 2149, 2051.. 2149, 
2150, 2053.. 2154 

Seq. ID OJ000209_21.0313.C33 
Strand + 



End 

Method 
End 
Score 



520 

AAT/GAP 
520 
738 



OJ000209_21.0313.C33.ol.gp 
131 

3303JL.R1084 
131. .520 

'2623298 0.0e+00 (AC002409) putative 4-alpha-glucanotransf erase 
[Arabidopsis thaliana] 1 



Seq. No. 40015 Seq. ID OJ000209_21 . 0313 . C33 

Gene No. 82767 Strand + 

Start 131 End 520 

Name", OJ000209_21 . 0313 . C33 . ol . np Method AAT/NAP 

Start'' 131 End 288 

GI 7484782 .. Score 83 

Exons 131. .288 

GI Descrip. 4-alpha-glucanotransf erase homolog T20B5.4 - Arabidopsis 
thaliana gi | 2623298 | gb I AAB86444 . 1 | (AC002409) 
4-alpha-glucanotransf erase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



40015 
82767 
131 



Seq. ID OJ000209_21.0313.C33 
Strand + 
End 520 



39940 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_21.0313.C33.ol.gs 

131 

none 

131.. 291 . ... 

40015 
82768 
2384 

OJ000209_21. 0313.C33.ol. tm 

133 

none 

133. .228, 136. .213, 138. .221, 
227. .358, 411. .509 

40015 
82768 
2384 

OJ000209_21.0313.C33.o2.gs 

2384 

none 

2384 . .2830 

40016 
82769 
638 

OJ000209_20.0313.Cl.ol.gs 

638 

none 

638.. 762, 1537.. 1573 



40017 
82770 
1 

OJ000209_20. 0313.C3.ol.np 
1 

7434424 

1..233, 297. .2473, 
protein kinase Xa21 
long-staminate rice 
kinase-like protein 



Method GENSCAN 
End 291 
Score .52 



OJ000209_21.0313.C33 
2830 

TBLASTX: Maize 

509 

143 



Seq. ID 
Strand 
End 

Method 
End 
Score 

140. .232, 226. .339, 226. .339, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_21.0313.C33 

2830 
GENSCAN 
2830 
.99 



OJ000209_20.0313.C1 

1573 
GENSCAN 
1573 
.78 



OJ000209_ 
+ 

2958 
AAT/NAP 
2958 
1580 



20. 0313. C3 



2591 
(EC 



.2958 
2.7.1. 



) Al, receptor type ■ 
gi I 2586083 | gb | AAB827 55 . 1 1 (U72725) 
[Oryza longistaminata] 



receptor 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40017 
82771 
3256 

OJ000209_20.0313.C3.ol.gp 
3256 

37204_1.R1084 
3256. .3846 

, 5262760/emb|CAB45908.1| 6, 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ000209_20. 0313.C3 

Strand + 

End 3846 

Method AAT/GAP 

End 3846 

Score 1148 

Oe-25 (AL080283) Beta-COP-like 



Seq. No. 40017 Seq. ID 

Gene No. 82772 Strand 

Start 3664 End 

Name OJ000209_20 . 0313 . C3 . ol . tc Method 

Start 17 End 

GI none Score 



OJ000209_20.0313.C3 
4706 

TBLASTX: Cress 

2688 

61 



39941 



Exons 



17. .211, 23. .214, 23. .214, 29 . . 226, 32 . . 217 , 40. .174, 58. .213, 
79. .285, 122. .217, 125. .274, 331. .498, 335. .574, 335. .574, 
335. .577, 450. .569, 527. .568, 584. .772, 596. .772, 628. .750, 
809. .892, 827. .895, 878. .1465, 878. .1525, 896. .1597, 902. .1294, 
902.. 1168, 905.. 1522, 970.. 1092, 1009.. 1170, 1043.. 1648, 
1055. .1600, 1069. .1239, 1081. .1242, 1127. .1603, 1226. .1384, 
1339. .1548, 1342.:1596, 1357. .1596, 1369. .1539, 1385. .1453, 
1441. .1596, 1501. .1596, 1568. .1669, 2230. .2382, 2443.-2472, 
2596. .2688 



Seq. No. 40017 Seq. ID 

Gene No. 82772 Strand 

Start 3664 End 

Name OJ000209_20 . 0313 . C3 . ol . ts Method 

Start 19 End 

GI none Score 
Exons 



OJ000209_20.0313.C3 
4706 

TBLASTX : Soybean 

1672 

101 



19. .216, 20. .214, 32. .217, 32. .265, 335. .580, 404. .574, 
593..763, 629. .778, 899. .1453, 926. .1525, 932. .1672, 1361. 
1424.. 1597 



,1597, 



Seq. No. 40017 

Gene No. 82772 

Start 3664 

Name OJ000209_20 . 0313-. C3 . o2 . tm 

Start 32 

GI none 
Exons 



Seq. ID OJ000209_20.0313.C3 
Strand 

End 4706 

Method- TBLASTX : Mai ze 

End 1603 

Score 7 9 



32. .217, 118. .213, 125. .214, 206. .244, 335.-574, 335. .580, 
335. .574, 335.-574, 470. .574, 584.-769, 878. .1507, 896. .1579, 
979. .1179, 983. .1603, 1262. .1597, 1331. .1597, 1351. .1569 



Seq. No. 40017 

Gene No. 82772 

Start 3664 

Name OJ000209_20 . 0313 . C3 . ol . tw 

Start 470 

GI none 
Exons 



Seq. ID OJ000209__20.0313.C3 
Strand 

End 4706 

Method TBLASTX : Wheat 

End 1477 

Score 88 



470. .637, 542. .940, 836. .1078, 962. .1147, 964. .1029, 1034. .1180, 
1382.. 1477 



Seq. No. 40017 

Gene No. 82772 

Start 3664 

Name OJ000209_20 . 0313 . C3 . o2 . tc 

Start 1871 

GI none 

Exons 1871.. 2155, 1969.. 2151 



Seq. ID OJ000209_20.0313.C3 
Strand 

End . 4706 

Method TBLASTX : Cress 

End 2155 

Score 272 



Seq. No. 

Gene No^ 

Start 

Name 

Start 

GI 

Exons 



40017 
82772 
3664 

OJ000209_20.0313.C3.o2.ts 

1871 

none 



Seq. ID OJ000209_20.0313.C3 
Strand 

End 4706 

Method TBLASTX : Soybean 

End 2772 

Score 88 



1871. .2008, 1978. .2163, 1979. .2212, 2233. .2382, 2248. .2403, 
2614. .2727, 2746.-2772 



Seq. No. 



40017 



Seq. ID OJ000209_20.0313.C3 



39942 




Gene No. 


82772 








Strand 




Start 










End 


4706 


Name 


ojuuuzuy zu, 


A *3 1 O 


. C J . oo . 


tm 


Method 


TBLASTX: Maize 


Start 


O A 1 1 

zUll 








End 


2420 


GI 


none 








Score 


179 


Exons 


ZUll . . Zl I D , 


OHIO 

ZU 1Z 


O 1 *7 A 

. * Zl 13 1 


O O "3 "3 

ZZ33 . 


.2382, 2248.. 2373, 2310.. 2420 


Seq. No. 


40017 








Seq. ID 


OJ000209_20.0313.C3 


Gene No. 


82772 








Strand 




Start 


"3 C C A 








End 


4706 


Name 


ujuuuzuy zu. 


A "3 1 O 
. U31 J 


. . 04 . 


tm 


Method 


TBLASTX: Maize 


Start 


Z 4 Z4 








End 


2949 


GI 


none 








Score 


63 


Exons 


Z 4 Z 4 . . Z 4 / I, 


Z 4 Z O 


o /! n o 

. . Z 4 / Z , 


z d yz . 


.2738, 2605. .2748, 2812. .2949 


Seq. No. 


40017 








Seq. ID 


OJ000209_20.0313.C3 


Gene No. 


82772 








Strand 




b tar t 


O £ £ /I 
O Ob4 








End 


4706 


Name 


Uu UUUZ uy ZU , 


n. o i o 


. Ij . OZ . 


4- r t 

tw 


Method 


TBLASTX: Wheat 


Start 


JDZD 








End 


3852 


GI 


none 








Score 


164 


Exons 


*3 £ 0 £ OQ yn 
.3 bZ 0 . . JQ4 / , 


o £ c /I 
O O b4 


O Q R 0 


O £ £ £ 


.3836, 3667.. 3849 


Seq. No. 


40017 - 








Seq. ID 


OJ000209_20.0313.C3 


Gene No. 


82772 








Strand 




Start 


o a c a 








End 


4706 


Name 


/-\ TAAAO AO OA 

OJ000209 20. 


A 1 O 

. 0313 


. C3 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


*D C O O 

3628 








End 


3801 


GI 


none 








Score 


103 


Exons 


OCOQ O Q A1 


o. a a a 


"3 Q A 1 








Seq. No. 


40017 








Seq. ID 


OJ000209_20.0313.C3 


Gene No. 


82772 








Strand 




Of vf 

otart 


"3 £ £/1 








End 


4706 


Name 


ujuuuzuy zu . 


ATI O 

. Uolo 


. . 0.5 . 


t s 


Method 


TBLASTX: Soybean 


o tart 


JDDO 








End 


4701 


bl 


none 








Score 


160 


Exons 


JOJO . . JOp4 / 


"3 C C A 

J b b4 




4 bZ / . 


.4701, 4628. .4690, 4630. .4692 


oeq. No. 


4 UU 1 / 








Seq. ID 


OJ000209_20.0313.C3 


Gene No. 


82772 








Strand 




Start 


3664 








End 


4706 


Name 


OTnnnonQ on 
uj uuuz uy zu , 


ATI O 

. U J 1 O 


. Lj . Ol . 


tm 


Method 


TBLASTX: Maize 


Cf -,v-f 

otart 


3 0 b4 








End 


4702 


bl 


none 








Score 


141 


Exons 


J DOft . . JO OH f 


JDDD 


"3 Q C3 
. . JODJ, 


ODD / . 


.3864, 3674. .3865, 4625. .4693, 




a con a n r\i 
4 bZ 1 . . 4 / U X , 


/I C O Q 

4 bZo 


/ "7 A O 
. .4 / UZ 








Corf TJ /-\ 

oeq. no. 


4 U U 1 / 








Seq. ID 


OJ000209_20.0313.C3 


Gene No. 


82772 








Strand 




Start 


3664 








End 


4706 


Name 


OJ000209 20. 


,0313 


.C3.o2. 


np 


Method 


AAT/NAP 


Start 


3664 








End 


4706 


GI 


.- 7447851 








Score 


370 


Exons 


3664. .3865, 


4628 


. .4706 









GI Descrip. hypothetical protein F3L17.60 - Arabidopsis thaliana 

gi|5262760|emb|CAB45908.1| (AL080283) Beta-COP-like protein 



.39943 



[Arabidopsis thaliana] gi | 7270052 | emb | CAB79867 . 1 | 
Beta-COP-like protein [Arabidopsis thaliana] 



(AL161579) 



Seq. No. 40017 Seq. ID 

Gene No. 82772 Strand 

Start 3664 End 

Name OJ000209_20 . 0313*. C3 . o2 . gp Method 

Start 4127 End 

GI none Score 

Exons 4127.. 4661 



OJ000209_20.0313.C3 

4706 
AAT/GAP 
4661 
1046 



1 ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40018 Seq. ID OJ000209_20 . 0313 . C4 

82773 Strand 

193 End 3796 

OJ000209_20.0313.C4 .ol.gp Method AAT/GAP 

193 End 1860 

24251_1.R1084 - Score 1456 

193. .735, 1620. .1860 

f 5262759/emb| CAB45907.il 1.0e-126 (AL080283) putative protein 
[Arabidopsis thaliana] ' 

40018 Seq. ID OJ000209_20 . 0313 . C4 

82773 Strand 

193 End 3796 

OJ000209_20.0313.C4 .ol.np Method AAT/NAP 

221 End 3677 

7447851 Score 3306 
221. .749, 1604. .3677 
hypothetical protein F3L17 
gi | 5262760 | emb | CAB45908.il 

[Arabidopsis thaliana] gi I 7270052 | emb J CAB79867 . 1 1 
Beta-COP-like protein [Arabidopsis thaliana] 



60 - Arabidopsis thaliana 
(AL080283) Beta-COP-like protein 

(AL161579) 



40018 
82773 
193 

OJ000209_20.0313.C4 .ol.tm 

223 

none 



Seq. ID OJ000209_20.0313.C4 
Strand 
End 

Method 
End 
Score 



3796 

TBLASTX: Maize 

2316 

597 



223. .738, 223. .738, 1620. .2096, 1623. .1658, 1627. .2079, 
1737. .2081, 2082. .2315, 2085. .2315, 2116. .2316 



40018 
82773 
193 

OJ000209_20.0313.C4 .o2.ts 

223 

none 



Seq. ID OJ000209_20.0313.C4 
Strand 

End 3796 

Method TBLASTX: Soybean 

End 1763 

Score 109 



223. .360, 226. .354, 325.'. 738, 356. .736, 361. .738, 1613. .1729, 
1618. .1758, 1620. .1763, 1627. .1761 



Seq. No. 40018 

Gene No. 82773 

Start 193 

Name 'OJ000209_20 . 0313 . C4 . ol . tc 

Start 291 

GI none 



Seq. ID OJ000209_20.0313.C4 
Strand 

End 3796 

Method TBLASTX : Cress 

End 1773 

Score 314 



39944 



Exons 



291. .647, 291. .737, 292. .738, 292. .738, 696. .740, 1613. .1762, 
1615. .1773, 1620. .1772 



Seq. No. 40018 

Gene No. 82773 

Start 193 

Name OJ000209_20 . 0313 . C4 . ol . tw 

Start 555 

GI none 
Exons 



Seq. ID OJ000209_20.0313.C4 
Strand 

.End 3796 

' Method TBLASTX : Wheat 

End 1821 

Score 93 

555.-638, 555. .737, 556. .738, 556. .738, 1613. .1819, 1618. .1818, 
1620. .1820, 1627. .1821 



Seq. No. 40018 

Gene No. 82773 

Start 193 

Name OJ000209_20 . 0313 . C4 . ol . ts 

Start 1764 

GI none 

Exons ' 1764.. 2045, 1768.. 2043, 2046. 

2076. .2180, 2078. .2203, 2179. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 20. 0313. C4 



3796 

TBLASTX : Soybean 
2351 
242 

2165, 2050.. 2166, 2056. .2166, 
2208, 2205. .2351, 2215. .2343 



oeq . ino . 










Seq. ID 


OJ000209_20.0313.C4 


belle 1NU • 










Strand 






1 

X y j 








End 


37 96 


Name 


OJ000209 20 


.0313, 


.C4.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


1773 








End 


2154 




none 








Score 


156 


Exons 


177*3 90 ^ 


1 77£ 

X f I D , 


. . Z U U y f 


1 777 
x / / / . 


.2034, 1986. .2147, 2041. .2154 


oeq. jno . 


a nm q 








Seq. ID 


OJ000209_20.0313.C4 


Gene No. 


82773 








Strand 




Start 


193 








End 


3796 


Name 


OJ000209 20 


.0313. 


■C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2154 








End 


2567 


GI 


none 








Score 


253 


Exons 


2154 . .2567, 


2169, 


. .2558, 


2182. 


.2565 




Seq. No. 


40018 








Seq. ID 


OJ000209_20.0313.C4 


Gene No. 


82773 








Strand 




Start 


193 








End 


"3796 


Name 


OJ000209 20 


.0313, 


.C4 ,o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2428 








End 


2768 


GI 


none 








Score 


246 


Exons 


2428. .2640, 


24 60. 


. .2768, 


2627. 


.2692 




Seq. No. 


40018 








Seq. ID 


OJ000209_20.0313.C4 


Gene No. 


82773 








Strand 




Start 


1-93 








End 


3796 


Name 


OJ000209 20 


.0313. 


,C4.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2751 








End 


3107 


GI 


none 








Score 


66 


Exons 


2751. .2966, 


2776, 


. .2856, 


2911. 


.2955, 2955.. 3107, 2970.. 3107 


Seq. No. 


40018 








Seq. ID 


OJ000209_20.0313.C4 


Gene No. 


82773 








Strand 




Start 


193 








End 


3796 


Name 


OJ000209 20 


.0313, 


.C4 .o2. 


tm 


Method 


TBLASTX : Maize 



39.945 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3093 End 3648 

none Score 117 

3093;. 3218, 3093.. 3458, 3094.. 3414, 3417.. 3644, 3463.-V3648 



40018 
82773 
193 

OJ000209_20.0313.C4 .o3.tc 

3105 

none 



Seq. ID OJ000209_20. 0313. C4 
Strand 

End 3796 

Method TBLASTX: Cress 

End 3677 

Score 250 



3105. .3458, 3106. .3414, 3423. .3677, 3466.-3645 



40018 
82773 
193 

OJ000209_20.0313.C4 .o4 .ts 

3303 

none 



Seq. ID OJ000209_20.0313.C4 
Strand 

End 3796 

Method TBLASTX : Soybean 

End 3679 

Score 177 



3303. .3458, 3304. .3414, 3423. .3677, 3463. .3666, 3549. .3677, 
3650. .3679 



3 
3 



Seq. No. 

Gene- No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ000209_20.0313.C4 
Strand 

End . 3796 

Method AAT/GAP 

End 3796 

Score 885 



40018 
82773 
193 

OJ000209_20.0313.C4 .o2.gp 
3343 

49663_1.R1084 
3343.-3796 

, 4206196/gb|AAD11584.1|AAD11584 3-0e-10 (AF071527) hypothetical 
protein [Arabidopsis thaliana] ' 



40019 
82774 
371 

OJ000209_20.0313.C5.ol.gs 

371 

none 

371. .680, 802. .896 



Seq. ID OJ000209_20. 0313.C5 

Strand + 

End 1971 

Method GENSCAN 

End 896 

Score .75 



Seq. ID OJ000209_20.0313.C5 
Strand + 

1971 
AAT/NAP 
1971 
73 



40019 
82774 
371 

OJ000209_20. 0313.C5.ol.np 

690 

3309082 

690. .768, 802. .884, 1948. .1971 

(AF076251) calcineurin B-like protein 1 [Arabidopsis thaliana] 



End 

Method 

End 

Score 



40020 
82775 
363 

OJ000209_20. 0313.C6.ol.gs 

363 

none 



Seq. ID OJ000209_20.0313.C6 

Strand + 

End 2420 

Method GENSCAN 

End 2420 

Score .67 



363.. 423, 1659.. 1820, 1909.. 2053, 2231.. 2420 

40020 Seq. ID OJ000209_20 . 0313 . C6 



39946 



Gene No. 


82776 


Strand 




btart 


9 £ ^ /I 




7^1 ft 


Name 


UuUUUZU j ZU.Ujlj'.-bo.O^.yS 


L V JG LflOU 




b tar l 


o c O /I 




*3R1 ft 




none 


Score 


R7 


Exons 


9£^d 9QZ11 9Q47 "^nfil "30Q7 


ft 




Seq. No. 


40020 


Seq. ID 


OJ000209 


Gene No. 


82776 


Strand 




Of 2 v-f 




End 


3518 


Name 


HTnnnonQ on n^i ^ p£ ^i -H-m 


lYietnoa 


I Dlirio 1 A . 


btart 


on o a 

Z f ZQ 


Hi 11 (J. 


^171 
Ol/l 


GI 


none 


Score 


1 fi D 


Exons 


979/1 OQC.1; oq^c "5171 
Z 1 Zh • . Z 0 0 0 , Z? jj . .Ol/l 






beq. NO. 




q pn T P) 

Oc^. ± U 


D.T0009 0 Q 


Gene No. 


82777 


Strand 


+ 


Start 


8751 


End 


14368 


Name 


n,700090Q 90 ^ P7 ol nn 




AAT /NAP 


Of -4v-f 

otar t 


0/01 




1 9706 


P T 


A COAI ft C 


OtOl fcJ 


9QR 


Exons 


0 / Jl. .0/70/ 1UD / D. . lUOjj; 1 Z O 


1 1 1 9 7 0 

11. . J. Z / VJ O 




bi uescrip. 


/ n T7"1 1 1 *7 0 Q \ iintnnwn rnru7a 

^nC 111 / UIIKIIUWII \_\JLy £a odL 


1 va auuo[J 


i nHi pa 1 


Seq. No. 


/ nn 0 1 
ft UUz 1 


Seq. ID 


OJ000209 


Gene No. 


82777 


Strand 


+ 


Start 


8751 


End 


14368 


Name 


/"\Tnnnonci on mi "5 pi ^ a ^ 0 
ujuuuzuy /u. ujU.l / .of! .gs 


Method 


GENSCAN 


Start 


IU00 / 


End 


14155 


hi 


none 


Score 


.5 


Exons 


1 ncQi 1 no £R iitt/i 1 1 4 Qi 1 


2309. . 12466, 12642 




1 OTTC 10Q91 l^n^Q 1*31/11 1 
1Z / / D . . 1Z y Z 1 , IjUjj. . lo 1 ft 1 , 1 


3715. . 14155 


beq. no. 


/ nn 9 1 
fl u u z 1 


Seq. ID 


OJ000209 




ft 9777 


Strand 


+ 


Start 


8751 


End 


14368 


Name 


OJ000209_20. 0313.C7.ol.gp 


Method 


AAT / GAP . 


OLail 


1 1 ^04 

11 JU4 


End 


11983 


p t 


JO/OZ 1 . RIUOI 


Score 


824 


Exons 


1 1 ^n^ - 1 1 Qp"? 

11QU1 ■ . 1130 J 






tai uescrip. 


1 fin^Qfi4^/Hhn 1 apnnnfii 1 1 apnon 

DUDi7Df±j / aiJ j IHrUUUOlD. 1 |hrUUU 


616 0.0e+00 Oryza 




ulnh, cnromosoiue O/ cione. ruji 


4G12 f 




beq . no . 


4UUZ1 


Seq. ID 


OJ000209 


Gene No. 


82777 


Strand 


+ 


Start 


8751 


End 


14368 


Name 


PjT00090Q 90 0^1*3 P7 n9 nr>i 


Method 


AAT /NAP 


b l ar l 


1-3/117 
1 j *i 1 / 


End 


14368 


PT 
bl 


£Q070ft 


Score 


1096 


Exons 


1-1/117 1/1179 149^0 IZl^fift 
lOfll / . . 1 fl 1 / Z , 14l JU . . 14 jDO 






bi uescrip. 


v-HirUU xxz y ) nypoT-neticai proce 


in [Oryza 


sativa] 


Seq. No. 


40021 


Seq. ID 


OJ000209 


Gene No. 


82778 


Strand 




Start 


253 


End 


866 


Name 


OJ000209 20.0313.C7.ol.gs 


Method 


GENSCAN 


Start 


253 


End 


866 



39947 




GI 


none 




Score 


. D / 








Exons 


OCO A CO A Q"7 Q Cd 
ZJJ..4JO, 45/ . .ODD 














Seq. No. 


40021 




Seq. ID 


OJ000209_ 


20 


0313 


.CI 


Gene No. 


82779 




Stra-nd 










Start 


JDOO 




bna 


r "3 ^ n 
0 j DU 








Name 


UJUUUzUy ^U.UjIj.L / .O^;. 


gs 


Method 


LtlNbLAIN 








Start - 


TOO 




fcina 


C^C A 

J JjU 








GI 


none 




Score 


. / j 








Exons 


OJJO. . 4 4 by , 4 D4 J . . DjjU 














Seq. No. 


40021 




Seq. ID 


OJ000209_ 


20 


0313 


.C7 


Gene No, 


82780 




Strand 










Start 


n n "5 a 
/ U j 4 






O -7 c n 
o / DU 








Nanie 


ujuuuzuy . u jIj . l / . oo . 


gs 


Method 


LblNoLAIN 








Start 


"7 Cl "2 >1 






Q-7CA 

O / jU 








GI 


none 




Score 


. O / 








Exons 


/U J4 . . o j4 j , o^y . .0 / DU 














Seq. No. 


a n n o o 
4UUZZ 




oeq. iu 


r\ inn no n q 
ujuuuzu y 


o n 
z u 


UJlJ 


. Lo 


Gene No. 


82781 




Strand 


+ 








Start 


1 




End 


1981 








Name 


UJUUUzUy zU.Uj1j.Lo.01 . 


np . 


Method 


Art. 1 / JM/\r 








Start 


1 




End 


44 / 








GI 


by U / Uo b 




Score 


O /I T 

z4 1 








Exons 


1 . .44/ 














GI Descrip. 


(AP0011z9) hypothetical 


protein [Oryza 


sativa ] 








Seq. No. 


4 UUzz 




Seq. ID 


r\ Tnnnono 

ujuuuzuy 


o n 
zU 


UjI J 


. Lo 


Gene No. 


82781 




Strand 


+ 








Start 


1 




End 


1981 








Name 


ujuuuzuy zu.uj1j.lo .o^. 


np 


Method 


Art. 1 / JN Air 








Start 


1 




End 


i y o i 








GI 


byU /Uoo 




Score 


1 JO 








Exons 


i o"7 "7 c') i n m i qa/t 
l..z/, /0/..1UU1, iyuo. 


.1981 












GI Descrip. 


tAruuiizyj nypotne u icai 


protein [Oryza 


sativa ] 








Seq.. No. 


40022 




Seq. ID 


OJ000209_ 


_20 


0313 


.C8 


Gene No. 


82782 




Strand 










btart 


by 




End 


z y j 








Name 


CjJUUU2Uy zU.Ujio.LO.Ol. 


gs 


Method 


bbNoLAN 








Start 


by 




End 


z y j 








bl 


none 




Score 


. o / 








Exons 


by . . z y j 














beq. No. 


4 UUzz 




Seq. ID 


c\ in nnono 
UJUUUz u y 


o n 
z U 


ATI O 

U j 1 j 


q 

. Lo 


Gene No. 


82783 




Strand 










Start 


1871 




End 


1981 








Name 


UJUUUzUy ZU.Uj1j.Lo.OJ. 


np 


Method 


AAl / NAr 








Start 


1 0 / 1 




End 


1 QQ1 

i yo i 








GI 


mm An r 




Score 


1 JZ 








Exons 


1871. .1981 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


40023 




Seq. ID 


OJ000209_ 


_20. 


0313 


.C9 


Gene No. 


82784 




Strand 


+ 








Start 


2701 




End 


3179 









39948 




Name 


OJ000209 20.0313.C9.ol. 


gp Method 


AAT/GAP 




jLall 


2701 


End 


3179 






38.782 1.R1084 


Score 


800 




Exons 


2701.. 3179 








ui uescnp. 


1 606964 3/dbj IAP000616.1 


IAP000616 0-. 0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Cart W r\ 

o e q . ln o . 


40023 ' 


Seq. ID 


n.TOonooQ 90 071 7 


* 


Gene No. 


82785 


Strand 






Start 


1 


End 


1 704 

X D \J H 




Naitie 


OJ000209 20.0313.C9.ol. 


np Method 


A&T /NAP 




ouar u 


1 


End 


1 704 




C T 


6907086 


Score 


1134 




Exons 


1..481, 539. .1304 








ui uesciip. 


(AP001129) hypothetical 


protein [Oryza 


^ a +" "i Tra 1 
00 Li va J 




OcU • IN U . 


40023 


Seq. ID 


O.T00090Q 90 071 7 


PQ 


Gene No. 


82786 


Strand 






Start 


1978 


End 


71 Q7 
/ 1 ^ j 




Name 


OJ000209 20.0313.C9.o2. 


np Method 






otart 


1978 


End 


7193 






4680186 


Score 


204 




Exons 


1978. .2396, 2897.. 2955, 


7154. .7193 






iji uescrip . 


(AF111709) unknown [Oryza sativa subsp. 


inaiG.aj 




Seq. No. 


40024 


Seq. ID 


UJUUUZUI7 ZU . UjIj 


PI 0 


Gene No. 


82787 


Strand 


J 






115 


End 


90c 
£ O 0 




Name 


OJ000209 20. 0313. C10. ol 


,gs Method 


\3 £j LN OL^riLN 




0 cart 


115 


End 


285 






none 


Score 


.99 




Exons 


115. .234, 274. .285 








C ^-s /-r NT r\ 

0 e q . LN O . 


40025 


Seq. ID 


OJ000209_20.0313 


.Cll 


Gene No. 


82788 


Strand 


+ 




Start 


1 


End 


1967 




Name 


OJ000209 20.0313.Cll.ol 


.np Method 


AAT/NAP 




Otdit 


1. 


End 


1967 






6522541 


Score 


935 




Exons 


1..1524, 1644. .1967 








ul JJcoCnp * 


(AL132955) receptor-kinase like protein [Arabidopsis thaliana 


Can Mo 
0 q . LN O . 


40025 


Seq. ID 


OJ000209_20.0313 


.Cll 


ucllc LNO . 


82788 


Strand 


+ 




Start 


1 


End 


1967 




Name 


OJ000209 20.0313.Cll.o2 


.tc Method 


TBLASTX: Cress 




Oldl L 


225 


End 


1741 




r; t 


none 


Score 


209 




L ' /-~V « 


225. .575, 237. .707, 240 


..647, 240. .440, 


249. .512, 264.. 


647, ■ 




264. .647, 384. .629, 393 


..554, 549. .650, 


1284.. 1427, 135 


8. .148 




1661. . 1741 








Seq. No. 


40025 


Seq. ID 


OJ000209_20.0313 


.Cll 


Gene No. 


82788 


Strand 


+ 




Start 


1 


End 


1967 




Name 


OJ000209 20.0313.Cll.o2 


.tm Method 


TBLASTX: Maize 




Start 


225 


End 


710 





39949. 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none Score 171 

225. .509, 255. .581, 309. .710, 368. .709, 435. .647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40025 
82788 
1 

OJ000209_20.0313.Cll.o2.ts 

225 
none 



Seq. ID OJ000209_20.0313.C11 

Strand + 

End 1967 

Method TBLASTX : Soybean 

End 719 

Score 280 



225. .719, 240. .647, 372. .650, 383. .577, 419. .649, 488. .709 



Seq. No. 40025 

Gene No,. 82788 

Start 1 

Name OJ000209_20 . 0313 . Cll . ol . gs 

Start 434 

GI none 

Exons 434.. 1524, 1644.. 1960 



Seq. ID OJ000209_20. 0313. Cll 

Strand + 

End 1967 

Method GEN SCAN 

End 1960 

Score .78 



40025 
82788 
1 

OJ000209_20. 0313. Cll. ol.tc 
921 
none 

921. .1202, 926. .1180 

40025 
82788 
1 

OJ000209_20. 0313. Cll. ol.ts 

921 
none 

921. .1010, 938. .994, 1028. .1213, 1029. .1265, 1254. .1427, 
1275. .1424, 1312. .1425, 1361. .1429, 1642. .1806, 1643. .1828 



Seq. ID OJ000209_20. 0313. Cll 

Strand ' + 

End 1967 

Method TBLASTX: Cress 

End 120£"" 

Score 283 



Seq. ID OJ000209_20. 0313. Cll 

Strand + 

End 1967 

Method TBLASTX : Soybean 

End 1828 

Score 83 



Seq. No. 40025 

Gene No. 82788 

Start 1 

Name OJ000209_20 . 0313 . Cll . ol . tm 

Start 1061 

GI none 
Exons 



Seq. ID OJ000209_20. 0313. Cll 

Strand + 

End 1967 

Method TBLASTX : Mai ze 

End 1427 

Score 180 



1061. .1225, 1062. .1229, 1269. .1427, 1275. .1424 



Seq. No. 40025 

Gene No. 82788 

Start 1 

Name OJ000209_20 . 0313 . Cll . o3 . tm 

Start 1484 

GI none 

Exons 1484.. 1522, 1642.. 1803, 1655. 

Seq. No. 40026 

Gene No. 82789 

Start 393 

Name OJ000209_20 . 0313 . C13 . ol . gs 

Start 393 



Seq. ID OJ000209_20. 0313. Cll 

Strand + 

End 1967 

Method TBLASTX: Maize 

End 1882 

Score 192 
.1882 

Seq. ID OJ000209_20.0313.C13 

Strand + 

End 539 

Method GENSCAN 

End 539 



39950 



GI none Score 

Exons 393. .539 

Seq. No. 40027 Seq/ ID 

Gene No. 82790 " Strand 

Start • 92 End 

Name OJ000209_20 . 0313 . C14 . ol . gs Method 

Start 92 End 

GI none Score 

Exons 92.. 904, 1021.. 1281 

Seq. No. 40028 Seq. ID 

Gene No. 82791 Strand 

Start 1032 End 

Name OJ000209_20 . 0313 . C15 . ol . gs Method 

Start 1032 End 

GI none Score 

Exons 1032.. 1123, 1749.. 1839 

Seq. No. 40028 Seq. ID 

Gene No. 82792 Strand 

Start 2160 End 

Name OJ000209_20 . 0313 . C15 . o2 . gs Method 

Start 2160 End 

GI none Score 

Exons 2160.. 2357, 2522.. 2527 

Seq. No. 40029 _ Seq. ID 

Gene No. 82793 'strand 

Start 2354 End 

Name OJ000209_20 . 0313 . C17 . ol . gp Method 

Start 2354 End 

GI none Score 

Exons 2354.. 2542 



,75 



OJ000209_20.0313.C14 

1281 
GENSCAN 
1281 
.82 



OJ000209_20.0313.C15 
+ 

1839 
GENSCAN 
1839 
.48 



OJ000209_20.0313.C15 

2527 
GENSCAN 
2527 
.97 



OJ000209_20.0313.C17 
+ 

2542 
AAT/GAP 
2542 
313 



Seq. No. 40030 Seq. ID 

Gene No. 82794 '•" ' Strand 

Start 373 End 

Name OJ000209_20 . 0313 . C18 . ol . gp Method 

Start 373 End 

GI none Score 

Exons 373.. 435, 701.. 923 



OJ000209_20.0313.C18 
+ 

923 

AAT/GAP 

923 

522 



Seq. No. 40030 Seq. ID 

Gene No. 82794 Strand 

Start 373 End 

Name OJ000209_20 . 0313 . C18 . ol . gs Method 

Start 379 . End 

GI none Score 

Exons 379.. 434 



OJ000209_20.0313.C18 
+ 

923 

GENSCAN 

434 

.64 



Seq. No. 40031 Seq. ID 

Gene No. 82795 Strand 

Start 3191 End 

Name OJ000209_20 . 0313 . CI 9 . ol . np Method 

Start 3191 End 

GI 6815052 Score 



OJ000209_20.0313.C19 
+ 

3750 
AAT/NAP 
3750 
189 



39951 




TP v /~\ n o 


oi qi 7^9 4 


3647. .3750 














/npom Oft 01 


hypothetical protein [Oryza 


OaLiVa J 








Seq. .No. 


40031 




Seq. ID 


OJ000209_ 


_20. 


0313 


.C19 


Gene No. 


82796 




Strand 










O L CI X L 


JlUU 




End 


4 9^9 








Name 


n.iooo90Q 9 0 


.0313.C19.ol.gs 


Method 












JlDD 




End 


4 9^9 

*i ^. O ^ 








ox 


none 




Score 


4 S 








Exons 






. . H Z J<£ 










Seq. No. 


40032 




Seq. ID 


OJ000209_ 


20. 


0313 


.C20 


Gene No. 


82797 




Strand 










O Lai L 


u -J 




End 


1 04 

X U *i 








Name 


n.7O0O90Q 90 


.0313.C20.ol.gs 


Method 


Kd £j LN o ^/\L>I 








C4- -3 V-f- 

O Ldl L 






End 


1 04 
X U " 










none 




Score 


• _7 O 
























o c q . ln u . 


40033 




Seq. ID 


O.T00090Q 

Uu U U U Z U .7 


90 
z u . 


V 3 X O 


r9 1 


Gene No. 


82798 




Strand 


+ 








Start 


788 




End 


6735 








Name 


OJ000209 20 


.0313.C21.ol.np 


Method 


AAT/NAP 








OtaiL 


788 




End 


6735 








VjX 


5917666 




Score 


140 








Exons 


788. .810, 1740. .2063, 5115.. 


5767, 6714 


. .6735 








ui Ucocnp. 


(AF159297) 


extensin-like protein [Zea mays] 








Seq. No. 


40033 




Seq. ID 


OJ000209_ 


20. 


0313 


.C21 


Gene No. 


82798 




Strand 


+ 








Q-f- a r-t- 
O Ldl L 


788 




End 


6735 








Name 


OJ000209 20 


.0313.C21.o2.gs 


Method 


GENSCAN 








J Ldl L 


3493 




End 


6203 










none 




Score 


.52 








CjA.L'i 1 o 


3493. .3632, 


3746. .4002, 5575 


..5739, 6136. .6203 








Seq. No. 


40033 




Seq. ID 


OJ000209_ 


_20. 


0313 


C21 


Gene No. 


82799 




Strand 


+ 








O Ldl L 


8095 




End 


9442 








Kl a m p» 

LN QlllC 


OJ000209 20 


.0313.C21.o3.gs 


Method 


GENSCAN 








O LaL L 


8095 




End 


9442 








<JJ X 


none 




Score 


.73 










8095. .8143, 


8394..8S54, 8993 


..9019, 9149. .9171, 


9436. .9442 


Seq. No. 


40033 




Seq. ID 


OJ000209_ 


_20. 


0313 


C21 


Gene No. 


82800 




Strand 


+ 








O Lai L 


24467 




End 


25196 








Name 


OJ000209 20 


.0313.C21.o6.gs 


Method 


GENSCAN 








9t ^ rt- 

O L Q L L 


" 24467 




End 


25196 








VJ X 


none 




Score 


.51 








Exons 


24467. .2481 


8, 25162.. 25196 












Seq. No. 


40033 




Seq. ID 


OJ000209_ 


20. 


0313. 


C21 


Gene No. 


82801 




Strand 


+ 








Start 


27231 




End 


32948 








Name 


OJ000209 20 


.0313.C21.o7.gs 


Method 


GENSCAN 








Start 


27231 




End 


32637 









39952 






bl 


none 


Score 


.69 








Exons 


979^1 97/OR 9ft9fi"3 9^^^^ 


28478. .28640, 29240. 


. 29343, 








90^74 9Q479 9QR1P 9Qft7Q 


30363. .30449, 31513. 


. 31615, 








"39160 "39960 39^81 "3? SIS 


32550.. 32637 








beq. wo. 


4 nn 

41 U U -J O 


Seq. ID 


OJ000209_ 


20 0'3 1 3 


C21 




bene jno. 


(3 9 q m 
ozoU 1 


Strand 


+ 








b tar l. 


979^1 


End 


32948 








Name 




Method 


AAT/NAP 








Start 


28265 


End 


32948 








GI 


5668816 


Score 


524 








Exons 


28265. .28358, 284 78 .. 28 616, 


29363. .29472, 29818. 


.29877, 








29961. .30052, 30132 .. 30267 , 


30363. .30461, 31537. 


. 31615, 








31694. .31801, 32160. .32260, 


32381. .32446, 32550. 


. 32637, 








32926. .32948 












ui uescrip . 


(AC007519) F16N3.15 [Arabidopsis thaliana] 








beq. no. 


40033 


Seq. ID 


OJ000209_ 


20 0313. 


C21 




oclltr LNU . 


82801 


Strand 


+ 








Start 


27231 


End 


32948 








Name 


OJ000209 20.0313.C21.o3.gp 


■Method 


AAT/GAP 










29438 


End 


30250 








bl 


2312701 


Score 


529 






a 

C7 


Exons 


29438.-29472, 29818 .. 29879, 


29961. .30052, 30132. 


.30250 






GI Descrip. 


56688 16/gb|AAD4 6042. 1 |AC007519_27 1 . Oe- 


-30 (AC007519) F16N3. 


n 




[Arabidopsis thaliana] 










y 


Seq. No. 


40033 


Seq. ID 


OJ000209_ 


20.0313 


C21 




Gene No. 


82802 


Strand 










btiar u 


946 


End 


2360 






3 


Name 


OJ000209 20.0313.C21.ol.gs 


Method 


GENSCAN 








otart 


946 


End 


2360 






y 




none 


Score 


. 68 






== 




946. .1749, 1785. .2360 












Cart M/^i 

oeq . ino . 


40033 


Seq. ID 


OJ000209_ 


20.0313 


C21 






82803 


Strand 










Start 


2747 


End 


2889 








Name 


OJ000209 20.0313.C21.ol.gp ' 


Method 


AAT/GAP 






=1 


OLalL 


2747 


End 


2889 








PT 

bl 


LIB3431-027-P1-K1-D5 


Score 


234 








IT 1 v /"\ r^N r*i 

HiXons 


2747. .2889 












bi uescrip. 


'2190552 1.0e-21 (AC001229) 


Similar to 


Holcus major pollen 






allergen (gb_Z27084). [Arabidopsis thaliana] 1 








Seq. No. 


40033 


Seq. ID 


OJ000209_ 


20.0313 


.C21 




Gene No. 


82804 


Strand 










Qf a y-f- 
o U ai L. 


11465 


End 


14139 








Name 


OJ000209 20.0313.C21.o4 . gs 


Method 


GENSCAN 








b uar u 


11465 


End 


14139 








GI 


none 


Score 


.58 








Exons 


11465. .11474, 11540. .11768, 


12460. . 12917, 13004. 


.14139 






Seq. No. 


40033 


Seq. ID 


OJ000209_ 


20.0313 


.C21 




Gene No. 


82805 


Strand 










Start 


16649 


End 


22057 








Name 


OJ000209 20.0313.C21.o5.gs 


Method 


GENSCAN 







39953 



OlQLL 


1 Q 

loony 




End 


22030 




C T 


none 




Score 


.47 




Exons 




1 7 Q9 ? 


1894 4. .19217, 19755. .20313, 






907^ 9078^ 90Q7R 


9 1 1 R S 


21671.. 22030 




C a M r\ 

oeq. no. 


fi VUJJ 




Seq. ID 


OJ000209_20.0313 


.C21 


Gene No. 


82805 




Strand 






j Lai L 


16649 




End 


22057 




Name 


OJ000209 20.0313.C21 


. o2 . gp 


Method 


AAT/GAP 




Start 


18700 




End 


19238 




C T 


35853 1.R1084 




Score 


951 




T7 1 -\s /~\ r*i o 


18700. .19238 












'3287693 1.0e-26 (AC003979) 


Similar to 


LIM17 gene product 


gb 1653769 from the 


genome 


of Synechocystis sp. gb__D90916. 




[Arabidopsis thaliana] 1 








C d /t K\r\ 
OcCj. IN <J . 


40033 




Seq. ID 


OJ000209_20.0313 


.C21 


Gene No. 


82805 




Strand 






Start 


16649 




End 


22057 




Name 


OJ000209 20.0313.C21 


. o2 . np 


Method 


AAT/NAP 




C -|- o v+- 

o tar u 


18925 




End 


22057 




P T 


7267646 




Score 


2046 




T V /"*\ T"fc 

HiXons 


18925. .19217, 19755. 


.20313, 


20755. .21185, 21671.. 22057 






(AL161515) neutral invertase like protein [Arabidopsis ■ 


hVial "i ana 
LI Id J. ±dllcl 


oeq. no. 


40033 




Seq. ID 


OJ000209_20.0313 


.C21 


Gene no . 


82806 




Strand 






Start 


22389 




End 


32948 




Name 


OJ000209 20.0313.C21 


.ol .tm 


Method 


TBLASTX: Maize 




Start 


15129 




End 


20922 




GI 


none 




Score 


67 




Exons 


15129. . 15161, 15159. 


.15245, 


15168. .15272, 15169. .15273, 






15275. .15343, 18923. 


.18979, 


18931. .18 978, 18961. .19215, 






18967. .19218, 18971. 


.19219, 


18977. .19225, 19755 19904 , 






19755. .19898, 19756. 


.20313, 


19756. .20298, 19757 20314 , 






20205. .20312, 20754. 


.20921, 


20755. .20922, 20756.. 20914 




oeq. in o . 


40033 




Seq. ID 


OJ000209_20.0'313 


.C21 


Gene No. 


82806 




Strand 






Start 


22389 




End 


32948 




LN dllic 


OJ000209 20.0313.C21 


.o3.tc 


Method 


TBLASTX: Cress 




q+- a rl- 
O tal L 


15129 




End 


19225 






none 




Score 


97 




"C 1 V T\ O 


15129. .15272, 15133. 


.15267, 


15275. .15343, 18931 19218, 






18935. .19219, 19032. 


.19220, 


19034. .19225 




Oc(j . IN O . 


40033 




Seq. ID 


OJ000209_20.0313 


.C21 


Gene No. 


82806 




Strand 






Start 


22389 




End 


32948 




Name 


OJ000209 20.0313.C21 


.o2.ts 


Method 


TBLASTX : Soybean 




OLdl L 


18970 




End 


20026 




GI 


none 




Score 


95 




Exons 


18970. . 19215, 19037. 


.19213, 


19755. . 19904, 19756. .20025, 






19758. .20012, 19759. 


.20025, 


19922. .20026 




Seq. No. 


40033 




Seq. ID 


OJ000209_20.0313 


.C21 


Gene No. 


82806 




Strand 







39954 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22389 End 

OJ000209_20.0313.C21.ol.tc Method 

19762 End 

none Score 



32948 

TBLASTX: Cress 

20225 

295 



19762. .19809, 197 95 .. 19872, 19877 .. 20206, 19885 20208 , 
19913. .20206, 19959. .20207, 19971. .20225 



40033 
.82806 
22389 

OJ000209_20.0313.C21.o2.tw 

20035 

none 

20035. .20298, 20036 20314 , 
20217.. 20324 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_20.0313.C21 
32948 

TBLASTX: Wheat 

20324 

238 



20036. .20314, 2014 5 .. 20315 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40033 
82806 
22389 

OJ000209_20.0313.C21.ol.ts 
20042 



OJ000209 20.0313.C21 



none 

20042. 

20233. 

20755. 

20922, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

20236, 20042. .20188, 2004 4 . . 2024 1 , 2004 4 .. 20235 , 
20298, 20234 . .20314, 20.24 3 20314 , 20753 .. 20917 , 
20922, 20755. .20922, 20756 .. 20923, 20918 .. 20986, 
21077, 20922. .21086, 20923 .. 21084 , 20923.. 21087 



32948 

TBLASTX: Soybean 

21087 

203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40033 Seq. ID 

82806 Strand 
22389 End 
OJ000209_20.0313.C21.ol.tw Method 
20745 End 
none Score 

20745. .20921, 20755 .. 20922, 20755 

20910. .21074, 20922. .21074, 20923 



OJ000209 20.0313.C21 



32948 

TBLASTX: Wheat 
21075 
155 

20922, 20756. .20923, 
21075, 20923. .21075 



OJ000209 20.0313.C21 



40033 Seq. ID 

82806 Strand 

22389 End 
OJ000209_20.0313.C21.o2.tc Method 

20771 End 

none Score 

20771. .20914, 20773 .. 20922 , 20922 .. 2 1122 , 20923 .. 21123, 
20923. .21123 



32948 

TBLASTX: Cress 

21123 

132 



Seq. No. 40033 . 

Gene No. 82806 

Start 22389 

Name OJ000209_20 . 0313 . C21 . o3 

Start 20923 

GI none 

Exons 20923. .21186, 20923.. 21 

. Seq. No. 40033 

Gene No. 82806 

Start 22389 

Name OJ000209 20 . 0313 . C21 . o3 



Seq. ID OJ000209_20.0313.C21 
Strand 

End 32948 

.tm Method TBLASTX : Maize 

End 21188 

Score 268 
180, 20925.. 21188 

Seq. ID OJ000209_20.0313.C21 
Strand 

End 32948 

.ts Method TBLASTX : Soybean 



39955 




JLdl L 


91 090 








91 fton 

X O \J \J 






CI 


none 








1 04 

X \J *i 






* Exons 


91 090 
^ j. u z? \j • 


91 1 ftft 91091 


91 1 ft 6 

. ^. X X o u , 


91 668 917 


99 91 717 


91 ftOO 




Con Kl/-v 
O C CJ • IN O > 










O.T000909 


90 0*31 ^ 


P9 1 
■ z. X 


Gene No. 


82806 






Strand 








Start 


22389 






End 


32948 






Name 


0,70009 


09 90 0^1 ^ P9 1 


. o4 • t C 




TRT.A^TY * 


V^X C O O 






91196 






End 


91 99ft 

X z? z? o 






OX 


none 








7 S 








9119 6 


91 1 ftft 91668 


9179^ 

. 4. X / Zs ~J f 


91 668 917 


99 . 91 790 

Zs Zs § 4L A. 1 \J 


9 1 ft 9 1 






91 ft 90 


91 9S8 9 1 ft 91 

• X -7 -w> (J , X U ^ X • 


. 21998 












4 oo^n 






Seq. ID 


OJ0009 0 9 


90 0313 


. C21 




ft 9ft06 
O o w u 






Strand 








Start 


22389 






End 


32948 






Name 


OJ0002 


09_20.0313.C21 


.o2.tm 


Method 


TBLASTX:: 


Maize 




Start 


21674 






End 


22037 






O J. 








Score 


109 






IT 1 vf\r\ c 


91 674 


91 ftOS 91 674 


91 ft09 


21806. .218 


35, 21807 


218 36 






21833. 


.21910, 21834. 


91 908 

. C X Zs \J o , 


'21911. .22036, 21911 


22030 






21933. 


.22037 












O G q . LnO • 


40033 






Seq. ID 


OJ000209 


90 0^1 ? 


P9 1 


belle LNU . 


82806 






Strand 








Start 


22389 






End 


3294 8 






Name 


OJ000209 20.0313.C21 


. o3 .np 


Method 


AAT/NAP 






OLail 


22389 






End 


32948 






CI T 
OX 


5917666 




Score 


157 






Exons 


22389. 


.22485, 24412. 


.25090, 


27295. .27532, 27652 


978 9 6 






28505. 


.28638, 32879. 


.32948 










<zt ± ucaui X{J • 


(AF159297) extensin- 


like protein [Zea 


mays] 






ijcv^ . LN U . 


40033 






Seq. ID 


OJ000209 


90 0^1 "3 


P9 1 




82806 






Strand 








O Let I. L 


22389 






End 


32948 






Name 


OJ0002 


09_20.0313.C21 


. o4 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


30353 






End 


32280 






GI 


none 






Score 


95 






F. von s 


30353. 


.30448, 30353. 


.30451, 


30354. .304 


52, 30372 


30452, 






31496. 


.31582, 31512. 


.31571, 


31513. .31587, 31698 


31802 






31698. 


.31802, 31699. 


.31803, 


32157. .32252, 32161 


322^9 






32162. 


.32263, 32164. 


.32280 










Cna Ma 

o c; V-^ • LN • 


40034 






Seq. ID 


OJ000209 


90 0?1 ^ 


P99 


Gene No. 


82807 






Strand 


+ 






Start 


1 






End 


111 






Name 


OJ0002 


09_20.0313.C22 


. ol . np 


. Method 


AAT/NAP 






o Lai L 


1 






End 


111 






\J X 


566881 


6 




Score 


230 








1. .116 


, 646. .777 












GI Descrip. 


(AC007 


519) F16N3.15 


[Arabidopsis thaliana] 






Seq. No. 


40034 






Seq. ID 


OJ000209 


_20.0313 


.C22 


Gene No. 


82808 






Strand 


+ 






Start 


2252 






End 


2650 






Name 


OJ0002 


09 20.0313.C22 


. ol . tm 


Method 


TBLASTX: Maize 





39956 




O +• -3 >»+- 


A Q 








iiina 


ICQ 

/ DO 




C T 
UX 


none 








Score 


1 nc; 
X UO 




Exons 


40 1 1 Q A Q 


. . X X H 


, Oh d . . 


7 


£AQ 7fi7 
OHO . • / O / 






Seq. No. 


40034 








Seq. ID 


OJ000209_20.0313 


.C22 


Gene No. 


82808 








Strand 


+ 






99^9 
z z oz 








EjllCl 


9 

Z D O VJ 




Name 


UUUUUZU:? zu 


o^i "3 


9 o 9 
. L/ZZ . OZ 


• 9 s 


/— ^ 4— V*\ /™\ /"J 






Of 3 v- f- 


9 9 R9 

z z oz 








T?r>H 

i^na 


Z DO U 




oX 


none 








Score 


/! 7 




Exons 


99R9 9 £ R H 
ZZ OZ . . ZDjU 














o e q . in o . 


40035 








Con T H 


nTfinn9nQ 90 n^i^ 


P9 ^ 
. v^z 0 


Gene No. 


82809 








Strand 






Start 


1931 








End 


2793 




Name 


OJ000209 20 


.0313 


.C23.ol 


.np 


Method 


AAT/NAP 




o tarn 


835 








End 


2793 






6522545 








Score 


253 




M* /"\ O 


835.. 862, 2580.. 


2793 










yi uescrip . 


(AL132955) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


40035 








Seq. ID 


OJ000209_20.0313 


.C23 


Gene No. 


82809 








Strand 


- 




olalL 


1931 








End 


2793 




Name 


OJ000209_20 


.0313 


.C23.ol 


• gp 


Method 


AAT/GAP 




o tz art 


1 CO! 
1 OZ / 








Lnu 


9 n £9 
z. U DZ 




tjjX 


3762664 








Score 


682 




Exons 


1627. .2062 














Seq. No. 


40035 








Seq. ID 


OJ000209_20.0313 


C23 


Gene No. 


82809 








Strand 






Of 2 y-+" 


1931 








End 


2793 




Name 


OJ000209 20 


.0313 


.C23.ol 


. gs 


Method 


GENSCAN 






1931 








End 


2776 




PT 
oX 


none 








Score 


.97 






1931. .2776 














Seq. No. 


40035 








Seq. ID 


OJ000209_20.0313 


C23 


Gene No. 


82809 








Strand 






O l_ ci X. L 


' 1931 








End 


2793 




Name 


OJ000209 20 


.0313 


.C23.ol 


.tc 


Method 


TBLASTX: Cress 






2631 








End 


2783 






none 








Score 


157 






2631. .2783, 


2633 


. .2782 










Seq. No. 


40035 








Seq. ID 


OJ000209_20.0313 


C23 


Gene No. 


82809 








Strand 






C -(- -j y- 4- 


1931 








End 


2793 




Name 


OJ000209 20 


.0313 


.C23.ol 


. ts 


Method 


TBLASTX: Soybean 




Cf a v-+- 

o Lalu 


2631 








End 


2783 




C T 


none 








Score 


189 




Exons 


2631. .2783, 


2633 


. .2782 










Seq. No. 


40035 








Seq. ID 


OJ000209_20.0313. 


C23 


Gene No. 


82809 








Strand 






Start 


1931 








End 


2793 




Name 


OJ000209 20 


.0313 


.C23.ol 


. tm 


Method 


TBLASTX: Maize 





39957 



Qt* a r-f- 
OLal L 


J4 


FnH 


9 7 £P 




none 


Score 


1 JO 


UAUll O 


?n"34 2768 26^6 ?764 






Seq. No. 


40036 


Seq. ID 


OJ000209_20.0313.C24 


Gene No. 


82810 


Strand 




u? L. CI i. L. 


7 9 


End 


1152 


Name 


o.Tnnn^nQ 90 n^i ^ c?d oi rrc- 


Mot - h oH 
lit; LHUU 


\D Cj IN O V^rtlN 


OLal L 


7 Q ~~ 


FnH 


11^9 

11 




n ono 


Q OO VO 


A 




7 Q 174 1 008 IIS? 






Seq. No. 


40037 


Seq. ID 


OJ000209 20.0313.C25 


Gene No. 


82811 


Strand 


+ 


Start 


582 


End 


784 


LN emit: 


0.100(1909 90 f)^1 ^ P9S nl rrQ 




\J Cj Vi OK^r\LS 


jLdl L 


Sft 9 ~ 


FnH 


7fi4 


\J X 


none 




. 74 




S89 64? 67S 7R4 








40038 


Seq. ID 


OJ000209_27.0309.C4 




82812 


Strand 


+ 


qf 3 rt 

O L.CLX L. 


375 


End 


3268 


Name 


OJ000209 27.0309.C4.ol.np . 


Method 


AAT/NAP 


Start 


375 


End 


1656 


GI 


7489646 


Score 


268 


Exon s 


375. .464, 557. .700, 806. .949, 


1266.. 1343, 1478.. 1530, 1622. 


ui uescrip. 


leucine-rich repeat protein LRP - sorghum 




gi|1710124|gb|AAC49559.1| (U62279) leucine-rich 




repeat-containing extracellular glycoprotein; contains six 




N-glycosylation sites [NX(S/T) 


] [Sorghum bicolor] 


Seq. No. 


40038 


Seq. ID 


OJ000209_27.0309.C4 


Gene No. 


82812 


Strand 


+ 


Start 


375 


End 


3268 


NT -a mo 


OJ000209 27.0309.C4.ol.gs 


Method 


GEN SCAN 


OLal L 


1282 


End 


3268 




none 


Score 


.63 


R von q 


1282. .1343, 1810. .1894, 2774.. 


3268 






40038 


Seq. ID 


OJ000209_27.0309.C4 


Gene No. 


82813 


Strand 




Start 


3904 


End 


4320 


Name 


OJOO'0209 27.0309.C4.ol.tm 


Method 


TBLASTX: Maize 


O Lai L 


394 


End 


956 


GI 


none 


Score 


75 


P vnn c; 


394. .486, 537. .701, 558. .701, 


576. .701, 


599. .700, 807. .920, 




818. .925, 819. .956, 819. .914, 


819. . 950 




Cprj M/-x 
JCL] . IN kJ . 


40038 


Seq. ID 


OJ000209_27.0309.C4 


Gene No . 


82813 


Strand 




Start 


3904 


End 


4320 


Name 


OJ000209 27.0309.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


558 


End 


971 


GI 


none 


Score 


89 


Exons 


558. .692, 561. .665, 561. .704, 


561. . 692, 


561. .701, 561. .695, 




561. .695, 566. .682, 569. .676, 


576. . 677, 


581. .703, '795. .950, 



39958 



810. .941, 810. .941, 810. .950, 810. .950, 810. .968, 810. .941, 
810. .971, 815. .949, 819 .. 935, -824 .. 970 



Seq. No. 40038 

Gene No. 82813 

Start 3904 

Name OJ000209_27 . 0309 .C4 . o2 . gs 

Start 3904 

GI none 

Exons 3904.. 4095, 4297.. 4320 



Seq. ID OJ000209_27.0309.C4 
Strand 

End 4320 

Method GENSCAN 

End 4320 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40039 
82814 
1 

OJ000209_27, 
1 

7489646 
1..120, 213. 



0309.C5.ol.np 



.356, 461. .604, 



Seq. ID 

Strand 
End 

Method 
End 
Score 
958. .1035, 



OJ000209_27. 
+ 

1397 
AAT/NAP 
1397 
378 

1134 . .1186, 



0309. C5 



1363. .1397 



leucine-rich repeat protein LRP - sorghum'"- * 
gi|1710124|gb|AAC49559.1| (U62279) leucine-rich 
repeat-containing extracellular glycoprotein; contains six 
N-glycosylation sites [NX(S/T)] [Sorghum bicolor.] 



40039 
82814 
1 

OJ000209_27 .0309.C5.ol.tm 
49 

none 



Seq. ID OJ000209_27.0309.C5 
Strand 
End 

Method 
End 
Score 



+ 

1397 

TBLASTX: Maize 

629 

91 



49. .129, 50. .142, 210. .356, 214. .354, 465. .596, 498. .629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40039 
82814 
1 

OJ000209_27.0309.C5.ol.tw 
50 

none 



Seq. ID OJ000209 27. 0309. C5 



Strand 
End 

Method 

End 

Score 



+ 

1397 

TBLASTX: Wheat 

605 

71 



50. .142, 214. .357, 214. .348, 214. .312, 429. .605 



Seq. No. 40039 
Gene No. 82814 
Start 1 

Name OJ000209_27 . 0309 . C5 . ol . tc 

Start 214 
GI none 

Exons 214.. 357, 214.. 333, 214.. 357, 

217. .348, 217. .348, 444. .611, 
465. .596 



Seq. ID 
Strand 
End 

Method 
End 
Score 
214. .333, 214. 
465. .596, 465. 



OJ000209_27.0309.C5 

+ , 

1397 

TBLASTX: Cress 
611 
95 



,360, 217. .360, 
,605, 465. .605, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40040 
82815 
1323 

OJ000209_27. 

1323 

none 

1323. .1448, 
3366. .3459, 



0309.C7.ol.gs 



1551. 
3546. 



,1616, 
,3709, 



2430. 
3851. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2518, 



OJ000209_27 .0309.C7 
+ 



7171 
GENSCAN 
7171 
.89 

2915. .3060, 



,4012, 4085. .4211, 



3145, 
4314 . 



.3269, 
.4480, 



39959 



4515. .4709, 6564. .6747, 7119. .7171 



Seq. No. 40040 
Gene No. 82815 
Start 1323 

Name OJ000209_27 . 0309 . C7 . ol . np 

Start 1323 
GI 4995890 

Exons 1323.. 1448, 1551.. 1616, 2430. 

3366. .3459, 3546. .3709, 3851, 

4602. .4713, 4804. .4889 
GI Descrip. (AJ242659) serine palmitoyltransferase [Solanum tuberosum] 



Seq. ID OJ000209_27.0309.C7 
Strand + 
End 7171 
Method AAT/NAP 
End 4889 
Score 1812 

.2518, 2915. .3060, 3145. .3269, 
.4012, 4085. .4211, 4314. .4480, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40040 
82815 
1323 

OJ000209__27.0309.C7.o2.gp 
4929 

17209_1.R1084 
4929. .5183 

' 98 4755/emb | Z54 153 | OSCHINDPR 
chilling-inducible protein 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_ 
+ 

7171 
AAT/GAP 
5183 
427 



27. 0309. C7 



9.0e-37 O.sativa mRNA for 



40040 . Seq. ID OJ000209 

82816 Strand + 

9438 End 10083 

OJ000209_27 . 0309.C7.o3.gp Method AAT/GAP 

9438 End " 10083 

58063_1.R1084 Score 1200 

9438. .10083 

' 6069643/dbj I AP000616 . 1 | AP000616 1 
DNA, chromosome 6, clone : P0514G12 1 



27. 0309. C7 



Oe-152 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40040 Seq. ID OJ000209_27 . 0309 . C7 

82817 Strand 
280 End . 376 

OJ000209_27.0309.C7.ol.gp • Method AAT/GAP 
'280- End ' 376 

5867_1.R1084 Score 127 

280. .376 

M64986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



40040 
82818 
9567 

OJ000209 

1265 

none 



Seq. ID OJ000209_27.0309.C7 



27.0309.C7.o2.tc 



Strand 
End 

Method 

End 

Score 



11266 

TBLASTX: Cress 

3203 

148 



1265. .1438, 1305. .1448, 1548. .1616, 1548. .1616, 2427. .2519, 
2428. .2517, 2913. .3062, 2969. .3064, 3144. .3203 



39960 



Seq. No. 40040 

Gene No. 82818 

Start 9567 

Name OJ000209_27 . 0309 . C7 . o3 . ts 

Start 1323 

GI none 

Exons 1323.. 1448, 1334.. 1438, 1400, 
1550. .1618, 2412. .2462 



Seq. ID OJ000209_27.0309.C7 
Strand 

End 11266 

Method • TBLASTX : Soybean 

End 24 62 

Score 158 

.1450, 1548. .1616, 1548.". 1616, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40040 
82818 
9567 

OJ000209_27. 0309.C7 .o5.tm 

1328 

none 

1328. .1444, 1329. .1433, 1548. 

40040 
82818 
9567 

OJ000209_27.0309.C7.ol.ts 
2463 
none 
2463. 
3179. 
3548. 
3851. 



.2519, 2913. .3062, 2972. 

.3268, 3345.-3458, 3362, 

.3709, 3552. .3722, 3554. 

.4042, 4079. .4165, 4084. 



40040 
82818 
9567 

OJ000209_27.0309.C7 .ol.tm 
2958 
none 
2958. 
3362. 
3546. 



.3062, 2972. .3064, 3143. 
.3448, 3363.-3449, 3508. 
.3608, 3547.. 3609 



40040 
82818 
9567 

OJ000209_27.0309.C7 ,o3. tc 

3565 

none 

3565. .3708, 3566. .3709, 3568. 
3850. .3984, 3851. .3985 

40040 
82818 
9567 

OJ000209_27.0309.C7.o3.tm 
3849 
none 

3849. .4013, 
4082. .4210, 



3853. .4014, 3854, 
4084 . .4212 



Seq. ID OJ000209_27.0309.C7 
Strand 

End 11266 

Method TBLASTX : Maize 

End 1616 

Score 141 
.1616, 1548. .1616 

Seq. ID OJ000209_27.0309.C7 
Strand 

End 11266 

Method TBLASTX : Soybean 

End 4165 

Score 95 

.3064, 3144.. 3269, 3156.. 3248, 
.3457, 3363.-3458, 3541. .3723, 
.3724, 3844. .4014, 3849. .4013, 
.4161 

Seq. ID OJ000209_27.0309.C7 
Strand 

End 11266 
Method TBLASTX : Mai ze 
End 3609 
Score 154 

.3271, 3148. .3270, 3354. .3449, 
.3606, 3545.. 3607, 3545.. 3598, 



Seq. ID OJ000209_27.0309.C7 
Strand 

End 11266 

Method TBLASTX : Cress 

End 3985 

Score 209 

.3711, 3609. .3710, 3844. .3984, 



Seq. ID OJ000209_27.0309.C7 
Strand 

End 11266 

Method TBLASTX : Mai ze 

End 4212 

Score 168 

.4042, 3868. .4014, 4079. .4210, 



Seq. No. 



40040 



Seq. ID OJ000209 27. 0309. C7 



39961 




Gene No. 


82818 








Strand 






Cf a >-4- 
jL alt 


-7 Z> O / 








End 


11266 




Name 


UJUUUZU!? Z / 




P7 r\1 
/ . OX . 


ic 


Method 


TBLASTX: Cress 




OtaiL 


fi U OZ 








End 


4477 




(aX 


none 








Score 


162 




C /"\ T"k C 


/nflO 4 9 1 "3 
fl U 0 Z . . 'iZl J, 


4114 

4111 . 


4 919 
. ft Z X Z , 


4^1^ 
ft Jl j . 


.4477, 4328. .4462, 4341. .4463 


o e q . in o . 


4 004 n 
fi u u u 








Seq. ID 


OJ000209_27.0309 


.Cl 


Gene No. 


82818 








Strand 






Start 


9567 








End 


11266 




Name 


pitooo90q 97 


0 ^OQ 
. u 0 u y . 


/ . oz . 


f m 

LIU 


Method 


TBLASTX: Maize 






4^40 
fi J fi u 








End 


4938 






none 








Score 


246 




Exons 


/-34D 4 4 8 £ 


4^4 0 
fi j ft U . 


4 4 R fi 
. ff fl O 0 , 


4 "37 R 


.4497, 4599. .4742, 4601. .4711, 




4 7 Q1 4 R Q9 

ft / .7 1 . . 


4 7 Q9 

fl / .7Z . 


4 fi 
. ft 0 y 0 , 


4 ft on 
fi 0 \j V . 


.4919, 4906.. 4938 




Seq. No. 


40040 








Seq. ID 


OJ000209_27.0309 


Cl 


Gene No. . 


82818 








Cf- nH 






OlaiL 










End 


11266 




Name 


n.700090Q 97 


0^0 Q 


P7 r\A 

f . Ofi • 


L. ILl 


Method 


TBLASTX: Maize 




OUaiL 


QS07 ~~ 








End 


9758 






none 








Score 


347 




Exons 


QRf)7 Q6Q9 
?jU / ■ . yxjyz. f 


Q R 9 1 
0 z x . 


Q7 R7 




.9758 






Seq. No. 


40040 








Seq. ID 


OJ000209_27.0309 


Cl 


Gene No. 


82818 








Strand 






Of -! yf 










End 


1 1 9 £ £ 
X X Z D D 




Name 


u j uuuzu y z / 


u j u y . 


U / . Oz . 


ts 


Method 


TBLASTX : Soybean 




btart 


yoz / 








End 


9737 




C T 


none 








Score 


100 




T7 1 v /~\ t^i o 


QS97 Q Q4 


Q R "30 


Q7 7 fi 


QR *3 1 

ji . 


. 9737 






Seq. No. 


40040 








Seq. ID 


OJ000209_27.0309 


Cl 


Gene No. 


82818 








Strand 


- 




Of a -r +- 

O Lai L 


QR 67 








End 


11266 




Name 


H 70009 0 Q 9 7 


0^0 Q 


C7.o2. 


gs 


Method 


GENSCAN 




Cf n y-4- 


QR £7 _ 








End 


11266 




C T 
uX 


none 








Score 


.56 






Q S 67 Q7 1 4 


1 0Q77 
X U J 1 / 


. .11266 








oeq . ino . 


40041 








Seq. ID 


OJ000209_27.0309 


C8 


Gene No. 


82819 








Strand 


+ 




Start 


859 








End 


5373 




Name 


OJ000209 27 


0309. 


C8.0I. 


gs 


Method 


GENSCAN 






859 








End 


5373 




P T 


none 








Score 


.59 




Exons 


859. .925, 2089. .2239, 2244. .2383, 2869 


..2992, 3321.. 337* 






3908. .4211, 


4420. 


.4628, 


5252. 


.5373 








40042 








Seq. ID 


OJ000209_27.0309. 


C9 


Gene No. 


82820 








Strand 


+ 




Start 


680 








End 


1131 




Name 


OJ000209 27. 


0309. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


680 








End 


1131 




GI 


none 








Score 


.67 




Exons 


680. .796, 994. .1131 











39962 




Seq. No. 


A f\ n A o 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


O O Q O 1 








Strand 




Start 


2460 








End 


12043- 


Name 


OJ000209_27 


.0309. 


C9.o2. 


gs 


Method 


GENSCAN 


Start 


z 4 bU 








End ' 


7250 


GI 


none 








Score 


. 6 


Exons 


z4 bU . . zoyo, 


z / y o . 


001 yi 

. OO ± 4 , 


0 y x / . 


.4108, 4110. .4200, 4410. .4545 




4 bl o . . 4 boU , 


rh££ 


• jyjj/ 


R7 9 1 


.5923, 6091. .6497, 6621. .6903 




by oo . . /^ju 












Seq. No. 










Seq. ID 


ninnCiOCiQ 97 moQ pq 

kjuuuuzu;? z / . uouy .^3 


Gene No. 


82821 








Strand 




Start 


2460 








End 


12043 


Name 


uj uuuzuy z / 


. uju y . 


C9.ol. 


np 


Method 


AAT/NAP 


Start 










End 


8289 


GI 


A A 1 CTAO 








Score 


3788 


Exons 


OUZ O . . D 




.8289 








GI Descrip. 




copia- 


type pol polyprotein 


[Zea mays] 


O « « XT _ 

Seq. No. 


a r\ n A 9 
4 UU4 z 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




Start 


2460 








End 


12043 


Name 


UJUUUzU y z / 


. u ou y . 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


oUzo 








End 


5706 


GI 


none 








Score 


200 


Exons 


cnoo cool 
OUZO . . JJ-£l , 


3Uo4 . 


.5651, 


5095. 


.5628, 5391. .5630, 5632.. 5706 
















Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




Start 


z 4 bU 








End 


12043 


Name 


uj u uuzu y z / 


n 0 n q 


C9.o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


DU4 b 








End 


5688 




none 








Score 


92 


Exons 


Cfi/tC C07Q 


ozo y . 


.5621, 


5299. 


.5478, 5632. .5688 


Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




Of 3 vh 


Z fl DU 








End 


12043 


Name 


uu uuuzuy z / 


. uju y . 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


otart 


OU4 y 








End 


5507 




none 








Score 


67 


Exons 




DZO U . 


.5414, 


5418. 


.5507 




Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




o tar u 


9 A £H 
Z 4 OU 








End 


12043 


Name 


uj uuuzuy z / 


. u ju y . 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


ou y 4 








End 


5549 


Lri 


none 








Score 


62 


Exons 


ou y 4 . . oz / u , 


Duyo . 


.5211, 


5292. 


.5549, 5293.. 5394 


Seq. No. 


40042 








Seq. ID 


OJ000209_27 . 0309.C9 


Gene No. 


82821 








Strand 




Start 


2460 








End 


12043 


Name 


OJ000209 27 


.0309. 


C9.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


5707 








End 


5910 



39963 




GI 


none 








Score 


161 




Exons 


5707 . . 5910, 


5708 


. . 5890 










Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309. 


C9 


Gene No. 


82821 








Strand 






Start 


2460 








End ■ 


12043 




Name 


OJQ00209 27 


. 0309 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5949 ~ 








End 


6398 




GI 


none 








Score 


302 




Exons 


5949. . 6350, 


5949 


. . 6398, 


5950. 


. 6396 






Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309. 


C9 


Gene No. 


82821 








Strand 






Start 


2460 








End 


12043 




Name 


OJ000209 27 


. 0309 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6058 








End 


6665 




GI 


5509260 








Score 


267 




Exons 


6058 . . 6441, 


6059 


. . 6286, 


6060. 


.6440, 6447. .6665 




GI Descrip. 
















Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309. 


C9 


Gene No. 


82821 








Strand 






Start 


2460 








End 


12043 




Name 


OJ000209 27 


. 0309 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6066 ~ 








End 


6524 




GI 


none 








Score 


153 




Exons 

l~J w 11 J 


6066 . .6416, 


6072 


. 6419, 


6085 . 


.6417, 6447.. 6524 




Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309. 


C9 


Gene No. 


82821 








Strand 






Start 


2460 








End 


12043 




Name 


OJ000209 27 


. 0309 


C9 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


6177 " 








End 


6458 




GI 


none 








Score 


85 




Exons 


6177 . . 6458, 


6196 


. 6453 










Seq. No. 


40042 ■ 








Seq. ID 


..OJ000209__27.0309. 


C9 


Gene No. 


82821 








Strand 






Start 


2460 








End 


12043 




Name 


OJ000209 27 


. 0309 


C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6399 ~~ 








End 


6728 




GI 


none 








Score 


266 




Exons 


6399. . 6728, 


6402 


. 6692 










Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309. 


C9 


Gene No. 


82821 








Strand 






Start 


2460 








End 


12043 




Name 


OJ000209 27 


. 0309 


C9.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7012 ~~ 








End 


7278 




GI 


none 








Score 


119 




Exons 


7012 7200. 


7017 . 


. 7172, 


7204 . 


.7278 






Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309. 


C9 


Gene No. 


82821 








Strand 






Start 


2460 








End 


12043 




Name 


OJ000209 27 


.0309. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7014 








End 


7702 





" 39964 




GI 


none 








Score 


84 




701 4 71 fif) 


7033 . 


.7290, 


7035 . 


.7172, 7205. .7630, 7210. .7629, 




7fi2R 7702 


/ U J u • 


. 7701 








Seq. No. 


40042 








Seq. ID 


OJ000209 27 0309 C9 


Gene No. 


82821 








Strand 




Start * 


24 60 








End 


12043 


LNO.IUC 


Ol7000209 27 


. 0309 . 


C9 . o3 . 


ts 


Mpt hod 


TBLASTX • Sovbpan 


O Lai. L 


7059 ~ 

/ \J %J z? 








End 


7521 


(ZT 


none 








Score 


223 


DAUl 1 0 


7059 7151- 


7210 . 


. 7521 








Seq. No. 


40042 








Seq. ID 


OJ000209 27. 0309. C9 


Gene No. 


82821 








Strand 




Start 


2460 








End 


12043 


Name 


o.tooo209 ?7 


. 0309 . 


C9 . o3 . 




Mpf- hod 


GENSCAN 


O L, CI X L. 


7351 _ 








End 


9825 


rir 


none 








Score 


.74 


IjAUI I o 


7351 8091 


8200 . 


. 8343, 


8416. 


.8681, 8 


729. .9610, 9616. .9825 


Seq. No. 


4 0O42 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




Start 


2460 








End ■ 


12043 


Name 


OJ000209 27 


. 0309 . 


C9 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Of- -a v- j- 
O Lai L 


7^fifi _ 

/ O v U 








End 


7930 




none 








Score 


81 


Exon s 


/ O O O • • / DJU/ 


i D Zf . 


7 5 51 


7 5R2 


.7641, 7652. .7678, 7652. .7678, 




7fiQD 7Q2Q 


77 0 Q 










Seq. No. 


40042 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




Start 


2460 








End 


12043 


Name 


OJ00020 9 27 


. 0309 . 


C9 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7702 ~ 








End 


8097 


GI 


none 








Score 


234 


R von <=; 


7702 7980 


7703 . 


.7981, 


7755 . 


.7982, 7978. .8097, 7982. .8095 


tj C \^ . L^IIJ i 


40042 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




Start 


2460 








End 


12043 


Name 


0,700020 9 27 


. 0309 . 


C9 . o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


8161 — 








End 


8448 


GI 


none 








Score 


92 




81 61 838 5 


8173. 


. 837 9, 


8174 . 


.8389, 8381. .8443, 8395. .8448, 




8395 8445 












Spa No 


40042 








Seq. ID 


OJ000209_27.0309.C9 


Gene No. 


82821 








Strand 




Start 


2460 








End 


12043 


Name 


OJ000209 27 


.0309. 


C9.o2. 


np 


Method 


AAT/NAP 




ft _ 








End 


12043 


GI 


4416301 






-* 


Score 


81 


Exons 


8359. .8492, 


11991 


. .12043 






GI Descrip. 


(AF105716) 


gag protein 


[Zea mays] 




Seq. No. 


40043 








Seq. ID 


OJ000209_27.0309.C11 


Gene No. 


82822 








Strand 


+ 



39965 




Start 


959 








End 


4592 




Name 


OJ000209 27 


. 0309. 


Cll .ol 


. gs 


Method 


GENSCAN 




Start 


959 ~~ 








End 


2764 




GI 


none 








Score 


. 62 




Exons 


959. . 1048, 


1116. . 


1212, 


1298. . 


1354, 1564. .1650, 


1807 1895, 




2065 . . 2094 , 


2627 . 


. 2764 










Seq. No. 


40043 








Seq. ID 


OJ000209 


_27. 0309. Cll 


Gene No. 


82822 








Strand 


+ 




Start 


959 








End 


4592 




Name 


OJ000209 27 


. 0309. 


Cll . ol 




Method 


AAT/GAP 




Start 


1156 ~~ 








End 


1756 




GI 


426160 








Score 


684 




■ Exons 


1156. . 1214, 


1298 . 


. 1354, 


1429. 


.1497, 1564. .1756 




Seq. No. 


40043 








Seq. ID 


OJ000209 


_27. 0309. Cll 


Gene No. 


82822 








Strand 


+ 




Start 


959 








End 


4592 




Name 


OJ000209 27 


.0309. 


Cll.o2 


. CfD 


Method 


AAT/GAP 




Start 


2130 ~~ 








End 


4592 




GI 


2310498 








Score 


534 




Exons 


2130. .2169, 


4097 . 


. 4236, 


4341. 


.4421, 4513. .4592 




Seq. No. 


40043 








Seq. ID 


OJ000209 


_27. 0309. Cll 


Gene No. 


82823 








Strand 






Start 


4152 








End 


4706 




Name 


OJ000209 27 


. 0309 . 


Cll . o2 


. CfS 


Method 


GENSCAN 




Start 


4152 _ 








End 


4706 




GI 


none 








Score 


.7 




Exons 


4152 . .4197, 


4624 . 


. 4706 










Seq. No. 


40044 








Seq. ID 


OJ000209 


_27.0309.C12 


Gene No . 


82824 








Strand 


+ 




Start 


78 








End 


8743 




Name 


OJ000209 27 


.0309. 


C12.ol 


.gs 


Method 


GENSCAN 




Start 


78 








End 


8743 




GI 


none 








Score 


.47 




Exons 


78. .104, 1277. .1428, 2008. .2120, 2164. 


.2386, 2448. .2478, 




3688. .3840, 


4315. 


.4446, 


5375. 


.5489, 5569.. 5751, 


5847. .6073, 




6452. . 6520, 


6812. 


. 6893, 


7620. 


.7672, 8156.. 8529, 


8613. .8743 


Seq. No. 


40044 








Seq. ID 


OJ000209_ 


_27.0309.C12 


Gene No. 


82824 








Strand 


+ 




Start 


78 








End 


8743 




Name 


OJ000209 27 


.0309. 


C12.o2 


.tm 


Method 


TBLASTX : Maize 


Start. 


2178 








End 


7063 




GI 


none 








Score 


100 




Exons 


2178. .2360, 


2187. 


.2303, 


6656. 


.6889, 6872.. 7063 




Seq. No. 


40044 








Seq. ID 


OJ000209_ 


_27.0309.C12 


Gene No. 


82824 








Strand 


+ 




Start 


78 








End 


8743 




Name 


. OJ000209 27 


.0309. 


C12.ol 


.np 


Method 


AAT/NAP 




Start 


4992 








End 


6573 




GI 


7140847 








Score 


312 




Exons 


4992. .5237, 


6526. 


.6573 











GI Descrip . (AF148654 ) maturase [Oryza glaberrima] 



39966 




Seq. No. 


40044 








Seq. ID 


OJ000209_27.0309. 


C12 


flpnp No 


82824 








Strand 


+ 




O Lai L 


7ft 








End 


8743 




Name 


o.tooo^oq 91 


O^OQ 


. X 4S. * (J X 


fm 


Method 


TBLASTX: Maize 




OLdl L 


so^q ~ 








End 


5232 














Score 


242 




P 1 von q 


so39 s??4 


so4 o 


S22R 


S040 


.5225, 5041.. 5232 




Seq. No. 


40045 








Seq. ID 


OJ000209_27.0309. 


C14 


flfan^ NIo 


82825 








Strand 


+ 




O-j- -a -v-f- 
O Ld-L L 


S333 
>j j j j 








End 


7997 






OJ000209 27 


0309 


n 4 nl 

i ^14 * U X 


. gp 


Method 


AAT/GAP 




q+- o >-+- 


4512 _ 








End 


5411 




(IT 
\J X 


3766905 








Score 


654 






4 SI 9 473S 


S? QS 


S4 1 1 

> t J4 1 1 










Seq. No. 


40045 .• 








Seq. ID 


OJ000209_27.0309. 


C14 


Gene No. 


82825 








Strand 


+ 




Start 


5333 








End 


7997 




Name 


OJ000209 27 


. 0309 


. C14 . o2 


. y ^ 


Method 


GEN SCAN 




q+- o r f 


5333 ~ 








End 


7782 




\j x 


none 








Score 


.62 






SS1 1 


S7ft0 


Sft 7 Q 


S966 
J J u u . 


.6101, 6334.. 6430, 6530.. 6596, 




6710 6ft0fi 


6ft Qft 




70ft 1 
/vox. 


.7235, 7327. .7434, 7617. .77 


82 


Seq. No. 


40045 








Seq. ID 


OJ000209_27.0309. 


C14 


one Mo 


ft?ft9 S 








Strand 


+ 






S^^ 
J j J j 








End 


7997 




Name 


o.tooo^oq ?7 


O^OQ 


PI 4 o? 




Method 


AAT/GAP 




q+- p -rf 


7157 _ 








End 


7997 




O X 


37 66906 








Score 


1026 




T7 1 von q 


71 S7 72^S 


7^27 


74^4 


7 617 
/ u x / . 


.7997 






Seq. No. 


40045 








Seq. ID 


OJ000209_27.0309. 


C14 




82826 

O ^ U \J 








Strand 






JLQl L 


114 3 

114 J 








End 


2260 




Name 


O.T000209 27 


. 0309 


C14 . ol 




Method 


GENSCAN 




Start 


1143 _ 








End 


2260 




GI 


none 








■Score 


.43 






1143 1 1 R6 

X X 1 J » » X X U \J , 


1936 


. 2030 , 


2136 . 


.2260 






Seq. No. 


40045 








Seq. ID 


OJ000209_27.0309. 


C14 


Gene No. 


82827 








Strand 






Start 


5480 








End 


6049 




Name 


n,T00090Q ?7 


030Q 


n 4 nl 

\— X *d • Ul 


fm 
L.1U 


Method 


TBLASTX: Maize 




Start 


S4 ftO _ 








End 


6049 




GI 










Score 


65 






S4ft0 SS4ft 

J4 OU • . J J40/ 


S4 ft? 

J *i O ■ 


S S4 7 


S661 


.5738, 5662.. 5739, 5811.. 5879, 




Sft9ft RRQfi 


S Q4 4 


604 ft 




.6049 ' 






Seq. No. 


40045 








Seq. ID 


OJ000209_27.0309. 


C14 


Gene No. 


82828 








Strand 






Start 


6707 








End 


7239 




Name 


OJ000209 27 


.0309. 


C14 .o3. 


tm 


Method 


TBLASTX :Maize 




Start 


6707 








End 


7239 




GI 


none 








Score 


117 





39967 



Exons 



6707.. 6844, 6712.. 6810, 6930.. 6992, 6945.. 6992, 7078.. 7239, 
7080. .7148 



Seq. No. 40045 
Gene No. 82829 
Start 7358 

Name . OJ000209_27 . 0309 . C14 . o2 . tm 

Start 7358 
GI none 

Exons 7358.. 7432, 7363.. 7434, 7611, 

7618. .7758, 7741. .7803, 7750. 
7852. .7929, 7854. .7907 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7766, 7612 
.7797, 7793 



OJ000209 27.0309.C14 



7929 

TBLASTX : Maize 
7929 
83 

7767, 7614. 
7831, 7803. 



,7730, 
,7832, 



Seq. No. 40046 Seq. ID 

Gene No. 82830 Strand 

Start 371 End 

Name OJ000209_27 . 0309 . C15 . ol . gs Method 

Start 371 ' End 

GI none Score 

Exons 371.. 470, 540.. 593 



OJ000209_27 .0309.C15 
593 

GENSCAN 

593 

.52 



Seq. No. 


40047 




Seq. ID 


OJ000209_27.0309. 


C16 


Gene No. 


82831 




Strand 






Start. 


232 




End 


2729 




Name 


OJ000209 27.0309.C16 


. ol . gs 


Method 


GENSCAN 




Start 


232 




End 


2729 




GI 


none 




Score 


.83 




Exons 


232. .470, 580. .833, 


910.. 1015, 1236.. 


1435, 2652. .2729 




Seq. No. 


40048 




Seq. ID 


OJ000209_27.0309. 


C17 


Gene No. 


82832 




Strand 






Start 


1273 




End 


1648 




Name 


OJ000209 27.0309.C17 


.ol.gp 


Method 


AAT/GAP 




Start 


782 




End 


1648 




GI 


uC-osflM202035c02bl 




Score 


704. 




Exons 


782. .854, 1270. .1404 


, 1475. 


.1648. ■ 






GI Descrip. 


, 5042437/gb|AC007789 


.1IAC007789 l.Oe- 


34 Oryza sativa BAC 


T49B20 



genomic sequence, complete sequence 1 



Seq. No. 


40048 


Seq. ID 


OJ000209_27 


0309. C17 


Gene No. 


82832 


Strand 






Start 


1273 


End 


1648 




Name 


OJ000209 27.0309.C17.ol.gs 


Method 


GENSCAN 




Start 


1273 


End 


1594 




GI 


none 


Score 


. 93 




Exons 


1273. .1404, 1475. .1594 








Seq. No. 


40049 


Seq. ID 


OJ000209__27 


0309. C19 


Gene No. 


82833 


Strand 


+ 




Start 


1 


End 


2729 




Name 


OJ000209 27.0309.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2729 




GI 


7340702 


Score 


97 




Exons 


1..181, 2709. .2729 








GI Descrip. 


(AL162507) ATP-dependent RNA 


helicase- 


like protein 


[Arabidopsis 



thaliana] 



39968 




Seq. No. 


40049 




Seq. ID 


OJ000209 27, 


.0309 


.C19 


Gene No. 


82833 




Strand 


+ 






Start 


1 




End 


2729 






Name 


OJ000209 27 0309 C19 ol 




Method 


GEN SCAN 






Start 


77 _ 




End 


2001 






GI 


none 




Score 


. 52 






Exons 


77. .158, 263. .337, 373. 


.468, 


656. .710, 


1896. . 2001 






Seq. No. 


40050 




Seq. ID 


OJ000209 27. 


. 0309 


.C21 


Gene No. 


82834 




Strand 


+ 






Start 


1642 




End 


4953 






Name 


OJ000209 27.0309.C21.ol 


.gs 


Method 


GENSCAN 






Start 


1642 




End 


4-637 






GI 


none 




Score 


.41 






Exons 


1642. .1651, 2337. .2434, 


2785, 


,.3203, 4514. .4637 







Seq. No. 40050 Seq. ID 

Gene No. 82834 Strand 

Start 1642 End 

Name OJ000209_27 . 0309 . C21 . ol . np Method 

Start 2752 End 

GI 2352492 Score- 

Exons 2752.. 3203, 4514.. 4953 

GI Descrip. (AF005047) transport inhibitor response 1 [Arabidopsis thaliana] 
gi|2352494|gb|AAB69176.1| (AF005048) transport inhibitor 
response 1 [Arabidopsis thaliana] 



OJ000209_27.0309.C21 
+ 

4953 
AAT/NAP 
4953 
714 



Seq. No. 40050 

Gene No. 82834 

Start 1642 

Name OJ000209_27 . 0309 . C2 1 . ol . tc 

Start 2755 

GI none 
Exons 



Seq. ID OJ000209_27.0309.C21 

Strand + 

End 4953 

Method TBLASTX : Cress 

End 4943' 

Score 185 



2755. .2988, 3019. .3204, 3055. .3204, 4512. .4667, 4615. .4758, 
4621. .4761, 4725. .4943, 4838. .4936 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40050 
82834 
1642 

OJ000209_27, 

2766 

none 

2766. .2843, 
3055. .3138, 



0309.C21.ol.tm 



2767. 
3057. 



2988, 
3137 



2907, 



Seq. ID . OJ000209_27.0309.C21 

Strand + 

End 4953 

Method TBLASTX : Mai ze 

End 3138 

Score 235 

.2987, 2986.. 3132, 2987.. 3028, 



Seq. No. 40050 

Gene No. 82834 

Start 1642 

Name OJ000209_27 . 0309 . C21 . ol . ts 

Start 2827 

GI none 

Exons 2827.. 2988, 2907.. 2987, 3052, 



Seq. ID OJ000209_27 .0309.C21 

Strand + 

End 4953 . 

Method TBLASTX : Soybean 

End 4943 

Score 150 

.3204, 3055. .3204, 3057. .3224, 



4512. .4943, 4571. .4783, 4835. .4936 



Seq. No. 
Gene No. 
Start 



40050 
82834 
1642 



Seq. ID OJ000209_27.0309.C21 
Strand • + 
End 4953 



39969 



Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_27 . 0309 . C21 . ol . gp Method AAT/GAP 
3099 End 4847 

uC-osflM202082c04bl Score 796 

3099. .3203, 4514. .4847 

•2352492 3.0e-22 (AF005047) transport inhibitor response 1 
[Arabidopsis thaliana] >gi_23524 94 (AF005048) transport 
inhibitor response 1 [Arabidopsis thaliana] ' 



40050 
82834 
1642 

OJ000209_27 . 0309.C21.o2.tm 

3139 

none 

3139. .3204, 4512. .4574, 4580. 



Seq. ID OJ000209_27 .0309.C21 

Strand + 

End 4953 

Method TBLASTX : Mai ze 

End 4 951 

Score 78 

.4774, 4581. .4946, 4838. .4951 



40051 Seq. ID 

82835 Strand 
1 End 
OJ000209_27 . 0309 . C22 . ol . gp Method 
1 End 
uC-osflcyp028e01bl - Score 
1..43, 1103. .1203 

'2352492 7.0e-23 (AF005047) transport inhibitor response 1 
[Arabidopsis thaliana] >gi_2352494 (AF005048) transport 
inhibitor response 1 [Arabidopsis thaliana] 1 



OJ000209_27 .0309.C22 
+ 

2258 
AAT/GAP 
1203 
256 



40051 Seq. ID 

82835 Strand 
1 End 
OJ000209_27 . 0309.C22.ol.np . Method 
1 End 
2352492 Score 
1..43, 1103. .1927 

(AF005047) transport inhibitor response 1 [Arabidopsis thaliana] 
gi I 2352494 | gb| AAB69176.il (AF005048) transport inhibitor 
response 1 [Arabidopsis thaliana] 



OJ000209_27 .0309.C22 
+ 

2258 
AAT/NAP 
1927 
719 



40051 Seq. ID 

82835 Strand 

1 End 
OJ000209_27 . 0309 . C22 . ol . gs Method 

1103 End 

none Score 
1103. .1876 



OJ000209_27.0309.C22 
+ 

2258 
GENSCAN 
1876 
.78 



Seq. No. 40051 Seq. ID 

Gene No. 82835 Strand 

Start 1 .End 

Name OJ000209__27 . 0309 . C22 . o2 . gp Method 

Start 1532 End 

GI 17257_1 .R1084 Score 

Exons 1532. .2258 

GI Descrip. 1 2352492 4.0e-21 (AF005047) transport inhibitor response 1 
[Arabidopsis thaliana] >gi_23524 94 [AF005048) transport 
inhibitor response 1 [Arabidopsis thaliana] ' 



OJ000209_27.0309.C22 
+ 

2258 
AAT/GAP 
2258 
1403 



39970 



Seq. No. 40051 Seq. ID 

Gene No. 82836 Strand 

Start 6889 End 

Name OJ000209_27 . 0309 . C22 . ol . tc Method 

Start 2 End 

GI none Score 

Exons 2. .46, 150. .176, 1103. .1186, 1103. .1216, 1211 
1223. .1753, 1811. .1864 



OJ000209_27.0309.C22 
+ 

8834 

TBLASTX : Cress 
1864 
62 

1753, 1213.. 1749, 



Seq. No. 40051 Seq. ID 

Gene No. 82836 Strand 

Start 6889 End 

Name OJ000209_27 . 0309 . C22 . ol . tm Method 

Start 1103 ' End 

GI none Score 
Exons 



OJ000209_27- 0309.C22 
+ 

8834 

TBLASTX: Maize 

1861 

99 



1103. .1186, 1201. .1857, 1202. .1861 



Seq. No. 


40051 








Seq. ID 


OJ000209_27. 03.09 


.C22 


Gene No. 


82836 • 








Strand 


+ 




Start 


6889 








End 


'8834 




Name 


OJ000209 27 


.0309. 


C22.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1103 








End 


1927 




GI 


none 








Score 


757 




Exons 


1103. .1753, 


.1138. 


.1743, 


1811. 


.1927 ' 






Seq. No. 


40051 








Seq. ID 


OJ000209_27.0309 


.C22 


Gene No. 


82836 








Strand 


+ 




Start 


"6889 








End 


8834 




Name 


OJ000209 27 


.0309. 


C22.o2 


gs 


Method 


GEN SCAN 




Start 


6889 








End 


8575 




GI 


none 








Score 


.76 




Exons 


6889. .6946, 


7216. 


.7457, 


8315. 


.8575 






Seq. No. 


40051 








Seq. ID 


OJ000209_27.0309 


.C22 


Gene No. 


82836 








Strand 


+ 




Start 


6889 








End 


8834 




Name 


OJ000209- 27 


.0309. 


C22.o2 


np 


Method 


AAT/NAP 




Start 


7157 








End 


8834 




GL 


6539588 








Score 


308 




Exons 


7157. .7486, 


8756. 


.8834 










GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 





Seq. No. 40052 
Gene No. 82837 
Start • 1 

Name OJ000209_27 . 0309 . C23 . ol . np 

Start 1 

GI 7485635 

Exons 1..47, 11443.. 12693 

GI Descrip. hypothetical protein 

gi | 3386623 |gb| AAC28553. 1 | 
[Arabidopsis t ha liana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_ 
+• 

12696 
AAT/NAP 
12693 . 
333 



27.0309.C23 



F17K2.25 - Arabidopsis thaliana 
(AC004 665) unknown protein 



Seq.- No. 40052 Seq. ID 

Gene No. 82837 Strand 

Start 1 End 

Name OJ000209 27 . 0309 . C23 . ol . gs Method 



OJ000209_27.0309.C23 
+ 

12696 
GENSCAN 



39971 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1686 
none 

1686. .1797, 2531. 



End 
Score 



2766 
.54 



.2766 



40052 Seq. ID 

82837 Strand 
1 End 
OJ000209_27.0309.C23.ol.gp ' Method 
9099 End 
5004566 Score 
9099.. 9192 

5042437/gb| AC007789. 1IAC007789 1.0e-34 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 



OJ000209_27.0309.C23 
+ 

12696 
AAT/GAP 
9192 
125 



40052 
82837 
1 

OJ000209_27.0309.C23.o3.gs 

11050 

none 

11050. .12696 

40052 
82837 
1 

OJ000209_27 . 0309 . C23 . o2 . gp 

11871 

3060948 

11871.. 12250 

40052 
82838 
14336 

OJ000209_27.0309.C23.ol.tm 

12423 

none 



Seq. ID OJ000209_27 . 0309. C23 

Strand + 

End 12696 

Method GENSCAN 

End 12696 

Score .98 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_27.0309.C23 
+ 

12696 
AAT/GAP 
12250 
740 



OJ000209_27.0309.C23 
16039 

TBLASTX: Maize 

12642 

81 



12423. .12491, 12424 .. 12,4 92 , 124 95 .. 12638 , 12496.. 12642 

OJ000209 27.0309.C23 



40052 Seq. ID 

82838 Strand 

14336 End 

OJ000209_27 .0309.C23.ol. ts Method 

12430 End 

none Score 



16039 

TBLASTX: Soybean 

12690 

67 



12430. .12492, 12504 .. 12680, 12505.. 12690 

OJ000209 27.0309.C23 



40052 
82838 - 
14336 

OJ000209_27 .0309.C23.o4 . gs 

14336 

none 

14336. .14 616, 158 92. .16039 

40053 
82839 
38 



Seq. ID 
Strand 
End 

Method 

End 

Score 



16039 
GENSCAN 
16039 
.51 



Seq. ID OJ000119_22.0331.C5 
Strand + 
End 723 



39972 



Name 

Start 

GI 

Exons 



OJ000119_22 . 0331 .C5.ol.gs Method GEN SCAN 

38 End 701 

none Score . 4 4 
38.. 529, 621.. 701 



Seq. No. . 40053 Seq. ID 

Gene No. 82839 Strand 

Start 38 End 723 

Name OJ000119_22 . 0331 .C5.ol.gp Method AAT/GAP 

Start 128 End 509 

GI 11703_6.R1084 Score 756 

Exons 128. .509 

GI Descrip. ' 3319884/emb | CAA11891 | 4.0e-09 (AJ224306) PRT1 
thaliana] >gi_3319886_emb__CAA11892_ (AJ224307) 
thaliana] ' 



OJ000119_22.0331.C5 

+ 



[Arabidopsis 
PRT1 [Arabidopsis 



Seq. No. 


40053 






Seq. ID 


OJ000119_22.0331.C5 


Gene No. 


82839 






Strand 


+ 


Start 


38 






End 


723 


Name 


• OJ000119 


22. 0331. C5. 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


161 






End 


722 


GI 


none 






Score 


434 


Exons 


161. .559, 


212. .274, 


235. .528, 


338. .544, 


653. .721, 654. .722 


Seq. No. 


40053 






Seq. ID 


OJ000119_22.0331.C5 


Gene No. 


82839 






Strand 


+ 


Start 


38 






End 


723 


Name 


OJ000119 


22. 0331. C5. 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


199 






End 


722 


GI 


none 






Score 


172 


Exons 


199. .438, 


203. .532, 


235. .510, 


338. .529, 


636.. 722 



Seq. No. 


40053 




Seq. ID 


OJ000119_22.0331.C5 


Gene No. 


82839 




Strand 


+ 


Start 


38 




End 


723 


Name 


OJ000119 22.0331.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


203 




End 


703 


GI 


none 




Score 


117 


Exons 


203. .298, 235. .291, 299 


i. .529, 


338. .529, 


618. .701, 629. .703 


Seq. No. 


40053 




Seq. ID 


OJ000119 22. 0331. C5 


Gene No. 


82839 




Strand 




Start 


38 




End 


723 


Name 


OJ000119 22.0331.C5.ol. 


np 


Method 


AAT/NAP 


Start 


206 




End 


723 


GI 


2190992 




Score 


440 


Exons 


206. .529, 621. .723 








GI Descrip. 


(AF004 358) glutathione 


S-transferase TSI-1 [A* gilops tauschii 


Seq. No. 


40053 




Seq. ID 


OJ000119_22.0331.C5 


Gene No. 


82839 




Strand 


+ 


Start 


38 




End 


723 


Name 


OJ000119 22.0331.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


224 




End 


544 


GI 


none 




Score 


338 


Exons 


224. .544, 355. .525 









39973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40054 
82840 
1 

OJ000119_22.0331.C6.ol.np 
1 

4680186 
1..28, 302. .436, 910. .1090 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000119_22.0331.C6 

Strand + 

End " 1090 

Method AAT/NAP 

End 1090 

Score 198 



Seq. ID OJ000119_22.0331.C6 
Strand 

End 1019 

Method AAT/GAP 

End 634 

Score 798 



40054 
82841 
124 

OJ000119_22.0331.C6.ol.gp 
124 

38782_1.R1084 
124. .634 

1 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 ■ 



40054 
82841 
124 

OJ000119_22 .0331 .C6.ol.gs 

425 

none 

425. .498, 965. .1019 



Seq. ID OJ000119_22.0331.C6 
Strand 

End 1019 

Method GENSCAN 

End 1019 

Score . 8 



Seq. ID OJ000119_22.0331.C8 
Strand 

End 714 

Method AAT/NAP 

End 714 

Score 564 



40055 
82842 
1 

OJ000119_22 .0331.C8 .ol.np 
1 

6983860 
1. .714 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



40055 
82842 
1 

OJ000119_22.0331.C8 .ol.gs 
77 

none 
77. .623 



Seq. ID OJ000119_22.0331.C8 

Strand 

End 714 

Method GENSCAN 

End 623 

Score .45 



Seq. No. 40055 

Gene No. 82842 

Start 1 

Name OJ000119_22 . 0331 . C8 . ol . tw 

Start 306 

GI none 

Exons 306.. 656, 481.. 657 

Seq. No. 40055 

Gene No. 82842 

Start 1 

Name OJ000119 22 . 0331 . C8 . ol . tm 



Seq. ID OJ000119_22.0331.C8 

Strand 

End 714 

Method TBLASTX : Wheat 

End 657 

Score 94 



Seq. ID OJ000119_22.0331.C8 
Strand 

End 714 

Method TBLASTX: Maize 



39974 




Start 


OCT 


hna 


etc 

DO D 




GI 


none 


Score 


q e 

O D 




Exons 


■jci etc ,coc c/l O 








Seq. No. 


40056 


Seq. ID 


OJ000119_22.0331 


Cll 




82843 


Strand 


+ 




Start 


O Q 
OO 




TIC 




Name 


mnnm 1 q oo m*3i pi i «i ^ 0 

ujuuuiiy . Uooi.tii.oi.gs 


Method 


H TP "NT C C 7\ M 




Start 


o o 
OO 




oyz 




GI 


none 


Score 


t c 




Exons 


no o*31 Qyi Q /l/IH /IRQ CQO 

o o . . z J / , o4 o . . 4 4 u , 4oy. .oyz 








Seq. No. 


4 UU3 b 


oeq . i u 


nTnnmiQ oo n*5^i 
uuuuuiiy zz. ujj± 


Lll 


Gene No. 


82843 


Strand 


+ ~ 




Start 


88 


End 


716 




Name 


OJ000119 22.0331.Cll.ol.np 


Method 






Start 


227 


End 


TIC 




GI 


6002794 


Score 


1 U 4 




Exons 


227. .716 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


40057 


Seq. ID 




PI 0 
LIZ 


Gene No . 


82844 


Strand 






Start 


24 3 


End 


1827 




Name 


OJ000119 22.0331.C12.ol.np 


Method 


AAT/NAP 




Start 


243 


End 


loZ / 




GI 


5257279 


Score 


1 c ^ c 
1 b4 0 




Exons 


243. .1827 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


40057 


Seq. ID 


OJ000119_22.0331 


C12 


Gene No. 


82844 


Strand 


+ 




Start 


243 


End 


1 QOl 

loZ / 




Name 


OJ000119 22.0331.C12.o3.tm 


Method 


mnT TV O T V . KA-i -5 T /-> 

I rJLiAo 1 A : Mai ze 




Start 


426 


End 


T yl C 
/4b 




GI 


none 


Score 


i y y 




Exons 


426. .746, 470. .535 








Seq. No. 


40057 


Seq. ID 


OJ000119_22.0331 


C12 


Gene No. 


82844 


Strand 






Start 


243 


End 


i q on 
± o z / 




Name 


OJ000119 22.0331.C12.o3.tw 


Method 


i .D-LAo i a ; wneat 




Start 


429 


End 


Q OH 

oz 1 




GI 


none 


Score 


ICC 

1 bb 




Exons 


429. .650, 429. .482, 473. .583 


, 659. .805, 


bbo . . oZ / 




Seq. No. 


40057 


Seq. ID 


OJ0p0119_22,0331 


C12 


Gene No^ 


82844 


Strand 


+ 




btart 


243 


End 


i q o n 

JL o Z / 




Name 


OJ000119 22.0331.C12.ol.tw 


Method 


rpnT TV O T> V . TsTl-. ^ ^ +- 




Start 


974 


End 


1457 




GI 


none 


Score 


502 




Exons 


974. .1273, 975. .1457, 1089.. 


1448 






Seq. No. 


40057 


.Seq. ID 


OJ000119_22.0331 


C12 


Gene No. 


82844 


Strand 


+ 





39975 



otarc 


0 A "3 






ill 11 U. 


1 fi97 

-L O £~ f 


Name 


ujuuuiiy zz 


.0331.C12.o2 


. tm 


ixie unoQ 


TRT 21QTY • Mo t ^a. 
1 D-Urio 1 A . lYia lZc 


Start . 


Q O O 

y yz 








J. ^ / 4 


GI 


none 






Score 




Exons 


OQO T O f\ A 

y yz . . iz u 4 , 


993. .1274, 1083.. 


1 971 
1 Z / 1 




Seq. No. 


40057 






Seq. ID 


OJ000119_22.0331 


Gene No. 


82844 






Strand 


+ 


Start 


O A 1 

Z4 0 








1 P 97 
1 o z / 


Name 


ujuuuiiy zz 


n ^ *3i pi o ^i 

. UoJl.blZ.Ol 


-h-m 
. L.IR 


L v ie tnoa 


TRT ZiQTY'Mai r7£a 

± Diii-io i a * L v jai ze 


Start 


1 ,34 4 






Lna 


1 fl9^ 


bl 


none 






Score 




Exons 


1*5/1/1 

1 04 4 . . 1j£J/ 


1509. .1823 








Seq. No. 


40057 






Seq. ID 


OJ000119_22.0331 


Gene No. 


82844 






Strand 


+ 


otart 


0 A "3 
Z 4 J 






End 


1827 


Name 


uj uuuiiy zz 


. U J Jl . blZ . Ol 


. t. S 


Method 


TBLASTX : Soybean 


Start 


i o y o 






End 


1793 


bl 


none 






Score 


56 


Exons 


i Tap i/^n 
i j y o . . 14 jU/ 


1398. . 1427, 


1434 


..1793, 1434. .1742 


Seq. No. 


40057 






Seq. ID 


OJ000119_22.0331 


Gene No . 


82844 






Strand 


+ 


Start 


Z 4 J 






End- 


1827 


Name 


ujuuuiiy zz 


.0331.C12.o2 


.tw 


Method 


TBLASTX : Wheat 


Start 


loUo 






End 


1 Q O 7 
1 O Z / 


GI 


none 






Score 


386 


Exons 


i cnc i oof 
1 OU b . . lo Z o , 


1525. . 1827, 


1544 


. .1825 




beq. No. 


4 UUDo 






Seq. ID 


OJ000119_22.0331 


Gene No. 


82845 






Strand 




Start 


220 






End 


412 


Name 


uj uuuiiy zz 


.0331.C14 .ol 


.np 


Method 


AAT/NAP 


btart 


ZZ u 






End 


412 


bl 


yi corn q £ 
4 ooUloo 






Score 


190 


Exons 


ZZ U . . 4 1Z 










GI Descrip. 


/ a iri l i 7 n G \ 
^ H.r ill / U z? J 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


40058 






Seq. ID 


OJ000119_22.0331 


Gene No. 


82846 






Strand 




otarc 


"3 *3 7 






End 


424 


Name 


to nm i q o o 
vjj uuuiiy zz 


.0331.C14.ol 


.gs 


Method 


GENSCAN 


otart 


"5 "3 7 






End 


424. 


bl 


none 






Score 


.63 


Exons 


o o n AO A 
jj / . . 4Z4 










Seq. No. 


40059 






Seq. ID 


OJ000119_22.0331 


Gene No. 


82847 






Strand 




C4- -a vf 


534 






End 


1133 


Name 


OJ000119 22 


.0331.C15.ol 


. gs 


Method 


GENSCAN 


Start . 


534 






End 


1133 


GI 


none 






Score 


.88 


Exons 


534. .711., 940. .1133 








Seq. No. 


40060 






Seq. ID 


OJ000119_22.0331 


Gene No. 


82848 






Strand 


+ 



39976 



J 



Start 
Name 
Start 
GI ' 
Exons 

GI Descrip. 



End 

Method 
End 
Score 



939 

AAT/NAP 
939 

.95 - • 



OJ000119__22.0331.C16.ol.np 
1 

6063554 
1..137, 754. .939 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted. gene . ; hypothetical 
protein [Oryza sativa] 



Sea No 


40060 


Seq. ID 


OJ000119 22 0331 CI 


Gene No. 


82848 


Strand 


+ ~ 


Start 


1 


End 


939 


Name 


OJ000119 22.0331.C16.ol.gs 


Method 


GENSCAN 


Start 


119 


End 


235 


GI 


none 


Score 


.51 


Exons 


119. .235 






Seq. No. 


40060 


Seq. ID 


OJ000119_22.0331.C1 


Gene No. 


82849 


Strand 


+ 


Start ' 


1299 


End 


1470 


Name 


OJ000119 22.0331.C16.ol.gp 


Method 


AAT/GAP 


Start 


1299 


End 


1470 


GI 


LIB3433-026-P1-K1-C1 


Score 


246 


Exons . 


1299.. 1470 






GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 l.Oe- 


4 4 Oryza sativa 




indica(GLA4) genomic DNA, 


chromosome 4 


, BAC clone: tl7804 1 



jj ijj 


Seq. No. 


40060 




Seq. ID 


OJ000119 




Gene No. 


82850 




Strand 






Start 


1 




End 


1982 




Name 


OJ000119 22.0331.C16.o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1982 




GI 


6069653 




Score 


386 




Exons 


1..26, 1600. .1982 










GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


~ kSi 
= 


Seq. No. 


40060 




Seq. ID 


OJ000119 




' Gene No. 


82850 




Strand 




_ ~S 


Start 


1 




End 


1982 * 




Name 


OJ000119 22.0331.C16.o2 


.gs 


Method 


GENSCAN 


% J 


Start 


1671 




End 


1937 


GI 


none 




Score 


. 64 




Exons 


' 1671. .1937 










Seq. No. 


40061 




Seq. ID 


OJ000119 




Gene No. 


82851 




Strand 


+ 




Start 


1 




End 


282 




Name 


OJ000119 22.0331.C17.ol 


• gp 


Method 


AAT/GAP 




Start 


1 




End 


282 




GI 


4878407 




Score 


407 




Exons 


1. .282 









GI Descrip. 



Seq. No. 
Gene No. 
Start 



6069643/dbj | AP000616 . 1 1 AP000616 1. 
DNA, chromosome 6, clone : P0514G12 



Oe-152 Oryza sativa genomic 



40061 
82852 
1 



Seq. ID 

Strand 

End 



OJ000119 22.0331.C17 



586 



39977 




Name 


OJ000119 22.0331.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 






GI 


4680186 


Score 


181 

-LUX 




F.xnn 


1..114, 430. .586 








C?T Dp srrin 


(AF111709) unknown [Oryza sativa subsp, 


> ±iiuxua j 




Seq. No. 


40062 


Seq. ID 


o.ionm 1 Q 99 0^*31 


■ \* ± o 


Gene No. 


82853 


Strand 


+ _ 




Start 


1 


End 


756 




Name 


OJ000119 22.0331.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


756 




GI 


'3894385 


Score 


395 




Exons 


1..756 








GI Descrip. 


(AF053994) Hcr2-0A [Lycopersicon esculentum] 




Sea. No. 


40062 


Seq. ID 


OJ000119_22.0331 


. C18 


Gene No . 


82853 


Strand 


+ 




Start 


1 


End 


756 




Name 


OJ000119 22.0331.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


FnH 


597 




GI 


none 


Score 


68 




Rxon 

-L-hJ *\ V-/ 1 X J 


1..78, 3. .221, 136. .261, 136. 


.237, 136. 


..222, 138. .236, 


139 




139. .261, 145. .237, 301. .444, 


301. .591, 


313. .441, 322.. 


4 41 




324. .440, .333. .440, 466. .597 








Seq. No. 


40062 


Seq. ID 


OJ000119_22.0331 


.C18 


Gene No. 


82853 


Strand 


+ 




Start 


1 


FnH 

£j 1 L\JL. 


756 




Name 


OJ000119 22.0331.C18.ol.tc 


Method 


TBLASTX : Cress 




Start 


55 


End 


738 




GI 


none 


Score 


100 




Exons 


55. .252, 139. .237, 310. .441, 


313. .738, 


319. .441, 336. .440 


Seq. No. 


40062 


Seq. ID 


OJ000119_22.0331 


.C18 


Gene No. 


82853 


Strand 


+ 




Start 


1 


End 


756 




Name 


OJ000119 22.0331.C18.ol.tm 


Method 


TBLASTX : Maize 




Start 


301 


End 


'509 




GI 


none 


Score 


82 




Exons 


301. .456, 304. .507, 322. .444, 


325. .429, 


336. .509 




Seq. No. 


40063 


Seq. ID 


OJ000119_22.0331 


.C19 


Gene No. 


82854 


Strand 


+ 




Start 


91 


End 


453 


> 


Name 


OJ000119 22.0331.C19.ol.gs 


Method 


GENSCAN 




Start 


91 


End 


453 




GI 


none 


Score 


.91 




.Exons 


91. .171, 376. .453 








Seq. No. 


40064 


Seq. ID 


OJ000119_22.0331 


.C20 


Gene No. 


82855 


Strand 


+ 




Start 


1042 


End 


2091 




Name 


OJ000119 22.0331.C20.ol.gs 


Method 


GENSCAN 




Start 


1042 


End 


2091 




GI 


none 


Score 


. 93 




Exons " 


1042. .1368, 1470. .1848, 1988. 


.2091 







39978 




Serr No 


4 0064 








c pn T D 

JC^ • A. U 


o.toooi i q 99 P9n 


Gene No. 


82855 








Strand 


+ _ 


Start 


1042 








End 


2091 


Name 


OJ000119 22 


.0331 


.C20.ol 


.np 


Method 


AAT /NAP 


Start 


1 04 5 ~~ 

X V *3 -J 








End 




GI 


2190992 








Score 


727 


F 1 von ^ 


1045 1368 


1470 


. .1835 








J_ !_/ ~ ^ ^ J- J- k/ ■ 


(AF004358 ) 


glutathione 


S-transf erase 


P Q T — 1 r A "i 1 e~\r^i c fancrh" 
± -L x [nc^xiupo LaUSUll. 


Seq. No. 


40064 








Seq. ID 


OJ000119_22.0331.C20 


Gene No. 


82855 








Strand 


+ 


Start 


1042 








End 


2091 


Name 


OJ000119 22 


.0331.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1053 _ 








End 


1811 


GI 


none 








Score 


372 


F.xon •=? 


1053 1364. 


1054 


. : 1368, 


1467. 


.1811, 1475. .1729, 1626. .1811 


Seq. No. 


. 40064 








Seq. ID 


OJ000119_22.0331.C20 


Gene No. 


82855 








Strand 


+ 


Start 


1042 








End 


2091 


Name 


OJ000119 22 


. 0331 


. C20 . ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1056 ~~ 








End 


1808 


GI 


none 








Score 


243 


F von 


i 0S6 i 977 


1057 


. . 1284, 


1300. 


.1368, 1305. .1367, 1473. .1808 


Seq. No. 


40064 








Seq. ID 


OJ000119_22.0331.C20 


Gene No. 


82855 








Strand 


+ 


Start 


1042 








End 


2091 


Name 


n.TDnm 1 Q 99 


. 0331 


C20 ol 


. tc 


Method 


TBLASTX: Cress 


OLai L 


1 060 _ 

X VJ U 








End 


1368 


GI 


none 








Score 


337 


F, von *=; 


1060 1368 


1167 


. 1367 








Qprr Mr) 


4 0064 








Seq. ID 


OJ000119_22.0331.C20 


Gene No. 


82855 








Strand 


+ 


Start, 


1042 








End 


2091 


Name 


OJ000119 22 


. 0331 


C20 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1089 _ 








End 


1673 


GI 


none 








Score 


161 


Exons 


1089 1250 


1089 


.1370, 


1090. 


.1371, 1460. .1594, 1467. .1673, 




1560 1661 












Seq. No. 


40064 








Seq. ID 


OJ000119 22.0331.C20 


Gene No. 


82855 








Strand 


+ 


Start 


1042 








End 


2091 


Name 


OJ000119 22 


.0331. 


C20.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


14 73 ~~ 








End 


1799 


GI 


none 








Score 


188 


Exons 


1473 . . 1799 












Seq. No. 


40065 








Seq. ID 


OJ000119_22.0331.C21 


Gene No. 


82856 








Strand 


+ 


Start 


623 








End 


18678 


Name 


' OJ000119* 22 


.0331. 


C21.ol 


.gs 


Method 


GENSCAN 


Start 


623 








End 


18678 


GI 


none 








Score 


.56 



Exons 623.. 735, 1209.. 1245, 2300.. 2363, 3007.. 3233, 3603.. 3735, 



39979 



4014. .4162, 4614. .4806, 8221. .8397, 8797. .8951, 10254 .. 10310, 
10531. .10554, 11132. .11201, 11734 .. 11924 , 11979 .. 12204 , 
12393. .12453, 12802 13781 , 14 158 .. 14205, 15060 .. 15180 , 
15363. .15525, 15622. .15803, 16017. .16092, 16195. .16352, 
17349. .17520, 17599 .. 17709, 17979 .. 18023, 18589.. 18678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40065 Seq. ID OJ000119_22 . 0331 . C21 

82856 Strand + 

623 End 18678 

OJ000119_22 . 0331 . C21 . ol . np Method AAT/NAP 

10281 End 13813 

7485067 Score 1162 

10281. .10310, 11132. .11216, 11743 .. 1238 9, 12441 .. 13214 , 

13266. .13813 

hypothetical protein - Arabidopsis thaliana 
gi|2244855|emb|CAB10277.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 72 68245 | emb | CAB7854 1 . 1 | (AL161540) 
hypothetical protein [Arabidopsis thaliana] 



40065 Seq. ID 

82856 Strand 
623 End 
OJ000119_22 . 0331 . C21 . o2 . gp Method 
11130 . . End 

31452_1.R1084 Score- 
11130. .11201, 11734. .11815 

T 2244855/emb|CAB10277.1| 5.0e-09 (Z97337) hypothetical protein 
[Arabidopsis thaliana] 1 



OJ000119_22.0331.C21 
+ 

18678 
AAT/GAP 
11815 
226 



40065 Seq. ID 

82856 Strand 
623 End . 

OJ000119_22 . 0331 . C21 . o3 . gp Method 
13084 End 
22676_1.R1084 Score 
13084. .13634 

'3152568 2 . Oe-48 (AC002986) Similar to hypothetical protein 
product gb_Z97 337 from A. th'aliana.* EST gb_H76597 comes from 
this gene. [Arabidopsis thaliana]' 



OJ000119_22.0331.C21 
+ 

18678 
AAT/GAP 
13634 
1056 



Seq. No. 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Gene No. 


82856 




Strand 


+ 




Start 


623 




End 


18678 




Name 


OJ000119 22.0331.C21 


. o2 . np 


Method 


AAT/NAP 




Start 


13774 




End 


18074 




GI 


7296306 




Score 


752 




Exons 


13774. .13804, 15382. 


. 15525, 


15622. .15803, 16017. .16107, 






' '16195. .16352, 17349. 


. 17520, 


17599. .17709, 17979. .18074 




GI Descrip. 


(AE003591) CG5231 gene product [Drosophila melanogaster] 




Seq. No. 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Gene No. 


82856 




Strand 


+ 




Start 


623 




End 


18678 




Name 


OJ000119 22.0331.C21 


. o5 . gp 


Method 


AAT/GAP 




Start 


17492 




End 


17692 




GI 


3106632 




Score" 


217 




Exons 


17492. .17520, 17599. 


.17692 









39980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



40065 
82857 
26257 

OJ000119_22. 0331.C21.o3.np 
26249 
7435683 

26249. .26514, 2 694 4 .. 27093, 
28430. .28502, 28 634 .. 28920, 
30282. .30563, 30886.. 31295 
serine proteinase homolog F9F13.80 - Arabidopsis thaliana 
gi|5262166|emb|CAB45809.1| (AL080253) putative serine proteinase 
[Arabidopsis thaliana] gi | 7268839 | emb I CAB79043. 1 | (AL161553) 
putative serine proteinase [Arabidopsis thaliana] 



Seq. ID OJ000119_22.0331.C21 

Strand + 

End' 31298 

Method AAT/NAP 

End 31295 

Score 2435 
27544 . .27940, 28256 28351, 
29009. .29336, 29422 29692, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40065 Seq. ID 

82857 Strand 

26257 End 

OJ000119_22 . 0331.C21.o3.gs Method 

26257 End 

none Score 



OJ000119_22.0331.C21 
+ 

31298 
GENSCAN 
31298 
.81 



26257. .26591, 2 694 0 .. 27093, 27738 . . 27 94 0 , 28256 .. 28351 , 
28430. .28502, 28634 .. 28 916, 29005 .. 29336, 29422 .. 29692, 
30282. .30563, 30886.. 312.98 



Seq. No. 40065 Seq. ID 

Gene* No. 828-57 Strand 

Start 26257 End 

Name OJ000119_22 . 0331 . C21 . 06 . gp Method 

Start 28 622 End 

GI 568481 Score 

Exons 28622. .28916, 29005.. 29113 

GI Descrip. 458751 6/gb | AAD25747 . 1 | AC007060_5 5.0e-46 (AC007060) Strong 
similarity to gb_U80583 proteinase TMP from Lycopersicon 
esculentum and is a member of the PF_00082 subtilase family. 



OJ000119_22.0331.C21 
+ 

31298 
AAT/GAP 
29113 
737 





[Arabidopsis thaliana] 










Seq. No. 


40065 




Seq. ID 


OJ000119_ 


22.0331 


.C21 


Gene No. 


82858 




Strand 


+ 






Start 


31307 




End 


31573 






Name 


OJ000119 22.0331.C21. 


o7.gp 


Method 


AAT/GAP 






Start 


31307 




End 


31573 






GI 


3768021 




Score 


441 






Exons 


31307. .31573 












Seq. No. 


40065 




Seq. ID 


OJ000119_ 


22.0331 


.C21 


Gene No. 


82859 




Strand 


+ 






Start 


32587 




End 


35996 






Name 


OJ000119 22.0331.C21. 


o4 .gs 


Method 


GENSCAN 






Start 


32587 




End 


35996 






GI 


none 




Score 


.54 






Exons 


32587. .32669, 32703.. 


32901, 


33332. .33396, 33472. 


.33618, 






33661. .33768, 33965.. 


34081, 


34487. .34627, 34761. 


.34943, 






35122. .35239, 35581.. 


35769, 


35834. .35996 






Seq. No. 


40065 




Seq. ID 


OJ000119_ 


22.0331 


.C21 


Gene No. 


82860 




Strand 









39981 




Start 


2227 




End 


2498 




NclITIS 


OJ000119 22 0331 C21 


ol . gp 




AAT /GAP 




Start 


2227 ~~ 




End 


24 98 




GI 


none 




Score 


520 




Exon s 


2227 2498 










O C ^ • LN \J . 


40065 




Seq. ID 






Gene No. 


82861 




Strand 






Start 


14073 




End 


14523 




Name 


OJ000119 22.0331.C21. 


o7 . tm 


Mpt hod 






Start 


1 




End 


1275 




GI 


none 




Score 


90 




Exon 

J-*J Vh/ 1 1 M 


1..141, 2. .142, 5. .154, 6.. 


155. 158 . 


220. 617 736 622 


7 SO 




1207.. 1275 










Seq. No. 


40065 




Seq. ID 


OJ000119__22.0331 


.C21 


Gene No. 


82861 




Strand 






Start 


14073 




End 


14523 




Name 


OJ000119 22.0331.C21. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12366 ~~ 




End 


12616 




GI 


none 




Score 


89 




Ex on s 


12366. .12494, 12368. . 


12616, 


12381. .12611, 12544. .12615 






40065 ' 




Seq. ID 


OJ000119_22.0331 




Gene No. 


82861 




Strand 






Start 


14073 




End 


14523 




Name 


OJ000119 22.0331.C21. 


ol . t s 


Method 


TBLASTX: Soybean 




ouai t 


12521 ~V 




End 


13042 




ox 


none 




Score 


335 




Exnn ^ 


12521. .12838, 12522. . 


12644, 


12539. .12829, 12544 .. 12831, 






12747. .12845, 12833.. 


13042, 


12875. .13033 




Sea No 


40065 




Seq. ID 


OJ000119_22.0331 




Gene No 


82861 




Strand 






Start 


14073 




End 


14523 




Name 


OJ000119 22.0331.C21. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12617" ; 




End 


14062 




GI • 


none 




Score 


172 . 




P, von s 


12617. .12745, 12626. . 


12742, 


12750. .13262, 12751 .. 13827, 






12752. .13828, 13895.. 


13975, 


13898. .13975, 13983 .. 14045, 






13984 . .14043, 14045. . 


14062 








Sea No 


40065 




Seq. ID 


OJ000119_22.0331 


C21 


Gene No. 


82861 




Strand 






Start 


14073 




End 


14523 




Name 


OJ000119 22.0331.C21. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


12623 




End 


13267 




GI 


none 




Score 


234- 




Exons 


12623. .12838, 12730. . 


12831, 


12845. .13090, 12871 .. 1308 9, 






13108. .13266, 13109. . 


13267 








Seq. No. 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Gene No. 


82861 




Strand 






Start 


14073 




. End 


14523 




Name 


OJ000119 22.0331.C21. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


13208 




End 


13465 




GI 


none 




Score 


316 





39982- 




Exons 


13208 13465 13209 


. 13427, 


13216. .13446 




Seq. No. 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Gene No. 


82861 




Strand 


- 




Start 


14073 




End 


14523 




Marries _ ,.- . 


OJ000119 22 0331 C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13582 ~ 




End 


13798 




GI 


none 




Score 


219 




Exon s 


13582.. 137 85, 13583. 


. 13798 








Sea No 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Gene No . 


82861 




Strand 






Start 


14073 




End 


14523 




Name 


OJ000119 22.0331.C21 


. o4 .gp 


Method 


AAT/GAP 




Start 


14073 




End 


14523 




GI 


uC-osflcyp066bllal 




Score 


894 




Rvon =! 

L_J *\ \_/ WJ 


14073. . 14523 










X. 1*/ w O J- • 


'3128206 8.0e-52 (AC004077) 


unknown protein [Arabidopsis 




L. 1 id -1 L Gil 1 CI J 










Seq. No. 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


npne No 


828 62 




Strand 






Start 


15378 




End 


17721 




Name 


OJ000119 22.0331.C21 


. o3 . tm 


Method 


TBLASTX: Maize 




Start ' 


15378 




End 


16109 




GI 


none 




Score 


235 






15378 15524 15379 


15525 


15619. .15801, 15620. .15802, 






15676 15804 15686 


. 15802 , 


16003. .16 


107, 16003. .16107, 






16016 16108 16056 

1 VJ U 1 U . ■ 1 U 1 U U / J. \J VJ Vj • 


. 16109 








Sea No 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Honp No 


82862 




Strand 






Start 


15378 




End 


17721 




Name 


OJ000119 22.0331.C21 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


15403 




End 


17721 




GI 


none 




Score 


126 




Exon <=; 


15403. .15525, 15667. 


.15804,. 


1567 6. .15738, 15998. .16084, 






16003. . 16107, 16194. 


.16349, 


16198. .16377, 17394. .17513, 






17398. . 17526, 17593. 


.17721, 


17619. . 17714 




Seq. No. 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Gene No. 


82862 




Strand 






Start 


15378 




End 


17721 




Name 


OJ000119 22.0331.C21 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


16048 




End 


17721 




GI 


none 




Score 


73 




Exons 


16048. .16098, 16048. 


16098, 


1618 9. .16377, 16194. .1634 9, 






17394. .17513, 17398. 


17526,. 


17593.. 17721 




Sea. No. 


40065 




Seq. ID 


OJ000119_22.0331. 


C21 


Gene No. 


82863 




Strand 






Start 


27547 




End 


30929 




Name 


OJ000119 22.0331.C21. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


27547 




End 


28711 




GI 


none 




Score 


163 




Exons 


27547. .27738, 27588.. 


27746, 


27756. .27941, 27788 .. 27940 , 






28254. .28379, 28257.. 


28346, 


28259. .28348, 28431 .. 28508 , 





39983 






9R fini 


9 ft 7 1 1 










Cesser VI ^-s 

oeq. no. 


4 UU DO 






Seq. ID 


OJ000119_22.0331 


. Oz 1 


Gene No. 


82863 






Strand 






Start 


27547 






End 


30929 




Name 


'O Tfinn i 


1 Q 99 fi^^l P91 


• OO . tu 


Method 


TBLASTX: Cress 






Z / 0;7l 






End. 


30559 




C T 


none 






Score 


45 




IT* \7 Y~\ O 


Z / Oy± • 


977^ft 977fift 
. Z / / jo , Z / / DO . 


9 7 ft £ 1 
. Z / O D J , 


28254. .28352, 28718 .. 28912, 








. Z :? O O 1 , OUZ/fi. 


^04 ^ft 


30290. .30445, 30473.. 30559 




oeq . lno . 


4UUOJ 






Seq. ID 


OJ000119_22.0331 


. LZ 1 


bene jno. 


QOQO 
OZODj 






Strand 






Start 


27547 






End 


30929 




Name 


OJ0001 


19_22.0331.C21 


. o5 . tm 


Method 


TBLASTX: Maize 




OLall, 


Ol ft ft ft 
Z / O O O 






End 


28702 




PT 


none 






Score 


88 




Exons 


97ft ft ft 

z / 0 0 0 . 


97Q41 9 ft 9 ^4 


. Z O O fl ;? , 


28258. .28353, 28258 28350, 






9ft 9 R Q 


OQ-JM 9 ft 4 *31 
. Z 0 1 , Z O fi J 1 . 


9 ft R n 9 
. Z O 3 U Z , 


28431. .28502, 28432 .. 28503, 






9ft finn 


9R701 9ftfim 

■ Z O / U 1 / ZODU1. 


9ft 7 fl 9 

. z 0 / u z 








Seq. No. 


40065 






Seq. ID 


OJ000119_22.0331 


.C21 


Gene No. 


82863 






Strand 








z / o 4 / 






End 


30929 




Name 


a Tnnn 1 

UJ UUUl 


1Q 99 n*5^T POI 

iy zz . u 00 1 . uz ± 


. 06 . tm 


Method 


TBLASTX: Maize 






9 Q 7 H9 

z 0 / uz 






End 


29243 






none 






Score 


229 




Exons 


28702. 


.28839, 28703. 


9 ft Q 1 R 

. z 0 y 1 0 , 


29070. .292 


43 




oeq . NO . 


40065 






Seq. ID 


OJ000119_22.0331 


. Cz 1 


Gene No . 


82863 






Strand 






C -1- 

otdiL 


27547 






End 


30929 




Name 


OJ000119 22.0331.C21 


. o2 . tm 


Method 


TBLASTX : Mai ze 




Start 


29262 






End 


30929 






none 






Score 


126 






29262. 


.29339, 29267. 


. Z :? .3 ft fl , 


29271. .29339, 2 94 1 6 . . 29694 , 






" 29419. 


.29694, 29592. 


9 Q £ Q £ 
. Z y D 3? D , 


30254. .30376, 30259 .. 30555, 






30281. 


.30514, 30283. 


■ JU JlD; 


30496. .30591, 304 97 30565 , 






30888. 


.30929 










oeq. in o . 


40065 






Seq. ID 


OJ000119_22.0331 


. LZ1 


Gene No. 


82863 






Strand 






Start 


27547 






End 


30929 




LNCllUt- 


OJ000119 22.0331.C21 


o9 1- «5 


Method 


TBLASTX: Soybean 




Cf a y~j- 


29454 






End 


30926 




o 1 


none 






Score 


105 




Exons 


29454. 


.29552, 29457. 


. z D D y f 


29458. .29694, 29458 .. 2 9697 , 






30265. 


.30525, 30277. 




30278. .30562, 30882.. 30926 




Seq. No. 


40066 






Seq. ID 


OJ000119_22.0331 


.C22 


Gene No. 


82864 






Strand 


+ 




Start 


1 






End 


2422 




Name 


OJ000119 22.0331.C22 


. ol .np 


Method 


AAT/NAP 




Start . 


1 






End 


2419 




GI 


657207 


6 




Score 


2747 





Exons 1. .2419 

GI Descrip. (AL133452) receptor-protein kinase-like protein [Arabidopsis 



39984 



thaliana] 



Seq. No. 40066 

Gene No. 82864 

Start 1 

Name OJ000119_22 . 0331 . C22 .pi . gs 

Start 98 

GI none 

Exons 98.. 1943, 2084.. 2422 

Seq. No. 40066 

Gene No. 82865 

Start 2964 

Name OJ000119_22 . 0331 . C22 . o2 . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ000119_22.0331.C22 

Strand + 

End 2422 

Method GENSCAN 

End 2422 

Score .46 



Seq. ID OJ000119_22.0331.C22 
Strand 

End 3525 

Method TBLASTX : Soybean 

End 844 

Score 165 

2. .112, 3. .158, 153. .263, 309. .356, 312. .350, 399. .524, 
434. .523, 606. .842, 638. .844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



40066 
82865 
2964 

OJ000119_22 . 0331 . C22 . o4 . tc 
2 

none 



Seq. ID OJ000119_22 .0331. 
Strand 

End 3525 

Method TBLASTX : Cress 

End 34 4 

Score 182 



C22 



2. .112, 3. .161, 159. .344, 179. .262 



40066 
82865 
2964 

OJ000119_22.0331.C22.o4 .tm 
62 

none 



Seq. ID OJ000119_22.0331, 
Strand 

End 3525 

Method TBLASTX : Mai ze 

End 395 

Score 70 



C22 



62. .112, 63. .137, 161. .262, 162. .395, 318. .365 



40066 

828 65 ■ • 
2964 

OJ000119_22.0331.C22.o3.tm 

425 

none 



Seq. ID OJ000119_22.0331. 
Strand 

End 3525 

Method TBLASTX : Mai ze 

End 752 

Score 357 



C22 



425.-556, 426. .752, 432. .578, 645. .749 



40066 
82865 
2964 

OJ000119_22.0331.C22.o2.tc 

561 

none 



Seq. ID OJ000119_22.0331, 

Strand ■ 

End 3525 

Method TBLASTX : Cr.ess . 

End 1064 

Score 367 



C22 



561. .860, 638. .856, 645. .860, 896. .1042, 900. .1064 



40066 
82865 
2964 

OJ000119_22.0331.C22.o2.tm 

753 

none 



Seq. ID OJ000119_22 .0331 , 
Strand 

End 3525 

Method TBLASTX : Mai ze 

End 1085 

Score 138 



C22 



39985 



Exons 



753. .857, 753. .842, 755. .856, 857. .1084, 858. .1085 



Seq. No. 40066 
Gene No. 82865 
Start 2964 

Name OJ000119_22 . 0331 . C22 . ol . 

Start 1085 
GI none 

Exons 1085. .1144, 1086.. 1154, 

1194. .2057, 1771. .2070, 
2029. .2427, 2517. .2642, 



tm 



1145. 
1934. 
2520. 



Seq. ID OJ000119_22.0331.C22 
Strand 

End ' 3525 

Method TBLASTX : Mai ze 

End 2642 

Score 66 

.1186, 1187. .2056, 1189. .1551, 
.2071, 2022. .2297, 2024. .2431, 
.2549, 2597. .2635 



Seq. No. 40066 

Gene No. 82865 

Start 2964 

Name OJ000119_22 . 0331 . C22 . ol , 

Start 1166 

GI none 

Exons 1166.. 2041, 1167.. 2057, 
2133. .2240, 2143. .2223, 



ts 



1939. 
2323. 



Seq. ID OJ000119_22.0331.C22 
Strand 

End 3525 

Method TBLASTX : Soybean 

End 2422 

Score 1396 

.2070, 2024. .2218, 2029. .2217, 
.2418, 2333. .2422 



Seq. No. 40066 

Gene No. 82865 

Start 2964 

Name OJ000119_22 . 0331 . C22 . ol . tc 

Start 1338 

GI none 

Exons ' 1338.. 1883, 1338.. 1859, 1340. 



Seq. ID OJ000119_22.0331.C22 
Strand 

End 3525 

Method. TBLASTX : Cress 

End 1894 

Score 832 
.1894 



Seq. No. 40066 

Gene No. 82865 

Start 2964 

Name OJ000119_22 . 0331 . C22 . ol , 

Start 1374 . 

GI none 

Exons 1374.. 1796, 1374.. 1796, 



tw 



Seq. ID OJ000119_22.0331.C22 
Strand 

End 3525 

Method TBLASTX : Wheat 

End 17 98 

Score 715 



1376. .1798, 1442. .1798 



Seq. No. 40066 

Gene No. 82865 

Start 2964 

Name OJ000119_22 . 0331 . C22 . o2 . tw 

Start 1821 

GI none 

Exons 1821.. 2006, 1821.. 1970, 1826. 



Seq. ID OJ000119_22.0331.C22 
Strand 

End 3525 

Method TBLASTX : Wheat 

End 2191 

Score 156 
.1990, 2045. .2191 



Seq. No. 40066 

Gene No. 82865 

Start 2964 

Name OJ000119_22 . 0331 . C22 . o3 . tc 

Start 1895 

GI none 

Exons 1895.. 2071, 1896.. 2057, 1958, 
2333. .2422 



Seq. ID OJ000119_22.0331.C22 
Strand 

End 3525 

Method TBLASTX: Cress 

End 2422 

Score 236 

.2239, 2029.. 2229, 2326.. 2418, 



Seq.' No. 
Gene No. 
Start 



40066 
82865 
2964 



Seq. ID OJ000119_22.0331.C22 
Strand 

End 3525 



39986 



Name 


piTfinmio 99 ri^^i r*99 r*9 


. gs 




O Cj IN oL-H. IN 


Of -i y>f 


z y oft 




Cjna 


"3 9 


C T 


none 




Score 


7 




9Q£4 "^HQI "34£7 "3^9^ 








o e q > in o . 


4UUD / 




O tr Lj . X Lf 


nTfinm i q 99 n^^i 


Gene No. 


82866 




Strand 


+ — 


Start 


3418 




End 


3547 


Name 




. np 


Method 










End 


^R4 7 




£791 ^4 ^ 




Score 


ft 9 


Exons 












\nruuiu 'J/ *■ iy Liic l j_ Lai 


protein [Oryza 


octLl vaj 


oeq. in o . 


4 nn ^7 

f± U U D / 




Seq. ID 


o.Tnnoi i q 99 n^^i 




82867 




Strand 


+ 


Start 


6231 




End 


6369 


Name 


OJ000119 22.0331.C23.o5 


• gp 


Method 


AAT/GAP 


o Ldi L 






End 


\J J \J Zf 


VJJ± 


74 Dfi 1 P.1 0ft4 




Score 


1 ft 4 


Exons 














7.0e 


-10 (X94191) 


hoaf chrifV r-\ >~ /-\ -K 
UCa L OllULfi. JJiUL 




[rcIllllocLUIU LJ J_a. UOUlllJ 








064. LN O . 


4 nn£7 

4UUO / 




Seq. ID 


OJ000119_22.0331 


Gene No. 


82868 




Strand 




Start 


1 




End 


5792 


Name 


OJ000119 22.0331.C23.ol 


.np 


Method 


AAT/NAP 


C -i 1 v-4- 


1 




End 


4222 


T 


3128206 




Score 


834 


L* ' \T /"~\ -rt 

Lxons 


1..18, 484. .746, 1118.. 


1230, 2086.. 2362, 2393.. 2668, 42 




(AC004077) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


40067 




Seq. ID 


OJ000119_22.0331 


Gene No. 


82868 




Strand 






1 




End 


5792 


Name 


OJ000119 22.0331.C23.ol 


.gs 


Method 


GENS CAN 


jCdll 


419 ' 




End 


2961 


bl 


none 




Score 


.76 




419. .746, 1118. .1230, 2117. 


.2788, 2911. 


.2961 


Seq. No. 


40067 




Seq. ID 


OJ000119_22.0331 


Gene No. 


82868 




Strand 




O Ldi U 


1 ■ 




End 


5792 


Name 


OJ000119 22.0331.C23.o3 


.tm 


Method 


TBLASTX: Maize 


O La. XT L 


483 




End 


625 


r;T 


none 




Score 


164 


Exons 


483. .593, 484. .624, 485 


..622, 485. .625 




Sea No 


40067 




Seq. ID 


OJ000119_22.0331 


Gene No. 


82868 




Strand 




Start 


1 




End 


5792 


Name 


OJ000119 22.0331.C23.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


483 




End 


613 


GI 


none 




Score 


95 


Exons 


483. .593, 485. . 613 









39987 



Seq. No. 40067 

Gene No. 82868 

Start 1 

Name OJ000119_22 . 0331 . C23 . ol . gp 

Start 484 

GI 699654 

Exons 484.. 704 

GI Descrip. 3128206 8.0e-52 (AC004077) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ000119_22.0331.C23 
Strand 

End 5792 

Method AAT/GAP 

End 704 

Score 422 



Seq. No. 40067 

Gene No. 82868 

Start 1 

Name OJ000119_22 . 0331 . C23 . ol . tm 

Start 695 

GI none 

Exons 695.-748, 695.. 754, 696.. 764, 



Seq. ID OJ000119_22.0331.C23 
Strand 

End 57 92 

Method TBLASTX : Mai ze 

End 2488 

Score 85 

1114. .1227, 1115. .1231, 



1117. .1230, 2114. .2329, 2114. .2446, 2353. .2412, 2414. .2488, 
2447. .2482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40067 
82868 
1 

OJ000119_22.0331.C23.ol.ts 

1114 

none 



Seq. ID OJ000119_22.0331.C23 
Strand 

End . 5792 

- Method TBLASTX : Soybean 

End 2356 

Score 64 



1114. .1227, 1175. .1231, 2114. .2185, 2115. .2168, 2144. .2308, 
2165.. 2356, 2181.. 2312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000119_22.0331.C23 
Strand 

End 5792 

Method AAT/GAP 

End 2336 

Score 325 



40067 
82868 
1 

OJ000119_22.0331.C23.o2.gp 
2156 

LIB3431-056-P1-K1-H6 
2156. .2336 

! 4490313/emb|CAB38804.1| 2.0e-13 (AL035678) putative protein 
[Arabidopsis thaliana] 1 



40067 
82868 
1 

OJ000119_22.0331.C'23.o2.ts 

2555 

none 

2555. .2698, 2556. .2666 



Seq. ID OJ000119_22.0331.C23 
Strand 

End 5792 

Method TBLASTX : Soybean 

End 2698 

Score 147 



Seq. No. 40067 

Gene No. 82868 

Start 1 

Name OJ000119_22 . 0331 . C23 . o3 . gp 

Start 3781 

GI LIB34 31-045-P1-N1-A10 

Exons 3781.. 4234 

GI Descrip. 1 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. ID OJ000119_22.0331.C23 
Strand 

5792 
AAT/GAP 
4234 
872 



End 

Method 

End 

Score 



39988 



Seq. No. 40067 Seq. ID 

-Gene No. . 82868 Strand 

Start 1 End 

Name OJ000119_22 . 0331 . C23 . o2 . gs " Method 

Start 4059 End 

GI none Score 

Exons 4059.. 4219, 4517.. 4976, 5142.. 5792 



OJ000119_22.0331.C23 

5792 
GENSCAN 
5792 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40067 Seq. ID 

82868 Strand 
1 End 
OJ000119_22.0331.C23.o4 . gp Method 
4313 End 
5701669 Score 
4313. .4735 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA • protein . (AC003981) [Oryza sativa] 



OJ000119__22.0331.C23 

5792 
AAT/GAP 
4735 
764 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 22.0331.C23 



5792 
AAT/NAP 
5792 
2467 



40067 
82868 
1 

OJ000119_22.,0331.C23.o3.np 
4339 
7228442 
4.339. .5792 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 

40067 Seq. ID OJ000119_22 . 0331 . C23 

82868 Strand 

1 End 5792 

OJ000119_22 .0331 . C23 . o4 . np Method AAT/NAP 

4339 End 5792 

7228442 Score 2470 

4339..5792 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



40067 
82868 
1 

OJ000119_22.0331.C23.o2.tm 

4341 

none 



Seq. ID OJ000119_22.0331.C23 
Strand 
End 

Method 
End 
Score 



5792 

TBLASTX: Maize 

4778 

151 



4341. .4616, 4378. .4599, 4650. .4778, 4672. .4770 



Seq. No. 40068 Seq. ID 

Gene No. 82869 Strand 

Start 217 End 

Name OJ000119_22 . 0331 . C24 . ol . np Method 

Start 217 . End 

GI 7339719 Score 

Exons 217.. 312, 966.. 1041 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



OJ000119_22.0331.C24 
+ ■ 

1041 
AAT/NAP 
1041 
64 



39989 



Seq. No. 


40068 






Seq. ID 


OJ000119_22.0331 


.C24 


Gene No. 


82870 






Strand 






Start 


605 






End 


1355 




M^i tn ^ 
ln auic 


OJ000119 


22.0331.C24.o2. 


np 


Method 


AAT /MAP 






605 






End 


-L J <*J *J 






7106514 






Score 


12 




Exon s 


605. . 680, 


1223. .1355 












(AP001278) hypothetical 


protein [Oryza 


OQ LX V CI J 




Seq. No. 


40069 






Seq. ID 


OJ000119_22.0331 


.C25 


Gene No 


82871 






Strand 


-i- 




Start 


374 






End 


836 




Name 


OJ000119 


22.0331.C25.ol. 


gs 


Method 


GEN SCAN 




Start 


374 






End 


836 




GI 


none 






Score 


. 57 




Exon ^ 


374. .466, 


717. .836 










Seq. No. 


40070 






Seq. ID 


OJ000119_22.0331 


.C26 


Q@n,e No . 


82872 






Strand 


-j- 




Start 


629 






End 


1421 




Naine 


OJ000119 


22.0331.C26.ol. 


gs 


Method 






Start 


629 






End 


1421 




GI 


none 






Score 


• o 




pvAn c 


629. . 959, 


1043. .1221, 1227. . 


1421 






Seq. No. 


4 0070 






Seq. ID 


OJ000119_22.0331 


.C26 


Gene No. 


82872 






Strand 


+ 




Start 


629 






End 


1421 




Naine 


OJ000119 


22.0331.C26.ol. 


np 


Method 


AAT /NAP 




Start 


632 






End 


1406 




GI 


2190992 






Score 


668 




Exon 9 


632. .958, 


1052. .1406 










np Cfri n 
VJ J. L • 


(AF004358 


) glutathione £ 


-transferase TSI-1 [Aegilops tauschii 


Seq. No. 


40070 






Seq. ID 


OJ000119_22.0331 


.C2 6 




82872 






Strand 


+ 




Start 


629 






End 


1421 




Naine 


OJ000119 


22.0331.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


635 






End 


1167 




GI 


none 






Score 


374 




Exon 


635. .949, 


635.. 937, 1078 


. .1167 






Seq. No. ' 


40070 






Seq. ID 


OJ000119_22.0331 


.C26 




82872 






Strand 


+ 




Start 


629 






End 


1421 




Name 


OJ000119 


22.0331.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


635 






. End" 


'958 




GI 


none 






Score 


422 




Pvnn q 

uAUllo 


635. .958, 


635..9S5, 673. 


.957 








Seq. No. 


40070 






Seq. ID 


OJ000119_22.0331 


.C26 


Gene No. 


82872 






Strand 


+ 




Start 


629 






End 


1421 




Name 


OJ000119 


22.0331.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


638 






End 


1396 




GI 


none 






Score 


447 





39990 




T7 1 v /-\ i^i c? 


QR9 


Q ^4 


1069. .1155, 1153. .1302, 






i i cq 1 9Q0 1 Ofi^ 1 "i&f, 


1 9R4 
X £. O fi . 


.1361, 1289.. 1396, 1291.. 1395 


Seq. No. 


40070 




Seq. ID 


OJ000119 22.0331 


.C26 


Gene No. 


82872 




Strand 


+ 




o Lai L 






End 


1421 




Name 




+- n 

. L. C 


Method 


TBLASTX: Cress 




O Lax L 


£4 1 
D4 X 




End 


952 






none 




Score 


319 




Exons 


641 Rfi^ 647 9^9 7fi1 


• . yJl 








Seq. No. 


40070 




Seq. ID 


OJ000119 22.0331 


.C26 


Gene No. 


82872 




Strand 


+ 




q-t- ^t- 
DLdi L 


69Q 




End 


1421 




Name 


n.Tnnni i q 99 n^^i r96 r.9 


. L W 


Method 


TBLASTX: Wheat 




Q -|- 


1 m ^ 

1 U / J 




End 


1353 




r t 


none 




Score 


199 




LiAUilb 


107S 1 9QQ ITS? 1^09 

X U / J . , J. /L Z? f 11 J J i i 1 JUL; 


1 9R9 


.1353, 1299.. 1349 




Seq. No. 


40071 




Seq. ID 


OJ000119_22.0331 


.C27 


Gene No. 


82873 




Strand 






Of 3 r f 






End 


989 




Name 


otoooiiq 99 0^1 P97 ni 


• LIU 


Method 


TBLASTX: Maize 




uCaX L 


7 1 n ~~ 

/ 1U 




End 


989 




PT 
bl 


none 




Score 


96 






71 0 Q89 R 61 Qfl Q 

/1U . . :? 0 Z , ODX. • :? 0 :7 










Seq. No. 


40071 




Seq. ID 


OJ000119_22.0331 


.C27 


Gene No . 


82873 




Strand 








7 1 n 

/ 1U 




End 


989 




Name 


otoooiiq 99 n^^i r97 /^i 

UdUllUliy • U J Jl . / .OX 


. L W 


Method 


TBLASTX: Wheat 




Otdlt 


7 Q1 _ 
/ 31 




End 


980 




ox 


none 




Score 


73 




Exons 


7Q1 Q76 R^4 QRO Rfil 
/-?x...?/o, 001.. -7oU/ oox 


QRO 










4 007 9 
ft u u / z 




Seq. ID 


OJ000119_22.0331 


.C29 


Gene No. 


. 82874 




Strand 


+ 




Start 


1 




End 


1505 




Name 


OJ000119 22.0331.C29.ol 


np 


Method 


AAT/NAP 




Qt- ^ -rt- 
OLal L 


1 




End 


1505 




PT 
O X 


4680186 




Score 


136 






1..127, 767. .880, 1466. 


1505 








OX UcoLlip^ 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


40072 




Seq. ID 


OJ000119_22.0331 


.C29 


Gene No. 


82875 




Strand 








1488 




End 


1615 




Name 


OJ000119 22.0331.C29.o2 


gs 


Method 


GENSCAN 




DtdlL 


1488 




End 


1615 




X 


none 




Score 


.53 




HiXOIlo 


1488. .1615 










Seq. No. 


40073 




Seq. ID 


OJ000119_22.0331 


.C33 


Gene No. 


82876 




Strand 


+ 




Start 


634 




End 


1213 




Name 


OJ000119 22.0331.C33.ol. 


gs 


Method 


GENSCAN 




Start 


634 




End 


816 





39991 



GI 

Exons . 



none 
634 . .816 



Score 



.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40073 
82876 
634 

OJ000119_22. 0331.C33.o2.np 

634 

7106516 
634. .792, 1194. .1213. 

(AP001278) hypothetical protein [Oryza sativa] 



Seq. ID OJ000119_22.0331.C33 

Strand + 

End 1213 

Method AAT/NAP 

End 1213 

Score 150 



40073 
82877 
1 

OJ000119_22. 0331.C33.ol.np 
1 

7228450 

1..167, 301. .388, 1151. .1213 

(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ000119_22.0331.C33 
Strand * 

End 1213 

Method AAT/NAP 

End 1213 

Score 107 



Seq. ID OJ000119_22.0331.C35 

Strand + 

End 624 

Method AAT/GAP 

End 624 

Score 651 



40074 
82878 
243 

OJ000119_22.0331.C35.ol.gp 
243 

uC-osf Icyp033a04bl 
243. .624 

' 6016845/dbj | AP000570.1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 f 



40074 
82879 
173 . 

OJ000119_22. 0331.C35.ol.gs 

173 

none 

173. .285., 473.-526, 634. .826 



Seq. ID OJ000119_22.0331.C35 
Strand 

End 1214 

Method ' GENSCAN 

End 826 

Score .49 - 



40074 
82879 
173 

OJ000119_22. 0331.C35.ol.np 
176 

4680186 
176. .376, 1195. .1214 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID " OJ000119_22.0331.C35 
Strand 

1214 
AAT/NAP 
1214 
320 



End 

Method 

End 

Score 



40074 
82879 
173 

OJ000119_22. 0331.C35.o2.np 
473 

5852180 
473. .526 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq.- ID OJ000119_22.0331.C35 
Strand 

End 1214 

Method AAT/NAP 

End 52 6 

Score 53 



39992 




Cpfy Ma 


4007S 


JCL^ . X Ls 


d.toooi 1 q 22 n^^i 






82880 


Strand 


4- _ 




Start 


1 


End 


2064 




Name 


OJ000119_22.0331.C36:ol.np, 


Method 


AAT/NAP' 




O <— Ci J- L. 


i 

X 


End 


1660 




TT 

O -L 


D JO JO J 3 


Score 


554 






X. i J JO / 1 U J J • t J. uuu 








T n&cpr "i n 




kafirin cluster; Ty3-Gypsy 


t yp ( 




(AF061282) TOrvza satival 








Seq. No. 


40075 


Seq. ID 


OJ000119 22 0331 

V-/ W U U W J. J. ^ £~ m W _I_ • 


C36 


Gene No. 


82880 


Strand 






Start 


1 


End 


2064 




Name 


OJ000119 22 0331 C36 ol as 


Method 


GENSCAN 




OUai L 


61 _ 


End 


393 




GI 


none 


Score 


. 77 






61 . . 393 










40075 


Seq. ID 




C36 


Gene No. 


82880 


Strand 


+ 




Start 


1 


End 


2064 




Name 


OJ000119 22.0331.C36.o3.np 


Method 


AAT/NAP 






295 


End 


2064 






6069659 


Score 


1 07 

X \J I 




DAU1 1 0 


295. .318, 1781. .2064 










(AP000616) hypothetical protein [Oryza 


o d U X V a. J 




Q(=yrt Kin 
O tr ■ In . 


40075 


Seq. ID 


O.T0001 1 9 0 0 n^?i 




Gene No. 


82880 


Strand 


+ — 




Start 


1 


End 


2064 




Name 


OJ000119 22.0331.C36.o2.np 


Method 


AAT /NAP 

nn j. / Lint 




O Lai L 


1151 


End 


2064 




GI 


6907088 


Score 


4 56 




T* 1 vrsn Q 

£jAU1 1 o 


1151. .1288, 1465. .1702, 2040. 


.2064 






(IT Hficpy"-! rj 


(AP001129) hypothetical protein [Oryza 


qaH XT?\ ] 

O CI \ 1- v CI J 




Seq. No. 


40075 


Seq. ID 


OJ000119_22.0331. 


C36 


Gene No. 


82881 


Strand 






Start 


625 


End 


1219 




Name 


OJ000119 22.0331.C36.ol.tm 


Method 


L Olinu J. Z\ ■ L id X c 




Start 


1 


End 


J VJ \J 




GI 


none 


Score 


382 




Rxon s 


1..360, 3. .170, 185. .226, 255 


. .335 






Seq. No. 


40075 


Seq. ID 


OJ000119_22.0331. 


C36 


Gene No. 


82881 


Strand 






Start 


625 


End 


1219 




Name 


OJ000119 22.0331.C36.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


315 




GI 


none 


Score 


322 




T7 1 vnn q 

DAUl lO 


1..315, 3. .170 








Seq. No. 


40075 


Seq. ID 


OJ000119_22.0331. 


C36 


Gene No. 


82881 


Strand 






Start 


625 


End 


1219 




Name 


OJ000119 22.0331.C36.o2.gs 


Method 


GENSCAN 




Start 


625 


End 


1219 





39993 




C T 


none 


Score 


ft ^ 








69S fiQft 1 1 1 91 Q 

J . . O ,7 O , ± J. O -J . • J. ^. J. .7 










Seq. No. 


40076 


Seq. ID 


OJ000119_22 


.0331 


.C42 


Gene No. 


82882 


Strand 








OldLL 


O -7 Zt 


End 


190^ 

-L \J O 






Name 


0,70001 1 Q 99 0^1 CA? nl rr^ 












6QQ _ 

O _/ _7 


FnH 


1 90*3 








none 




.92 








fjqq Q/^ TO^fi 1201 










Seq. No. 


40076 


Seq. ID 


OJ000119_22 


.0331 


.C42 


Gene No. 


82883 


Strand 








O Lai L 


1729 


End 


1856 






Name 


O.T0001 1 Q 03^1 P4? n1 tm 


L i C L.11UU 


TBLASTX : Mai ze 




C -l- -j 


?4 ft 


FnH 


941 






\j ± 


1 1C1 i t; 




191 








^4ft 446 747 941 










Cp n Kin 


4 007 




OJ000119 22 


. 0331 


. C42 


Gene No. 


82883 


Strand 








Start 


1729 


End 


/ 1856 






Name 


OJ000119 22.0331.C42.o2.np 


Method 


AAT/NAP 






Q -t- -a y~+- 
O L.O.X L 


. 1729 ' 


End 


1856 








7523512 ' 


Score 


125 








1729. .1856 












(AP001633) hypothetical protein [Oryza 


Q Z\ t" 1 1 
DO 1 L v CL J 






o e q . in o . 


■ 40077 


Seq. ID 


OJ000119 22 


. 0331 


CA ^ 


Gene No. 


82884 


Strand 


+ 






Start 


1 


End 


5905 






Name 


OJ000119 22.0331.C43.ol.np 


Method 


AAT/NAP 








1 


End 


715 






o J. 


5042454 


Score 


211 






Pvnnc 
JjAUIIo 


1..21, 247. .421, 662. .715" 












(AC007789) putative polyprote 


in [Oryza 


sativa] 






Seq. No. 


40077 


Seq. ID 


OJ000119_22 


.0331 


.C43 


Gene No. 


82884 


Strand 


+ 






o u a i. u 


1 


End 


5905 






Name 


OJ000119 22.0331.C43.ol.gs 


Method 


GENSCAN 






O L- Cl J. U 


335 


End 


5176 






J. 


none 


Score 


.8 






Exons 


335. .421, 647. .832, 2768. .2878, 3803.. 


3907, 4730.. 


5176 




OCLJ . LNU a 


40077 


Seq. ID 


OJ000119_22 


.0331 




Gene No. 


82884 


Strand 


+ 






Start 


1 


End 


5905 






Name 


OJ000119 22.0331.C43.o2.np 


Method 


AAT/NAP 






q+- a r-f 

O Lai L 


4415 


End 


5905 






TT 
O J. 


6983857 


Score 


1262 






Exons 


4415. .4531, 4595. .5156, 5326. 


.5786, 5827. .5905 






GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 






Seq. No. 


40077 


Seq. ID 


OJ000119_22 


.0331 


.C43 


Gene No. 


82884 


Strand 


+ 






Start 


1 


End 


5905 







39994 



Name 

Start 

GI 

Exons 



OJ000119_22.0331.C43.o2.gs 

5761 

none 

5761. .5850 




Method GEN SCAN 
End 5850 



Score 



.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40078 
82885 
1 

OJ000119_22.0331.C45.ol.np 
1 

100484 
1. .929 

hypothetical protein - garden snapdragon 



Seq. ID OJ000119_22.0331.C45 

Strand + 

End 929 

Method AAT/NAP 

End 929 



Score 



772 



40078 
82885 
1 

OJ000119_22.0331.C45.ol.ts 

32 

none 

32. .274, 34. .216 

40078 
82885 
1 

OJ000119_22. 0331.C45.ol.gs 
41 

none 
41. .898 



Seq. ID OJ000119_22.0331.C45 

Strand + 

End 929 

Method TBLASTX : Soybean 

End 274 

Score 187 



Seq. ID OJ000119_22.0331.C45 
Strand + 

929 



End 

Method GENSCAN 
End 898 



Score 



.92 



Seq. No. 40078 

Gene No. 82885 

Start 1 

Name OJ000119_22 . 0331 . C45 . o2 . tm 

Start 335 

GI none 

Exons 335..S47, 358.;549 " 

Seq. No. 40078 

Gene No. 82885 

Start 1 

Name OJ00011 9_22 . 0331 . C45 . ol . tm 

Start 584 

GI none 

Exons 584.. 892, 629.. 769, 631.. 873 

Seq. No. 40078 

Gene No. 82885 

Start 1 

Name O JO 00119_22.0331.C45.ol.tw 

Start 680 

GI none 

Exons 680.. 892 



Seq. ID OJ000119_22.0331.C45 

Strand + 

End 92 9 

Method TBLASTX : Mai ze 

End 54 9 

Score 1 214 



Seq. ID OJ000119_22.0331.C45 

Strand + 

End 929 

Method TBLASTX : Mai ze 

End 8 92 

Score 24 9 



Seq. ID OJ000119_22.0331.C45 

Strand + 

End 929 

Method TBLASTX : Wheat 

End . 8 92 

Score 170 



Seq. No. 
Gene No. 
Start 



40079 
82886 
20 



Seq. ID OJ000119_22.0331.C47 
Strand + 
End 304 



39995 



# 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Starf 

GI Q 

Exorvs) 

GI Descrip. 



Method GENSCAN 
End 304 
Score . 93 



OJ000119_22. 0331.C47.ol.gs 
20 

none 

20. .137, 171. .304 

40079 
82887 
1443 

OJ000119_22.0331.C47.o2.gs 
1443 
none 

1443. .2533, 2588;. 2671, 3112. .3226, 3344. .3442 



Seq. ID OJ000119_22.0331.C47 
Strand 

End 3442 

Method GENSCAN 

End 3442 

Score . .87 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 22.0331.C47 



40079 
82888 
3356 

OJ000119_22. 0331.C47.o2.np 
3356 
7228438 
3356. .3380, 4631. .5013 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



8875 
AAT/NAP 
5013 
169 



40079 
82888 
3356 

OJ000119 22.0331.C47.o4 .np 



3788 
5441880 
3788. .3825, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000119 22.0331.C47 



8875 
AAT/NAP 
8875 
413 

6617, 8796. .8875 
corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



6036.. 6369, 6478. 



(AP000367) EST C28952 (C62945) 



Seq. tfe. 

Gene nJ. 

Start" 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



40079 Seq. ID 

82888 Strand 
3356 End 
OJ000119_22 . 0331 . C47.. o3 . gs Method 
3814 End 
none Score 

3814. .3992, 4404. .4545, 4631. .4951, 

6036. .6224, 6248. .6402, 6478. .6629 



OJ000119 22.0331.C47 



8875 
GENSCAN 
6629 
.74 

5031. .5085, 



5661. .5949, 



40079 
82888 
\3356 

l OJ000119_22 
6032 
5441880 
6032. . 6369, 
(AP000367 



OJ000119 22.0331.C47 



0331.C47.o3.np 



Seq. ID 
Strand 

End 8875 
Method AAT/NAP 
End 8875 
Score 410 
8875 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



6478. .6617, 8796. 
EST C28952 (C62945) 



40080 
82889 



Seq. ID 
Strand 



OJ000119 22.0331.C48 



39996 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000119_22.0331.C48.ol.np 
1 

5732031 
1..611, 692. .727 

(AF147260) No definition line found [Arabidopsis thaliana] 



End 

Method 
End 
Score 



727 

AAT/NAP 
727 
327 



40080 
82889 
1 

OJ000119_22.0331 .C48.ol.tm 

341 

none 



Seq. ID OJ000119_22.0331.C48 

Strand 

End 727 

Method TBLASTX : Mai ze 

End 630 

Score 56 



341. .496, 341. .475, 342. .626, 349. .630 



Seq. No. 40081 

Gene No. 82890 

Start 242 

Name OJ000119_22 . 0331 . C50'. ol . gs 

Start 242 

GI none 

Exons 242.. 319, 419.. 475, 970.. 1068 



Seq. ID OJ000119_22.0331.C50 

Strand + 

End 1068 

Method GENSCAN 

End 1068 

Score .78 



Seq. No. 40082 

Gene No. 82891 

Start 138 

Name OJ000119_22 . 0331 . C53 . ol . gs 

Start 138 

GI none 

Exons 138. .201 



Seq. ID OJ000119_22.0331.C53 
Strand 

End 201 

Method GENSCAN 

End 201 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40083 
82892 
1 

OJ000119_22.0331.C54.ol.np 
1 

6723391 



Seq. ID OJ000119_22.0331.C54 
Strand 

2488 
AAT/NAP 
2488 
509 



End 

Method 
End 
Score 

1..40, 223. .374, 769. .984, 1119. .1195, 1277. .1388, 2103. .2488 
(AL132956) putative protein [Arabidopsis thaliana] 



40083 
82892 
1 

OJ000119_22.0331.C54.ol.gp 
187 

LIB3431-056-P1-N1-H6 
187. .660 

'3128206 8.0e-52 (AC004077) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000119_22.0331.C54 
Strand 

End 2488 

Method AAT/GAP 

End 660 

Score 855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



40083 
82892 
1 

OJ000119_22.0331.C54.ol.gs 

237 

none 



Seq. ID OJ000119_22.0331.C54 
Strand 

End 2488 

Method GENSCAN 

End '-2447 



Score 



.95 



237. .374, 769. .896, 1322. .1388, 2103. .2447 



39997 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 

Seq. No. 
Gene No. 
Start 



40084 
82893 
6 

OJ000119_22. 0331.C55.ol.gs 
6 

none 

6. .143, 405. .479 

40084 
82894 
1066 

OJ000119_22. 0331.C55.o2.gs 

1066 

none 

1066. .1145, 1619. .1682 



Seq. ID OJ000119_22.0331.C55 

Strand + 

End 479 

Method GENSCAN 

End 479 

Score .88 



Seq. ID OJ000119__22.0331.C55 
Strand 

End 1682 

Method GENSCAN 

End 1682 

Score .56 



40085 
82895 
1 

OJ000119_22.0331.C56.ol.np 
1 

3128206 
1..116, 371. .472 

(AC004077) unknown protein [AfSlbidopsis thaliana] 



Seq. ID OJ000119_22.0331.C56 
Strand + 

472 

AAT/NAP 
472 
105 



End 

Method 

End 

Score 



40085 
82896 
12 

OJ000119_22.0331.C56.ol.gs 
12 

none 

12.. 102, 682.. 782 



Seq. ID OJ000119_22.0331.C56 
Strand 

End 782 

Method GENSCAN 

End 782 

Score .51 



40086 
82897 
1 

OJ000119_22 . 0331 .C57 . ol . gp 
1 

LIB3431-056-P1-N1-H6 
1. . 125 

'3128206 8.0e-52 (AC004077) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000119_22.0331.C57. 
Strand 

125 

AAT/GAP 
125 
213 



End 

Method 

End 

Score 



40086 
82898 
234 

OJ000119_22.0331.C57.ol.np 
234 

6723390 



Seq. ID OJ000119_22.0331.C57 
Strand 

End 5939 

Method AAT/NAP 

End 5083 

Score 520 



234. .449, 589. .665, 1089. .1179, 3257. .3852, 3950. .4130, 
5033. .5083 

(AL132956) putative protein [Arabidopsis thaliana] 



40086 
82898 
234 



Seq. ID OJ000119_22.0331.C57 
Strand 

End 5939 



39998 



# • 



Name 


OJ000119_22 . 0331 . C57 . o2 . gs 


Method 


GENSCAN 


Start 


3230 


End 


5939 


GI 


. none 


Score 


. 63 


Exons 




coon 

. . oy J9 




Seq. No. 


40086 


Seq. ID 


OJ000119 22.0331.C57 


Gene No. 


82899 


Strand 


- 


Start 


d o o o 


End 


6523 


Name 


ojuuuiiy . UjjI .Co / . oi . tc 


Method 


TBLASTX : Cress 


Start 




End 


3850 


GI 


none 


Score 


7 1 


Exons 


OC OTTO n OTTC 

Jbyj..o//o, J0UU..0/IU, 3/16 


"3 0 C f\ 

. .3850 




Seq. No. 


a n n 0 c 
4 (J (Jo 0 


Seq. ID 


OJ000119_22 . 0331 . C57 


Gene No. 


82899 


Strand 




Start 


6392 


End 


6523 


Name 


OJ000119 22.0331.C57.o2.np 


Method 


AAT/NAP 


btar t 


6392 


End 


ti a 0 0 


GI 


6815099 


Score 


87 


Exons 


6392. .6523 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


40087 


Seq. ID 


OJ000119_22 . 0331 . C58 


Gene No. 


82900 


Strand 


+ 


Start 


370 


End 


4174 


Name 


OJ000119 22.0331.C58.ol.np 


Method 


AAT/NAP 


Start 


370 


End 


4174 


GI 


6721547 


Score 


100 


Exons 


370. .455, 4120. .4174 






GI Descrip. 


(AP001073) Similar to Oryza , 


sativa gene for Pib. (AB013448) 


Seq. No. 


40087 


Seq. ID 


OJ000119_22 . 0331 . C58 


Gene No . 


82901 


Strand 




btart 


7458 


End 


8092 


Name 


OJ000119 22.0331.C58.o2.np 


Method 


AAT/NAP 


Start 


7443 


End 


8092 


GI 


1717826 


Score 


463 


Exons 


7443. .8092 






GI Descrip. 


TYROS INE/DOPA DECARBOXYLASE : 


2 [INCLUDES: DO PA DECARBOXYLASE 




(DDC); TYROSINE DECARBOXYLASE ] gi | 1076245 | pir | | B55066 tyro: 




decarboxylase (EC 4.1.1.25) : 


2 - opium poppy gi'| 607747 (U085! 




tyrosine/dopa decarboxylase 


[Papaver somniferum] 


Seq. No. 


40087 


Seq. ID 


OJ000119_22.0331.C58 


Gene No. 


82901 


Strand 




Start 


7458 


End 


8092 


Name 


OJ000119 22.0331.C58.o2.gs 


Method 


GENSCAN 


Start 


.7458 


End 


8041 


GI 


hone 


Score 


.94 


Exons 


7458. .8041 






Seq. No. 


40087 


Seq. ID 


OJ000119_22.0331.C58 


Gene No. 


82901 


Strand 




Start 


7458 


' End 


8092 


Name 


OJ000119 22.0331.C58.ol.tc 


Method 


TBLASTX: Cress 


Start 


7470 


End 


7919 


GI 


none 


Score 


79 



39999 



# 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7470. .7598, 7710. .7919, 7711. .7887 



40088 
82902 
2332 

OJ000119_22 .0331.C59.o2.np 

2332 

6539570 



Seq. ID OJ000119_22.0331.C59 

Strand + 

End 3999 

Method AAT/NAP 

End : - 3999 

Score 55 



2332. .2372, 2586. .2746, 2888.-2937, 3972. .3999 
(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ000119_22.0331.C59 
Strand 

End 3551 

Method AAT/NAP 

End 641 

Score 586 



40088 
82903 
1 

OJ000119__22. 0331.C59.ol.np 
1 

1174828 
1..641 

TYROSINE DECARBOXYLASE 2 gi | 322738 | pir | | A4 4 405 tyrosine 
decarboxylase (EC 4.1.1.25) - parsley gi | 1 6967 1 | gb | AAA338 60 . 1 | 
(M96070) tyrosine decarboxylase [ Petroselinum crispum] 



40088 
82903' 
1 

OJ000119_22.0331.C59.ol.gs 
28 

none 



Seq. ID OJ000119_22.0331.C59 
Strand 

End 3551 

Method * GENSCAN 

End 3551 

Score . 5 



28. .698, 2564. .2711, 3517. .3551 



40088 
82903 
1 

OJ000119_22. 0331.C59.ol.ts 

315 

none 



Seq. ID OJ000119_22.0331.C59 
Strand 

End 3551 

Method TBLASTX : Soybean 

End 572- 

Score 71 



315. .431, 316. .381, - 4 32. .572,-, 47 : 8:. .54 6 



40089 
82904 
1380 

OJ000119_22. 0331.C60.ol.gs 

1380 

none 



Seq. ID OJ000119_22.0331.C60 
Strand 

End 10545 

Method GENSCAN 

End 10521 

Score .42 



1380. .1607, 4156. .5369, 5810. .5989, 7473. .7611, 8219. .8341, 
8477. .8545, 10027. .10080, 1024 6. .10521 



40089 
82904 
1380 

OJ000119_22.0331.C60.ol.tm 

4102 

none 



Seq. ID OJ000119_22.0331.C60 

Strand - . 

End 10545 

Method TBLASTX : Maize 

End ~ 5259 

Score 273 



4102. .4203, 4244. .4606, 4252. .4614, 4714. .4851, 4715. .4873, 
5095. .5259, 5096. .5203, 5107. .5229 



Seq. No. 



40089 



Seq. ID OJ000119_22.0331.C60 



40000 



